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Figure S1. Sequence alignment (ClustalW) of S. avermitilis pentalenene
synthase (PtlA, SAV2998) with pentalenene synthase of Streptomyces sp.

UC5319 (gi: 2833457, sp: Q55012, PTLS_STRS3).



* saskskdhkhkkkhkk assskEkodkdh o 2z k%

.......

Gapl FGRI RRMTR IVA ILGRPP PGAI RAGD 79
S.arenae IGI FGRI IVA ILGRFP PGAIRVGDREII 79

Gap2 MEIRVGI Fenxmmqwa mwrmrmrms 79

rabbit M- FGRIGRL NSG-KVDVVAINDPFI KFHGTVKAENGKLVINGKAITIFQ 78
ruler 1....... 10........ 20...000. 30........ 40...000ns 50........680........70........
H - - . u - ] u [}
kg 3 kakkkkgkk _* ks khkkkghkphkekky . JEekEkk *k skkkkhkhkkkhy
S.arenae I, GALF GVDIVIE AAKAR IIAZ Pﬂ ﬁ h: CLG 159
0 -
rabbit DPANI KGMVII -NSLKI 156
TULBY cievewen 90.......100.......110.......120....... B 1 7+ TR, |1 : TS 1 — 160
L_Ll_L_. "fY """} A 9
AKX JE, ThkaskssskkhkhkR | Hekek ks R
Gapl 1 MI.IIVPW GLVLPE.QBRI‘APALRVPVP 238

.arenae VLARVL “V'GI VHA ; KoL iVFP GLVLFE ALRVFVFE 238
Gap2 PMAKVLDENFGIVKGLMETIHAYINDQRILDFPHKDL- mmm PQLKGKMDGISMRVEVP 238

rabbit PLmI-FGIVEGMI.BWPSGKLW B-GMVGKVIPILHGRLTMRVP.P 236
ruler ....... 1700 c 00 0eelB800caeeesl90..0000.2000 000000210000 000422000cu0ns 230. 00040 240

Gapl 317
S.arenae 316
Gap2 318
rabbit 316

ruler

334
333
335
333

Figure S2. Sequence alignment (ClustalW) of §. avermitilis Gapl (SAV2990)
with S. arenae GAPDH (gi: 1730161, sp: P54226, G3P_STRAE); S. avermitilis

Gap2 (SAV6296); rabbit GAPDH (gi: 1169794, sp: P46406, G3P_RABIT).
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Figure S3. Mass spectrum of pentalenene (3) generated by incubation of
farnesyl diphosphate with S. avermitilis pentalenene synthase. GC-MS was
performed using a chiral 25 m x 0.25 mm hydrodex-g-6-TBDM column
(Macherey-Nagel) with a temperature ramp of 45 °C to 180 °C at 2 °C/min and

an inlet temperature of 150 °C.



