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Fig. S1. Haplotypes identified among Chilean chickens. Numbers indicate the site position of the variable sites. Dots indicate identity with the reference
sequence (GenBank accession no. AB098668) (1), and different base letters denote substitution.

1. Komiyama T, lkeo K, Gojobori T (2003) Where is the origin of the Japanese gamecocks? Gene 317:195-202.
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HapID Nucleotide Position Frequency

000011111111 3333333333333333333333333333344444444444444444444

2457135567770001111 2223333333344444444 1111112233444 777900 444 811111 3
24602456825801924690123456790125678901245689012681371234345679245691234680514468168956725794713689123515689267113789034678234

1 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGIGCACTCACAG-CTAT-TCCCTACGCCTTCCCGL120
2 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCE 2
3 CGATTATCTTACTACAATACTCATTTCCCTCCATAGACGTTCARACTTACCCT: TCCTTCACCTCCCCATTCTAARCTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 2

o
3

CTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTGCARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

5 CGATTATCTTACCACGATACTCATTTCCCTCCAT TTCARACTTACCCTACAAATCCTTCATCTCCCCATTCTAAACTTACCTTGCTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 2
6 CGATTATTTTACCACGACACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCCTTCATCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG 24
7 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTT TACAAATCCTTCATCTCCCTATTTTAAACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 21
8 CGATTATTTTACTACGATACTCATT TCCATAGACACTCARACTCACCCTACARATCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE 5
9 CGATTATTTTACTACGACACTCATT TCCATAGACGCTCAAACTCATCCTACARATCCTTCATCTT TTCTARACTTACCTTACTGIGCACTCACAG-TTAT-TCCCTACGCCTTCCCGLLS

10 TTATTTTACTACGACACTCATT TAGACGTTCARACTCATCCT! TCCTTCATCTTCCCATTCTAAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG 11

TTATTTTACTACAATACTCATT

c
c TAGACGCTCARACTCATCCT! TCATTTATCTTCCTACTCTAAGCTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
12 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACAAATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG121
c
c

13 TTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 5
14 TTATCTTACTACAATACTCATTTCCCTCCATAGACGTTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGIGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 11
15 CGATTATCTTACTACAATACTCATTTCCCTCCATAGACGTTTARACTTACCCTACARATCCTTCATCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE 1
16 CGATTATTTTACTACGATACTCATT TCCATAGACATTCAACCTCACCCTGCARATCCTTCATCTTCCCATTCTGAACTTACT TTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE 1

17 CGATTATCTTACTGCGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

18 CGATTATCTTACTATGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 10

19 CGATTATTTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCAAATCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 34
20 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTTARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 2
21 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTCATCCTACARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 2
22 CGATTATT TACAATACTCATT TCCATAGACGTTTARACTTACCCT: TCCTTCATCTCCCTATTCTARACTTACCTTACTGIGCACTCACAG-CTAT-TCCCTACGCCTTCCCE 1
23 CGATTATTTTACTACGATACTCATT TCCATAGACACT TCATCCTGCARATCCTTCATCTTCCCATTCTARACTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 7

24 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTTARACCCATCCTACAAATCCTTCATCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG 30

25 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCATTTATCTTCCTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG 31

26 CGATCATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 16

27 CGATTATTTTACTACGATATTCATTCCCCTCTACAGACGCTTA TCCTACARATCCTTCATCTTCCICTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG 2
28 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTT, TGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
29 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCT: TCCTTCATCTCCCCATTCTARACTTACCTTACCGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
30 CGATTATTTTACTACAATACTCATTCCCCTCCAT TTTARACTTATCCTACAAATCTTTCATCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
31 CGATTATTTTACTGCAATACTCATTCCCCTCCAT TTTARACTTACCCTACAAATCCTTCATCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
32 CGATTATTTTACTACAATACTCATTCCCCTCCAT TTTARACTTACCCTACAAATCTTTCATCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 2
33 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCATTTATCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
34 TTATTTTACTACAATACTCATT TCCATAGACGCTCARACTCATCCTACARATCATTTATCTTCCTATTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
35 TTATTTTACTACGATACTCATT TCTACAGACGCTCA! TCCTACARATCCTTCATCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCE 1
36 TTATTTTACTACAATACTCATT TCCATAGACGCTCARACTCATCCTACARATCATTTATCTTCCCACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
37 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACGAATCATTTATCTTCCTACTCTAAACTCACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
38 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCATTTATCTCCCTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
39 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCATTTATCTTCCTCTTCTARACTTACCTTAATGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
40 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCATTTATCTTCCTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
41 CGATTATTTTACTACAATACTCATT TCCATAGACGTTTARACTTACCCTACARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGGCTTCCCG
42 CGATTATTTTACTACGACACTCGIT TCCATAGACGCTCAAGCTCATCCTGCARATCCTTCATCTTCCCATTCTARACTCACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
43 CGATTATTTTACTACAATACTCATT TCCATAGACGTTTARACTTACCCTACARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

44 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACATATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG
45 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACARATCTTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG
46 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACAAGICTTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG

47 CGATTATTTTACTACAATACTCATT TCCATAGACGTTTARACTTACCCTACARATCTTTCATCTCCCTATTCTARACTTACCTTACTGAGCACTCACAGACTATTTCCCTACGCCTTCCCG
48 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACARATCCTICACCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
49 CGATTATTTTACTACAATACTCATT TCCATAGACGCT TCATCCTACARATCATTTATCTTCCTACTCTARACTTACCTTATTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCE
50 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCT TCCTTCATCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
51 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCTTACAAATCATTTATCTTCTTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
52 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCATTTATCTTCCTACTCTARACTCACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
53 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCATCTATCTTCCTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
54 CGATTATTTTACTACAATACTCATT TCCATAGACGCTCARACTCATCCT: TCATTTATCTTCCTCTTCTARACTTACCTTAATGIGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
55 CGATTATTTTACTACAATACTCATT TCCATAGACGCT TTATCCT: TCATTTGICTTCCTATTCTARACTTACCTTACTGIGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
56 CGATTATTTTACTACAATATTCATT TCCATAGACGTTTARACTTACCCT: TCCTTCATCTCCCTATTCTARACTTACCTTACTGIGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
57 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCATTCATCTTCCTARTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
58 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTATCCTACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG
59 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAACCATTTATCTTCCTACTCTARACTTATCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG
60 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTTARACCCATCCTACARATCCTTCATCTTCCTCTTCTARACTTACCTT TGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
61 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCT! TCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACA-~CTAT-TCCCTACGCCTTCCCG
62 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCT! TCCTTCATCTCCCTATTCTARACTTATCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
63 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACT T TCCTTCATCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
64 CGATTATCTTACTACGATACTCATTTCCCTCCAT TTCARACTTACCCTACAAATCCTTCATCTCCCCATTCTAAACTTTCCTTACTGTGCACTCACAG-CTAT ~TCCCTACGCCTTCCCG
65 CGATTATTTT. GATACTCATTCCCCTCTACAGACGCTTARACCCATCCTACARATCCTTCATCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

66 CGATTATTTTATCACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCCTTCACCTTCCCATTCTGAACTTACTTTATTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG

67 TTATTTTATCACGATACTCATT TCCATAGACGCTCARACTCATCCTGCARATCCTTCACCTTCCCATTCTARACTTACTTTATTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
68 CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
69 TTATTTTACTACAATACTTATTCCCCTCCATAGACGCTCARACTCATCCT! TCATTTATCTTCCTACTCTAAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

TTATTTTACTACAATACTCATT

TAGACGCTCARACTCATCCT! TCATTTATCTTCTTATTCTAAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

TACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCATTTATCTTCCTACTCTAAACTTACCTTACTGTGCACTCACAG-TCAT-TCCCTACGCCTTCCCG
GATACTTATTTCCCTCCATAGACGCTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

o
o aaaaq

TTATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCATTTATCTTCCTACTCTARACTTATCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCT TCCCG

74 CGATTATTTTACTACAATACTCATT TCCATAGACGCTCARACTCATCCTACARATCATTTATCTTCCTACTCTAAGCTTATCTTACTGIGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

75 CGATTATCCTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACARATCCTICATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
76 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCATCCTS TCCTTCATCTTCCTCTTCTGAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
77 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCTCTTCTARACTTACCTTACCGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
78 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCGTCCTACARATCCTTCATCTTCCTCTTCTARACTTACCTTGCTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

79 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCA! TTCTACARATCCTTCATCTTCCICTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
80 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCA! TACARATCCTTCATCTTCCICTTCTARACTTACCTTACTGIGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
81 CGATTATTTTACTACGATACTCATTCCTCTCTACAGACGCT! TTCTACARATCCTTCATCTTCCICTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
82 CGATTATTTAACTACAATACTCATT TCCATAGACGCT TCATCCT TCATTTATCTTCCTACTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCE
83 CGATTATTTTACTACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTCTGAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
84 CGATTATCTTACTGCGATACTCATTTCCCTCCATAGACGTTTARACTTACCCTACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG
85 CGATTATTTT. GATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAARATCCTTCACCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
86 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTTA! TCCTACARATCCTTCACCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
87 CGATTATTTTACTACAATACTCACTCCCCTCCATAGACGTTTARACTT TACAAATCTTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 1
88 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCATCCTGCARATCCTICATCTTCCTCTTCTGAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCE
89 CGATTATTTTTCTACGATACTCATTCCCCTCCATAGACGCTCARACTCATTCTGCARATCCTTCACCTTCCCATTCTGAACTTACTTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG 1.

90 CGATTATTTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCATCCTACAAATCCTTCATCTTCCTCTTCTAAACTTACCTTACCGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
91 CGATTATTTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCTCCCCATTCTARACTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

92 CGATTATTTTACTACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCCTTCATCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT TCCCG

N ST - N N N N N T S T O T VIV e

93 CGATTATCTTACCACGATACTCATTTCCCTCCATAGACGTTCARACTT TACARATCCTTCATCTCCCCATTCTARACTTACCTTGCTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
94 CGATTATTTTACTAC TCATTCCCCTCCATAGACGCTCARACTCATCCT: TCCTTCATCTTCCCATTCTGAACTTACCTTACTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG
95 CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCT! TCCTTCATCTCCCTATTCTAARACTTACCTTACTATGCACTCACAG-CTAT-TCCCTACGCCTTCCCG

Fig. S2a. Haplotypes and frequencies used for networks analyses from the 534-bp alignment including indels. Because of the differences in the number of
polymorphic sites, it was not possible to keep the same haplogroup numbers for both the complete and truncated alignment analyses.
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TTATTTTACTACGACACTCATTCCCCT (CGCTCARACTCATCCTACARATCCTTCATCTTCCOATTCTGAACTTACCTTACTGTGCACTCACAG- TTAT-TCCCTACGCCTTCCCE
GATTATCTTACTACGATACTCATTTCCCTCCATAGGCGTTCARACTTACCCTACARATCCTTCATCTCCCCATTCTARACT TACC TTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
c TrCCCT TTACCCTACAAATCCTICATC TTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCC! Toccs
2TAT T “TACCCTACAARTCCTTCATCT ACTTACCTTACTGTGCACTCACAG-CTAT-TCCCT. Teces
TCATTCCCCTCCAT T TTAAACTTACCCTACAARTCCTTCACCTCCCTAT TCTARACT TACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCT T
CGATTATTTTCCTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
c TTCCCCT AACTCACCCTACAARTCCTTCATCTTCCCATTTTARACTTACCTTACTG ~TTAT-TCCCTACGCCTT
CGATTATTTTACTACGAT TCARACTCACCCTGCARATCCTTCATCTTCCCATICTARAC TGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
CGATTATTT caTTCCCCT AACTTACCCTAC TCATCTCCCTATTCTARACTTACCTTACTGTGE ~CTAT-TCCCTACGCCTT
T TATTTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACAARTCCTTCACCTCCCTATTCTAAACTTACCTTACTGTGCACTCACAG-CTGT ~TCCCTACGCCTTCCCG
c TCceer AACTCAT TCCTTTACCTTCCCATTCTARACTTACCTTARTGTGCAC -cTaT- T
CGATTATT GACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCCTTCATCTTCCCATTTTARACT TACC TTACTGTGCACTCACAG-TTAT~TCCCTACGECTTCCCE
CGATTAT TrTCCCT AACTTACCCTACAA TTCTGAACTTACCTTACTG -CTAG- TCce
GATTATCTTACTACGATACTCATTTCCCTCCATAGACGT TCAAACTTACCCTACARATCCTTCATCTCCCCATTCTARACT TACC TTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
TTATTTTACTACAATACTCATTCCCCT CACTCARA AATCCTTCATCTTCCCATTCTARACTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
CGATTATTTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTICATCT TCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
TTATCTTACCACGATACTCATTTCCCT CGTTCARACTTACCCTACARATCCTTCATCTCCCOATTCTAAACTTACCGTGCTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCE
TTATTTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARRTCCTTCACCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
TTATC 5 TCATTTCCCTCCAT TTCAAACTTACCCTACAAATCCTTCATCT TTCTAAACTTACCTTATCGTGCACTCACAG-CTAT~TCCCTACGCCTT
CGATTATTTTACTACAATACTCATTCCCCTCCATAGACGTTTATACTTACCCTACARATCCTTCATCTCCCTATTCTARACTTACCTTACTGTGCACTCACAG- CTAT-TCCCTACGCCTTCCCG
c TTCCCCT AACTCAT AATCCTTCACCTTCCCATTCTGAACTTACTTTACTG ~CTAT-TCCCTACGCCTT
TTATTTTACTACGAT A TGCAAATCCTTCACCTTCCCATICTARACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
CGATTAT TrTCCCT ancT TCATCTCCCCATTCTARACTTACCTTACTGTGE ~CTAT-TCCCTACGCCTTT
TTATTTTACTACGAT TGCARATCCTTCACCTTCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
c Tocceer AACTCAT TCCTTCACCTTCCCATTCTGAACTTACCTTACTGTGEAC -cTeT- T
TTATTTTACTACAATACTCATTCCCTT TCAACCTACAARTCCTTCACCTTCCCATTCTARATCCACCTTATTGTGTACTCACAG-TCAT-TCCCTACGCCTTCCCE
co TTCCCTT TCAACCTACAARTCCTTCACCTTCCCATTCTARATCTACTTTATTGTGTACTCACAG-TCAT-TCC T
CGATTATTCTTCCACATTTCT-AGICTATTCCATAAGCGCTTAA- CTCAACCTACAACTCTTTCACCCTCCCATTCTARACTTACCTCATTGTGTACTCACAGCTCAT-TCCCTACGCCTTCCCG

TTATTCTT

CATTTCT-AGTCTATT GCGCTTAA-CTCAACCTACAAC TCATCTT

TTCTARACTTATCTTATTGIGTACTCACAG-TCAT-TCCCTACGCCTTCCCG

CGATTATTCTTCCACATTTCT-AGTCTATTCCATAAGCGCTTAA-CTCAACCCACAACTCTTTCATCTICCCATTCTGAACTTATCTTATTIGTGTACTCACAG-TCAT-TCCCTACGCCTTCCCG

TTATTTTACTACARTACTCATTCCTCT cocTTARA AATTCTTCATCTTCCCATTICTARACTCACTTTATTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
TTATTTTACTACAATACTCATTCCCCTTCATAGACGCTCARACTCATCCTGCARRTCCCTCATCT TCCCATTCTAAACTCACTTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
ACGATACTCATTCCCCTCCAT TCARATTCATCCTACAAATCCTTCATCTTCCTCTTCTARACTTACCTTACTGTGCACTCACAG - CTAT-TCCCTACGCCT T
16T T A TGCARATCCTTCACCTTCCCATCCTARACTTACCTTATTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
coaTTATT Trcceer AACTCAT AATCCTTCACCTTCCCATTCTGAACTTACCTTACTG ~CTAT-TCCCTACGCCTT
CGATTATTTTACTACGAT en, TTCTACARATCCTTC CTTCTGAATTTACCTTACTGTGCACTCACAG-TTAT - TCCCTACGCCTTCCCE
c TTCCCCT ancT TTCATCTCCCTATICTARACTTACCTTACTGTGE: ~CTAT-TCCCTACGCCTT
CGATTATTTTACTACAAT. GACGTTTARACTTACCCTACAAATCTTTCATCTCCCTATICTARACTTACCTTACTGTGCACTCACAG-CTAT ~TCCCTACGECTTCCCG
c T1CCCCT ARCCCAT TCATCTTCCTCTTCTAAGCTTACCTTACCGTGEAC -CTAT- TC
TTATTTTACTACGACACTCATTCCCCTCCATAGACGCTTAAGCTICATCCTACAARTCCTTCATCT TCCCATTC TAGACTCACC TTACTGTGCACTCACAG-TTAT - TCCCTACGCCTTCCCG
TTA T TCTACGATACTCAT TOCCCTCCATAGACGOTCARACTCATTCTGCARATCCTTCACCTTCCCAT TCTARACT TACT TTACTGTGCACTCACAG-CTAT ~TCCCTACGECTTCCCS
CGATTATTTTACTACGACACTCATTCCCCTCCATAGACGTTCARACTTATCCTACARATCCTTCATCT TCCCATTCTARACTTACCTTACTGTGCACTCACAG- TTAT~TCCCTACGCCTTCCCG
e rrCceer TACAAATCCTTCACCTTCCCATICTARACTTACCTTACTG G-CTAT- TCCCE
CGATTATT rrcc 2 ACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
TTATTTTACTACGACACTCAT T CGCTTARACTCATCCTACAAATCCTTCATCT TCCCAT TCTARACT TACC TTACTGTGCACTCACAG-TTAT ~TCCCTACGECTTCCCS
T TATTTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARRTCCTTCACCT TCCCATTCTGAACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
TCATTCCCCTCCAT TCARACTCATCCTACARATCCTTCATCTTCCCATTCTARACTTACCTTAATGTGCACTCACAG- TTAT ~TCCCTACGCCTT
caarrarT A TACAAATCCTTCATCTTCCCATICTARACTTACCTTGCTGTGCACTCACAG-TTAT-TCCCT: Tccce
c TTCCCCT TCARACT AATCCTTCATCTTCCCATTCTARACTTACTCTACTG ~CTAT-TCCCTACGCCTT
CGATTATTTTACTACAATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCT TCCCATTCTARACTTACTCTACTGTTCACTCACAG- CTAT-TCCCTACGCCTTCCCE
T TATCTTACTACGATACTCAT I TCCCTCCATAGACGT TCARAC TTACCCTACARATCCTICATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG- CTAT~TCCCTACGCCTTCCCG
CGATTATTTTACTACAAT: TGCARATCCTTCATCTTCCCATICTARAC TGCCCTCACAG-CTAT-TCCCTACGCCTTCCCG
c TToceec AAACTCACCCTGCAAATCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCAC -CTAT- T
CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACARATCCTTCATCTCCCCATTCTARACTCACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
CARTTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACARATCC TICATCTCCCCATTCTARAC TTACCTTACTGTGCATCTCCAG-CTAT ~TCCCT. 11
GAGTATCTTACTACGATACTCATTTCCCTCCATAGACGT TCAAACTTACCCTACARATCCTTCATCTCCCCATTCTARACT TACC TTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
GATTAT TrCcer AACTTACCCTACARATCCT TAAACTTACCT TCACAG-C CCCTACGCCTTCCCE
CGATTATTTTATCACGATACTCAT TACARATCCT TATTGTGCACT -TCCTACCGCCTTCCCG
TTATTTTATCACGATACTCATTCCCCT CGCTCARACTCATCCTACAAATCCTTCACCT TCCCAT TCTAAGCT TACT TTATTGTGCACTCACAG-TTAT ~CCCCTACGCCTTCCCS

CGATTATTTTATCACGATACTCA'

TTCCCCTCCATAGACGCTCARACTCATCCTACARATCCTTCACCTTCCCATTCTARGCTTACT TTATTGTGCACTCACAG-TTAT-TCCCTACGCCTTCCCG

TTATTTTACTACGATACTCAT CACTCARACTCACCCTGCARATCCTTCATCT TCCCAT TCTGAACT TACTCTACTGTGCACTCACAG-CTAT ~TCCCTACGECTTCCCE
caarrary T A TACAAATCCTTCACCTTCCCATICTAAGE TATTGTGCACTCACAG-TTAT-TTCCTACGCCTTCCCG
c r TCARRCT TOCTTCATCTTCCOATTCTGAACTTACTCTACTA ~CTAT-TCCCTACGCCTT
CGATTATTTTACTACGAT A TGCARATCCTTCATCTTCCCATTCGGAAC TGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
AT TTTACTACGATACTCATTCCCCTCCATAGACACTCARA AATCCTTCATCTTCCCATICTGAACTTACTCTACTGTGCACTCACAG- CTATTTCCCTACGCCTTCCCG
CGATTATTTTACTACGAT TGCAAATTCTTCATCTTCCCATICTGAAC TGCACTCACAG-CTAT-TCCCTACGCCTTCCCE
c TTocec AAACTCACCCTGCAAATCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCACTCACARGCTAT T
CGATTATT coeen : : TGCARATCCT TTACTCTACTGTGC 3-CTATATCC Teces
TTATTTTACTACGATACTCAT TCARA TCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT -GCCCTACGECTTCCCS
CGATTATTTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCT TCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT - TCCCTATGCCTTCCCG
TTATTTTACTACGATACTCAT TCARA TCCTTCATCTTCCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT -CCCCTACGECTTCCCS
r TTACCCTACAARTCCTTCATCTCCCCATTICTARACTCACCTTACTGTGCACTCACAG-CTAT-TCGCTACGCCTTCCCG
TTATCTTACTACGATACTCATTICCCT COTTCARACTTACCCTACAAATCCTTCATCTCCCCAT ICTARACT TACC TTACTGTGCACTCACRAGC TAT - TCCCTACGECTTCCCS

CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGT TCARACTTACCCTACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG

TCATTCCCCTCCATAGACACTCARACT TGCAAATCCTTCATCTTCCCATTCTGARCTTACTCTACTGTGCACTCACAG-CTAT-TCCCTACGCCT T
TTATTTTACT ser TACAAATCCTTCATCTTCCCATICTARACTTACCTTACTGTGCACTCACAG-TTAT~TCCCT: Tocce

b TTCCCCT TAAACTCATCCTACAARTCCTTCATCTTCCCATICTARACTTACCTTACTG ~TTAT-TCCCTACGCCTT
TACGAT: TICCCTCCATAGA CCCTACARATCCTTCATCTCCCCATTCTARACTTACCTTACTGTGCCCTCACAG-CTAT-TCCCT: Tecce
AT CTTACTACGATACTCATTTCCCTCCATAGACGTTCARAC TTACCCTACARATCCTTCATC TCCCCATTCTARACTCACCTTACTGTGCACTCACAG-CTAT~TCCCAACGCCTTCCCG
CGATTATT TCCTACARATCCTTCATCTTCCCATICTAAACTTACCTTACTGTGCACTCACAG-TTAT~TCCCTACGCCTTCCCG
T TATTCTACTACGATACTCATTCCCCTCCATAGACGCTCTARCT AATCCTTCACCTCCCOATICTGAACTTACCTTACTGTGCACTCACAG-CTAT~TCCCTACGCCTTCCCG
CGATTATTTTACTACGACACTCGTTCCCCTCCATAGACGCTCARACTCATCCTACARATCCTTCATCT TCCCATT T TARACTTACCTTACTGTGCACTCACAG- TTAT~TCCCTACGCCTTCCCG
TTAT T TACTACGACACTCAT TCCCCTCCATAGACGOTCARACTCATCCTACARATCCTTCATCT TCCCAT TCTARACT TACC TTATTGTGCACTCACAG-TTAT ~TCCCTACGECTTCCCS
CGATTATCTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACARATCTTTCATCTCCCCATTCTARACTTACCTTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
TTATTTTACTACGATACTCATTCCCCT cocTcanacT AATCCTTCACCTTCCCATTICTGAACTTATTTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
COATTATTITACTACAATACTCATICC TACARATCCTTCACCTT ICTACCTTATTGIGIACTCACAG-TCAT-TCCCTACGCCTTCCCG
TTATTTTACTACARTACTCATTCCTCT cocTTARACT AATCCTTCATCTTCCCATTCTARACTCACT TTATTGTGCACTCACAG-CTAT~TCCCTACGCCTTCCCG
rrATT TACTCAT TGCAARTCCT A TGCACTCACAG-CTAT-TCCCT: Tecen
COATTAATTTACTACGATACTCATTCCCCTCTACAGACGCTCAAACCCATTCTACARATCCTICATCTTCCTCTICTGART TTACC T TACTGTGCACTCACAG-TTAT~TCCCTACGCCTTCCCN
ceaTTAN T TTCCCTCCAT ‘TACCCTACAAATCCTTCATCT ACTTACCTTACTGTGCACTCACAG-CTAT-TCCCT. Tecce
T TATTTTACTACGATACTCATTCCCCTCCATAGACGCTCARACT AATCTTTCACCTTCCCATICTARACTTACCTTACTGTGCACTCACAG- CTAT~TCCCTACGCCTTCCCG
TTATTTTACTACGAT A TGCARATCTTTCACCTTCCCATTCTARACTTACCTTATTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
T TATTTTACTACGATACTCATTCCCOTCCATAGACGCTCARACT AATCCTTCACCCTCCCATTCTGAACTTACCTTACTGTGCACTCACAG-CTAT~TCCCTACGCCTTCCCG
TTATTTTACTACGAT: TGCARATCCTT ICTARACTTACCTTACTGTGCACTCACAG-CTAT-TCCCTACGCCTTCCCG
T TATTTTACTACGATACTCATTCCCCTCCATAGACACTCARA AATCCTTCATTTTCCCATICTARACTTACTCTACTGTGCACTCACAG-CTAT~TCCCTACGCCTTCCCG
CGATTATTTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCT TTCCATTCTGAACTTACTCTACTGTGCACTCACAG-CTAT - TCCCTACGCCTTCCCG
TTATTTTACTACARTACTCATTCCTCTCCATGGACGCTTA AATCCTTCATCTTCCCATTICTARACTCACT TTATTGTGCACTCACAG-CTAT~TCCCTACGCCTTCCCG
2TATT rrcceet TACAARTCCT TTACCTTACTGTGCACTCACAG-TTAT-TCC! Teces
TTATTTTACTACARTACTCATTCCCCT COTTTARACTTACCCTACAAATCCTTCATCTCCCTAT TCTARACTCACC TTACTGTGCACTCACAG-CTAT ~TCCCTACGECTTCCCS
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HapID Nucleotide Position Frequency

111111111111111111111111111111111111

0001334 11122223 44 77

148134257923456789023458901234578912345914604567678902578924567913847179149128905

CTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTT. TACARATCCTTCATCT! TTCGTAAACTTACCT157
CTTACTACAATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCACCTCCCCATTCGTARACTTACCT 2
CTTACTACGATACTCATTTCCCTCCAT; T TTACCCT( TCCTTCATCTCCCTATTCGTAAACTTACCT 1

1
2

3

4 CTTACCACGATACTCATTTCCCTCCAT. 1T TTACCCTACAAATCCTTCATCTCCCCATTCGTARACTTACCT 9
5 TTTACCACGACACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCCTTCATCTTCCCATTCGTARACTTACCT 29
6 TTTACTACAATACTCATTCCCCTCCATAGACGTTTAAACTTACCCTACAAATCCTTCATCTCCCTATTTGTAAACTTACCT 21
7 TTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTACARATCCTTCATCTTCCCATTCGTGAACTTACTC 5
8 TTTACTACGACACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCCTTCATCTTCCCATTCGTAAACTTACCT124
9 TTTACTACGACACTCATTCCCCTCCAT: TTCAAACTCATCCT! TCCTTCATCTTCCCATTCGTAAACTTACCT 12
10 TTTACTACAATACTCATTCCCCTCCAT: CT TCATCCT: TCATTTATCTTCCTACTCGTAAGCTTACCT 5

11 TTTACTACAATACTCATTCCCCTCCAT: TTT; IT TACARATCCTTCATCTCCCTATTCGTARACTTACCT130

12 CTTACTACGATACTCATTTCCCTCCATAGACGTTCAAACTT TACARATCCTTCATCTT TTCGTARACTTACCT 5
13 CTTACTACAATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACAAATCCTTCATCTCCCCATTCGTAAACTTACCT 11
14 CTTACTACAATACTCATTTCCCTCCATAGACGTTTAAACTTACCCTACARATCCTTCATCTTCCCATTCGTARACTTACCT 1

15 TTTACTACGATACTCATTCCCCTCCAT: TTCAACCTCACCCT( TCCTTCATCTTCCCATTCGTGAACTTACTT
16 CTTACTGCGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCATCTCCCCATTCGTARACTTACCT

17 CTTACTATGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCATCTCCCCATTCGTARACTTACCT 1

18 TTTACTACGATACTCATTCCCCTCCATAGACACTCAAACTCACCCTGCAAATCCTTCATCTTCCCATTCGIGAACTTACTC 38
19 CTTACTACGATACTCATTTCCCTCCATAGACGTTTAAACTTACCCTACAAATCCTTCATCTCCCCATTCGTARACTTACCT

20 TTTACTACAATACTCATTCCCCTCCAT. TTTAAACTCATCCT: TCCTTCATCTCCCTATTCGTAAACTTACCT

21 TTTGCTACAATACTCATTCCCCTCCAT. TTTAAACTTACCCT: TCCTTCATCTCCCTATTCGTAAACTTACCT 1

22 TTTACTACGATACTCATTCCCCTCCATAGACACTCAAACTCATCCTGCAAATCCTTCATCTTCCCATTCGTARACTTACTC

23 TTTACTACGATACTCATTCCCCTCTACAGACGCTTAAACCCATCCTACARATCCTTCATCTTCCTCTTCGTARACTTACCT 3

24 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCATTTATCTTCCTACTCGTAAACTTACCT 3

25 TTTACTACGATATTCATTCCCCTCTACAGACGCTTAAACCCATCCTACARATCCTTCATCTTCCTCTTCGTARACTTACCT

26 TTTACTACAATACTCATTCCCCTCCAT. TTTAAACTTATCCT: TCTTTCATCTCCCTATTCGTAAACTTACCT 1

27 TTTACTGCAATACTCATTCCCCTCCAT. TTTAAACTTACCCT! TCCTTCATCTCCCTATTCGTAAACTTACCT

28 TTTACTACAATACTCATTCCCCTCCAT. TTTAAACTTACCCTACARATCTTTCATCTCCCTATTCGTAAACTTACCT 2

29 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCATTTATCTICCTCTTCGTARACTTACCT
30 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCATTTATCTTCCTATTCGTAAACTTACCT
31 TTTACTACGATACTCATTCCCCTCTACAGACGCTCAAACCCATCCTACARATCCTTCATCTTCCTCTTCGTAAACTTACCT 1
32 TTTACTACAATACTCATTCCCCTCCAT: CT TCATCCT: TCATTTATCTT TCGTARACTTACCT

33 TTTACTACAATACTCATTCCCCTCCAT: CTCARACTCATCCT: TCATTTATCTTCCTACTCGTAAACTCACCT

34 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAARCTCATCCTACARATCATTTATCTCCCTACTCGTARACTTACCT
35 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTGCARATCATTTATCTTCCTCTTCGTARACTTACCT
36 TTTACTACAATACTCATTCCCCTCCAT. CTCAAACTCATCCTG TCATTTATCTTCCTACTCGTAAACTTACCT

37 TTTACTACGACACTCGTTCCCCTCCATAGACGCTCAAGCTCATCCTGCARATCCTTCATCTTCCCATTCGTARACTCACCT
38 TTTACTACAATACTCATTCCCCTCCAT: TTTAAACTTACCCTACATATCCTTCATCTCCCTATTCGTAAACTTACCT

39 TTTACTACAATACTCATTCCCCTCCAT: TTTAAACTTACCCTACAAGTCTTTCATCTCCCTATTCGTAAACTTACCT

40 CTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTT, TACARATCCTT T TTCGTARACTTACCT

41 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCTTACAAATCATTTATCTICTTACTCGTAAACTTACCT
42 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCATTTATCTTCCTACTCGTAAACTCACCT

43 TTTACTACAATACTCATT TCCAT CT TCATCCT TCATCTATCTTCCTACTCGTAAACTTACCT

44 TTTACTACAATACTCATTCCCCTCCAT: CTCAAACTTATCCT: TCATTTGTCTTCCTATTCGTAAACTTACCT

45 TTTACTACAATATICATTCCCCTCCAT. TTTAAACTTACCCTACAAATCCTTCATCTCCCTATTCGTAAACTTACCT

46 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARATCATTCATCTTCCTARTCGTARACTTACCT
47 CTTACTACGATACTCATTTCCCTCCATAGACGTTCAAACTTATCCTACARATCCTTCATCTCCCCATTCGTARACTTACCT
48 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACARACCATTTATCTTCCTACTCGTAAACTTATCT
49 TTTACTACAATACTCATTCCCCTCCAT: TTTARACTTACCCT! TCCTTCATCTCCCTATTCGTAAACTTATCT

50 TTTACTACAATACTCATTCCCCTCCAT. TTT; T TACARATCCTTCATCTCCCTATTCGTARACTTACCT

51 CTTACTACGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCATCTCCCCATTCGTARACTTTCCT
52 TTTACCACGATACTCATTCCCCTCTACAGACGCTTAAACCCATCCTACAAATCCTTCATCTTCCTCTTCGTARACTTACCT
53 TTTATCACGATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTGCARATCCTTCACCTTCCCATTCGTGAACTTACTT
54 TTTATCACGATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTGCARATCCTTCACCTTCCCATTCGTARACTTACTT
55 CTTACTACGATACTCATTTCCCTCCAT: TTCAAACTCACCCT! TCCTTCATCTCCCCATTCGTAAACTTACCT

56 TTTACTACAATACTTATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCATTTATCTICCTACTCGTARACTTACCT

57 TTTACTACAATACTCATT TCCATAGACGCTCAAACTCATCCTACARATCATTTATCTICTTATTCGTARACTTACCT

58 CTTACTACGATACTTATTTCCCTCCATAGACGCTCARACTT, TACARATCCTTCATCT! TTCGTARACTTACCT
59 TTTACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCATTTATCTTCCTACTCGTAAACTTATCT

60 TTTACTACAATACTCATTCCCCTCCAT: CT TCATCCT: TCATTTATCTTCCTACTCGTAAGCTTATCT

61 CCTACTACGATACTCATTTCCCTCCAT: TTCAAACTTACCCT! TCCTTCATCTCCCCATTCGTAAACTTACCT
62 TTTACTACGATACTCATTCCCCTCT: CT TCCTACAAATCCTTCATCTTCCTCTTCGTGAACTTACCT

63 TTTACTACGATACTCATTCCCCTCTACAGACGCTCAAACTCATCCTACAAATCCTTCATCTTCCTCTTCGTARACTTACCT

64 TTTACTACGATACTCATTCCCCTCTACAGACGCTCAAACCCGTCCTACAAATCCTTCATCTTCCTCTTCGTARACTTACCT
65 TTTACTACGATACTCATTCCCCTCTACAGACGCTCAAACCCATTCTACAAATCCTTCATCTTCCTCTTCGTARACTTACCT
66 TTTACTACGATACTCATTCCCCTCT: CTCAA, ccers TCCTTCATCTTCCTCTTCGTAAACTTACCT

67 TTTACTACGATACTCATTCCTCTCT: CT TTCTACAAATCCTTCATCTTCCTCTTCGTAAACTTACCT

68 TTAACTACAATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCATTTATCTTCCTACTCGTARACTTACCT
69 TTTACTACGACACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCCTTCATCTTCCCATTCGIGARCTTACCT
70 CTTACTGCGATACTCATTTCCCTCCATAGACGTTTAAACTTACCCTACARATCCTTCATCTCCCCATTCGTAAACTTACCT
71 TTTACCACGATACTCATTCCCCTCCAT. CTCAAACTCATCCT! TCCTTCACCTTCCCATTCGTAAACTTACCT

72 TTTACTACGATACTCATTCCCCTCT: CTT: TCCT! TCCTTCACCTTCCTCTTCGTAAACTTACCT 1

73 TTTACTACAATACTCACTCCCCTCCAT. TTTAAACTTACCCTACAAATCTTTCATCTCCCTATTCGTARACTTACCT 16

74 TTTACTACGATACTCATTCCCCICT: CT TCCTGCARATCCTTCATCTTCCTCTTCGTGAACTTACCT 1

75 TTTTCTACGATACTCATTCCCCTCCATAGACGCTCAARACTCATTCTGCARATCCTTCACCTTCCCATTCGTGAACTTACTT 13
76 TTTACTACGATACTCATTCCCCTCCATAGACACTCAARACTCACCCTGCARATCCTTCATCTCCCCATTCGTARACTTACTC 6
77 TTTACTAC TCATTCCCCTCCAT: CTCAAACTCATCCT: TCCTTCATCTTCCCATTCGTGAACTTACCT

78 CTTACTACGATACTCATTTCCCTCCAT. 1T TTACCCT: TCCTTCATCTCCCCATTCGTAAACTTACCT

79 TTTACTACGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACAAATCCTTCATCTCCCCATTCGTARACTTACCT

80 CTTACTACGATACTCATTCCCCTCCATAGACGTTCAAACTT TACARATCCTTCATCT! TTCGTARACTTACCT

81 TTTACTACAATACTCATTCCCCTCCATAGACGTTTAAACTTACCCTACAAATCCTTCACCTCCCTATTCGTARACTTACCT
82 TTTCCTACAATACTCATTCCCCTCCAT: TTTAAACTTACCCT! TCCTTCATCTCCCTATTCGTAAACTTACCT
83 TTTACTACGACACTCATTCCCCTCCAT: CTCAAACTCACCCT! TCCTTCATCTTCCCATTTGTAAACTTACCT
84 TTTACTACGATACTCATTCCCCTCCAT: CTCARACTCACCCT( TCCTTCATCTTCCCATTCGTAAACTTACTC

&

TTTACCACAATACTCATTCCCCTCCGT; TTTAAACTTACCCTACAAATCCTTCATCTCCCTATTCGTAAACTTACCT

86 TTTACTACGATACCCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCCTTTACCTTCCCATTCGTARACTTACCT

TTTACTACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACARATCCTTCATCTTCCCATTTGTARACTTACCT
88 CTTACTACGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCATCTCCCCATTCGTGAACTTACCT
89 TTTACTACAATACTCATTCCCCTCCAT: CT TCACCCTGCARATCCTTCATCTTCCCATTCGTAAACTTACTC 1

90 CTTACCACGATACTCATTTCCCTCCATAGACGTTCAAACTTACCCTACARATCCTTCATCTCCCCATTCGTARACTTACCG
91 TTTACTACGATACTCATTCCCCTCCATAGACGCTCAAACTCATCCTGCARATCCTTCACCTTCCCATTCGTARACTTACCT
92 TTTACTACAATACTCATTCCCCTCCATAGACGTTTATACTTACCCTACAAATCCTTCATCICCCTATTCGTARACTTACCT
93 TTTACTACGATACCCATTCCCCTCCATAGACGCTCAAACTCATCCTGCAAATCCTTCACCTTCCCATTCGTARACTTACCT
94 TTTACTACGGTACTCATTCCCCTCCAT: CTCARACTCATCCTG TCCTTCACCTTCCCATTCGTGAACTTACCT
95 TTTACTACGATACTCATTCCCCTCCAT: CT TCATCCT( TCCTTCACCTTCCCATTCGTGAACTTACCT

96 TTTACTACGATACTTATTCCCCTCCATAGACGCTCAAACTCATCCT: TCCTT T TTCGTARACTTACCT

Fig. S3a. Haplotypes and frequencies used for networks analyses from the 205-bp alignment including the archaeological DNA sequences. Because of the
differences in the number of polymorphic sites, it was not possible to keep the same haplogroup numbers for both the complete and truncated alignment
analyses.
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TTTACTACGATACTCATCCCCCTCCATAGACGCTCARACTCATCCTGCAAATCCTTCACCTTCCCATTCGTGAACTTACCT
TTTACTACAATACTCATTCCCTTCCATAGATGCTCARACTCAACCTACAARTCCTTCACCTTCCCATTCGTAARTCCACCT
TTTACTACAATACTCATTCCCTTCCATAGACGCCCARACTCAACCTACAAATCCTTCACCTTCCCATTCGTAARRTCTACTT
TCTTCCACATTICT-AGICTATTCCATAAGCGCTTAA-CTCAACCTACAACTCTTTCACCCTCCCATTCGTARACTTACCT
TCTTCCACATTTCT-AGTCTATTCCATARGCGCTTAR-CTCAACCTACAACTCCTTCATCTTCCCATTCGTAARCTTATCT
TCTTCCACATTICT-AGICTATTCCATAAGCGCTTAA-CTCAACCCACAACTCTTTCATCTTCCCATTCGTGAACTTATCT
TTTACTACAATACTCATTCCTCTCCATGGACGCTTARACTCACCCTGCAAATTCTTCATCTTCCCATTCGTAARCTCACTT

TTTACTACAATACTCATTCCCCTTCATAGACGCTCARACTCATCCTGCAAATCCCTCATCTTCCCATTCGTAARCTCACTT
TTTACCACGATACTCATTCCCCTCCATAGACGCTCARATTCATCCTACAAATCCTTCATCTTCCTCTTCGTARACTTACCT

TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAARTCCTTCACCTTCCCATCCGTAARCTTACCT

TCTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCCTTCACCTTCCCATTCGTGAARCTTACCT
TTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCATTCTACAAATCCTTCATCTTCCTCTTCGTGAATTTACCT

TTTACTACGATACTCATTCCCCTCTACAGACGCTCARACCCATCCT TCCTTCATCTTCCTCTTCGTAAGCTTACCT

TTTACTACGACACTCATTCCCCTCCATAGACGCTTAAGCTCATCCTACAAATCCTTCATCTTCCCATTCGTAGACTCACCT

TTTTCTACGATACTCATTCCCCTCCATAGACGCTCARACTCATTCTGCAAATCCTTCACCTTCCCATTCGTARACTTACTT
TTTACTACGACACTCATTCCCCTCCATAGACGTTCARACTTATCCT; TCCTTCATCTTCCCATTCGTARRCTTACCT

TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCACCTTCCCATTCGTARACTTACCT
TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAACCCTTCACCTTCCCATTCGTAARCTTACCT
TTTACTACGACACTCATCCCCCTCCATAGACGCTTARACTCATCCT; TCCTTCATCTTCCCATTCGTARRCTTACCT

TTTACTACAATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCCTTCACCTTCCCATTCGTGAARCTTACCT
TTTACTACGACACTCATTCCCCTCCATAGACGCTTARACTCATCCTACAAATCCTTCATCTTCCCATTCGTAARCTTACCT
TTTACTACGATACTCATTCCCCCCCATAGACACTCARACTCACCCTGCAARTCCTTCATCTTCCCATTCGTGARCTTACTC
CTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTCCCCATTCGTAARACTCACCT
CTTACTACGATACCCATTTCCCTCCATAGACGTTCARACTTACCCTACAAATCCTTCATCTCCCCATTCGTAARCTTACCT
TTTATCACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCACCTTCCCATTCGTAAGCTTACTT
TTTACTACGATACTCATTCCCCCCCATAGACACTCARACTCACCCTGCAAATCCTTCATCTTCCCATTCGGGAACTTACTC
TTTACTACGATACTCATTCCCCCCCATAGACACTCARACTCACCCTGCAAATTCTTCATCTTCCCATTCGTGARCTTACTC
TTTACTACAATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCTTCCCATTCGTGAACTTACTC
TTTACTACGACACTCATTCCCCTCCATAGACGCTTARACTCATCCTACAAATCCTTCATCTTCCCATTCGTAARACTTACCT
TTT; GACACTCATTCCCCTCCATAGACGCTCAAACTTATCCT. TCCTTCATCTTCCCATTCGTARRCTTACCT

TCTACTACGATACTCATTCCCCTCCATAGACGCTCTAACTCATCCTGCARATCCTTCACCTCCCCATTCGTGAACTTACCT

TTTACTACGACACTCGTTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTTGTAARCTTACCT

CTTACTACGATACTCATTTCCCTCCATAGACGTTCARACTTACCCT; TCTTTCATCTCCCCATTCGTARRCTTACCT
TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCCTTCACCTTCCCATTCGTGAACTTATTT
TTTACTACAATACTCATTCCCTTCCATAGATGCTCARACTCAACCTACAAATCCTTCACCTTCCCATTCGTAARTCTACCT
TTTACTACAATACTCATTCCTCTCCATGGACGCTTARACTCACCCTGCAAATCCTTCATCTTCCCATTCGTAARCTCACTT
TCTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGTAAATCCTTCACCTTCCCATTCGTGARCTTACCT

TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCTTTCACCTTCCCATTCGTAARCTTACCT
TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCCTTCACCCTCCCATTCGTGAACTTACCT
TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCCTTCACCCTCCCATTCGTARRCTTACCT
TTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCAAATCCTTCATTTTCCCATTCGTAARCTTACTC
TTTACTACGATACTCATTCCCCTCCATAGACACTCARACTCACCCTGCARATCCTTCATCTTTCCATTCGTGAACTTACTC
TTTACTACAATACTCATTCCTCTCCATGGACGCTTAAGCTCACCCTGCAAATCCTTCATCTTCCCATTCGTAARCTCACTT
TTTACTACGACACTCATTCCCCTCCATGGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTCGTARRCTTACCT
TTTACTACAATACTCATTCCCCTCCATAGACGTTTARACTTACCCTACAAATCCTTCATCTCCCTATTCGTARACTCACCT
TTTACCACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTCGTAAANNNNNNN
TTTACTACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCT; TCCTTCATCTTCCCATTCGTAARNNNNNNN

NNNNNTACGACACTCATTCCCCTCCATAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTCGTARACTTACCT

TTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCTTTCACCTTCCCATTCGTGARCTTACCT
NTTACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCARATCTTTCACCTTCCCATTCRTGAACTTACCT

NNNACYACGACACTCATTCCCCTCCATAGACGCTCAAACTCATCCTACAAATCCTTCATCTTCCCATTCRTARACTTACCT

NNNACTACGATACTCATTCCCCTCCATAGACGCTCARACTCATCCTGCAAATCTTTCACCTTCCCATTCCTGARCTTACCT
NNNNCTACGACACTCATTCCTCTCCATAGACGCTCARACTCATCCTACAAATCCTTCATCTTCCCATTCGTARACTTACCT

Fig. S3b. Continued.
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Fig. S4. Median-joining network start showing the position of 41 Chilean modern chickens (yellow) among native and wild junglefowl from Asia, Africa, and
Europe. Only major and relevant networks are presented here by using 534 bp of the mtDNA CR. Circle size is proportional to the frequency of the corresponding
haplotypes, and the geographical origin of the haplotypes are distinguished by use of color codes described in the table next to the figure. Most of the Chilean
chickens cluster with Indian subcontinental/European/Chinese chickens, whereas other Chilean chickens cluster with haplogroups predominant of South and
eastern Chinese/Japanese/Indonesian chickens.
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Fig. S5. Simplified median-joining networks showing the relationships and clustering of 205 bp of the mtDNA control region from worldwide, Chilean
Araucana, pre-Columbian, and ancient Pacific/Polynesian chickens. The numbers next to the circles correspond to the haplotype clade number. The area of each
circle is proportional to the frequency of the corresponding haplotypes, and the geographical origins of the haplotypes are distinguished by use of color codes
described in the table next to the figure. Most of the Chilean chickens cluster with Indian subcontinental/European/Chinese chickens, more specifically with
haplotype numbers 5, 8, 9, 128, and 140. The other Chilean chickens cluster with haplotypes predominant in South and eastern Chinese/Japanese/Indonesian
chickens (haplotypes numbers 11, 17, and 141). Pre-Columbian sequence clusters with haplotype number 8. A more complete description of this MJN is presented
in Fig. 1. Certain closely related haplotypes described in this and other figures have collapsed into others because of ambiguities and different length sequences.
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Fig. S6.  Strict consensus MP tree. It was constructed from 30,276 trees left as described in Materials and Methods.
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Fig.S7. MJNshowing eight haplotypes of 41 modern Chilean chickens based by using 530 bp of the mtDNA CR sequences. The area of each circle is proportional
to the frequency of the corresponding haplotypes described in supporting information (SI) Table S1. Clustering of these sequences among native chickens and
wild junglefowl from Asia, Africa, and Europe is shown in yellow in Fig. 1 and Figs. S4 and S5.
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Table S1. Voucher information of modern Chilean chicken samples collected from latitudes 33° to 40° S

Haplotype no. as

Sample Chilean indicated in

ID Breed or type Flock Sex (2/3) haplotype name network analyses

CHL1 Ketro A Pirque 1, Santiago (Lat 33° 40’ S, Long 3 11-CH 1
70° 28" W)

CHL2 Kollonca 3 8-CH 8

CHL3 Kollonca Q

CHL4 Kollonca Q

CHL5 Creole/naked neck 3 17-CH 17

CHL6 Kollonca Q 11-CH 11

CHL7 Creole B Pirque 2, Santiago (Lat 33° 39’ S, Long 3 8-CH 8
70° 27" W)

CHL8 Kollonca C Antiquina, Arauco (Lat 38° 11’ S, Long 3 8-CH 8
73° 25" W)

CHL9 Kollonca 3 8-CH 8

CHL10 Ketro Q 140-CH 140

CHL11 Kollonca de Aretes Q 8-CH 8

CHL12 Kollonca Q 8-CH 8

CHL13 Kollonca 3 8-CH ]

CHL14 Creole D Malihue, Valdivia (Lat 39° 44’ S, Long Q 8-CH 8
72° 38" W)

CHL15 Creole Q 8-CH 8

CHL16 Kollonca G Canete, Arauco (Lat 37° 47’ S, Long 3
73° 23" W)

CHL17 Ketro 3 11-CH 1

CHL18 Kollonca 3 8-CH 8

CHL19 Creole E Ninhue, Chillan (Lat 36° 21’ S, Long Q 8-CH 8
72° 23" W)

CHL20 Creole F Yumbel, Chillan (Lat 37° 02’ S, Long Q 140-CH 140
72° 32" W)

CHL21 Kollonca G Canete, Arauco (Lat 37° 47’ S, Long 3 8-CH 8
73° 23" W)

CHL22 Ketro Q 140-CH 140

CHL23 Ketro Q 5-CH 5

CHL24 Kollonca Q 9-CH 9

CHL25 Ketro Q 8-CH 8

CHL26 Kollonca Q 5-CH 5

CHL27 Kollonca Q 8-CH 8

CHL28 Ketro 3 8-CH 8

CHL29 Ketro Q 140-CH 140

CHL30 Kollonca Q 8-CH 8

CHL31 Kollonca B Pirque 2, Santiago (Lat 33° 39’ S, Long 3 17-CH 17
70° 27" W)

CHL32 Kollonca Q 128-CH 128

CHL33 Ketro Q 8-CH 8

CHL34 Japanese Long Tail ancestry 3 8-CH 8

CCHL35 Kollonca 3 8-CH 8

CHL36 Kollonca Q 11-CH 11

CHL37 Ketro 3 11-CH 11

CHL38 Creole Q 8-CH 8

CHL39 Passion fowl Q 8-CH 8

CHL41 Passion fowl H Vina del Mar, Valparaiso (Lat 32° 59’ 3 8-CH 8
S, Long 71° 33" W)

CHL40 Passion fowl 3 8-CH 8

CHL42 Passion fowl Q 8-CH 8

CHL43 Ketro J Melipilla, Santiago (Lat 33° 42’ S, Long 3 8-CH 8
71°13"' W)

CHL44 Passion fowl/Sebright ancestro | EI Monte, Santiago (Lat 33° 42’ S, Long ? 141-CH 141
70° 58" W)

Creole translates from “criollo’” and stands for an unselected smallholder chicken typical of the countryside. DNA extraction precedures failed for samples 3,
4, and 16.
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Table S2. Calibration of one direct date on chicken bone with increasing proportion of
marine-derived carbon

Radiocarbon on chicken
bones from the El Arenal-1,

SINPAS

AR Marine C, % Calibration dataset Chile (n = 622 * 35)
0+0 0 SHCal04 AD1304-1424
154 + 131 10 Mixed marine AD1387-1449
SoHem
154 + 131 20 Mixed marine AD1395-1492
SoHem
154 = 131 30 Mixed marine AD1412-1620
SoHem
154 + 131 40 Mixed marine AD1440-1644
SoHem
154 + 131 50 Mixed marine AD1439-1796
SoHem

AR of 137 += 114 based on Ingram and Southon’s (1) single bivalve determination from Valparaiso, Chile
combined with Taylor and Berger’s (2) gastropod date from approximately the same location. Given the problems
inherent with the use of gastropods for characterizing marine reservoir effects, the derived AR value is used simply
for illustrative purposes. All calibrated dates are reported at 2¢. Bold type denotes pre-Columbian values.

1. Ingram BL, Southon JR (1996) Reservoir ages in Eastern Pacific coastal and estuarine waters. Radiocarbon 38:573-582.
2. Taylor RE, Berger R (1967) Radiocarbon content of marine shells from the Pacific coasts of Central and South America. Science
158:1180-1182.
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Table S3. Frequency of modern Chilean chicken haplotypes

Haplotype Frequency
17-CH 2
11-CH 5
141-CH 1
140-CH 4
5-CH 2
9-CH 1
8-CH 25
128-CH 1
Total 4
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Table S4. AR values for the west coast of South America (after Reimer and Reimer 2008)

Collection Reservoir

Longitude Latitude AR Location Ref year age 4C age Lab no. Taxa Diet
—80.00 —3.00 —216 = 37 Guayaquil, Ecuador* 10 1927 85 +38 235+ 37 UCIA-1249A Cerithidea valida Deposit feeder
—80.00 —3.00 84 + 45 Guayaquil, Ecuador* 10 1927 386 =46 536 =45 UCLA-1249B  Thais biserialis Carnivore

—80.00 —10.00 243 = 49 Northern Peru* 10 19351 544 =50 700 =49 UCLA-1282 Strombus peruvianus Herbivore/omnivore
—78.00 —14.00 670 + 44 Peru* 10 1935% 971 £45 1127 = 44 UCLA-1279 Oliva peruviana Unknown

—70.00 —24.00 175 = 34 Antofagasta, Chile* 10 1925 477 =35 626 += 34 UCLA-1277 Concholepas concholepas Carnivore

—72.00 —33.00 313 = 76 Valparaiso, Chile* 10 1935% 614 =77 770 =76 UCLA-1278 Tequla aler Unknown

-71.80 -33.10 61 + 50 Valparaiso, Chile 6 1939* 370 = 51 520 + 50 CAMS-17919/1 Mytilus californianus Suspension feeder
—72.65 -51.70 221 = 40 Puerto Natales, Chile 6 1939* 530 =41 680 =40 CAMS-17918  Mytilus californianus Suspension feeder

Marine reservoir effects for Chile are poorly resolved. There are eight AR values published for the west coast of South America between the equator and Cape
Horn. All but one of these values can be shown to be problematic. Six of these values were published by Taylor and Berger (10) on the basis of dating of gastropods.
Over the last 20 years, several studies have indicated that detrital feeders are potentially problematic because ingested organic carbon from diverse sources can
become incorporated into shell structures through metabolic action (5, 9). These effects have been found to be particularly problematic in limestone-dominated
areas (1, 4). It is for this reason that the use of suspension feeders, herbivores, and omnivores is recommend in AR research. Taylor and Berger’s sample contains
two carnivores, a deposit feeder, and two other gastropods for which dietary information is lacking. Only the determination on Strombus peruvianus from
northern Peru is unproblematic as a herbivore/omnivore, resulting in AR = 243 + 49. In Ingram and Southon’s (6) more recent study focused on Californiaincluded
two samples of the suspension-feeding bivalve Mytilus californianus from Chile. The sample from Puerto Natales is an estuarine reservoir value, potentially
influenced by terrestrial runoff and incomplete exchange with the open ocean and therefore may not reflect open water reservoir conditions (11). This leaves
the determination from Valparaiso in central Chile, resulting in AR = 61 + 50. This single AR value provides the single reliable estimate for marine reservoir effect
in near-shore open waters in southern South America. However, this value is likely to underestimate AR in the region because of heavily depleted Antartic source
waters brought to the Chilean coastline by the Antartic circumpolar current. Seven values are reported in the Marine Reservoir Database for northern Antartica
(7) giving a combined AR = 871 + 176 (see refs. 2, 3, 8). We believe, therefore, that the AR = 61 = 50 from Valparaiso should be treated as a conservative estimate
of open water marine reservoir effect in Chile.

*Approximate location.
TMid-point. Collected between 1930-1940 (10).
*Ingram and Southon (1996:574) state that “n most cases, it is uncertain whether these specimens were collected live or not.”

. Anderson AT, Higham FG, Wallace R (2001) The radiocarbon chronology of the Norfolk Island archaeological sites. Rec Australian Mus 27(Supplement):33-42.

. Berkman PA, Forman SL (1996) Pre-bomb radiocarbon and the reservoir correction for calcareous marine species in the Southern Ocean. Geophys Res Lett 23:363-366.

. Bjorck S, Hjort C, Ingolfsson O, Skog G (1991) Radiocarbon dates from the Antarctic peninsula region—problems and potential. Radiocarbon Dating: Recent Applications and Future
Potential, ed Lowe JJ (Quaternary Research Association, Cambridge, UK), Quaternary Proceedings 1, pp 55-65.

4. Dye T (1994) Apparent ages of marine shells: Implications for archaeological dating in Hawaii. Radiocarbon 36:51-57.

5. Hogg AG, Higham TFG, Dahm J (1998) '4C dating of modern marine and estuarine shellfish. Radiocarbon 40:975-984.

6. Ingram BL, Southon JR (1996) Reservoir ages in Eastern Pacific coastal and estuarine waters. Radiocarbon 38:573-582.

7

8

w N

. Reimer P, Reimer R (2008) Marine reservoir correction database. http://calib.qub.ac.uk/marine, accessed February 10, 2008.
. Peck LS, Brey T (1996) Bomb signals in old Antarctic brachiopods. Nature 380:207-208.
9. Tanaka N, Monaghan MC, Rye DM (1986) Contribution of metabolic carbon to mollusk and barnacle shell carbonate. Nature 320:520-523.
10. Taylor RE, Berger R (1967) Radiocarbon content of marine shells from the Pacific coasts of Central and South America. Science 158:1180-1182.
11. Ulm S (2002) Marine and estuarine reservoir effects in central Queensland, Australia: Determination of AR values. Geoarchaeology 17:319-348.
12. Taylor RE, Berger R (1967) Radiocarbon content of marine shells from the Pacific coasts of Central and South America. Science 158:1180-1182.

Other Supporting Information Files

Table S5 (XLS)
Table S6 (XLS)
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