Table 1 — Original Values of irrelevance score for all features:

Abbreviation | Mobile Partial | Nonmobile Abbreviation Partial | Nonmobile
RB C 0.44 10.21 1.65 HyRB A

RB N 0.53 11.40 1.35 HyRB D

DB N 18.81 HyYI

DB C 6.81 18.94 HyP

DB M 0.19 0.98 3.24 PIRB N

B E 17.89

NBaR VI

MP 2.02
MY 111
RMIP 0.65
DBBa 2.82

The original values of irrelevance scores for all features are listed above. The higher a
score, the less important the corresponding feature is. Features of no apparent
significance to peptide fragmentation are indicated in green and are eliminated in

experiment stage 2.



