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MRYEIVIAFGVFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFESLCKIYRITQAEAPQPSFKNREKEREIMSKLEEMVREVEAAGG
MRYKIVFTVGLFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILSKLEEMVREVEAAGG
MRYKIVFTVGLFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILSKLEEMVREVEAAGG
MRYKIVFTVGLFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILSKLEEMVREVEAAGG
MRYKIVIAVGVFVAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREREREIMSKLEEMVREVEAAGG
MRYKIVIAVGVFVAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFKNREKEREIMSKLEEMVTETEAVGG
MRYKIVFTVGLFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILSKLEEMVREVEAAGG

T. b.
gambiense
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MRYKIVFTVGLFAAVLSPSFQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILSKLEEMVREVEAAGG

MRCEIVIAVGVFVAVLSPS-----FQSDLGSFKWSTELIDWSKITDYIGDGYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILNKLEEMVRETE
MRYEIVIAVGLFAAVLYSSSEEAVDDGCTRQARVTNGRPDWDTITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYETVFTVGLFVAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPFFENREKENEILNKLEEMVRETE
MRCETVLTIGLFVAVLSHCDGEYIDDECTRVARVTSDRADWETIRECVSGDYMYHNTVDFDVLCKIYRITQAELPQPSFKNRDKEGEIMNKLEEMVREVE
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MRYEIVIAVGVFVAVLCSSSEEAVDDECTRDARVTNGTPDWDTITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYEIVFVVGLFAAVLYSSSEEAVDDECTRDARVTNGTPDWDTITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRCEIVFVVGLFAAVLYSSSEEYMDDECTRDARVTNGTPDSDTITECVSGDYLYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYEIVIAVGLFAAVLYSSSEEAVHDECTREARVTNGRPDWDTITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYEIVIAVGLFAAVLYSSSEEAVHDECSRDARVTNDTPDSDTITECVSGDYLYHNTGDFDVLCKIYRITQAELPQPSFKNREKEREIMSKLEEMVREVE
MRCEIVFVVGLFAAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFKNREKEGEIMSKLEEMVRETE
MRCEIVFVVGLFAAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFKNREKEGEIMSKLEEMVRETE

T. b.
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MRCEIVFVVGLFAAVLSPS FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFKNREKEGEIMSKLEEMVRETE
MRYKIVIAVGVFVAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNTGDFDVLCKIYRITQAEAPQPSFENREKENEILNKLEEMVRETE
MRYEIVIAVGVFVAVLCSSSEEAVHDECTREARVTNGRPDWETITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYEIVFTVGLFAAVLSPS-----FQSDLRSFKWSTELIDWSKITDYIGDGYKHHNAGEFETLCKIYRITQAEAPQPSFENREKEGEIMSKLEEMVREVE
MRCEIVFVVGLFAAVLYSSSEEAVDDECTRDARVTNGTPDSDTITECVSGDYLYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYETVFTVGLFAAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEILNKLEEMVRETE
MRYEIVIAVGLFAAVLYSSSEEAVDDECTRQARVTNGRPDWDTITECVSGDYMYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
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MRYKIVIAVGVFVAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREREREIMSKLEEMVREVE
MRYKIVFTVGLFAAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEIMNKLEEMVREVE
MRYEIVIAVGLFAAVLCSSSEEAVDDECLRDARVTNDTPDSDTITECVSGDYLYHNTGDFDVLCKIYRITQAELPQPSFKNREKEGEIMSKLEEMVREVE
MRYKIVFTVGLFAAVLSPS-----FQSDLGSFKWSTELIDWSKVTEYIDESYKHHNAGEFETLCKIYRITQAEAPQPSFENREKENEIMNKLEEMVREVE

T.
equiperdum

2
3
4

1



100 110 120 130 140 150 160 170 180 190 2ESAG2p type
TQGLSHSSNRTTAYQEIKILLEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDNAGTSCGSFGDKSVGKT
TQDLSHSSNRTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDKLVGKT
TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDKLVGKT
TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDKLVGKT
TQDLSHSSNRTTAYQEIKKLFEEAKKLKEEIEVNRTKALNASHSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDNAGTSCGSYGDKSVGKT
DKGSSKLCKRTTAYQEIKILLEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEQAMRGNKSLLFNSIDHANMSCGSYGDKLVGKA
TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDKLVGKT

T. b.
gambiense

1
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TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDKSVGKT

EAVGAGGNKGSNKSAKSTTAYQEIRKLFEKAKALKEEIEVNRTRSLNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDNAGTSCGSYG
EAAGS--TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASHSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYG
EAVG--GDKGSNKSANSTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEKAMRENKSLLFNSVDNAGTSCGSYG
EAAAG--TQDLSHSSIRTTAYQEIKKLFEKAKKLKEQIEVNRTKALNASRSAQENILRAVYGDAVDVARNENKTLEEAMRGNKALLFNSVDHANMSCGSYG
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Q Q Q Q
EAAGG--TQDLSHSSNRPTAYQEIRKLFEKARKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDHANMSCGSYG
EAAGG--TQDLSHSSNRTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYG
EAAGG--TQDLSHSSNRTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYG
EAAGS--TQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASHSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYG
EAAGG--TQDLSHSSNRPTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDHANMSCGSYG
EAVGGGGNKGSNKSANSTTAYQEIKKLFEKAKKLKEEIEVNRTKALNAGRSAEENMLRAVYGDAVDVARNENKTLEKAMRGNKSLLFNSVDNAGTSCGSYG
EAVGGGGNKGSNKSANSTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNNVDNAGTSCGSYG
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EAVGGGGNKGSNKSANSTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNNVDNAGTSCGSYG
EAVGGGGNKGSNKSANSTTAYEEIRKLFEKAKALKEEMEMNRTKALNASRYAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYG
EAAGG--TQDLSHSSNRTTAYQEIKKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDNAGTSCGSFG
EAAG--GTQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKALLFNSVDNAGTSCGSYG
EAAGG--TQDLSHSSNRTTAYQEIKKLFEKAKALKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENITLEEAMRGNKSLLFNSVDHANMSCGSYG
EAVG--GDKGSNKSANSTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEQAMRGNKSLLFNNVDNAGTSCGSYG
EAAGG--TQDLSHSSNRPTAYQEIKKLFEKAKKMKEEIEVNRTKALNASRSAKDNMLRAVYGDAVDVARNENKTLEEAMRGNKALLFNSVDHANMSCGSYG
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VEAAGGTQDLSHSSNRTTAYQEIKKLFEEAKKLKEEIEVNRTKALNASHSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDNAGTSCGSYGDK
VEAAGGTQDLSHSSNRTTAYQEIKKLFEEAKKLKEEIEVNRTKALNASHSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSIDNAGTSCGSYGDK
VEAAGGTQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRTAQENILRAVYGDAVHVARNENKTLEEAMRGNKSLLFNSVDHANMSCGSYGDK
VEAAGGTQDLSHSSNRTTAYQEIRKLFEKAKKLKEEIEVNRTKALNASRSAQENMLRAVYGDAVDVARNENKTLEEAMRGNKSLLFNSVDDAGTSCGSYGDK
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200 210 220 230 240 250 260 270 280 290 3ESAG2p type
TLINDFFCLCVGEPIVITEEIK------RKKNLEGDGDNNNIYNGFNCPCRDEIRRPENGNWTMMAESCEGDSQGYCDPAKIKYNHTEAWDVISKACVYKN
TLINDFFCLCVGEAINVTEDMR--QKKEKEEEKEKGKYSDSVYNGFNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCNPDNIKYNYTDAWDVISKACVYKN
TLINDFFCLCVGETINVTGEIIKEEKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCNPDNIKYNYTDAWDVISKACVYKN
TLINDFFCLCVGEAINVTGEIIKEEKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCNPDNIKYNYTDAWDVISKACVYKN
TLINDFFCLCVGEAINVTGEIIKEEKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCYPEDIKYNYTEAWDVISEACVYKN
ALINDFFCLCVGEAHKVQTGQS-------APDGDYNLTIIEIYNRLNCPCKDAIRRPRSGSWTMMAEYCEGNSS-PCNPDNIKYNYTDAWDVISKACVYKN
TLINDFFCLCVGEAINVTGEIIKEEKKKGEKEKEKGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCNPDNIKYNYTDAWDVISKACVYKN

T. b.
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TLINDFFCLCVGEAINVTEDMR--QKKEKEEEKEKGKYSDSVYNGFNCPCRDAIRRPRSGSWTMMAEYCEGNSS-PCYPEDIKYNYTEAWDVISEACVYKN

GEKLVGMTLINDFFCLCVGEAINVTDEMRQ--------------------------------------KKEEEEKKEGGKYSDSVYNGFNCPCRDEIRRPK
GDKLVGKTLINDFFCLCVGEAD-------------------------------------------KVQTGQSATDGDYKLTLIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAINVTEDMK---------------------------------------QKKEEKKKEEGKYSDSVYNGFNCPCRDGIRRPK
GDKLVGKTLINDFFCLCVGEAINVTGEIIKEEKKKEEKKKE------------EKEKEEKEKEEGVLKIGPNATDGDYNLTMIEIYNRLNCPCKDAIRRPK
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GDKLVGKTLINDFFCLCVGEAHKVQTG-------------------------------------------QSATDGDDNLTLIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAISVTGEIIKEEKKKEEKEKEVKEEEVKEEEEEEKEEKEKKKEVEEVQSVQSATDGDYNLTIIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAH-------------------------------------------KVQTGQSGTDGDYNLTIIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAISVTGDMKEEKEEEEE----------------EKKEEEKEKEEEEVQSVQSATAGDYKLTLIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAHKVQTG-------------------------------------------QSATDGDDNLTLIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAINVTEDMGQ--------------------------------------KKKEEQRRKEGKYSDSVYNGFNCPCRDAIRRPK
GDKLVGKTLINDFFCLCVGEAINVTEEMK---------------------------------------KKKEEEEKGGGKYSDSVYNGFNCPCRDEIRRPK
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GDKLVGKTLINDFFCLCVGEAINVTEEMK KKKEEEEKGGGKYSDSVYNGFNCPCRDEIRRPK
GDKLVGKTLINDFFCLCVGEAISVTGEIIKEEKKKEE-----------------E-----EVKEEEVQSVQSATDGDYNLTMIEIYNRLNCPCKDAIRRPK
GDKLVGKTLINDFFCLCVGEAH-------------------------------------------KVQTGQSAADGDYKLTMIEIYNRLNCPCKDAIRRPK
GDKSVGKTLINDFFCLCVGEAINVTDEMRQ--------------------------------------KKKEEEKKEKGKYSDSVYNGFNCPCRDAIRRPK
GDKLVGKTLINDFFCLCVGEAH-------------------------------------------KVQTGQSGTDGDYNLTIIEIYNRLNCPCKDAIRRPK
GEKFVGKTLINDFFCLCVGEAINVTGEIIKE------------------------------------EKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPR
GDKLVGKTLINDFFCLCVGEAIDIVKKEERRKEE---------------------------KEEEEVQSVQSATAGDYNLTMIEIYNRLNCPCKDAIRRPK
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KSVGKTLINDFFCLCVGEAINVTEDMR--QKKEKEEEKEKGKYSDSVYNGFNCPCRDAIRRPRSGSWTMMAEYCEGNSSPCYPEDIKYNYTEAWDVISEAC
KSVGKTLINDFFCLCVGEAINVTGEIIKEEKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSSPCNPDNIKYNYTEAWDVISEAC
KLVGKTLINDFFCLCVGEAHKVQTGQS-------ATDGDDNLTMIEIYNRLNCPCKDAIRRPKSGSWTMMAEHCDGGERICDPENVTYGHTEAWDVISEAC
KLVGKTLINDFFCLCVGEAINVTGEIIKEEKKKEEKEKEEGKYSDSVYNGYNCPCRDAIRRPRSGSWTMMAEYCEGNSSPCNPDNIKYNYTDAWDVISKAC
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300 310 320 330 340 350 360 370 380 390 4ESAG2p type
NIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYKHTLENGGIPWYNHLTNATEQLQEMTKYAKEADSHLHELEEYE
NVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE
NVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE
NVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE
NIASNVKTLKSALAQFDSLVNLEQDKYQVRGIFGYVKTEHNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNHLTNATEQLQEMDKYAKEADSHLHELEEYE
NVASNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDMYAKEADSHLHELEEYE
NVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTYVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE

T. b.
gambiense
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7 NVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTYVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE

NIASNVKTLKSALAQFDSLVNLEQDKYQVRGIFGYVKTEHNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHELEEYE

KNGSWTMMAEYCEGNSSPCNPEDIKYNHTEAWDVISKACVYKSVASNVKTLKSALAEFDDLVNLEQDKYQVRGIFGYVKTENNDNRTCTGHTAGFTCVSYK
KSGSWTMMAEHCDGDGRLCDPENVTYGHTEAWDVISKACVYKNVASNVKTLKSALAQFDALVNLEQDEYQVKGVLGYVRTDHNKNHACTGHTAGFTCVSYK
KNGSWTMMANFCEGNSSPCNPEDIKYNHTEAWDVISKTCVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVKTENNDNRTCTGHTAGFTCVSYN
KSGSWTMMAEYCDGDGRLCDPENVTYGHTEAWDVISEACVYKNIGSNVKTLKSALAQFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
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KSGSWTMMAEHCDGDGRICDPENVTYGHTEAWDVISEACVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGIFGYVRTDHNKNHACTGHTAGFTCVSYK
KSGSWTMMAEHCDGDGRLCDPENVTYGHTEAWDVISKTCVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
KSGSWTMMAEYCKGGEDICNPENVTYGHTEAWDVISEACVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
KSGSWTMMAEHCDGDGRLCDPENVTYGHTEAWDVISKACVYKNVASNVKTLKSALAQFDALVNLEQDEYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
KSGSWTMMAEHCDGVERICDPENVTYGHTEAWDVISKTCVYKNVASNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYS
KNGSWTMMANYCEGNSSPCNPEDIKYNYTEAWDVISKACVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYN
KNGSWTMMAEYCEGNSSPCNPEDIKYNYTEAWDVISKACVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYN

T. b.
brucei
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KNGSWTMMAEYCEGNSSPCNPEDIKYNYTEAWDVISKACVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYN
KSGSWTMMAEHCDGDGRICDPENVTYGHTEAWDVISKACVYKNVASNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTSHTAGFTCVSYK
KSGSWTMMAEHCDGDGRLCDPENVTYGHTEAWDVISKACVYKNVASNVKTLKSALAQFDALVNLEQDEYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
KNGSWTMMANYCEGNSNPCSPDNIKYNYTDAWDVISKTCVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVKTENNDNRTCTGHTAGFTCVSYN
KSGSWTMMAEYCKGGEDICNPENVTYGHTEAWDVISKTCVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYK
RSGSWTMMAEYCEGNSSPCNPDNIKYNYTDAWDVISKACVYKNVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYS
KSGSWTMMAEHCDGDGRMCDPENVTYGHTEAWDVISKTCVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRSDHNKNHACTGHTAGFTCVSYK
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CVYKNIASNVKTLKSALAQFDSLVNLEQDKYQVRGIFGYVKTEHNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNHLTNATEQLQEMDKYAKEADSHLHEL
CVYKNIASNVKTLKSALAQFDSLVNLEQDKYQVRGIFGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNHLTNATEQLQEMDKYAKEADSHLHEL
CVYKNIGSNVKTLKSALAEFDDLVNLEQDKYQVKGILGYVRTDHNKNHACTGHTAGFTCVSYSYTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHLHEL
CVYKNVASNVKTLKSVLAQFNALVNLEQDKYQVKGIFGYVKTENNDNRTCTGHTAGFTCVSYSYTLENGGIPWYNHLTNATEQLQEMDKYAKEADSHLHEL

T.
equiperdum
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ESAG2p type 503400 410 420 430 440 450 460 470 480 490

T. b.
gambiense

1
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4
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6
7

EDEAEEIFLEAKLGGDAELWKSSQGKGYSGGDDTVVNNDGLTHLNMETGGFTLLVLSLICTL
EDEAEEIFLEAKLGGDAELWKSSQGKGDGEGDDSRVDNDGLTHLNIATGGFTLLVLSLICTL
EDEAEEIFLEVKLGGDAELWKSSQGKGDGEGDDSRVDNDGLTHLNIATGGFTLLVLSLICTL
EDEAEEIFLEVKLGGDAELWKSSQGKGDGEGDDSRVDNDGLTHLNIATGGFTLLVLSLICTL
EDEAEEIFLEAKLGGDAELWKSSQGKGDGEGDDSRVDNDGLTHLNIATGGFTLLVLSLICTL
EDEAEEIFLEVKLGGDAELWKSSQGK----GDNTVVDNDGLTHLNIATGGFTLLVLSLICTL
EDEAEEIFLEVKLGGDAELWKSSQGKGYSEGDDSRVDNDGLTHLNIATGGFTLLVLSLICTL

KHTLENGGIPWYNRLSNATEQLQEMDMYAKEADSHLHELEEYEDEAEEIFLEVKLGGDVELWKSSQGK----GDDARVDNDGLTHLNIATGVAMLLIISLFCTL
KHTLENGGIPWYNRLSNATEQLQEMDMYAKEADSHIHELEEYEDEAEEIFLEVKLGGDAELLKSSQGK----GDDARLDNDGLTHLNIATGVAMLLIISLICTL
NYTLENGGIPWYNHLTNATEQLQEMDMYAKEADSHIHELEEYEDEAEEIFLEVKLGGDAELWKSSQGKGDGEGDNTVVDNDGLTHLNIATGVAMLLVLSLFCML
KHTLENGGIPWYNRLSNATEQLQEMDKYAKEADSHIHELEDYQHEAEEIFLEVKLGGDVELWKNSRGRDDVEGAGTDVNNDGLTHLNIATGVAMLLIIPLFCTL
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Q
EDEAEEIFLEAKLGGDAELWKSSQGKGDGEGDDARVDNDGLTHLNIATGGFTLLVLSLICTL

Q Q Q
KHTLENGGIPWYNRLSNATEQLQEMDMYAKEADSHIHELEEYEDEAEEIFLEVKLGGDAELWKSSQGK----GDDARVDNDGLTHLNIATGGFTLLVLSLICTL
KHTLENGGIPWYNHLTNATEQLQEMDMYAKEADSHIHELEEYEDEAEEIFLEVKLGGDAELWKSSQGK----GDDARVDNDGLTHLNIATGVAMLLIISLICTL
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