cel-lin-4, cel-miR-87:

1 10 22
cel-lin-4 -§cccucGAC [~ EERE~
cel-miR-87 GEcAGCcAMAGUUREIACEENEC 45.5%

18.2% 66.7%

cel-miR-90, cel-miR-124:

1 10 23
cel-miR-124 BARGGCACGCGCHINNIENex - -
cel-miR-90 ECRUAUGUUGUUIEINNIE6CCU 43 .5%

20% 61.5%

It should be noted that the cel-miR-90_cel-miR-124 3’ block of
identity is conserved to some extent in miRNAs cel-miR-80, cel-
miR-81, cel-miR-82 and cel-miR-234.

Alignment of 3’ end sequences:

1 14
cel-miR-124 NeCUGARNGCCARE
cel-miR-234 - - - NN uAEECUE

cel-miR-90 18 UG ARG CCeeU
cel-miR-80 AGUEINALElS[eCA -
cel-miR-81 N GCUGARINGCEAE
cel-miR-82 N GUGARINGCCAET

Interestingly the human miRNA hsa-miR-124, counterpart of C.
elegans cel-miR-124, has extensive 3’ sequence similarity to hsa-
miR-377*.

1 23
hsa-miR-124 UAINEECACCS - - -[EeNerNNTClEC
hsa-miR-377%* AGReEUUGCEcUUEEENNIUE- 52.2%

40% 61.5%

cel-miR-81, cel-miR-799:

1 10 24
cel-miR-799 - -UEBASCCUBAVENERIEER G
cel-miR-81 UGAERUEAUCEUCININEISNEly - - 54.2%

36.3% 64.3%

It should be noted that the cel-miR-799 cel-miR-81 3’ block of
identity is conserved to some extent in C. elegans miRNAs cel-
miR-80 and cel-miR-82, and in human miRNA hsa-miR-208a.
Alignment of 3’ end sequences:

1 16
cel-miR-799 - - - - UNNXee UiNeR GG
cel-miR-81 N GUGAAAGCEAGURE
cel-miR-80 AGUNEINNNElS CCA - - -
cel-miR-82 o CUGAAAGCSAGURE
1 14
cel-miR-799 oY A AGCUAGUEE
cel-miR-81 eger 7\ AGCUAGURE

hsa-miR-208a  CAAINNXEISUUEN-

In turn, human MmiRNA hsa-miR-208a is 3'-related to human
MiRNAs hsa-miR-129-3p and hsa-miR-129*.

1 10 26
hsa-miR-129-3p - -RYNC CIOCUUA CCC{OnViV:V:VAXE G A9 - —
hsa-miR-208a AURW GAG- - - -[OnV:V:VVNeleUMGU 50%
1 10 26
hsa-miR-208a AURW GAG- - - - [NV Ne CUNGU
hsa-miR-129%* - -EVNECO@CUUACCC[OnV:VAVAVNC UL - - 46.2%
33.3% 57.1%



cel-miR-70, cel-miR-52, cel-miR-53, cel-miR-229
and cel-miR-272:

cel-miR-70
cel-miR-52

cel-miR-70
cel-miR-53

cel-miR-70
cel-miR-229

cel-miR-70
cel-miR-272

1 10 26

UARUAREN CGUECCUEREISEAR - - -

- oA A A EBERESGECCT 50 0%
36.4% 50%

1 10 26
UARUAGEN CCUECCHERNNSEAT - - -
- e cAgy - ERNNESEEGCU  50.0%

36.4% 50%

1 10 27
o U ASA CleUeCUUelelileUUUCCAURR
AnECfd - FiBAuCUIREEENICe 55 . 6%

54.5% 56.3%

23

1 10
UAARRACEURCR UCERERRR CCAU
oeice EABCESREm: . s2.2

27.3% 53.8%

oe




