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P1k lies between rha and glpK.

We have recently described the selection and
characteristics of Eucherichaa coli mutants lacing
fructose 6-phosphate kinase ("phosphofructo-
kinase"); these mutants grow slowly or not at all
on carbon sources whose major route of degrada-
tion is via fructose 6-phosphate (3). This note
describes genetic mapping of the locus pfk.
The three mutants AM-1, 2, and 3, carryig

the mutations pfk-l, 2, and 3, were selected from
strain K-10 (Hfr Cavalli, str1). In a conjugation
of AM-1 with DF1933 (F, arg(BCEH)-, metA,
strr) (see Fig. 1 for map positions of known
markers), 70% of arg+ str1 recombinants were
pfk-. In a Pl transduction between the same
strins with selection for arg (TCable 1, experi-
ment 1), pj showed 5% cotransduction; with
selection for met+ (data not shown) there was no
cotransduction of pfjk. These results are best in
accord with the order pfk-arg-metA. Similar
results were obtained in transductions between
this recipient and AM-2 and 3.
Transductions using as recipient a strain

carrying glpK- and metB- (1) showed cotransduc-
tion of pfk with both of these markers (rable 1,
experiments 2 and 3), and for each of the pfk
alleles the distribution of unselected markers best
fits the order pfk-glpK-metB.
The next known marker counterclockwise to

glpK being rha (5), we then used Crable 1, experi-
ments 4 and 5) as recipient a strain carrying rha-
and metB (4). These data show the cotransduc-
tion ofpfk with rha, and the pattern of inheritance
of unselected markers in both experiments best
fits the order rha-pfk-metB. The results thus
establish the order rha-pfk-gIpK as shown in Fig. 1
which also gives cotransduction frequencies from
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Fko. 1. Genes at 76 to 77 mn on the E. colf map
(accowling to referene 5, except for pfk). Cotransduc-
tlon frequncks from the experiments reported here are
given as the number of recombinns with unselected
marker Iherited from donor/number of recombants
with siected marker inheritedfrom donor, the selcted
marker bemg at the tall ofthe arrow and the unselected
marker at the head.

these experiments. It is not yet known whether
the pjk locus is for a structural gene.
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