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cel-lin-4, cel-miR-87: 
 
 
 
 
 
 
 
cel-miR-90, cel-miR-124: 
 
 
 
 
 
 
It should be noted that the cel-miR-90_cel-miR-124 3’ block of 
identity is conserved to some extent in miRNAs cel-miR-80, cel-
miR-81, cel-miR-82 and cel-miR-234. 
Alignment of 3’ end sequences: 
               1           14 
cel-miR-124    -GGUGAAUGCCA-- 
cel-miR-234    ---AGAAUACCCUU 
 cel-miR-90    -UUUGAAUGCCCCU 
 cel-miR-80    AGUUGAAAGCCGA- 
 cel-miR-81    --GUGAAAGCUAGU 
 cel-miR-82    --GUGAAAGCCAGU 

 
Interestingly the human miRNA hsa-miR-124, counterpart of C. 
elegans cel-miR-124, has extensive 3’ sequence similarity to hsa-
miR-377*.  
 
 
 
 

 
 
cel-miR-81, cel-miR-799: 
 
 
 
 
 
 
It should be noted that the cel-miR-799_cel-miR-81 3’ block of 
identity is conserved to some extent in C. elegans miRNAs cel-
miR-80 and cel-miR-82, and in human miRNA hsa-miR-208a. 
Alignment of 3’ end sequences: 
               1             16 
cel-miR-799    ----UAAAGCUAGUGG 
 cel-miR-81    --GUGAAAGCUAGU-- 
 cel-miR-80    AGUUGAAAGCCGA--- 
 cel-miR-82    --GUGAAAGCCAGU-- 

 
               1          14 
cel-miR-799    --UAAAGCUAGUGG 
 cel-miR-81    GUGAAAGCUAGU-- 
hsa-miR-208a   CAAAAAGCUUGU— 

 
In turn, human miRNA hsa-miR-208a is 3’-related to human 
miRNAs hsa-miR-129-3p and hsa-miR-129*. 
 
 
 
 
 
 
 
 
 
 
 
 
 

               1       10           23 
cel-miR-124    UAAGGCACGCGGUGAAUGCCA-- 
 cel-miR-90    UGAUAUGUUGUUUGAAUGCCCCU  43.5% 

 
                20%       61.5% 

              1        10         22 
 cel-lin-4    -UCCCUGAGACCUCAAGUGUGA 
cel-miR-87    GUGAGCAAAGUUUCAGGUGUGC  45.5% 
 
              18.2%     66.7% 

               1         10          24 
cel-miR-799    --UGAACCCUGAUAAAGCUAGUGG 
 cel-miR-81    UGAGAUCAUCGUGAAAGCUAGU--  54.2% 
 
               36.3%       64.3% 

                   1         10            26 
hsa-miR-129-3p     --AAGCCCUUACCCCAAAAAGCAU-- 
   hsa-miR-208a    AUAAGACGAG----CAAAAAGCUUGU  50% 
 
                  33.3%       64.3% 
                 1         10            26 
 hsa-miR-208a    AUAAGACGAG----CAAAAAGCUUGU 
hsa-miR-129*     --AAGCCCUUACCCCAAAAAGUAU--  46.2% 
 
                 33.3%      57.1%                 1                    23 

 hsa-miR-124    UAAGGCACGC---GGUGAAUGCC 
hsa-miR-377*    AGAGGUUGCCCUUGGUGAAUUC-   52.2% 
 
                40%       61.5% 
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cel-miR-70, cel-miR-52, cel-miR-53, cel-miR-229  
 and cel-miR-272: 
 
 
 
 

 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

              1        10             26 
cel-miR-70    UAAUACGUCGUUGGUGUUUCCAU--- 
cel-miR-52    -CACCCGUACAUA-UGUUUCCGUGCU  50.0% 
 
              36.4%        50% 

              1        10             26 
cel-miR-70    UAAUACGUCGUUGGUGUUUCCAU--- 
cel-miR-53    -CACCCGUACAUU-UGUUUCCGUGCU  50.0% 
 
              36.4%        50% 

               1         10             27 
 cel-miR-70    --UAAUACGUCGUUGGUGUUUCCAU-- 
cel-miR-229    AAUGACAC-UGGUUAUCUUUUCCAUCG 55.6% 
 
               54.5%        56.3% 

               1        10          23 
 cel-miR-70    UAAUACGUCGUUGGUGUUUCCAU 
cel-miR-272    -UGUAGG-CAUGGGUGUUUG---   52.2% 
 
               27.3%     53.8% 


