Trx s1: genom c sequence with an intron of 108 bp
ATGACTACCGTCACAATAACAATGTCTTCCTTCATCTTTATAATACTTTTTCACACTCTTTCAGCATCCATGGCC
ACCGCACAACT CCTCAACGCTGCCACTCAAGATGCTTCCAATGGAGGTTTGGT TTTAATTATTAACCTAATATTT
GITGGTTGAGATTTTGTGTTTTTATTTGT TTGCATACGAAGT GGCAATTGTATCACGATATTTTGT TTTAAATATT
GCAGTGGCTTATGT TACCGATGAAAATTTTGGT TCCCTTGTCCTTAACTCTGAGACTCTTGTGTTGGTGGAATTC
TTCGCTCCATTGT GTAGCCCCTGCAAGAATGT TGATTTCAAAATAGT TGAGCT GGCAAAT GAATATGCAGGTGAG
GTCGAGTTTTTCAAACTCAATGT TGATGACAATCAACTTATTCCTTCTAAATATGGGATTAAAGGTATTCCAAAT
GTCCTTATCTTCAAAAATGGT GAACAAAGAGATACACT TTTTGGTAACT TACCCAAGGCAACGT TTATCAAACGT
ATGGAACAAAACCTATCGA

Trx s1: coding region
ATGACTACCGTCACAATAACAATGTCTTCCTTCATCTTTATAATACTTTTTCACACTCTTTCAGCATCCATGGCC
ACCGCACAACTCCTCAACGCTGCCACTCAAGATGCTTCCAATGGAGTGGCTTATGT TACCGATGAAAATTTTGGT
TCCCTTGTCCTTAACTCTGAGACTCTTGTGT TGGT GGAATTCTTCGCTCCATTGTGTAGCCCCTGCAAGAATGTT
GATTTCAAAATAGT TGAGCT GGCAAAT GAATATGCAGGT GAGGTCGAGT TTTTCAAACT CAATGT TGATGACAAT
CAACTTATTCCTTCTAAATATGGGATTAAAGGTATTCCAAATGT CCTTATCTTCAAAAAT GGT GAACAAAGAGAT
ACACTTTTTGGTAACTTACCCAAGGCAACGT TTATCAAACGTATGGAACAAAACCTATCGA

Trx sl1: protein sequence
MITVTI TMSSFI FI | LFHTLSASVATAQLLNAATQDASNGVAYVTDENFGSLVLNSETLVLVEFFAPL CSPCKNV
DFKI VELANEYAGEVEFFKLNVDDNQLI PSKYG KG PNVLI FKNGEQRDTLFGNLPKATFI KRVEQNL

Trx s2: genom que sequence with an intron of 146 bp
ATGGCCACCGTCACATTAGCAATGTCTTCCTTCATCATTTTAATACTTTTTCACACTCTTTCGTCATCCATGGCC
ACCGTACAACT CGAATCCT TACCAAGT TACCTCCTCAGT GCCGCCGATGCT TCCGATGGAGGT TTGGTTTTAATT
ATTAACCCAATATTTGTATTTTTTTCGT TTGCAGACGAAGT GACAAGCACCACAATATTCTGTTTTAGATTTGAT
AAAAAAT GAGT TAGT GCCAGGT TAATAAAACT TTGATGT TATTATTCGATATTGTAGT GGCTCCTGTTACTGATG
AAACTTTTGGTTCCTTCGTCCCTATGTCTAAGAATCTCGT GT TGGT GGAATTCTATAATCCATGGT GTGGCCAAA
ACTGCAAAAACATACATTCCATAATGGT TGAGCT GGCAAATGATTATGCTGGTAAGGT CGATTTTTACAAACTCA
ATATTGATGAGAATCCATATATTACTAATAGATATGTGATTCAAGATCTTCCAACTGIGGTTTTCATCAAGTATG
GTATGCAGAGAGATAGACTTGT TGGTGATGTACCTAAAGCAACATTTATCGAACTTATTCAACTATCAATATGAA
CCGGCGCTTCTCCTCAAGGGCGAATTCGTTTAAACCTGCAGGACTAGT CCCTTTAGTGAGGGT TAATTCTGAGCTT
GGCGTAATCATGGTCATAGCTGT TTCCTGT GTGAAATTGT TATCCGCT CACAAT TCCACACAACATACGAGCCGG
AAGCATAAAGT GTAAAGCCT GGGGT GCCTAAATGAGT GAGCTAACTCACATTAATTGCGT TGCGCTCA

Trx s2: coding region
ATGGCCACCGTCACATTAGCAATGTCTTCCTTCATCATTTTAATACTTTTTCACACTCTTTCGTCATCCATGGCC
ACCGTACAACTCGAATCCTTACCAAGT TACCT CCTCAGT GCCGCCGATGCT TCCGATGGAGT GGCTCCTGT TACT
GATGAAACTTTTGGT TCCTTCGT CCCTATGT CTAAGAATCTCGT GT TGGTGGAAT TCTATAATCCATGGT GTGGC
CAAAACT GCAAAAACATACATTCCATAAT GGT TGAGCT GGCAAATGATTATGCTGGTAAGGT CGATTTTTACAAA
CTCAATATTGATGAGAATCCATATATTACTAATAGATATGTGATTCAAGATCTTCCAACTGTGGTTTTCATCAAG
TATGGTATGCAGAGAGATAGACT TGT TGGTGATGTACCTAAAGCAACATTTATCGAACT TATTCAACTATCAATA
TGA

Trx s2: protein sequence
MATVTLAMSSFI | LI LFHTLSSSMVATVQLESLPSYLL SAADASDGVAPVTDETFGSFVPMSKNL VLVEFYNPWCG
QNCKNI HSI MVELANDYAGKVDFYKLNI DENPYI TNRYVI QDLPTVVFI KYGVORDRLVGDVPKATFI ELI QLSI

Supplemental Fig. 1. Genomic sequences and coding regions of Trxs s cloned from M.
truncatula. Start and stop codons are indicated in red. Both isoforms of Trxs s have only one
intron (in grey) in the coding region of their genes that separates the parts coding the putative
signa peptide and the rest of the protein. The deduced protein sequences are also shown; the
signal peptides that are removed in the mature proteins appear in bold.







