Pdx1""hsp-LacZ; MafB""

Pdx1*"hsp-LacZ; MafB"

Supplemental Figure 1. Pdx1*"-LacZ is expressed in few E18.5 insulin” cells of MafB™ mice.
Confocal images of E18.5 pancreata from PdxI""-LacZ:MafB""" (top row) and PdxI"""-LacZ;MafB™"
(bottom row) costained for insulin (red), Bgal (green), and a nuclear stain (blue).




Supplemental Tablel. The commercially generated (IDT, Coralville, [A) probe and competitor sequences labled
by the 3" gene location. Linker sequences are in italics, base pairs that were mutated are underlined. and mouse

and human sequence is denoted with (m) and (hu).
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sequence
GCCTTTCTGCTGAGAAACCCTTTTAGGG
GGCTTTCTGCTGAGAGCCTCTTTTACCG
GGGGCTTTTTGCAAAGCACAGCAAAGGC
CCGGAAACTGCAGCTTCAGCCCCTCTGG
GACAGAGTCTCAGCAGAAGTGGAAGGAAGAGAGGAGGC
GAGAGGAGGCAGGGTACCTCCAGTATCAGGGAGGACTATCAG
GAGGACTATCAGGACGTCCTGCTAATAAAAGACTTTTTCACTGTCC
CACTGTCCACAGTATAATTGGTTTACAGCCGTTTTTGTTTATTTATCC
GTTTATTTATCCATAAGAGCTGCTGTTAAATGGCTCGGGAAGG
GGGAAGGCTCTTGCCTAATGGCTGGGTATCTCAGAGGCCTTCTGG
GCCTTCTGGAGGCAGAGGAGGGCACAGGCGGCCTGGATTCAGAGCGG
CAGAGCGGAAATGCGTATCACCCATAATGGATTTAGCCACCTGATGG
CCTGATGGTGCTGGGAGCCAGAGAGGCAGAGAAAGAACCAAATCCTTCC
CCTTCCCTCAAGTTTTIGCTCATCCTGTGAGAATTTATTTATTTGTTTC
TTTATTTGTTTCCTGTGAAAAGCAGCGAGCTTGTTTTTC
GCCTTTCTGCTGAGAAACCCTTTTCTTTTTGCAAAGCACAGCAAAGGC
CCCAGCAAAAATATTAAATGGGAATAAATGAAGCGTCGAGATGGAGGC
GCGTCGAGATGGAAGCCAATTTACCAAAATGCATGCAATTAGACCG
CGCATGCAATTAGACCAGAAGTGCTAAGCAAACATCCTGGGGTGTGGG
CCCTGGGGTGTGGGTTAGGCAGGCTGCTCAGGGGTGGGGCTCGE
GGCTCGAGGGAACAGCAGGGGGTCTATCCCTAAGGGG




supplemental Table 2. Mouse primer sets were generated with ABI software and used for quantitatye ChIP analysis.

Primer set primer 1 (forward) primer 2 (reverse)
AT (-2763/-2686) CTGGGACAGAGTCTCAGCAGAA CGTCCTGATAGTCCTCCCTGAT
ATI (-2091/-2007) GCACAGCAAAAATATTAAATGGGAAT CACTTICTGGTCTAATTGCATGCA
ATIT (-1822/-1735) TCAACACCTTGCCGCTGAT CGCGAGTGGCCATATCG
ATV (-5992/-53912) GGCCCAGCACTTGCAAAT GATAAGGGAATGTTAAACTGGTTAACAA

PEPCK (-445/-366) TTTGGCCGTGGGAGTGA GCTGGCTGCACATTTTGTGT



