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Jemalong Al7 GATTGAATAAATTTACAATTATTCAATAAATCAACTGTGGTGGAATCCCTGACAGGATCG

F83005.5 GATTGAATAAATTTACAATTATTCAATAAATCAACTGTGGTGGAATCCCTGACAG-=-—-~
hhkkkkhkhkkkhhkkkhhhkkhhhkkkhhkkkkhhkkkkhkkkkhkkkkkhkkkk ok

Jemalong Al7 ACTATGTGCAGACTGCTGCATTATTTACTACTTAGTCAAACTGCAAGTCTTTGAACAGAG
F83005.5  —eccmcmcmccccmcem e e e e —————————————— CAAGTCTTTGAACAGAG

kkhkkkkkhkkkhkkhkkkkhkkhkkkk*%x
Jemalong Al7 CACTTCCCAACTCCATAGATCTCTTCCTTTCTTTTCCTTAGTGTTTCGAAACCACAAATC
F83005.5 CACTTCCCAACTCCATAGATCTCTTCCTTTCTTTTCCTTACTGTTTCGAAACCACAAATC
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Jemalong Al7 ATTCATCC
F83005.5 ATTCATCC

*kkkkkkk

Fig. S1. Alignment of 5’ UTR region of the resistant and susceptible alleles in Jemalong A17 and F83005.5, respectively.
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Al7-tv2 ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAAT TATAGTTTATGAARAGTGGATTG
Al7-tvl ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAAT TATAGTTTATGARAAGTGGATTG
Al7-tv3 ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAAT TATAGTTTATGAAAGTGGATTG
LEEE RS RS E SRS SRS RS RS ES RS SRS SRS SR EE SRR SRS EEEEEEEEEEEE S
Al7-tv2 CAGATTTTATGCTTACATTGGTGGCTACTAATGCTCTTATTGCTGAGGCATGAGGTTCCA
Al7-tvl CAGATTTTATGCTTACATTGGTGGCTACTAATGCTCTTATTGCTGAGGCATGAGGTTCCA
Al7-tv3 CAGATTTTATGCTTACATTGGTGGCTACTAATGCTCTTATTGCTGAGGCATGAGGTTCCA
hhkhkhkkhhkhhhhkrhhhhdhhkrhhhhhhhrhhhrhhhhhrhkdhhrrhkhhkrdkhrhhhhhkhhkkk
<
Al7-tv2 GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTG-—
':i' Al7-tvl GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGARATCCAACTTGAGTTTGACTG——
“ Al7-tv3 GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTGGT
- hhkhkhkhhkhkhhhkhkhkhhhdhkhhkhkhh bbbk hhkhkhhkhkhhhhkhhkhhhhhhhhhdhhhkkhkhkhkkhkk
A17-EV2 e e
Al7-tvl s
Al7-tv3 AAGCTCGGATCCTAATGCTTTAATGGGAGCAAGATAAGGAAACTGATCAACAAATTTAAT
Al7-tv2  ———-- TATACTTCTACAGAAAATTGTCAGATGGAAATCATTCATGTTTTARAATGAAGGCA
Al7-tvl  mmmmmmmmm—mm—m o AAAATTGTCAGATGGAAATCATTCATGTTTTAAATGAAGGCA
Al7-tv3 ACTAGTATACTTCTACAGAAAATTGTCAGATGGARATCATTCATGTTTTAAATGAAGGCA
dhkkhkdhhkhkhkhhkrhdhhhkdkhhhrhhkdhhhkhkdkhr bk hhkrrkhrkddhkxx
Al7-tv2 TTGAAATGCAGCCAATCTTGGAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAA
Al7-tvl TTGAAATGCAGCCAATCTTGGAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAA
Al7-tv3 TTGAAATGCAGCCAATCTTGGAAATTTCAGTATGCTTCAAGARGAATTCATTGTCTCCAA
dhkhkhkkhhkhkhkhkhhkhhhhhdhhkhhh bbbk hhbhh bbbk hkdhhbdhhk b bk bk b dk bk hk bk kb khkkkk
Al7-tv2 ACCAATAAACATAAACTGTGAGACTTCTAATGTTTAGTTTAAGTGGATTTGTTATTCAAG
Al7-tvl ACCAATAAACATAAACTGTGAGACTTCTAATGTTTAGT TTAAGTGGATTTGTTATTCAAG
Al7-tv3 ACCAATAAACATAAACTGTGAGACTTCTAATGTTTAGTTTAAGTGGATTTGTTATTCAAG
RS E R SRS R SRS RS SRR SEEEEEE RS E SRR S SR SRR R R R R SRR EEEEEEEE S
Al7-tv2 AGCTATGTGAACTTCATGCCACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTA
Al7-tvl AGCTATGTGAACTTCATGCCACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTA
Al7-tv3 AGCTATGTGAACTTCATGCCACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTA
LR R RS SRS SRS RS RS R SRS SRS SRS RS S SRR R RS RS EEEEREE SRS S S
Al7-tv2 GTCGAGGAARAGGCACCTTCAATATCGTTAAGTTTGGATATATACATATAAACACCCCATT
Al7-tvl GTCGAGGAARAGGCACCTTCAATATCGTTAAGTTTGGATATATACATATAAACACCCCATT
Al7-tv3 GTCGAGGARAGGCACCTTCAATATCGTTAAGTTTGGATATATACATATAAACACCCCATT
dhkhkhkhhkhkhhhkhhhhhddhhhhhhdhhhhhhhhhhhdhrdbdhr bbb hk bbb rkdkhh bk dhhkkk
Al7-tv2 TGAATGATCCTTTAATTGCTTCAACAAATGAATGTGATATTTCATCCCCCCTCTTAAGCT
Al7-tvl TGAATGATCCTTTAATTGCTTCAACAAATGAATGTGATATTTCATCCCCCCTCTTAAGCT
Al7-tv3 TGAATGATCCTTTAATTGCTTCAACAAATGAATGTGATATTTCATCCCCCCTCTTAAGCT
EEEE R SRS SR SRR SRS E RS SRR EEEEEEEREEEREEEEEEEEEEEEEEEEEEEEE]
- Al7-tv2 TGTCATCTGCARAGAAACTTATAATTTGGTTCAGAGGAAAAGCCTTACTCAAATGAGCAA
Al7-tvl TGTCATCTGCAAAGAAACTTATAATTTGGTTCAGAGGAARAGCCTTACTCARATGAGCAA
Al7-tv3 TGTCATCTGCARAGAAACTTATAATTTGGTTCAGAGGAAAAGCCTTACTCAAATGAGCAA
%k ok Kk ok ok ok ok ok ok sk ok ok ok ke ok ke ke ok ok ok ok ke ok ok ok sk ok ok ok ke ok ok sk ok ok ke ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ko ok ok ok ok
Al7-tv2 GAGAGCCTCCTAGTTGTGATCTTTTTTTTTTATTTGAAGGARAGGAAGGAGGAAGGAGTG
Al7-tvl GAGAGCCTCCTAGTTGTGATCTTTTTTTTTTATTTGAAGGAARAGGAAGGAGGAAGGAGTG
Al7-tv3 GAGAGCCTCCTAGTTGTGATCTTTTTTTTTTATTTGAAGGAARGGAAGGAGGAAGGAGTG
dhkhkhkkhhkhkhkhkhhkhkhkhhkhhkhhkhhhhhhhhhhhhhhhhkdhhdhhhk bk bk dkd bk hkhkhhkkhkkkk
Al7-tv2 ATCTTTATAATGTAAACAAAGTACAAAAAAAATGTAAARAATATGTTGTTGAGT TATCGAA
Al7-tvl ATCTTTATAATGTAAACAARAGTACAAARAAAATGTAARAATATGTTGTTGAGTTATCGAA
Al7-tv3 ATCTTTATAATGTAAACAAAGTACARARARAATGTAAAAATATGTTGTTGAGTTATCGAA
EEEE RS RS E SRS RS SRR SRS SRS EE RS R SRR EEEREEEEEREEEEEEEEEEREEEEE]
Al7-tv2 AGTGATGCTATTTCTATGACC
Al7-tvl AGTGATGCTATTTCTATGACC
Al7-tv3 AGTGATGCTATTTCTATGACC

Kkhkhkkkhhkkhkhhkkhhkkkhhkk*

Fig.52. Alignment of transcript variants (tv) from the 3’ UTR region of the RCT7 allele in Jemalong A17.tv1 = the regular transcript with an 80-bp intron spliced
out; tv2 = the transcript with only 67 bp of the 80-bp intron spliced out; tv3 = the transcript with retention of the 80-bp intron.
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Fig. S3. Alignment of coding sequences of resistant and susceptible alleles in Jemalong A17 and F83005.5, respectively.
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Al7

Al7

Al7

Al7

Al7

Al7
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ATGTCTTACCCAACAAGTTCCTCTTCATATGATTTACAGAGAAGAAGGACACTGCTTCTT
ATGTCTTACCCAACAAGTTCCTCTTCATATGATTTACAGAGAAGAAGGACACTGCTTCTT

B

GATCTGAACCTCACTCCATTTGAGAACGATTTGGCTCTAACAAAAAAGTATGACGTGTTT
GATCTGAACCTCACTCCATTTGAGAACGATTTGGCTCTAACAAAAAAGTAT~~CGTGTTT

HEKEEREERKEER TR T RERRER RN ERRERR R TR, ERRREERRRERRRTh LS Kk kK kkKx

TTGAGTTTCCGAGGAGAAGACACTCGCGCATCATTCATTTCACATCTCACATCATCTCTT
TTGAGTTTCCGAGGAGAAGACACTCGCGCATCATTCATTTCACATCTCACATCATCTCTT

B o

CAGAACGCCGGAATCCTCATTTTCAAGGATGATCAGTCGCTTCAAAGAGGAGATCACATA
CAGAACGCCGGAATCGTCATTTTCAAGGATGATCAGTCGCTTCAAAGAGGAGATCACATA

R I

TCCCCATCGCTAGTTCACGCAATTGAATCTTCTAAAATTTCTGTTATAGTCTTCTCAAAA
TCCCCATCGCTAGTTCACGCAATTGAATCTTCTAAAATTTCTGTTATAGTCTTCTCAAAA

B o o R T o T o

AACTACGCCGATTCCAAGTGGTGTCTTCAAGAGTTGTGGCAAATAATGGTGCGTCACAGA
AACTACGCCGATTCCAAGTGGTGTCTTCAAGAGTTGTGGCAAATAATGGTGCGTCACAGA

Kk kkkkkhkkhkhkkkhkkkkhhkhkkhkhhhhkkhkhkkkkkkkkkkhhkhkhhkhkkkkkkkkkkkk*

ACCACAGGCCAGGTTGTACTGCCTGTGTTCTACGATGTCGATCCTTCTGAAGTTCGTCAT
ACCACAGGCCAGGTTGTACTGCCTGTGTTCTACGATGTCGATCCTTCTGAAGTTCGTCAT

B R

CAAACTGGTGAGTTTGGTAAATCATTTCTAAATCTATTGAACAGAATTTCACATGAGGAG
CAAACTGGTGAGTTTGGTAAATCATTTCTAAATCTATTGAACAGAATTTCACATGAGGAG

R T o o S S

AAATGGATGGCGTTAGAGTGGAGAAATGAGCTTCGTGTTGCGGCTGGCCTTGCTGGATTT
AAATGGATGGCGTTAGAGTGGAGAAATGAGCTTCGTGTTGCGGCTGGCCTTGCTGGATTT

Kkkkkkkhhkhkhkhkhkkkhkkkkhhkkkkhkhkhhhkhkhkkkkkkkh ko khhkhhkhhkkkkkkkkkkkk*

GTTGTCCTAAATTCCAGGAACGAAAGTGAGGTTATCAAGGATATTGTTGAAAATGTTACA
GTTGTCCTAAATTCCAGGAACGAAAGTGAGGTTATCAAGGATATTGTTGAAAATGGTACA

R

CGTTTACTGGACAAGACAGACTTGTTCGTTGCTGATAATCCTGTGGGTATCGATTCTCGA
CGTTTACTGGACAAGACAGACTTGTTCGTTGCTGATAATCCTGTGGGTGTCGATTCTCGA

Kk khkhkhkhhhhhhkhkhkkhkkhhhhhhhhhhhkhkhkk kA khhhhhhhhhhh Fhrkhrkrkhkhkhk*

GTGCAAGATATGATTCAACTTCTAGACACTCAACAAACAAATGATGTTCTACTACTAGGG
GTGCAAGATATGATTCAACTTCTAGACACTCAACAAACAAATGATGTTCTACTACTAGGG

dddedkkhdhdhkdk bk hhkhdihhhkhbbhbkbbbdhkbrkddrbhhbhhhkbbbdtrthhbhhhdhd

ATGTGGGGGATGGGTGGAATTGGAAAAACCACCGTTGCAAAGGCCATTTACAATAAAATT
ATGTGGGGGATGGGTGGAATTGGAAAAACCACCGTTGCAAAGGCCATTTACAATAAAATT

R

GGTCGCAATTTTGAAGGTAGGAGCTTTATTGCAAATATTAGGGAGGTTTGGGGGAAAGAT
GGTCGCAATTTTGAAGGTAGGAGCTTTATTGCAAATATTAGGGAGGTTTGGGGGAAAGAT

Kk kkhkhkhhhhhhkhhkhkhkkhkhhhhhhhhhhhhhhkhkkhkhkhkhhhhhhhhhhhkhkkhkkkkkkk*

TGTGGTCAAGTGAATCTACAAGAACAACTTATGTATGATATTTTTAAAGAAACCACAACC
TGTGGTCAAGTGAATCTACAAGAACAACTTATGCATGATATTTTTAAAGAAACCACAACC

*dkdddkddkdkdkkkkhhkkhkhhkihbhhdbhkbhhdr *hhhkhbhhbhdhdbhhhbrddhkhhhhhk

AAGATACAGAACGTTGAATCAGGAATATCTATATTAAATGGAAGACTCTGTCATAAAAGA
AAGATACAGAACGTTGAATCAGGAATATCTATATTAAAGGAAAGACTCTGTCATAAAAGA

o

GTACTTCTTGTACTTGACGATGTGAATAAACTGGACCAGCTAAATGCTTTGTGTGGAAGT
GTACTTCTTGTACTTGACGATGTGAATAAACTGGACCAGCTAAATGCTTTGTGTGGAAGT

Kk khkhkhkhhhhhhkhhkhhkkhkhhhhhhhhhhhkh bk hkkkkkhhhhhhhhhhhkk bk kb kkkkhk*

TGTAAATGGTTTGCTCCAGGTAGTAGAATAATCATCACAACTAGAGATAAGCATATACTT
TGTAAATGGTTTGCTCCAGGTAGTAGAATAATCATCACAACTAGAGATAAGCATATACTT

R R
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Al7

Al7

Al7

Al7

Al7

Al7
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AGAGGAAATAGGGTTGACAAAATATACATAATGAAAGAAATGGATGAAAGTGAATCTCTT
AGAGGAAATAGGGTTGACAAAATACACATAATGAAAGAAATGGATGAAAGTGAATCTCTT

B I o S

GAGCTTTTTAGTTGGCATGCATTCAAGCAAGCGAGGCCTAGCAAAGATTTTTCAGAAATT
GAGCTTTTTAGTTGGCATGCATTCAAGCAAGCGAGGCCTAGCAAAGATTTTTCAGAAATT

o L o L o o o o o S S

TCCACAAATGTAGTTCAGTATTCTGGGAGATTGCCGCTAGCTCTTGAAGTCCTTGGGTCC
TCCACAAATGTAGTTCAGTATTCTGGGAGATTGCCGCTAGCTCTTGAAGTCCTTGGGTCC

hhkhhhhhkhhhhhhhhhhhhhhkhkhh bk hhhhhhhhhhhhhhhkkhhhhkhkhhhhhk kA k k&

TATTTGTTTGATAGGGAGGTAACAGAGTGGATTTGTGTATTGGAGAAACTCAARAAGAATT
TATTTGTTTGATAGGGAGGTAACAGAGTGGATTTGTGTATTGGAGAAACTCAAAAGAATT

B o R o R S S

CCCAATGATCAAGTACATCAGAAGTTAAAAATAAGCTACGATGGCTTAAATGATGATACA
CCCAATGATCAAGTACATCAGAAGTTAAAAATAAGCTACGATGGCTTAAATGATGATACA

Gk hkhhkokhkhhhkkhhhhkhkhkhkhkhhhhhhkhkhh ok ok kkhkh ok kk ok ok ko kdkok ok kk ok ok ok kk k&

GAGAAATCAATATTCCTTGACATTGCTTGTTTCTTTATTGGGATGGATCGAAATGATGTC
GAGAAATCAATATTCCTTGACATTGCTTGTTTCTTTATTGGGATGGATCGAAATGATGTC

RERELEEENE R DR FEFRRERRERERTL ERR TR RN EERREEE TR R * B ERER

ATTCATATATTAAATGGTTCTGGATTTTTCGCAGAAATTGGAATAAGTGTCCTTGTTGAG
ATTCATATATTAAATGGTTCTGGATTTTTCGCAGAAATTGGAATAAGTGTCCTTGTTGAG

hhhhkhhhhhhkhhhhhhhhhhhkhkkkkhhhhhhhhhhhkkhkkhkhhhhhhhhhhkkk** &

AGAAGCCTTGTAACGGTTGATGATAAGAACAAGCTTGGCATGCATGATTTGCTGCGAGAT
AGAAGCCTTGTAACGGTTGATGATAAGAACAAGCTTGGCATGCATGATTTGCTGCGAGAT

R a kR R R R R R

ATGGGAAGGGAAATCATTCGTGAGAAATCACCAATGGAGCCTGAGGAACGTAGTAGGTTG
ATGGGAAGGGAAATCATTCGTGAGAAATCACCAATGGAGCCTGAGGAACGTAGTAGGTTG

B L

TGGTTTCATGATGATGTGCTTGATGTATTGTCAGAACATACTGGAACAAAAGCTGTTGAG
TGGTTTCATGATGATGTGCTTGATGTATTGTCAGAACATACTGGAACAAAAGCTGTTGAG

hohkkkhhhhhhkhkhhkhkhhhhhhhhkhhhkhhhhhhkhhkhhhhkhhhkhhhhhkhhhkhhhhkhkk* k&

GGACTGACTTTGAAGATGCCATGTCATAGTGCACAACGATTTAGTACTAAAACATTTGAG
GGACTGACTTTGAAGATGCCATGTCATAGTGCACAACGATTTAGTACTAAAACATTTGAG

dededdek kkkdek dokk khdddhhddhddbhhid bkt dbkd bhbhdthddhddikh kdhbhhdhir

AACATGAAGAAACTCAGATTGCTGCAACTTTCTGGTGTACAACTTGATGGAGATTTTAAA
AACATGAAGAAACTCAGATTACTGCAACTTTCTGGTGTACAACTTGATGGAGATTTTAAA

hhkhhhhhhhhkhkhhhhhhhhhk *AAK ARk hh ok hhhhh kA Ak A Ak Ak hhhhhkhhhd kA A XA X X &

TATATTTCAAGAAATTTAAAATGGCTGCACTGGAATGGATTTCCTTTAAGATGCATACCT
TATATTTCAAGAAATTTAAAATGGCTGCACTGGAATGGATTTCCTTTAAGATGCATACCT

B

TCAAACTTCTATCAAAGAAATATAGTTTCCATTGAGTTAGAAAACAGCAATGCTAAACTT
TCAAACTTCTATCAAAGAAATATAGTTTCCATTGAGTTAGAAAACAGCAATGCTAAACTT

Ghhhhkhhhhhhhhhhhhhhhh kA kA Ak kkhhhhhhhhhkhk kA kA kkkhhhhhhhhkrkhkk kX ** K

GTGTGGAAAGAGATTCAGAGGATGGAGCAGCTGAAGATTCTAAATCTTAGTCATTCTCAT
GTGTGGAAAGAGATTCAGAGGATGGAGCAGCTGAAGATTCTAAATCTTAGTCATTCTCAT

e o e e e e o ok Aok e e oo ook ok ke ol ke e ke e e e e S ok e 3 ok ok o ok sl ok e o et o o e e e e ek e e ke o ok e e

CATTTGACACAGACCCCTGACTTTTCATACTTGCCTAATCTTGAAAAGCTAGTGCTCGAA
CATTTGACACAGACCCCTGACTTTTCATACTTGCCTAATCTTGAAAAGCTAGTGCTCGAA

B L

GATTGCCCAAGGCTGTCTCAGGTTTCCCATAGCATTGGACATCTCAAAAAAGTTGTTTTG
GATTGCCCAAGGCTGTCTGAGGTTTCCCATAGCATTGGACATCTCAAAAAAGTTGTTTTG
Ahkhkkhkhkhkhkhhhkhkhhhkhkhkhdh dhhhhhhhkhhhhkhhkhdhdhhhhhhhkhhhdhkhddrhhhkhkhhhhhkkk
ATAAATTTGAAAGATTGTATTAGCCTTTGTAGCCTTCCAAGAAACATCTATACGTTGAAA
ATAAATTTGAAAGATTGTATTAGCCTTTGTAGCCTTCCAAGAAACATCTATACGTTGAAA

R e i

Fig. $3. Continued.

Yang et al. www.pnas.org/cgi/content/short/0802518105

4 0f 8


http://www.pnas.org/cgi/content/short/0802518105

SINPAS

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

JEMALONG
F83005.5

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7

Al7
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Al7

Al7

Al7

ACTCTGAATACTCTCATTCTATCGGGATGTTTAATGATTGACAAGTTGGAAGAGGACTTG
ACTCTGAARAACTCTCATTCTATCTGGATGTTTAATGATTGACAAGTTGGAAGAGGACTTG

khkhhkhhhh hhkhhhhhr hhhdhdhh *AhAdhhAdhdhdAdhdhd kb hkhdFhkdh Ak kA h A *kk*

GAACAAATGGAATCTTTAACCACCCTGATTGCAAATAATACTGGTATAACAAAAGTTCCC
GAACAAATGGAATCTTTAACCACCCTGATTGCAAATAACACTGGTATAACAAAAGTTCCC

hhkhhkhkhkhhkhhkhdhkhkhkk kA kA hhkh Ak A hhkhA* A dhdAKx FhFdhdhkhdhdh kA h kA kA *kk*

TTTTCATTAGTAAGGTCAAAAAGCATTGGATTTATTTCTCTGTGTGGATATGAAGGATTC
TTTTCAGTAGTAAGGTCAAAAAGCATTGGATTTATTTCTCTGTGTGGATATGAAGGATTC

hhkhhkhhk KAk hhhhhhhk kA kA h Ak kA kA hkhkh A d A hhd A dhdhdhkhkkhdhkdh Ak kA kA *k Kk *

TCACGTGATGTGTTTCCTTCTATCATTTGGTCTTGGATGTCACCAAATAATCTGTCACCC
TCACGTGATGTGTTTCCTTCTATCATTTTGTCTTGGATGTCACCAAATAATCTGTCACCC

dhkhkhkkhkhdhkkhdhhhkh A kA hhkhkh Ak, FAdhdhdAdhdhdhdhdkhdhkdh Ak d kA *kk*

GCTTTTCAAACAGCTTCTCACATGTCATCCCTTGTGTCTTTAGAGGCATCAACTTGTATT
GCTTTTCAAACAGCTTCTCACATGTCATCCCTTGTGTCTTTAGAGGCATCAACTTGTATT

E R o T R T R T R

TTCCACGATCTATCATCTATTTCCATTGTCCTTCCAAAGCTTCAAAGCCTTTGGCTGACA
TTCCACGATCTATCATCTATTTCCATTGTCCTTCCAAAGCTTCAAAGCCTTTGGCTGACG

R T T e R R S SR

TGTGGATCAGAACTTCAACTATCACAAGATGCAACACGAATTGTGAATGCTTTAAGTGTA
TGTGGATCAGAACTTCAACTATCACAAGATGCAACACGAATTGTGAATGCTTTAAGTGTA

E R o T R T R T R

GCAAGTTCTATGGAATTGGAATCAACTGCAACTACATCACAAGTACCAGATGTGAATTCA
GCAAGTTCTATGGAATTGGAATCAACTGCAACTACGTCACAAGTACCAGATGTGAATTCA

Frhrhkhhhkhkhk kA dhhhhhhkhkhkddrhhhhhhkhkdrdrrhhh K,k dkdrrrrhkhhhkhkhkdrrrrhkhhkk k%

TTAATTGAATGTCGCAGTCAAGTGAAAGTTTCAACCACTCCAAATTCCATGAAATCTCTT
TTAATTGAATGTCGCAGTCAAGTGAAAGTTTCAACCACTCCAAATTCCATGAAATCTCTT

Frrhkhhhkhk kA A dhkhkhhhkhk bk bk ddhhhhkhhk bk dddhhhkhhkhkhkddrhhkhkhkhkhkhkdrrhkrkhkhhkk k%

TTATTTCAAATGGGAATGAACTCCCTAATCACCAATATTCTGAAAGAGAGGATCTTACAG
TTATTTCAAATGGGAATGAACTCCCTAATCACCAATATTCTGAAAGAGAGGATCTTACAG

Frrhkhhhkhk kA A dhkhkhhhkhk bk bk ddhhhhkhhk bk dddhhhkhhkhkhkddrhhkhkhkhkhkhkdrrhkrkhkhhkk k%

AATTTGACTATCGATGAGCATGGTCGTTTTTCACTCCCTTGTGATAATTACCCGGATTGG
AATTTGACTATCGATGAGCATGGTCGTTTTTCACTCCCTTGTGATAATTACCCGGATTGG

Frrhkhhhkhk kA A dhkhkhhhkhk bk bk ddhhhhkhhk bk dddhhhkhhkhkhkddrhhkhkhkhkhkhkdrrhkrkhkhhkk k%

TTAGCTTTCAATTCAGAAGGTTCTTCTGTAATTTTTGAAGTCCCTCAAGTGGAAGGACGT
TTAGCTTTCAATTCAGAAGGTTCTTCTGTAATTTTTGAAGTCCCTCAAGTGGAAGGACGT

Frrhkhhhkhk kA A dhkhkhhhkhk bk bk ddhhhhkhhk bk dddhhhkhhkhkhkddrhhkhkhkhkhkhkdrrhkrkhkhhkk k%

AGCTTGAAGACAATAATGTGCATTGTCTATTCTTCAAGCCCATACGACATAACATCAGAT
AGCTTGAAGACAATAATGTGCATTGTCTATTCTTCAAGCCCATATGACATAACATCAGAT

Frrhkhhhkhkhk kA dhhhhhhk kA ddhhhhhhk bk ddrhhhhhhkhkdrrhkh ,hkkhkhkrrrrhhhkkx*

GGCCTTGAAAATGTGTTAGTGATAAATCACACAAAGACCACCATTCAACTCTATAAGAGA
GGCCTTGAAAATGTGTTAGTGATAAATCACACAAAGACCACCATTCAACTCTATAAGAGA

Frrhkhhhkhk kA A dhkhkhhhkhk bk bk ddhhhhkhhk bk dddhhhkhhkhkhkddrhhkhkhkhkhkhkdrrhkrkhkhhkk k%

GAAGCATTATCCTCCTTTGAAAATGAGGAGTGGCAGAGAGTTGTAACAAATATGGAACCT
GAGGCATTATCCTCCTTAGAAAATGAGGAGTGGCAGAGAGTTGTATCAAATATGGAACCT

Kk kkkkkkhk kA rhkhkhkhkh Fhkrrhkhkhkhhhkhkrrrhkhkhhhhkdkrrrhhkdh *hkdkrrhhkhkhhkkkx

GGTGACAAGGTGGAGATTGTTGTCGTTTTTGGGAACAGTTTCATTGTGATGAAGACAGCA
GGTGACAAAGTGGAGATTGTTGTTGTTTTTGGGAACAGTTTCATTGTGATGAAGACAGCA

Fhrkhkhkhkhkh Fhkrhkhkhkhhhkhkhkrrk hhhhkhkrrrhkhkhhhhkdkrrrhkhkhhhkhkdkrrhkhkhkhkkkkx

GTTTATCTCATATATGATGAACCAGTCGTCGAAATATTGGAGCAATGTCATACACCAGAT
GTTTATCTCATATATGATGAACCAGTCGTCGAAATATTGGAGCAATGTCATACACCAGAT

BRI R R

Fig. $3. Continued.
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JEMALONG Al7 AAGAATGTTCTTGTTGATATCGGTGATGAAAATGAATGTGCTGCCATGAGGATCTCTCGC
F83005.5 AAGAATGTTCTTGCTGATATCGGTGATGAAAATGAATGTGCTGCCATGAGGATCTCTCGC

LR R R S R A R R R i e I i b i 2

JEMALONG Al7 CAAGTAGAGCCTACAGATGATTTTGAACAAAAACAGAAAAGAAGAAAAATCGACTGA

F83005.5 CAAGTAGAGCCTACAGATGATTTTGAACAAAAACAGAAAAGAAGAAAAATTGATTGA
KA KKKk Kk kA A XK KKk kA A A XK KKKk kA XX KKKk h kA XA K h Kk Kk kk kXX ** Kk kk X xk

Fig. $3. Continued.
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SINPAS

7|

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

F83005.5-tvl
F83005.5-tv2

ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAATTATAGTTTATGACAGTGGATTG
ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAATTATAGTTTATGACAGTGGATTG

khkkkhkkkkhkkhkkhkkhkkhkkhkkhkkhkhkkhkhkkkhkkhkhkkkhkhkkhkhkhkkkhkkkhkhkkkkhkhkkkhkkkkkkkhkkkkk*x*%

CAGATTTTATGCTTACATTGGTGGTTACTAATGCTCTTATTGCTGAGGCATGAGGTGCCA
CAGATTTTATGCTTACATTGGTGGTTACTAATGCTCTTATTGCTGAGGCATGAGGTGCCA

kR Sk ok o o S b e Sk S S o S R R i Sk S S Rk o Sk Sk ok S Sk o S S R R R ko e Sk Sk e Sk o o o

GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTG-~-
GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTGGT

khkkkhkkhkhkkhkhhkhkkhkhkhkkhkhhkhkkhkhhhkhkhhhdhhhkhdkhhdhdhhdhkhhhdkhhkdkd,,ddkdkhdxdkk,k*x%x%

AAGCTCGGATCCTAATGCTTTAATGGGAGTAAGATAAGGAAACTGATCAACAAATTTAAT

—————————————————— AAAATTGTCAGATGGAAATCATTCATGTTTTAAATGAAGGCA
ACTAGTATACTTCTACAGAAAATTGTCAGATGGAAATCATTCATGTTTTAAATGAAGGCA

R Sk S S S o o S R R Sk Sk ok o S o S S o S o S S Rk

TTGAAATGCAGCCAATCTTGGAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAA
TTGAAATGCAGCCAATCTTGGAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAA

EgR R Sk ok o o S S e S S S ok S R SRk kb S ok i S S Ok R S S R Rk ok S S ok Ok R Sk o o o

ACCAATAAACATAAACTGTGAGACTTCTAATGTTTGGTTTAAGTGGATTTGTTATTCAAG
ACCAATAAACATAAACTGTGAGACTTCTAATGTTTGGTTTAAGTGGATTTGTTATTCAAG

khkkkhkkkkhkkhkkhkkhkhkkkhkhhkhkkhkkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkhkhkhkkkhkhkkkhkhkkkkkkkhkkkkkx*x

AGCTATGTGAACTTCATGCCACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTA
AGCTATGTGAACTTCATGCCACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTA

kkhkkhkkkhkhhkhkkkkhkkkkkhkhkhkhkhhhhkhkkkkhkkkhkhkhkhkhhhkhkhkkkkkkhkk k k kkkkkkkkkkk*x*%

GTCGAGGAAAGGCACCTTCAATGTAACACCCCTACTAGAAATTACCTAGGATATCTAGCA
GTCGAGGAAAGGCACCTTCAATGTAACACCCCTACTAGAAATTACCTAGGATATCTAGCA

khkkkhkhkhkkhkhhkhkkhkhhkhkhkhhkhkhhhhhhkhhdhhhdhkhhdhdhhhhdhhddhhhdhddhdhddddhdhdxdkdkx*x

TGAGTGTTAAACTTGGCAATGGATACATTAAAATTACTACAATAAAAATTTCCTCTGAAT
TGAGTGTTAAACTTGGCAATGGATACATTAAAATTACTACAATAAAAATTTCCTCTGAAT

kkkkhkkkkhkkhkkkkhkhkkhkkhkkhkkhkkhkhkkhkhkhkkkhkhkkhkhkkkhkkhkkhkhkkkkhkkkhkhkkkkkkkhkkxkk,k*x%

AAGATACAAAAATTTCTCGTC
AAGATACAAAAATTTCTCGTC

khkkkkkkhkkhkkkhkhkkkkhkkkkk*k

Fig. S4. Sequence polymorphisms between resistant and susceptible alleles in Jemalong A17 and F83005.5, respectively. The 299-bp 3’end of RCT7 cDNAs and
the 119-bp 3’ end of the rct7 cDNAs are not shared and thus not included in the alignment.
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F83005.5-tvl
JEMALONG Al7-tvl

FB30U05.5-t¥wl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

F83005.5-tvl
JEMALONG Al7-tvl

Fig. S5. Alignment of transcript variants (tv) from the 3’ UTR region of the rct7 allele in F83.005.5. tv1 = the regular transcript with an 80-bp intron spliced out;

ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAATTATAGTTTATGACAGTGGATTG
ATATGGAAGGTGTTGCTAGTTGTGGCTGATTGGTGAATTATAGTTTATGAARAGTGGATTG

LRSS SRS SRR S S E SRR S S RS SRS R RS SRR S SRR SRR R EEEEEESEIEEEEEE SRS

CAGATTTTATGCTTACATTGGTGGTTACTAATGCTCTTATTGCTGAGGCATGAGGTGCCA
CAGATTTTATGCTTACATTGGTGGCTACTAATGCTCTTATTGCTGAGGCATGAGGTTCCA

hhkhkkhhkhkhhkkhkhhkkhhkhhkhkhhkhhhhdhdh dhhkdhhkhkhhkdhhrkhhkhdhhkhkhkhkdhkhrkkhhkhkdhhkhkdhhhhk *k*x

GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTGAA
GGGAAAGTTAAGTTGACTTAGATCTTGGTTTCACAGAAATCCAACTTGAGTTTGACTGAA

dAhhkhkkhhkhkdhhkhkhkdhhkhhkhhkhkdhhhkhkdhhkhhkhhkhhhkhkhhhkhhbdhhkhkhkhkhkddhkh bk hhkhkhkhkhkdrkhhd*x

AATTGTCAGATGGAAATCATTCATGTTTTAAATGAAGGCATTGAAATGCAGCCAATCTTG
AATTGTCAGATGGAAATCATTCATGTTTTAAATGAAGGCATTGAAATGCAGCCAATCTTG

dAhkhkkhkhhkhkdhhkhkhkhhhhhhkhkdhhkhhkhhkhkhhhkhrdhhhkhkhhhkddhhkhkdhhhkddhhkhkhkhhkhrkdhhkhkhrkhhd*k

GAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAAACCAATAAACATAAACTGTG
GAAATTTCAGTATGCTTCAAGAAGAATTCATTGTCTCCAAACCAATAAACATAAACTGTG

IR E RS SRS S SRS S SRS SRS SRS SRR EE RS SRR EE SRR R EEEEEEEEEEEE S SRS

AGACTTCTAATGTTTGGTTTAAGTGGATTTGTTATTCAAGAGCTATGTGAACTTCATGCC
AGACTTCTAATGTTTAGTTTAAGTGGATTTGTTATTCAAGAGCTATGTGAACTTCATGCC

LR i S kR e e i i

ACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTAGTCGAGGAAAGGCACCTTCA
ACAACAGGGTGCGCAAGGGAGTGAATATGTACATCTTGTAGTCGAGGAAAGGCACCTTCA

dkhhkhkhhkhkdhhkhkhkhhhkhhhhhhhdbkhhhkhkhhhbkhhhhbdhhhhhhkhkdhkhkhdhhkhkhhkhdhhkhrkhht*k

AT
AT

* %

tv2 = the transcript with retention of the 80-bp intron.
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