
Supplementary Table 1. Multiple myeloma genetic anomalies
Genetic Anomalies
Translocations Mutations

MM name cyclin D1 translocationcmyc cmaf or mafB translocationFGFR3/MMSET translocationIRF4 translocation ras mutation p18 mutation p53 mutation other?
ANBL6 + - + m il6 dependent
EJM + k12 + m
H929 "+"not to Ig + n13 + n
JIM3 + - + m
KMS12 + + - o/m m
L363 "+"not to Ig n61 + m NIK
LP1 + + - + m
OCIMy5 + + - o n
SKMM1 + + + n12 + m 10q22
UTMC2 mutated + - + m
U266 + + m MYCL1 inversion

8226 + + k12 m 1p13
JJN3 + + - n

Key +' translocation positive to an Ig locus -' no mutation +' wildtype m-mutated
n#-mutation m mutated n-normal

o deleted
Unpublished results courtesy of Dr. Mike Keuhl.



Supplementary Table 2

For experimental details see Text

Myeloma > B cell PC > B cell Activated B > resting B PC DC > monocyte ChIP-CHIP ChIP MYC direct target
SYMBOL Gene title Unigene ID UG197 GENE ID Lymphochip Agilent 1=yes; 0=no 1=yes; 0=no 1=yes; 0=no 1=yes; 0=no  + gene expression confirmed (source)
ABHD10 abhydrolase domain containing 10 477115 55347 X 0 0 0
ACP1 acid phosphatase 1, soluble 558296 52 X 1 1 0 0  MycPET
ACSS2 acyl-CoA synthetase short-chain family member 2 517034 55902 X
ADAM9 ADAM metallopeptidase domain 9 (meltrin gamma) 591852 8754 X 0 0 0 0
AGPAT2 1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta) 320151 10555 X 0 1 0 0
AHCY S-adenosylhomocysteine hydrolase 388004 191 X 1 0 1 0 MycER
ALDH1L2 aldehyde dehydrogenase 1 family, member L2 42572 160428 X
ALDOC aldolase C, fructose-bisphosphate 155247 230 X 0 0 0 0
AMPD1 adenosine monophosphate deaminase 1 (isoform M) 89570 270 X 1 1 0 0 X
ANKRD37 ankyrin repeat domain 37 645297 353322 X
ANKZF1 ankyrin repeat and zinc finger domain containing 1 437647 55139 X 0 0 0 1
APOBEC3B apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3B 226307 9582 X 1 1 0 1
APOBEC3D apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3D (putative) 226307 140564 X
ASB13 ankyrin repeat and SOCS box-containing 13 445899 79754 X 0 0 0 0
ATF3 activating transcription factor 3 460 467 X 1 1 0 0
ATF4 activating transcription factor 4 (tax-responsive enhancer element B67) 496487 468 X 1 1 1 0
ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 418668 513 X 1 0 0 0  MycPET
ATP6V1E2 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E2 437691 90423 X
ATRX alpha thalassemia/mental retardation syndrome X-linked (RAD54 homolog, S. cerevisiae) 533526 546 X 0 0 1
AURKA aurora kinase A 250822 6790 X 0 0 1 1
AVPI1 arginine vasopressin-induced 1 23918 60370 X 0 1 0 0
AXIN1 axin 1 592082 8312 X 0 0 0 0
B3GNT1 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 1 8526 11041 X 1 1 0 1 X
BCKDHA branched chain keto acid dehydrogenase E1, alpha polypeptide 433307 593 X 1 0 0 0
BCL2 B-cell CLL/lymphoma 2 150749 596 X 0 0 1 0
BCL2L2 BCL2-like 2 410026 599 X 1 0 0 0
BHLHB8 basic helix-loop-helix domain containing, class B, 8 511979 168620 X
BMI1 B lymphoma Mo-MLV insertion region (mouse) 496613 648 X 1 1 0 1 Literature
BMP6 bone morphogenetic protein 6 285671 654 X X 1 1 1 0
BNIP2 BCL2/adenovirus E1B 19kDa interacting protein 2 592515 663 X 0 0 0
BSPRY B-box and SPRY domain containing 632677 54836 X 1 1 1 1
C11orf24 chromosome 11 open reading frame 24 303025 53838 X 1 1 0 1 X
C12orf57 chromosome 12 open reading frame 57 591045 113246 X
C14orf93 chromosome 14 open reading frame 93 255874 60686 X 0 0 0
C16orf14 chromosome 16 open reading frame 14 417710 84331 X
C17orf39 chromosome 17 open reading frame 39 187422 79018 X 0 0 1 1
C1orf2 chromosome 1 open reading frame 2 348308 10712 X 0 0 0 0
C20orf133 chromosome 20 open reading frame 133 570367 140733 X 0 0 0 0
C22orf9 chromosome 22 open reading frame 9 592207 23313 X 0 0 0 0
C5orf32 chromosome 5 open reading frame 32 529798 84418 X
C9orf100 chromosome 9 open reading frame 100 648121 84904 X
CALCOCO2 calcium binding and coiled-coil domain 2 514920 10241 X 0 0 0 0
CANX calnexin 567968 821 X 1 1 1 1 X X
CASP3 caspase 3, apoptosis-related cysteine peptidase 141125 836 X 1 1 0 1 X X
CAV1 caveolin 1, caveolae protein, 22kDa 74034 857 X 1 1 1 1
CCDC134 coiled-coil domain containing 134 474991 79879 X 0 0 1 0
CCDC52 coiled-coil domain containing 52 477144 152185 X 0 0 0
CCDC74B coiled-coil domain containing 74B 29383 91409 X
CCL3 chemokine (C-C motif) ligand 3 514107 6348 X 1 1 1 0
CCNC cyclin C 430646 892 X 1 0 0 0 X X
CCPG1 cell cycle progression 1 612814 9236 X 1 1 0 0
CD38 CD38 molecule 479214 952 X 1 1 0 1
CD97 CD97 molecule 466039 976 X 1 0 1 0
CDK6 cyclin-dependent kinase 6 119882 1021 X 0 0 0 0 X X
CDKN1B cyclin-dependent kinase inhibitor 1B (p27, Kip1) 238990 1027 X 0 0 0 0 X X
CDT1 chromatin licensing and DNA replication factor 1 122908 81620 X 0 0 1
CEBPZ CCAAT/enhancer binding protein zeta 135406 10153 X 0 0 1 0
CENPF centromere protein F, 350/400ka (mitosin) 497741 1063 X 0 0 0
CFLAR CASP8 and FADD-like apoptosis regulator 390736 8837 X 1 1 1 0 X
CHRAC1 chromatin accessibility complex 1 279704 54108 X
CMTM8 CKLF-like MARVEL transmembrane domain containing 8 154986 152189 X 0 0 0
CNOT6 CCR4-NOT transcription complex, subunit 6 157606 57472 X 0 0 0
CTH cystathionase (cystathionine gamma-lyase) 19904 1491 X 0 0 1 0
CTR9 Ctr9, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae) 173288 9646 X 0 0 0
CYCS cytochrome c, somatic 437060 54205 X 1 0 1 0  MycPET
CYP51A1 cytochrome P450, family 51, subfamily A, polypeptide 1 417077 1595 X X 1 0 1 0
DDHD2 DDHD domain containing 2 434966 23259 X 0 0 1
DDIT3 DNA-damage-inducible transcript 3 505777 1649 X 1 1 0 0
DDR2 discoidin domain receptor family, member 2 593833 4921 X 0 0 1 0 X X
DENND2C DENN/MADD domain containing 2C 127350 163259 X X
DEPDC1 DEP domain containing 1 445098 55635 X 0 0 0 0
DIXDC1 DIX domain containing 1 446249 85458 X 0 0 1 0
DKFZp547E087hypothetical gene LOC283846 648439 283846 X
DNAJB5 DnaJ (Hsp40) homolog, subfamily B, member 5 237506 25822 X 0 1 1 0
DNAJB9 DnaJ (Hsp40) homolog, subfamily B, member 9 6790 4189 X 1 1 0 1
DNAJC10 DnaJ (Hsp40) homolog, subfamily C, member 10 516632 54431 X 1 0 0 0
DUSP5 dual specificity phosphatase 5 2128 1847 X 1 1 0 1 X X
E2F5 E2F transcription factor 5, p130-binding 445758 1875 X 0 0 1 X X
EIF2C2 eukaryotic translation initiation factor 2C, 2 449415 27161 X
EIF2S2 eukaryotic translation initiation factor 2, subunit 2 beta, 38kDa 429180 8894 X 1 0 1 0
EIF3S6 eukaryotic translation initiation factor 3, subunit 6 48kDa 405590 3646 X 0 0 0 X  MycPET
EIF4A2 eukaryotic translation initiation factor 4A, isoform 2 518475 1974 X 0 0 0
ELL2 elongation factor, RNA polymerase II, 2 592742 22936 X X 1 1 1 1 X X
ELN elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 647061 2006 X 0 0 0
EML2 echinoderm microtubule associated protein like 2 24178 24139 X 0 0 1 0
ENO1 enolase alpha, lung-specific 517145 2023 X MycER
F12 coagulation factor XII (Hageman factor) 1321 2161 X 1 1 0 0
FADS1 fatty acid desaturase 1 503546 3992 X X 0 0 1 1
FAM100B family with sequence similarity 100, member B 647404 283991 X
FBXO16 F-box protein 16 435535 157574 X X X
FDFT1 farnesyl-diphosphate farnesyltransferase 1 593928 2222 X 0 0 0
FHL1 four and a half LIM domains 1 435369 2273 X 1 0 0 1
FKBP11 FK506 binding protein 11, 19 kDa 119177 51303 X 1 1 0 1  MycPET
FLJ25006 hypothetical protein FLJ25006 151761 124923 X
FLJ35767 FLJ35767 protein 231897 400629 X
FRG2 FSHD region gene 2 protein 626907 448831 X
FRMD6 FERM domain containing 6 434914 122786 X
FYN FYN oncogene related to SRC, FGR, YES 390567 2534 X 0 0 0
FZD2 frizzled homolog 2 (Drosophila) 142912 2535 X 0 1 0 0
FZD7 frizzled homolog 7 (Drosophila) 173859 8324 X 0 0 0 0
GAA glucosidase, alpha; acid (Pompe disease, glycogen storage disease type II) 1437 2548 X 1 0 0 0
GARS glycyl-tRNA synthetase 404321 2617 X 1 0 1 0
GART phosphoribosylglycinamide formyltransferase, phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole synthetase473648 2618 X 0 0 1 0
GFOD1 glucose-fructose oxidoreductase domain containing 1 484686 54438 X 0 0 1 0
GFPT1 glutamine-fructose-6-phosphate transaminase 1 645286 2673 X 1 1 0 1 X
GLDC glycine dehydrogenase (decarboxylating) 584238 2731 X 0 0 0 1  MycPET
GLS glutaminase 116448 2744 X 0 0 1 1
GNG10 guanine nucleotide binding protein (G protein), gamma 10 534196 2790 X 0 0 0  MycPET
GNG7 guanine nucleotide binding protein (G protein), gamma 7 515544 2788 X 1 0 0 1
GNPDA1 glucosamine-6-phosphate deaminase 1 633853 10007 X 0 0 1 0
GOLGA7 golgi autoantigen, golgin subfamily a, 7 355753 51125 X 0 0 0
GPT2 glutamic pyruvate transaminase (alanine aminotransferase) 2 460693 84706 X
GRB14 growth factor receptor-bound protein 14 411881 2888 X 0 0 0 0

shIRF4 gene expression decrease primary cell gene expression ChIP of  IRF4 targets



GRPEL2 GrpE-like 2, mitochondrial (E. coli) 511816 134266 X  MycPET
GRSF1 G-rich RNA sequence binding factor 1 634071 2926 X 1 0 1 0
GTF2IRD1 GTF2I repeat domain containing 1 647056 9569 X 0 0 1 1
GTF3C2 general transcription factor IIIC, polypeptide 2, beta 110kDa 75782 2976 X 0 0 0
HADHA hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit516032 3030 X 0 0 0 0
HDAC5 histone deacetylase 5 438782 10014 X 1 0 0 0
HIG2 hypoxia-inducible protein 2 645397 29923 X 0 0 1 0
HIVEP2 human immunodeficiency virus type I enhancer binding protein 2 510172 3097 X 0 0 1 1
HK2 hexokinase 2 591588 3099 X 0 0 1 0 MycER
HMBS hydroxymethylbilane synthase 82609 3145 X 1 0 0 0
HMGB1 high-mobility group box 1 434102 3146 X 0 0 1 0  MycPET
HMGCR 3-hydroxy-3-methylglutaryl-Coenzyme A reductase 643495 3156 X 0 0 1 0  MycPET
HMGCS1 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 397729 3157 X 0 0 0
HMMR hyaluronan-mediated motility receptor (RHAMM) 72550 3161 X 0 0 1
HSP90AA1 heat shock protein 90kDa alpha (cytosolic), class A member 1 525600 3320 X 1 0 0 0
HSP90B1 heat shock protein 90kDa beta (Grp94), member 1 192374 7184 X 1 1 1 1
HSPB1 heat shock 27kDa protein 1 520973 3315 X 1 1 0 0
HVCN1 hydrogen voltage-gated channel 1 334637 84329 X
IDH1 isocitrate dehydrogenase 1 (NADP+), soluble 593422 3417 X 0 0 0
IDI1 isopentenyl-diphosphate delta isomerase 1 283652 3422 X 0 0 0
IFI16 interferon, gamma-inducible protein 16 380250 3428 X 0 0 0
IFNAR1 interferon (alpha, beta and omega) receptor 1 529400 3454 X 0 0 0
INSIG1 insulin induced gene 1 520819 3638 X X 0 0 1 0
IRF4 interferon regulatory factor 4 401013 3662 X 0 1 1 1 X X
ISG20 interferon stimulated exonuclease gene 20kDa 459265 3669 X 1 0 0 1 X X
ITGA4 integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 receptor) 647873 3676 X 1 0 0 0
ITGB7 integrin, beta 7 524458 3695 X 0 0 0 1 X
ITPKA inositol 1,4,5-trisphosphate 3-kinase A 2722 3706 X 0 1 1 0
ITPR2 inositol 1,4,5-triphosphate receptor, type 2 512235 3709 X 0 0 0
JUP junction plakoglobin 514174 3728 X 0 0 0 0
KIAA0241 KIAA0241 128056 23080 X 0 0 0
KIAA0323 KIAA0323 643552 23351 X 0 0 0
KLF2 Kruppel-like factor 2 (lung) 107740 10365 X 0 0 0 0
KLK1 kallikrein 1 123107 3816 X 0 0 0
KRAS v-Ki-ras2 Kirsten rat sarcoma viral oncogene homolog 505033 3845 X 1 1 1 0
KTN1 kinectin 1 (kinesin receptor) 509414 3895 X 0 0 0
LDHA lactate dehydrogenase A 2795 3939 X 1 0 1 0 MycER MycPET
LDLR low density lipoprotein receptor (familial hypercholesterolemia) 213289 3949 X 1 1 0 0
LDLRAP1 low density lipoprotein receptor adaptor protein 1 590911 26119 X 1 0 0 0
LOC157562 hypothetical protein LOC157562 27371 157562 X 0 0 1 0
LOC389458 hypothetical gene supported by BC031661 396178 389458 X
LOC442013 similar to L-lactate dehydrogenase A chain (LDH-A) (LDH muscle subunit) (LDH-M) (Proliferation-inducing gene 19 protein) (NY-REN-59 antigen)684371 442013 X
LOC55565 hypothetical protein LOC55565 647357 55565 X 0 0 0
LOC728315 similar to 60S ribosomal protein L7a 616026 728315 X
LOC92312 hypothetical protein LOC92312 591496 92312 X
LONP1 lon peptidase 1, mitochondrial 350265 9361 X 0 0 1 0
MALAT1 metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA) 642877 378938 X
MAN2A1 mannosidase, alpha, class 2A, member 1 432822 4124 X 1 1 0 0 X
MARS methionine-tRNA synthetase 632707 4141 X 1 0 1 1
MDC1 mediator of DNA damage checkpoint 1 632002 9656 X 0 0 0 0
ME2 malic enzyme 2, NAD(+)-dependent, mitochondrial 233119 4200 X 0 0 1 0
MICB MHC class I polypeptide-related sequence B 211580 4277 X 0 0 0
MKI67 antigen identified by monoclonal antibody Ki-67 80976 4288 X 0 0 0 0
MLSTD2 male sterility domain containing 2 501991 84188 X
MMAB methylmalonic aciduria (cobalamin deficiency) cblB type 12106 326625 X
MMD monocyte to macrophage differentiation-associated 463483 23531 X 0 0 0
MNAT1 menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) 509523 4331 X 0 0 1
MOCOS molybdenum cofactor sulfurase 405028 55034 X 0 0 0 0
MPP1 membrane protein, palmitoylated 1, 55kDa 496984 4354 X 0 0 0
MPZL1 myelin protein zero-like 1 493919 9019 X 1 0 0 0
MTHFD1L methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like 591343 25902 X  MycPET
MVK mevalonate kinase (mevalonic aciduria) 130607 4598 X 0 0 1 0
MXI1 MAX interactor 1 501023 4601 X 1 0 0 0  MycPET
MYB v-myb myeloblastosis viral oncogene homolog (avian) 531941 4602 X 0 0 1
MYC v-myc myelocytomatosis viral oncogene homolog (avian) 202453 4609 X 1 0 1 0 X X
NAPSA napsin A aspartic peptidase 512843 9476 X
NAPSB napsin B aspartic peptidase pseudogene 636624 256236 X
NDRG1 N-myc downstream regulated gene 1 372914 10397 X 1 1 1 0
NFIL3 nuclear factor, interleukin 3 regulated 79334 4783 X 1 1 0 0 X X
NP nucleoside phosphorylase 75514 4860 X X 1 0 1 0  MycPET
NR4A1 nuclear receptor subfamily 4, group A, member 1 524430 3164 X X 1 1 0 0
NUP205 nucleoporin 205kDa 632299 23165 X 0 0 0
OSBPL8 oxysterol binding protein-like 8 430849 114882 X 0 0 1 0
P18SRP P18SRP protein 69504 285672 X 0 0 1 0
P4HA1 procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha polypeptide I 500047 5033 X 1 0 1 0 X
PABPC4 poly(A) binding protein, cytoplasmic 4 (inducible form) 169900 8761 X 1 1 1 0
PAICS phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase 518774 10606 X 1 0 1 1  MycPET
PAIP2 poly(A) binding protein interacting protein 2 396644 51247 X
PALM2-AKAP2PALM2-AKAP2 protein 591908 445815 X
PAM peptidylglycine alpha-amidating monooxygenase 369430 5066 X 1 1 1 0 X
PBEF1 pre-B-cell colony enhancing factor 1 489615 10135 X 1 1 0 0  MycPET
PCYT1B phosphate cytidylyltransferase 1, choline, beta 296031 9468 X 0 1 0 0
PDCD10 programmed cell death 10 478150 11235 X 0 0 0
PDIA4 protein disulfide isomerase family A, member 4 93659 9601 X 1 1 0 1
PDK1 pyruvate dehydrogenase kinase, isozyme 1 470633 5163 X 1 1 0 0 Literature
PELI3 pellino homolog 3 (Drosophila) 523816 246330 X
PFKFB4 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 476217 5210 X 0 0 0 0
PGK1 phosphoglycerate kinase 1 78771 5230 X 1 0 0 0
PHKA1 phosphorylase kinase, alpha 1 (muscle) 201379 5255 X 0 0 1 0 X X
PIM2 pim-2 oncogene 496096 11040 X 1 1 1 1 X X
PIP5K1B phosphatidylinositol-4-phosphate 5-kinase, type I, beta 534371 8395 X 1 0 0 0
PLEKHA4 pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 4 9469 57664 X 0 0 0
PMS2L3 postmeiotic segregation increased 2-like 3 406395 5387 X 0 0 0
PPP1R2 protein phosphatase 1, regulatory (inhibitor) subunit 2 535731 5504 X 1 0 0 1
PPP2R5C protein phosphatase 2, regulatory subunit B (B56), gamma isoform 368264 5527 X 1 0 0 0
PRDM1 PR domain containing 1, with ZNF domain 436023 639 X 1 1 0 1 X X
PRPF40A PRP40 pre-mRNA processing factor 40 homolog A (yeast) 643580 55660 X 0 0 1 0
PRPF4B PRP4 pre-mRNA processing factor 4 homolog B (yeast) 159014 8899 X 0 0 0 0
PRR7 proline rich 7 (synaptic) 534492 80758 X 0 0 0 1
PTPN22 protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 535276 26191 X 0 0 0
PTPN6 protein tyrosine phosphatase, non-receptor type 6 63489 5777 X X 0 0 0
RAB30 RAB30, member RAS oncogene family 40758 27314 X 0 0 0 1
RAB33A RAB33A, member RAS oncogene family 56294 9363 X 0 0 0 0
RAD21 RAD21 homolog (S. pombe) 81848 5885 X 0 0 0
RIN2 Ras and Rab interactor 2 472270 54453 X 0 0 1 0
RNF122 ring finger protein 122 151237 79845 X 0 0 0 0
ROCK1 Rho-associated, coiled-coil containing protein kinase 1 306307 6093 X 0 0 0 0
APOBEC3H apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3H 440515 164668 X
RPP30 ribonuclease P/MRP 30kDa subunit 139120 10556 X 0 0 0
SAMD8 sterile alpha motif domain containing 8 302669 142891 X
SAV1 salvador homolog 1 (Drosophila) 642842 60485 X 0 0 0
SC4MOL sterol-C4-methyl oxidase-like 105269 6307 X 0 0 1
SC5DL sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)-like 287749 6309 X 0 0 0
SCC-112 SCC-112 protein 331431 23244 X 1 0 0 1
SCD stearoyl-CoA desaturase (delta-9-desaturase) 558396 6319 X X 0 0 1 0 X
SCYE1 small inducible cytokine subfamily E, member 1 (endothelial monocyte-activating) 591680 9255 X 0 0 0
SEC61A2 Sec61 alpha 2 subunit (S. cerevisiae) 112955 55176 X 0 0 1

11-Sep septin 11 128199 55752 X 0 0 0 1
7-Sep septin 7 632906 989 X 0 0 0

SERF1A small EDRK-rich factor 1A (telomeric) 202179 8293 X 0 0 1 0
SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (collagen binding protein 1) 596449 871 X 0 0 0 0



SETBP1 SET binding protein 1 435458 26040 X 0 0 0 1
SIRT3 sirtuin (silent mating type information regulation 2 homolog) 3 (S. cerevisiae) 592292 23410 X 0 0 0 1
SKP2 S-phase kinase-associated protein 2 (p45) 23348 6502 X 0 0 0 0
SLAMF7 SLAM family member 7 517265 57823 X X 1 1 1 1 X X
SLC12A4 solute carrier family 12 (potassium/chloride transporters), member 4 10094 6560 X 0 1 0 0
SLC25A37 solute carrier family 25, member 37 122514 51312 X 0 0 0 0
SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 473721 6513 X 0 0 0 0 MycER
SLC31A1 solute carrier family 31 (copper transporters), member 1 532315 1317 X 1 0 0 0 X
SLC37A4 solute carrier family 37 (glycerol-6-phosphate transporter), member 4 132760 2542 X 1 0 0 0 X
SLC38A2 solute carrier family 38, member 2 221847 54407 X 1 0 1 1
SLC3A2 solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2 502769 6520 X 1 1 1 0  MycPET
SMOC2 SPARC related modular calcium binding 2 487200 64094 X
SNRK SNF related kinase 476052 54861 X 0 0 0
SNX9 sorting nexin 9 191213 51429 X 0 0 1 0
SORT1 sortilin 1 485195 6272 X 1 1 0 0
SP3 Sp3 transcription factor 531587 6670 X 0 0 0
SPATS2 spermatogenesis associated, serine-rich 2 146679 65244 X 1 1 0 0
SPFH1 SPFH domain family, member 1 150087 10613 X 0 0 0
SQLE squalene epoxidase 71465 6713 X X 0 0 1 0 X
SREBF2 sterol regulatory element binding transcription factor 2 443258 6721 X 0 0 0 0
SRPK1 SFRS protein kinase 1 443861 6732 X 0 0 1 0
SSR1 signal sequence receptor, alpha (translocon-associated protein alpha) 114033 6745 X 1 1 0 1
ST3GAL1 ST3 beta-galactoside alpha-2,3-sialyltransferase 1 584803 6482 X 0 0 1 0
ST6GAL1 ST6 beta-galactosamide alpha-2,6-sialyltranferase 1 207459 6480 X 0 0 1
STAG2 stromal antigen 2 496710 10735 X 0 0 0 X X
STK38L serine/threonine kinase 38 like 184523 23012 X 0 0 0
STRBP spermatid perinuclear RNA binding protein 287659 55342 X
STS steroid sulfatase (microsomal), arylsulfatase C, isozyme S 522578 412 X 0 0 0 0
STX18 syntaxin 18 584913 53407 X 0 0 0
SUB1 SUB1 homolog (S. cerevisiae) 229641 10923 X 1 1 0 1 X X
SUMO1 SMT3 suppressor of mif two 3 homolog 1 (S. cerevisiae) 81424 7341 X 1 0 0 0
TAF9B TAF9B RNA polymerase II, TATA box binding protein (TBP)-associated factor, 31kDa 592248 51616 X 0 0 1
TAGLN2 transgelin 2 517168 8407 X 0 0 1 0
TBC1D14 TBC1 domain family, member 14 518611 57533 X
TBC1D8 TBC1 domain family, member 8 (with GRAM domain) 442657 11138 X 0 0 0 0
TCEA1 transcription elongation factor A (SII), 1 344151 6917 X 0 0 0
TCERG1 transcription elongation regulator 1 443465 10915 X 0 0 1
TCF20 transcription factor 20 (AR1) 475018 6942 X 0 0 0
TCOF1 Treacher Collins-Franceschetti syndrome 1 519672 6949 X 0 0 1 0
TDG thymine-DNA glycosylase 584809 6996 X 0 0 1 0
TERT telomerase reverse transcriptase 492203 7015 X 0 1 1 0 MycER
TIMP2 TIMP metallopeptidase inhibitor 2 633514 7077 X 1 1 1 0
TLOC1 translocation protein 1 592561 7095 X 1 0 0 0
TM9SF4 transmembrane 9 superfamily protein member 4 129244 9777 X 1 1 1 0
TMEFF1 transmembrane protein with EGF-like and two follistatin-like domains 1 336224 8577 X 0 0 0
TMEM38A transmembrane protein 38A 436068 79041 X
TMTC4 transmembrane and tetratricopeptide repeat containing 4 643460 84899 X
TNFAIP3 tumor necrosis factor, alpha-induced protein 3 591338 7128 X 1 1 0 1 X
TNFRSF12A tumor necrosis factor receptor superfamily, member 12A 355899 51330 X 0 1 1 0
TNFRSF17 tumor necrosis factor receptor superfamily, member 17 2556 608 X X 1 1 0 1 X X
TNFRSF8 tumor necrosis factor receptor superfamily, member 8 1314 943 X 0 0 1 0
TNNT1 troponin T type 1 (skeletal, slow) 631558 7138 X 0 0 0
TPR translocated promoter region (to activated MET oncogene) 279640 7175 X 0 0 0 0
TRAM1 translocation associated membrane protein 1 491988 23471 X 1 1 0 1
TUBGCP3 tubulin, gamma complex associated protein 3 224152 10426 X 0 0 0
TUFT1 tuftelin 1 489922 7286 X 1 1 0 0 X
TXNDC5 thioredoxin domain containing 5 604380 81567 X 1 1 0 1
UAP1 UDP-N-acteylglucosamine pyrophosphorylase 1 492859 6675 X 1 1 1 1 X X
UBE2B ubiquitin-conjugating enzyme E2B (RAD6 homolog) 644421 7320 X 1 0 1 0
UBE2H ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 643548 7328 X 1 0 0 0
UBE2J1 ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast) 163776 51465 X 1 1 0 1
UCK2 uridine-cytidine kinase 2 458360 7371 X 1 1 1 1 X
UNG uracil-DNA glycosylase 191334 7374 X 0 0 0 1
USP9X ubiquitin specific peptidase 9, X-linked 77578 8239 X 0 0 1 0
VDAC1 voltage-dependent anion channel 1 519320 7416 X 1 0 1 0  MycPET
VEGFA vascular endothelial growth factor A 73793 7422 X 0 1 1 0
WHSC1 Wolf-Hirschhorn syndrome candidate 1 113876 7468 X X 0 0 0 1
WWC3 WWC family member 3 527524 55841 X 0 0 0 0
XPOT exportin, tRNA (nuclear export receptor for tRNAs) 85951 11260 X 1 0 1 0
YARS tyrosyl-tRNA synthetase 213264 8565 X 1 0 1 0
YES1 v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 194148 7525 X 1 0 0 0
ZC3H10 zinc finger CCCH-type containing 10 632706 84872 X
ZFP36 zinc finger protein 36, C3H type, homolog (mouse) 534052 7538 X 1 1 0 0
ZNF37A zinc finger protein 37A 292575 7587 X 0 0 1 0



Supplemental Table 3.  Achilles' Heel RNAi screening results in Multiple Myeloma cell lines
empty cell-untested shRNA
variance-adjusted pvalue shown Screen #1 Screen #1 Screen #1 Screen #1 Screen #1 Screen #1 Screen #1 Screen #1 Screen #1 Screen #2 Screen #2 Screen #2 Screen #2 Screen #2 Screen #2

NOTE:shRNA specificity/efficacy is unverified except for IRF4 line: KMS12 KMS12 KMS12 H929 H929 H929 SKMM1 SKMM1 SKMM1 H929 H929 H929 SKMM1 SKMM1 SKMM1
log2 depletion std dev. var. adj. pvalue log2 depletion std dev. var. adj. pvalue log2 depletion std dev. var. adj. pvalue log2 depletion std dev. var. adj. pvalue log2 depletion std dev. var. adj. pvalue

GENE Accession_shRNA position shRNA loop oligo UGID_197 spot#
IRF4 U52682_bp1338_R AGCTAAAAAGAACCTCTGCTAGCCAGACAATCTCTTGAATTGTCTGGCTAGCAGAGGTTCGG Hs.401013 4863 1.7458875 0.47962011 0.000573406 0.2184375 0.21042129 0.224085557 0.918725 0.57219488 0.048910259 1.061775 0.73683647 0.063426295
IRF4 U52682_bp1338_R AGCTAAAAAGAACCTCTGCTAGCCAGACAATCTCTTGAATTGTCTGGCTAGCAGAGGTTCGG Hs.401013 10239 1.7728375 0.47912576 0.000531954 0.2422625 0.14567668 0.155443497 0.88715 0.59814176 0.059241085 1.04745 0.73806391 0.065734609
IRF4 U52682_bp1338_R AGCTAAAAAGAACCTCTGCTAGCCAGACAATCTCTTGAATTGTCTGGCTAGCAGAGGTTCGG Hs.401013 15615 1.5280125 0.52164675 0.001386644 0.2293875 0.24031079 0.22243564 0.8881 0.55446683 0.049202311 1.041625 0.78536152 0.07682282
IRF4 U52682_bp1399_R AGCTAAAAAGGGGCTACGATTTACCAGAACTCTCTTGAAGTTCTGGTAAATCGTAGCCCCGG Hs.401013 4859 3.5721625 1.77214481 0.003666019 0.9618875 0.51472592 0.014007306 1.071725 0.17686308 0.001209201 1.014933333 0.13354484 0.005721608
IRF4 U52682_bp1399_R AGCTAAAAAGGGGCTACGATTTACCAGAACTCTCTTGAAGTTCTGGTAAATCGTAGCCCCGG Hs.401013 10235 0.8894125 0.30630813 0.00382718 0.7677125 0.44363383 0.021566468 1.0516 0.14795308 0.000754254 0.8495 0.59277529 0.064250923
IRF4 U52682_bp1399_R AGCTAAAAAGGGGCTACGATTTACCAGAACTCTCTTGAAGTTCTGGTAAATCGTAGCCCCGG Hs.401013 15611 3.3997125 1.64326105 0.003314771 1.0016625 0.61129956 0.019287967 1.0982 0.16857966 0.000976377 1.121666667 0.17223616 0.007768125
IRF4 U52682_bp346_R AGCTAAAAAGGGCACTGTTTAAAGGAAAGTTCTCTTGAAACTTTCCTTTAAACAGTGCCCGG Hs.401013 4861 0.5732125 0.16770844 0.010653074 0.4887375 0.42385906 0.078931598 0.95815 0.47912153 0.028015577 0.650025 0.56508827 0.104929268
IRF4 U52682_bp346_R AGCTAAAAAGGGCACTGTTTAAAGGAAAGTTCTCTTGAAACTTTCCTTTAAACAGTGCCCGG Hs.401013 10237 0.4133625 0.09572827 0.027578533 0.3365875 0.26403581 0.108076196 1.0293 0.41909733 0.016159124 0.61145 0.46209771 0.077230728
IRF4 U52682_bp346_R AGCTAAAAAGGGCACTGTTTAAAGGAAAGTTCTCTTGAAACTTTCCTTTAAACAGTGCCCGG Hs.401013 15613 0.6094125 0.21133192 0.010426554 0.5347375 0.62664673 0.12751292 1.03625 0.37477852 0.011652226 0.6226 0.51398671 0.093947342
AAK1 NM_014911_bp1115_R AGCTAAAAAGGCTCTTGGATGTTTGTTGTATCTCTTGAATACAACAAACATCCAAGAGCCGG Hs.552584 12378 1.439775 3.41644116 0.327430104 0.302233333 1.14756909 0.602257565
AAK1 NM_014911_bp1115_R AGCTAAAAAGGCTCTTGGATGTTTGTTGTATCTCTTGAATACAACAAACATCCAAGAGCCGG Hs.552584 1626 1.0599 1.90664273 0.282140933 0.5524
AAK1 NM_014911_bp1115_R AGCTAAAAAGGCTCTTGGATGTTTGTTGTATCTCTTGAATACAACAAACATCCAAGAGCCGG Hs.552584 7002 1.56515 1.50394541 0.09671128 0.1206
AAK1 NM_014911_bp1295_R AGCTAAAAAGGTGTCCTACTTCTCATTTAATCTCTTGAATTAAATGAGAAGTAGGACACCGG Hs.552584 499 -0.1542 0.32911035 0.434082589 -0.1203 0.13097515 0.541988919
AAK1 NM_014911_bp1295_R AGCTAAAAAGGTGTCCTACTTCTCATTTAATCTCTTGAATTAAATGAGAAGTAGGACACCGG Hs.552584 5875 -0.16085 0.55647758 0.549839197 0.0524 0.26375083 0.861720314
AAK1 NM_014911_bp1295_R AGCTAAAAAGGTGTCCTACTTCTCATTTAATCTCTTGAATTAAATGAGAAGTAGGACACCGG Hs.552584 11251 -0.06025 0.39631562 0.775881289 -0.2884 0.1134844 0.186914222
AAK1 NM_014911_bp2563_R AGCTAAAAAGAGGCTCAGCTGAGAGTTTGATCTCTTGAATCAAACTCTCAGCTGAGCCTCGG Hs.552584 500 -0.14675 3.05433883 0.912569634 2.8269
AAK1 NM_014911_bp2563_R AGCTAAAAAGAGGCTCAGCTGAGAGTTTGATCTCTTGAATCAAACTCTCAGCTGAGCCTCGG Hs.552584 5876 -0.334375 5.5873103 0.892992356 2.8619
AAK1 NM_014911_bp2563_R AGCTAAAAAGAGGCTCAGCTGAGAGTTTGATCTCTTGAATCAAACTCTCAGCTGAGCCTCGG Hs.552584 11252 0.037475 5.7508641 0.988290208 2.9124
AATK XM_375495_bp14_R AGCTAAAAAGCTACCTGATTGCACGCTGTATCTCTTGAATACAGCGTGCAATCAGGTAGCGG Hs.514575 2074 -0.5706 0.81939534 0.256496033 -1.046433333 0.794165 0.061698694
AATK XM_375495_bp14_R AGCTAAAAAGCTACCTGATTGCACGCTGTATCTCTTGAATACAGCGTGCAATCAGGTAGCGG Hs.514575 7450 -0.9501 0.93125963 0.122811263 -0.5767 0.61193021 0.232053123
AATK XM_375495_bp14_R AGCTAAAAAGCTACCTGATTGCACGCTGTATCTCTTGAATACAGCGTGCAATCAGGTAGCGG Hs.514575 12826 -0.9669 -0.2178 0.60302066 0.599769807
AATK XM_375495_bp144_R AGCTAAAAAGTGGCAGGAGTTTGAGAATGCTCTCTTGAAGCATTCTCAAACTCCTGCCACGG Hs.514575 12828 3.515566667 0.97856712 0.001222126
AATK XM_375495_bp144_R AGCTAAAAAGTGGCAGGAGTTTGAGAATGCTCTCTTGAAGCATTCTCAAACTCCTGCCACGG Hs.514575 7452
ABC1 BX640831_bp3266_R AGCTAAAAAGGACCTCCCTTGTATGAAAGATCTCTTGAATCTTTCATACAAGGGAGGTCCGG Hs.591183 4354 0.40705 0.60371624 0.187533489 -0.4655 1.13719264 0.383121855 0.686466667 1.20422699 0.220474155
ABC1 BX640831_bp3266_R AGCTAAAAAGGACCTCCCTTGTATGAAAGATCTCTTGAATCTTTCATACAAGGGAGGTCCGG Hs.591183 9730 0.260475 0.53101604 0.332003489 -0.59225 0.74327422 0.138973718 0.3347 1.40536394 0.573790138
ABC1 BX640831_bp3266_R AGCTAAAAAGGACCTCCCTTGTATGAAAGATCTCTTGAATCTTTCATACAAGGGAGGTCCGG Hs.591183 15106 0.133975 0.39648367 0.533663874 0.082666667 0.50782655 0.783556443 0.263366667 0.81352624 0.510172638
ABC1 BX640831_bp750_R AGCTAAAAAGGTGGGAGAATGAAACTAACATCTCTTGAATGTTAGTTTCATTCTCCCACCGG Hs.591183 4352 0.7071 0.87030283 0.106927093 0.908925 0.47031839 0.013645046 -0.22053333 0.37957457 0.443880404
ABC1 BX640831_bp750_R AGCTAAAAAGGTGGGAGAATGAAACTAACATCTCTTGAATGTTAGTTTCATTCTCCCACCGG Hs.591183 9728 1.286933333 0.09256524 0.001646517 0.840075 0.72160058 0.052766182 -0.89426667 0.46315372 0.024371585
ABC1 BX640831_bp750_R AGCTAAAAAGGTGGGAGAATGAAACTAACATCTCTTGAATGTTAGTTTCATTCTCCCACCGG Hs.591183 15104 1.417975 1.00901347 0.018150997 1.136575 0.69077259 0.017509318 -0.3333 0.12628927 0.347134428
ABCA1 NM_005502_bp4034_R AGCTAAAAAGAGACGACCCTGGAAGAAATATCTCTTGAATATTTCTTCCAGGGTCGTCTCGG Hs.429294 1498 -0.4973 0.13453856 0.025423558 -0.9468875 0.22796621 0.003639758
ABCA1 NM_005502_bp4034_R AGCTAAAAAGAGACGACCCTGGAAGAAATATCTCTTGAATATTTCTTCCAGGGTCGTCTCGG Hs.429294 6874 -0.5091 0.17322769 0.027481899 -0.9107375 0.23508486 0.004567865
ABCA1 NM_005502_bp4034_R AGCTAAAAAGAGACGACCCTGGAAGAAATATCTCTTGAATATTTCTTCCAGGGTCGTCTCGG Hs.429294 12250 -0.4749 0.12795344 0.03058034 -0.9970875 0.16333548 0.002262426
ABCA1 NM_005502_bp5943_R AGCTAAAAAGGCCCAGACCTGTAAATGCAATCTCTTGAATTGCATTTACAGGTCTGGGCCGG Hs.429294 2612 -0.332975 0.32883892 0.180459293 0.0084125 0.36307952 0.823288698
ABCA1 NM_005502_bp5943_R AGCTAAAAAGGCCCAGACCTGTAAATGCAATCTCTTGAATTGCATTTACAGGTCTGGGCCGG Hs.429294 7988 -0.370925 0.24587654 0.103567063 -0.1358875 0.47344583 0.716476512
ABCA1 NM_005502_bp5943_R AGCTAAAAAGGCCCAGACCTGTAAATGCAATCTCTTGAATTGCATTTACAGGTCTGGGCCGG Hs.429294 13364 -0.4459 0.44058585 0.122012099 0.0148875 0.53764651 0.831513775
ABCA1 NM_005502_bp6593_R AGCTAAAAAGGGAGATCAGTAGTGCTTACATCTCTTGAATGTAAGCACTACTGATCTCCCGG Hs.429294 2614 -2.085175 0.34682923 0.000127079 -1.4636125 1.35769146 0.030954805
ABCA1 NM_005502_bp6593_R AGCTAAAAAGGGAGATCAGTAGTGCTTACATCTCTTGAATGTAAGCACTACTGATCTCCCGG Hs.429294 7990 -2.07885 0.33051493 0.000110363 -1.4864625 1.29825771 0.025115726
ABCA1 NM_005502_bp6593_R AGCTAAAAAGGGAGATCAGTAGTGCTTACATCTCTTGAATGTAAGCACTACTGATCTCCCGG Hs.429294 13366 -2.0299 0.3202215 0.000118699 -1.4746125 1.30919752 0.02667579
ABCA10 NM_080282_bp2920_R AGCTAAAAAGACCAGGGCATAAGGAATTATTCTCTTGAAATAATTCCTTATGCCCTGGTCGG Hs.25377 2564 -0.646525 0.42375034 0.035641692 -0.4149375 0.39603359 0.151171208
ABCA10 NM_080282_bp2920_R AGCTAAAAAGACCAGGGCATAAGGAATTATTCTCTTGAAATAATTCCTTATGCCCTGGTCGG Hs.25377 7940 -0.7399 0.36205829 0.015353917 -0.3771875 0.49276106 0.226701404
ABCA10 NM_080282_bp2920_R AGCTAAAAAGACCAGGGCATAAGGAATTATTCTCTTGAAATAATTCCTTATGCCCTGGTCGG Hs.25377 13316 -0.593075 0.59016968 0.092867704 -0.5856875 0.59362928 0.095170706
ABCA10 NM_080282_bp3154_R AGCTAAAAAGTGGCAACACTTCGCTTCTTATCTCTTGAATAAGAAGCGAAGTGTTGCCACGG Hs.25377 1471 0.47465 0.78021027 0.172271483 -0.50005 1.80417936 0.536074442
ABCA10 NM_080282_bp3154_R AGCTAAAAAGTGGCAACACTTCGCTTCTTATCTCTTGAATAAGAAGCGAAGTGTTGCCACGG Hs.25377 6847 0.50985 0.80958237 0.161572029 -0.57621667 1.88258033 0.489499202
ABCA10 NM_080282_bp3154_R AGCTAAAAAGTGGCAACACTTCGCTTCTTATCTCTTGAATAAGAAGCGAAGTGTTGCCACGG Hs.25377 12223 0.460675 0.83595108 0.203836291 -0.48168333 1.62861626 0.516495429
ABCA10 NM_080282_bp3943_R AGCTAAAAAGGTTGTGCAGTTTCTCTTATATCTCTTGAATATAAGAGAAACTGCACAACCGG Hs.25377 1472 -1.140375 0.16340486 0.000607602 -0.5879125 0.15553786 0.027283063
ABCA10 NM_080282_bp3943_R AGCTAAAAAGGTTGTGCAGTTTCTCTTATATCTCTTGAATATAAGAGAAACTGCACAACCGG Hs.25377 12224 -1.090625 0.1442868 0.000657284 -0.5360125 0.1853897 0.04172062
ABCA10 NM_080282_bp3943_R AGCTAAAAAGGTTGTGCAGTTTCTCTTATATCTCTTGAATATAAGAGAAACTGCACAACCGG Hs.25377 6848 -1.0935 0.1999174 0.000912823 -0.61745 0.04495573 0.052050488
ABCA12 NM_173076_bp4495_R AGCTAAAAAGCACGACGTCTTGTTCAGTTATCTCTTGAATAACTGAACAAGACGTCGTGCGG Hs.134585 2562 -0.148266667 0.29255069 0.722356312 -0.5244125 0.51386721 0.106784091
ABCA12 NM_173076_bp4495_R AGCTAAAAAGCACGACGTCTTGTTCAGTTATCTCTTGAATAACTGAACAAGACGTCGTGCGG Hs.134585 7938 -0.148233333 0.33250801 0.732339704 -0.5572625 0.54657424 0.097267019
ABCA12 NM_173076_bp4495_R AGCTAAAAAGCACGACGTCTTGTTCAGTTATCTCTTGAATAACTGAACAAGACGTCGTGCGG Hs.134585 13314 -0.200466667 0.25484472 0.53958737 -0.5096125 0.50745081 0.113814628
ABCA12 NM_173076_bp5057_R AGCTAAAAAGGGGGAGAGCTTGTTTATGTATCTCTTGAATACATAAACAAGCTCTCCCCCGG Hs.134585 2560 -1.1034 0.19480792 0.026422398 -0.6460625 0.13537535 0.017370152
ABCA12 NM_173076_bp5057_R AGCTAAAAAGGGGGAGAGCTTGTTTATGTATCTCTTGAATACATAAACAAGCTCTCCCCCGG Hs.134585 7936 -0.97585 0.4211528 0.055813731 -0.5823125 0.32743388 0.043570492
ABCA12 NM_173076_bp5057_R AGCTAAAAAGGGGGAGAGCTTGTTTATGTATCTCTTGAATACATAAACAAGCTCTCCCCCGG Hs.134585 13312 -1.1223 0.45650421 0.012817929 -0.5482125 0.22205047 0.041069967
ABCA12 NM_173076_bp7953_R AGCTAAAAAGCAGCCAAGGTTCCACTATAATCTCTTGAATTATAGTGGAACCTTGGCTGCGG Hs.134585 1470 -1.55895 0.26780396 0.000336301 -0.3735625 0.58962701 0.274486626
ABCA12 NM_173076_bp7953_R AGCTAAAAAGCAGCCAAGGTTCCACTATAATCTCTTGAATTATAGTGGAACCTTGGCTGCGG Hs.134585 6846 -1.429625 0.4283378 0.001528097 -0.2049875 0.60750002 0.581888231
ABCA12 NM_173076_bp7953_R AGCTAAAAAGCAGCCAAGGTTCCACTATAATCTCTTGAATTATAGTGGAACCTTGGCTGCGG Hs.134585 12222 -1.23955 0.20866814 0.000669387 -0.0965125 0.36988903 0.816531676
ABCA2 NM_001606_bp1390_R AGCTAAAAAGCCCATCTTGTGTGGCAACAATCTCTTGAATTGTTGCCACACAAGATGGGCGG Hs.421202 1496 -1.01485 0.03436539 0.028792845 0.528225 0.42599648 0.174175126
ABCA2 NM_001606_bp1390_R AGCTAAAAAGCCCATCTTGTGTGGCAACAATCTCTTGAATTGTTGCCACACAAGATGGGCGG Hs.421202 6872 -1.0552 0.19113096 0.029034178 0.524375 0.30840462 0.160583948
ABCA2 NM_001606_bp1390_R AGCTAAAAAGCCCATCTTGTGTGGCAACAATCTCTTGAATTGTTGCCACACAAGATGGGCGG Hs.421202 12248 -0.966 0.28758033 0.042968246 0.614525 0.396298 0.126213414
ABCA2 NM_001606_bp1595_R AGCTAAAAAGTGGGCAACGTGACTCACTATTCTCTTGAAATAGTGAGTCACGTTGCCCACGG Hs.421202 1497 1.005675 0.38019977 0.002623068 0.1863125 0.26587973 0.30035567
ABCA2 NM_001606_bp1595_R AGCTAAAAAGTGGGCAACGTGACTCACTATTCTCTTGAAATAGTGAGTCACGTTGCCCACGG Hs.421202 6873 0.920175 0.37506823 0.003668053 0.2927375 0.36314064 0.17737012
ABCA2 NM_001606_bp1595_R AGCTAAAAAGTGGGCAACGTGACTCACTATTCTCTTGAAATAGTGAGTCACGTTGCCCACGG Hs.421202 12249 0.8171 0.39858882 0.00690001 0.3588125 0.49790016 0.158313144
ABCA2 NM_001606_bp3476_R AGCTAAAAAGACCTGGAGCTCTCCAACAAATCTCTTGAATTTGTTGGAGAGCTCCAGGTCGG Hs.421202 2610 1.9892
ABCA2 NM_001606_bp3476_R AGCTAAAAAGACCTGGAGCTCTCCAACAAATCTCTTGAATTTGTTGGAGAGCTCCAGGTCGG Hs.421202 7986 2.0137
ABCA2 NM_001606_bp3476_R AGCTAAAAAGACCTGGAGCTCTCCAACAAATCTCTTGAATTTGTTGGAGAGCTCCAGGTCGG Hs.421202 13362 3.7908
ABCA3 NM_001089_bp1528_R AGCTAAAAAGACCCTGCTCTTCTGTGTCAATCTCTTGAATTGACACAGAAGAGCAGGGTCGG Hs.26630 2608 -1.016775 0.3217884 0.002593803 0.087083333 0.46171599 0.667617406
ABCA3 NM_001089_bp1528_R AGCTAAAAAGACCCTGCTCTTCTGTGTCAATCTCTTGAATTGACACAGAAGAGCAGGGTCGG Hs.26630 7984 -1.021425 0.29841714 0.002202067 0.146616667 0.34067138 0.499828225
ABCA3 NM_001089_bp1528_R AGCTAAAAAGACCCTGCTCTTCTGTGTCAATCTCTTGAATTGACACAGAAGAGCAGGGTCGG Hs.26630 13360 -0.97945 0.30182428 0.002768356 0.06875 0.35292518 0.68966979
ABCA3 NM_001089_bp5097_R AGCTAAAAAGGACGTACAGTGGTGGTAACATCTCTTGAATGTTACCACCACTGTACGTCCGG Hs.26630 13358 -0.29875 0.2886
ABCA3 NM_001089_bp852_R AGCTAAAAAGCAGGGCACTTGTGATCAACATCTCTTGAATGTTGATCACAAGTGCCCTGCGG Hs.26630 1495 1.2882 0.52687836 0.003050326 0.807616667 1.1326877 0.128414011
ABCA3 NM_001089_bp852_R AGCTAAAAAGCAGGGCACTTGTGATCAACATCTCTTGAATGTTGATCACAAGTGCCCTGCGG Hs.26630 6871 1.254575 0.5291575 0.003471272 0.868116667 1.16062546 0.113836816
ABCA3 NM_001089_bp852_R AGCTAAAAAGCAGGGCACTTGTGATCAACATCTCTTGAATGTTGATCACAAGTGCCCTGCGG Hs.26630 12247 1.283325 0.4931127 0.00255513 0.6116125 1.05528085 0.162316525
ABCA4 NM_000350_bp171_R AGCTAAAAAGTGGCCTTTATCTTTATTTCTTCTCTTGAAAGAAATAAAGATAAAGGCCACGG Hs.416707 2604 -1.046775 0.21949724 0.001594358 -0.2447125 0.65750502 0.515487603
ABCA4 NM_000350_bp171_R AGCTAAAAAGTGGCCTTTATCTTTATTTCTTCTCTTGAAAGAAATAAAGATAAAGGCCACGG Hs.416707 7980 -0.900275 0.40497354 0.009085245 -0.5459375 0.88543778 0.211391988
ABCA4 NM_000350_bp171_R AGCTAAAAAGTGGCCTTTATCTTTATTTCTTCTCTTGAAAGAAATAAAGATAAAGGCCACGG Hs.416707 13356 -0.684466667 0.12801885 0.023767571 -0.3598875 0.7998917 0.378454999
ABCA4 NM_000350_bp2870_R AGCTAAAAAGCGTGAAGAATCTGGTAAAGATCTCTTGAATCTTTACCAGATTCTTCACGCGG Hs.416707 2602 -0.593025 0.13679898 0.012513494 -0.3265375 0.50944376 0.307614636
ABCA4 NM_000350_bp2870_R AGCTAAAAAGCGTGAAGAATCTGGTAAAGATCTCTTGAATCTTTACCAGATTCTTCACGCGG Hs.416707 7978 -0.5878 0.1342521 0.012497255 -0.3492625 0.47432128 0.258907221
ABCA4 NM_000350_bp2870_R AGCTAAAAAGCGTGAAGAATCTGGTAAAGATCTCTTGAATCTTTACCAGATTCTTCACGCGG Hs.416707 13354 -0.581375 0.10990992 0.012232795 -0.3905625 0.49769724 0.215802631
ABCA4 NM_000350_bp6228_R AGCTAAAAAGGTTGCAAACTGGAGTATTAATCTCTTGAATTAATACTCCAGTTTGCAACCGG Hs.416707 1494 1.4044 0.7606783 0.006638515 0.3718625 0.80645533 0.26357803
ABCA4 NM_000350_bp6228_R AGCTAAAAAGGTTGCAAACTGGAGTATTAATCTCTTGAATTAATACTCCAGTTTGCAACCGG Hs.416707 6870 1.3798 0.75975419 0.007084766 0.4591375 1.01542318 0.256065888
ABCA4 NM_000350_bp6228_R AGCTAAAAAGGTTGCAAACTGGAGTATTAATCTCTTGAATTAATACTCCAGTTTGCAACCGG Hs.416707 12246 1.4053 0.64773701 0.003838565 0.5086875 0.89713605 0.180055624
ABCA5 NM_018672_bp2242_R AGCTAAAAAGGCCTTATGATAATCCTCATATCTCTTGAATATGAGGATTATCATAAGGCCGG Hs.421474 1492 0.0204 0.46558377 0.744270812 0.5576625 0.53105765 0.058729925
ABCA5 NM_018672_bp2242_R AGCTAAAAAGGCCTTATGATAATCCTCATATCTCTTGAATATGAGGATTATCATAAGGCCGG Hs.421474 6868 -0.156725 0.65236557 0.734448972 0.8034875 0.58053831 0.01995568
ABCA5 NM_018672_bp2242_R AGCTAAAAAGGCCTTATGATAATCCTCATATCTCTTGAATATGAGGATTATCATAAGGCCGG Hs.421474 12244 0.169175 0.68100885 0.482189213 0.4683375 0.53395642 0.09611064
ABCA5 NM_018672_bp2393_R AGCTAAAAAGCCCATATCCTCTAATTATTATCTCTTGAATAATAATTAGAGGATATGGGCGG Hs.421474 1491 -1.135675 0.3890615 0.003177267 -0.5329125 0.60026664 0.124742494
ABCA5 NM_018672_bp2393_R AGCTAAAAAGCCCATATCCTCTAATTATTATCTCTTGAATAATAATTAGAGGATATGGGCGG Hs.421474 6867 -1.16625 0.43824625 0.003837728 -0.5243125 0.55887383 0.117915229
ABCA5 NM_018672_bp2393_R AGCTAAAAAGCCCATATCCTCTAATTATTATCTCTTGAATAATAATTAGAGGATATGGGCGG Hs.421474 12243 -1.11525 0.41508585 0.004083402 -0.4715625 0.42566854 0.114008138
ABCA5 NM_018672_bp2842_R AGCTAAAAAGGACACAGAGTCTCAGAAATATCTCTTGAATATTTCTGAGACTCTGTGTCCGG Hs.421474 1493 1.336925 0.34931045 0.000539241 -0.2736375 0.46462162 0.379873849
ABCA5 NM_018672_bp2842_R AGCTAAAAAGGACACAGAGTCTCAGAAATATCTCTTGAATATTTCTGAGACTCTGTGTCCGG Hs.421474 6869 1.2617 0.41392807 0.001088307 -0.2128625 0.4318666 0.498327068
ABCA5 NM_018672_bp2842_R AGCTAAAAAGGACACAGAGTCTCAGAAATATCTCTTGAATATTTCTGAGACTCTGTGTCCGG Hs.421474 12245 1.298675 0.4431769 0.001169272 -0.2739625 0.41644406 0.358443893
ABCA6 NM_080284_bp2701_R AGCTAAAAAGCTCCGTTTCTTAAAGTTAAATCTCTTGAATTTAACTTTAAGAAACGGAGCGG Hs.195395 2598 -1.2529 0.08042206 0.000306972 -0.4800125 0.30215979 0.080630616
ABCA6 NM_080284_bp2701_R AGCTAAAAAGCTCCGTTTCTTAAAGTTAAATCTCTTGAATTTAACTTTAAGAAACGGAGCGG Hs.195395 7974 -1.211975 0.08292459 0.000370162 -0.4946125 0.3125874 0.075114874
ABCA6 NM_080284_bp2701_R AGCTAAAAAGCTCCGTTTCTTAAAGTTAAATCTCTTGAATTTAACTTTAAGAAACGGAGCGG Hs.195395 13350 -1.2173 0.08367101 0.000359679 -0.5297125 0.32650719 0.062007297
ABCA6 NM_080284_bp3327_R AGCTAAAAAGCCTCTACACTTCTGCTTACTTCTCTTGAAAGTAAGCAGAAGTGTAGAGGCGG Hs.195395 1490 -0.754375 0.34833211 0.015380437 -0.1377875 0.44185454 0.704649278
ABCA6 NM_080284_bp3327_R AGCTAAAAAGCCTCTACACTTCTGCTTACTTCTCTTGAAAGTAAGCAGAAGTGTAGAGGCGG Hs.195395 6866 -0.725575 0.17895093 0.007165026 -0.3660125 0.18530922 0.142499769
ABCA6 NM_080284_bp3327_R AGCTAAAAAGCCTCTACACTTCTGCTTACTTCTCTTGAAAGTAAGCAGAAGTGTAGAGGCGG Hs.195395 12242 -0.677175 0.3486805 0.024780929 -0.3146375 0.5553247 0.345432157
ABCA6 NM_080284_bp4196_R AGCTAAAAAGCTGGAGAGGTGGAACTGAAATCTCTTGAATTTCAGTTCCACCTCTCCAGCGG Hs.195395 13352 0.210125 0.89410117 0.60076418
ABCA6 NM_080284_bp4196_R AGCTAAAAAGCTGGAGAGGTGGAACTGAAATCTCTTGAATTTCAGTTCCACCTCTCCAGCGG Hs.195395 2600
ABCA6 NM_080284_bp4196_R AGCTAAAAAGCTGGAGAGGTGGAACTGAAATCTCTTGAATTTCAGTTCCACCTCTCCAGCGG Hs.195395 7976
ABCA7 NM_019112_bp2811_R AGCTAAAAAGACGAGCACGTCTGGTTCTATTCTCTTGAAATAGAACCAGACGTGCTCGTCGG Hs.134514 2596 -0.3686 0.52851002 0.238605691 1.0691625 0.91034005 0.023058145
ABCA7 NM_019112_bp2811_R AGCTAAAAAGACGAGCACGTCTGGTTCTATTCTCTTGAAATAGAACCAGACGTGCTCGTCGG Hs.134514 7972 -0.328025 0.52018598 0.290965539 1.1399625 0.69096961 0.007806732
ABCA7 NM_019112_bp2811_R AGCTAAAAAGACGAGCACGTCTGGTTCTATTCTCTTGAAATAGAACCAGACGTGCTCGTCGG Hs.134514 13348 -0.32605 0.54159782 0.307982191 1.0370125 0.93668535 0.028106176
ABCA7 NM_019112_bp5063_R AGCTAAAAAGGTGCTCACCTGCATAAACCTTCTCTTGAAAGGTTTATGCAGGTGAGCACCGG Hs.134514 1476 -0.24135 0.35143207 0.610762568 0.5505125 0.66668599 0.089260361
ABCA7 NM_019112_bp5063_R AGCTAAAAAGGTGCTCACCTGCATAAACCTTCTCTTGAAAGGTTTATGCAGGTGAGCACCGG Hs.134514 6852 -0.06925 0.29175226 0.959388021 0.5444375 0.6023998 0.077153874
ABCA7 NM_019112_bp5063_R AGCTAAAAAGGTGCTCACCTGCATAAACCTTCTCTTGAAAGGTTTATGCAGGTGAGCACCGG Hs.134514 12228 -0.1476 0.38049416 0.837285364 0.5476875 0.62944785 0.081803156
ABCA7 NM_019112_bp6398_R AGCTAAAAAGGAGGTATTCTTGTACTTCTCTCTCTTGAAGAGAAGTACAAGAATACCTCCGG Hs.134514 1489 0.5652 0.65672691 0.072422708 0.7751375 0.92002502 0.069026447
ABCA7 NM_019112_bp6398_R AGCTAAAAAGGAGGTATTCTTGTACTTCTCTCTCTTGAAGAGAAGTACAAGAATACCTCCGG Hs.134514 6865 0.5364 0.68561063 0.090972467 0.7638125 0.90212853 0.068854309
ABCA7 NM_019112_bp6398_R AGCTAAAAAGGAGGTATTCTTGTACTTCTCTCTCTTGAAGAGAAGTACAAGAATACCTCCGG Hs.134514 12241 0.561775 0.68581145 0.08123622 0.7080875 0.9130596 0.087320155
ABCA8 NM_007168_bp2609_R AGCTAAAAAGGTTCGCTTGTTAAAGTTAAATCTCTTGAATTTAACTTTAACAAGCGAACCGG Hs.58351 2594 -1.266875 0.09761841 0.000321445 -0.3722375 0.22809416 0.14369914
ABCA8 NM_007168_bp2609_R AGCTAAAAAGGTTCGCTTGTTAAAGTTAAATCTCTTGAATTTAACTTTAACAAGCGAACCGG Hs.58351 7970 -1.26055 0.08350153 0.000310816 -0.3969375 0.21257722 0.117331138
ABCA8 NM_007168_bp2609_R AGCTAAAAAGGTTCGCTTGTTAAAGTTAAATCTCTTGAATTTAACTTTAACAAGCGAACCGG Hs.58351 13346 -1.310325 0.06441315 0.000233556 -0.3353625 0.24060237 0.189592597
ABCA8 NM_007168_bp3184_R AGCTAAAAAGCAGCATCGATGATTATAAGATCTCTTGAATCTTATAATCATCGATGCTGCGG Hs.58351 12226 0.06565 0.60385997 0.743413353
ABCA8 NM_007168_bp3184_R AGCTAAAAAGCAGCATCGATGATTATAAGATCTCTTGAATCTTATAATCATCGATGCTGCGG Hs.58351 1474 0.087325 0.69250503 0.758292096
ABCA8 NM_007168_bp3184_R AGCTAAAAAGCAGCATCGATGATTATAAGATCTCTTGAATCTTATAATCATCGATGCTGCGG Hs.58351 6850 0.100575 0.69837401 0.735463254
ABCA8 NM_007168_bp4089_R AGCTAAAAAGCTGGACAAGTGCTACTGAAATCTCTTGAATTTCAGTAGCACTTGTCCAGCGG Hs.58351 1475 -1.012775 0.22509035 0.001967417 0.0522 0.33170727 0.732785293
ABCA8 NM_007168_bp4089_R AGCTAAAAAGCTGGACAAGTGCTACTGAAATCTCTTGAATTTCAGTAGCACTTGTCCAGCGG Hs.58351 6851 -0.9821 0.1965333 0.001859204 0.2617875 0.18377794 0.160883385
ABCA8 NM_007168_bp4089_R AGCTAAAAAGCTGGACAAGTGCTACTGAAATCTCTTGAATTTCAGTAGCACTTGTCCAGCGG Hs.58351 12227 -0.887 0.22911183 0.00378946 -0.1585375 0.42110196 0.634648149
ABCA9 NM_080283_bp1074_R AGCTAAAAAGGCCTGTCTTTGATAACTTTATCTCTTGAATAAAGTTATCAAAGACAGGCCGG Hs.131686 1473 -1.290325 0.32010698 0.001187702 -0.5461125 0.341391 0.057315763
ABCA9 NM_080283_bp1074_R AGCTAAAAAGGCCTGTCTTTGATAACTTTATCTCTTGAATAAAGTTATCAAAGACAGGCCGG Hs.131686 6849 -1.34705 0.27674581 0.000650053 -0.6177125 0.42781204 0.048865766
ABCA9 NM_080283_bp1074_R AGCTAAAAAGGCCTGTCTTTGATAACTTTATCTCTTGAATAAAGTTATCAAAGACAGGCCGG Hs.131686 12225 -1.274975 0.28477704 0.000969623 -0.6584125 0.49474847 0.047662431
ABCA9 NM_080283_bp1647_R AGCTAAAAAGGTGTGGTGTTTGACATATATTCTCTTGAAATATATGTCAAACACCACACCGG Hs.131686 2566 0.2154 0.33212828 0.210840352 0.1547125 0.24104359 0.357597018
ABCA9 NM_080283_bp1647_R AGCTAAAAAGGTGTGGTGTTTGACATATATTCTCTTGAAATATATGTCAAACACCACACCGG Hs.131686 7942 0.246975 0.32919873 0.16876383 0.1642125 0.24887869 0.338726925
ABCA9 NM_080283_bp1647_R AGCTAAAAAGGTGTGGTGTTTGACATATATTCTCTTGAAATATATGTCAAACACCACACCGG Hs.131686 13318 0.23725 0.26821401 0.148039237 0.2056625 0.2110441 0.247163131
ABCA9 NM_080283_bp3322_R AGCTAAAAAGCCTCTACCCTTCTGCATACTTCTCTTGAAAGTATGCAGAAGGGTAGAGGCGG Hs.131686 2568 -1.30365 0.1706773 0.00035482 -0.1333625 0.42093546 0.708948049
ABCA9 NM_080283_bp3322_R AGCTAAAAAGCCTCTACCCTTCTGCATACTTCTCTTGAAAGTATGCAGAAGGGTAGAGGCGG Hs.131686 7944 -1.449925 0.14734951 0.000181242 -0.1513375 0.41420759 0.653280166
ABCA9 NM_080283_bp3322_R AGCTAAAAAGCCTCTACCCTTCTGCATACTTCTCTTGAAAGTATGCAGAAGGGTAGAGGCGG Hs.131686 13320 -1.4156 0.14053364 0.000198804 -0.1921875 0.51301243 0.57624361
ABCB1 NM_000927_bp1319_R AGCTAAAAAGCTGCTTTCCTGCTGATCTATTCTCTTGAAATAGATCAGCAGGAAAGCAGCGG Hs.489033 1469 -1.6045 0.25488126 0.000203393 -0.0375125 0.46895946 0.983432793
ABCB1 NM_000927_bp1319_R AGCTAAAAAGCTGCTTTCCTGCTGATCTATTCTCTTGAAATAGATCAGCAGGAAAGCAGCGG Hs.489033 6845 -1.66315 0.22192124 0.000133936 -0.0593375 0.60587303 0.954770436
ABCB1 NM_000927_bp1319_R AGCTAAAAAGCTGCTTTCCTGCTGATCTATTCTCTTGAAATAGATCAGCAGGAAAGCAGCGG Hs.489033 12221 -1.614625 0.26029692 0.000209899 -0.0669125 0.43414995 0.922220532
ABCB1 NM_000927_bp2907_R AGCTAAAAAGTTCCAGGCTTGCTGTAATTATCTCTTGAATAATTACAGCAAGCCTGGAACGG Hs.489033 2558 -1.246775 0.14057178 0.0003713 -0.4473375 0.37580415 0.118149486
ABCB1 NM_000927_bp2907_R AGCTAAAAAGTTCCAGGCTTGCTGTAATTATCTCTTGAATAATTACAGCAAGCCTGGAACGG Hs.489033 7934 -1.18145 0.16190738 0.000562546 -0.4440625 0.38668049 0.123917565
ABCB1 NM_000927_bp2907_R AGCTAAAAAGTTCCAGGCTTGCTGTAATTATCTCTTGAATAATTACAGCAAGCCTGGAACGG Hs.489033 13310 -1.22195 0.14201238 0.000428993 -0.4055625 0.33921302 0.14208036
ABCB1 NM_000927_bp800_R AGCTAAAAAGCTGCTTACATTCAGGTTTCATCTCTTGAATGAAACCTGAATGTAAGCAGCGG Hs.489033 2556 -0.465575 0.13400607 0.036137825 -0.3234875 0.48003975 0.298513768



ABCB1 NM_000927_bp800_R AGCTAAAAAGCTGCTTACATTCAGGTTTCATCTCTTGAATGAAACCTGAATGTAAGCAGCGG Hs.489033 7932 -0.5082 0.17970026 0.074553093 -0.0674875 0.33118003 0.912329164
ABCB1 NM_000927_bp800_R AGCTAAAAAGCTGCTTACATTCAGGTTTCATCTCTTGAATGAAACCTGAATGTAAGCAGCGG Hs.489033 13308 -0.6005 0.24161083 0.022448109 -0.0047375 0.52767007 0.887620401
ABCB10 NM_012089_bp1175_R AGCTAAAAAGCCAGCAAAGTGGACCATGTATCTCTTGAATACATGGTCCACTTTGCTGGCGG Hs.17614 1446 0.0893125 0.2759212 0.769568711 -0.531975 0.3621422 0.052783939
ABCB10 NM_012089_bp1175_R AGCTAAAAAGCCAGCAAAGTGGACCATGTATCTCTTGAATACATGGTCCACTTTGCTGGCGG Hs.17614 6822 0.1026375 0.25573611 0.705243234 -0.568725 0.37341024 0.043470659
ABCB10 NM_012089_bp1175_R AGCTAAAAAGCCAGCAAAGTGGACCATGTATCTCTTGAATACATGGTCCACTTTGCTGGCGG Hs.17614 12198 0.0428375 0.20151122 0.97383869 -0.537975 0.35914956 0.050109493
ABCB10 NM_012089_bp1481_R AGCTAAAAAGGGGTCATCTTAAATGAGAAATCTCTTGAATTTCTCATTTAAGATGACCCCGG Hs.17614 2502 -0.4763375 0.42082084 0.055726689 -0.250125 0.14861762 0.238369637
ABCB10 NM_012089_bp1481_R AGCTAAAAAGGGGTCATCTTAAATGAGAAATCTCTTGAATTTCTCATTTAAGATGACCCCGG Hs.17614 7878 -0.4140875 0.37607429 0.067249784 -0.2344 0.1755892 0.273210909
ABCB10 NM_012089_bp1481_R AGCTAAAAAGGGGTCATCTTAAATGAGAAATCTCTTGAATTTCTCATTTAAGATGACCCCGG Hs.17614 13254 -0.4587625 0.37509648 0.050422999 -0.187 0.27166833 0.40597756
ABCB10 NM_012089_bp1623_R AGCTAAAAAGCCCAAGTGGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACCACTTGGGCGG Hs.17614 2504 -0.8588375 1.26353676 0.136302682 0.79545 1.69550648 0.244601114
ABCB10 NM_012089_bp1623_R AGCTAAAAAGCCCAAGTGGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACCACTTGGGCGG Hs.17614 7880 -0.8599375 1.17560631 0.116028984 0.42845 1.07686385 0.339369448
ABCB10 NM_012089_bp1623_R AGCTAAAAAGCCCAAGTGGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACCACTTGGGCGG Hs.17614 13256 -1.0338375 1.34942036 0.102818226 0.87605 1.51878782 0.16773682
ABCB11 NM_003742_bp1444_R AGCTAAAAAGACCTCAACATGGTCATTAAATCTCTTGAATTTAATGACCATGTTGAGGTCGG Hs.158316 1444 3.1429375 0.63771669 9.74E-05 0.99445 0.46646207 0.006342197
ABCB11 NM_003742_bp1444_R AGCTAAAAAGACCTCAACATGGTCATTAAATCTCTTGAATTTAATGACCATGTTGAGGTCGG Hs.158316 6820 3.2385375 0.76383748 0.000171198 0.981575 0.42001858 0.005463348
ABCB11 NM_003742_bp1444_R AGCTAAAAAGACCTCAACATGGTCATTAAATCTCTTGAATTTAATGACCATGTTGAGGTCGG Hs.158316 12196 3.0614375 0.73331904 0.000191027 0.988625 0.42187465 0.005321053
ABCB11 NM_003742_bp2099_R AGCTAAAAAGCCAGGGAAATCAAGCTCTTATCTCTTGAATAAGAGCTTGATTTCCCTGGCGG Hs.158316 1445 -0.2952375 0.50507112 0.21592028 -0.58965 0.63279523 0.085303563
ABCB11 NM_003742_bp2099_R AGCTAAAAAGCCAGGGAAATCAAGCTCTTATCTCTTGAATAAGAGCTTGATTTCCCTGGCGG Hs.158316 6821 -0.3071125 0.50301044 0.201327363 -0.560625 0.57600893 0.084095459
ABCB11 NM_003742_bp2099_R AGCTAAAAAGCCAGGGAAATCAAGCTCTTATCTCTTGAATAAGAGCTTGATTTCCCTGGCGG Hs.158316 12197 -0.3136875 0.5264723 0.206320265 -0.519975 0.56637309 0.101440596
ABCB11 NM_003742_bp3156_R AGCTAAAAAGGGGCTCCATTTCAGCTATGTTCTCTTGAAACATAGCTGAAATGGAGCCCCGG Hs.158316 1443 -0.1517875 0.34526729 0.355818637 0.25765 0.70777826 0.425223225
ABCB11 NM_003742_bp3156_R AGCTAAAAAGGGGCTCCATTTCAGCTATGTTCTCTTGAAACATAGCTGAAATGGAGCCCCGG Hs.158316 6819 -0.0904125 0.37175282 0.537959266 0.330425 0.51161367 0.234377912
ABCB11 NM_003742_bp3156_R AGCTAAAAAGGGGCTCCATTTCAGCTATGTTCTCTTGAAACATAGCTGAAATGGAGCCCCGG Hs.158316 12195 -0.1595375 0.42699261 0.391260961 0.32855 0.52389753 0.241494308
ABCB4 NM_018849_bp2728_R AGCTAAAAAGCCAAAGAGATTGGAATTAAATCTCTTGAATTTAATTCCAATCTCTTTGGCGG Hs.287827 1466 0.744025 0.4081198 0.012459787 -0.2966125 0.29517376 0.265534443
ABCB4 NM_018849_bp2728_R AGCTAAAAAGCCAAAGAGATTGGAATTAAATCTCTTGAATTTAATTCCAATCTCTTTGGCGG Hs.287827 6842 0.655875 0.44599862 0.023370022 -0.2383375 0.37400954 0.413569092
ABCB4 NM_018849_bp2728_R AGCTAAAAAGCCAAAGAGATTGGAATTAAATCTCTTGAATTTAATTCCAATCTCTTTGGCGG Hs.287827 12218 0.683875 0.45376881 0.021439367 -0.5082625 0.55775464 0.129403706
ABCB4 NM_018849_bp3396_R AGCTAAAAAGGCCAACGCCTATGAGTTTATTCTCTTGAAATAAACTCATAGGCGTTGGCCGG Hs.287827 1465 -1.507875 0.2082841 0.00021252 -0.4332375 0.43259476 0.146447969
ABCB4 NM_018849_bp3396_R AGCTAAAAAGGCCAACGCCTATGAGTTTATTCTCTTGAAATAAACTCATAGGCGTTGGCCGG Hs.287827 6841 -1.5256 0.19901192 0.000185544 -0.4655875 0.44700722 0.125025996
ABCB4 NM_018849_bp3396_R AGCTAAAAAGGCCAACGCCTATGAGTTTATTCTCTTGAAATAAACTCATAGGCGTTGGCCGG Hs.287827 12217 -1.453175 0.23765129 0.000298292 -0.4844125 0.51492631 0.132189748
ABCB4 NM_018849_bp3842_R AGCTAAAAAGCTGGAAATCTCGCCTATTTATCTCTTGAATAAATAGGCGAGATTTCCAGCGG Hs.287827 1452 -0.027475 0.54857365 0.907584461 -0.1028125 0.59015892 0.834793282
ABCB4 NM_018849_bp3842_R AGCTAAAAAGCTGGAAATCTCGCCTATTTATCTCTTGAATAAATAGGCGAGATTTCCAGCGG Hs.287827 6828 -0.080425 0.53660167 0.923581625 -0.0822375 0.58112241 0.889954394
ABCB4 NM_018849_bp3842_R AGCTAAAAAGCTGGAAATCTCGCCTATTTATCTCTTGAATAAATAGGCGAGATTTCCAGCGG Hs.287827 12204 -0.0085 0.61168554 0.860141167 -0.1245375 0.5602265 0.77043663
ABCB5 NM_178559_bp1932_R AGCTAAAAAGCAGCAGGGTTTCGATTTGGATCTCTTGAATCCAAATCGAAACCCTGCTGCGG Hs.404102 1451 -0.873475 0.44867361 0.012807488 -0.2837625 0.50371684 0.378530777
ABCB5 NM_178559_bp1932_R AGCTAAAAAGCAGCAGGGTTTCGATTTGGATCTCTTGAATCCAAATCGAAACCCTGCTGCGG Hs.404102 6827 -0.8725 0.4858342 0.015712872 -0.3128625 0.52440398 0.336738162
ABCB5 NM_178559_bp1932_R AGCTAAAAAGCAGCAGGGTTTCGATTTGGATCTCTTGAATCCAAATCGAAACCCTGCTGCGG Hs.404102 12203 -0.8689 0.46168465 0.014086231 -0.4076625 0.39958768 0.162444549
ABCB5 NM_178559_bp555_R AGCTAAAAAGGGACCACCATCAGTAACAATTCTCTTGAAATTGTTACTGATGGTGGTCCCGG Hs.404102 2546 0.0958 0.5400212 0.574574882 -0.3674125 0.448183 0.225726332
ABCB5 NM_178559_bp555_R AGCTAAAAAGGGACCACCATCAGTAACAATTCTCTTGAAATTGTTACTGATGGTGGTCCCGG Hs.404102 7922 0.094525 0.55594488 0.58433925 -0.3575625 0.40392598 0.220939459
ABCB5 NM_178559_bp555_R AGCTAAAAAGGGACCACCATCAGTAACAATTCTCTTGAAATTGTTACTGATGGTGGTCCCGG Hs.404102 13298 0.088625 0.54200533 0.59263451 -0.3314875 0.42647931 0.266237118
ABCB5 NM_178559_bp921_R AGCTAAAAAGATGGAATGCTGGCGGAGAAATCTCTTGAATTTCTCCGCCAGCATTCCATCGG Hs.404102 2548
ABCB5 NM_178559_bp921_R AGCTAAAAAGATGGAATGCTGGCGGAGAAATCTCTTGAATTTCTCCGCCAGCATTCCATCGG Hs.404102 13300
ABCB6 NM_005689_bp1184_R AGCTAAAAAGCCTGGACTGTTACCAGTTACTCTCTTGAAGTAACTGGTAACAGTCCAGGCGG Hs.107911 2516 0.6459125 0.24420152 0.012428525 -1.150575 0.48798713 0.003458512
ABCB6 NM_005689_bp1184_R AGCTAAAAAGCCTGGACTGTTACCAGTTACTCTCTTGAAGTAACTGGTAACAGTCCAGGCGG Hs.107911 7892 0.7050375 0.1868281 0.006244786 -1.12895 0.45878732 0.003309687
ABCB6 NM_005689_bp1184_R AGCTAAAAAGCCTGGACTGTTACCAGTTACTCTCTTGAAGTAACTGGTAACAGTCCAGGCGG Hs.107911 13268 0.6785375 0.27945741 0.012382328 -1.084075 0.54706961 0.006056252
ABCB6 NM_005689_bp2721_R AGCTAAAAAGTGGGGTGTATGCTGACATGTTCTCTTGAAACATGTCAGCATACACCCCACGG Hs.107911 2518 0.9135125 0.43361774 0.008864058 0.702875 0.45778626 0.025119312
ABCB6 NM_005689_bp2721_R AGCTAAAAAGTGGGGTGTATGCTGACATGTTCTCTTGAAACATGTCAGCATACACCCCACGG Hs.107911 7894 1.0627625 0.58914251 0.011119735 0.68835 0.45776692 0.027183389
ABCB6 NM_005689_bp2721_R AGCTAAAAAGTGGGGTGTATGCTGACATGTTCTCTTGAAACATGTCAGCATACACCCCACGG Hs.107911 13270 0.8662875 0.3472678 0.006653501 0.806125 0.32224175 0.008366879
ABCB6 NM_005689_bp818_R AGCTAAAAAGGCCAACAGGTTCAGTTTAGCTCTCTTGAAGCTAAACTGAACCTGTTGGCCGG Hs.107911 2520 -0.1745375 0.37853374 0.325692422 0.314475 0.94324909 0.429952402
ABCB6 NM_005689_bp818_R AGCTAAAAAGGCCAACAGGTTCAGTTTAGCTCTCTTGAAGCTAAACTGAACCTGTTGGCCGG Hs.107911 7896 -0.1669375 0.35389443 0.325561429 0.0998 0.87272334 0.780053087
ABCB6 NM_005689_bp818_R AGCTAAAAAGGCCAACAGGTTCAGTTTAGCTCTCTTGAAGCTAAACTGAACCTGTTGGCCGG Hs.107911 13272 -0.1288375 0.39217479 0.440335567 0.49815 1.00664512 0.251393424
ABCB7 NM_004299_bp1573_R AGCTAAAAAGAGGCTATTATTTCGCTTCTATCTCTTGAATAGAAGCGAAATAATAGCCTCGG Hs.370480 1449 0.3306625 0.33381487 0.168355588 -0.53815 0.2773504 0.039527687
ABCB7 NM_004299_bp1573_R AGCTAAAAAGAGGCTATTATTTCGCTTCTATCTCTTGAATAGAAGCGAAATAATAGCCTCGG Hs.370480 6825 0.2083875 0.1511588 0.283241636 -0.652775 0.15655066 0.013467259
ABCB7 NM_004299_bp1573_R AGCTAAAAAGAGGCTATTATTTCGCTTCTATCTCTTGAATAGAAGCGAAATAATAGCCTCGG Hs.370480 12201 0.2019375 0.14748849 0.29754524 -0.528875 0.27148083 0.041372605
ABCB7 NM_004299_bp1688_R AGCTAAAAAGATGCTGTCCTCTTCCATAATTCTCTTGAAATTATGGAAGAGGACAGCATCGG Hs.370480 1450 0.6607375 0.28848961 0.014554804 -0.483025 0.13281876 0.041150582
ABCB7 NM_004299_bp1688_R AGCTAAAAAGATGCTGTCCTCTTCCATAATTCTCTTGAAATTATGGAAGAGGACAGCATCGG Hs.370480 6826 0.7306375 0.32399833 0.011864083 -0.49525 0.1085504 0.03626419
ABCB7 NM_004299_bp1688_R AGCTAAAAAGATGCTGTCCTCTTCCATAATTCTCTTGAAATTATGGAAGAGGACAGCATCGG Hs.370480 12202 0.6598625 0.30607511 0.016569654 -0.439325 0.22654869 0.068438638
ABCB7 NM_004299_bp1904_R AGCTAAAAAGACCCCCCAGTCATACTCTATTCTCTTGAAATAGAGTATGACTGGGGGGTCGG Hs.370480 2514 -1.1766375 0.43480231 0.00221939 -0.1502 0.4289615 0.555599944
ABCB7 NM_004299_bp1904_R AGCTAAAAAGACCCCCCAGTCATACTCTATTCTCTTGAAATAGAGTATGACTGGGGGGTCGG Hs.370480 7890 -1.2089375 0.39256767 0.001493749 -0.172225 0.40400254 0.489427128
ABCB7 NM_004299_bp1904_R AGCTAAAAAGACCCCCCAGTCATACTCTATTCTCTTGAAATAGAGTATGACTGGGGGGTCGG Hs.370480 13266 -1.1898625 0.43308024 0.002092008 -0.1495 0.40629702 0.54936567
ABCB8 NM_007188_bp1421_R AGCTAAAAAGTGGCTCCGTTACATTTCAGATCTCTTGAATCTGAAATGTAACGGAGCCACGG Hs.490555 1447 2.9933875 1.27755956 0.002164715 2.0402 0.93871064 0.001492132
ABCB8 NM_007188_bp1421_R AGCTAAAAAGTGGCTCCGTTACATTTCAGATCTCTTGAATCTGAAATGTAACGGAGCCACGG Hs.490555 6823 3.0301125 1.26835341 0.001987786 2.016425 1.02210235 0.00224072
ABCB8 NM_007188_bp1421_R AGCTAAAAAGTGGCTCCGTTACATTTCAGATCTCTTGAATCTGAAATGTAACGGAGCCACGG Hs.490555 12199 2.6714875 1.55535591 0.007855709 2.0014 0.93234633 0.001607378
ABCB8 NM_007188_bp1734_R AGCTAAAAAGCTGGAAGCTTCCGATGAAGATCTCTTGAATCTTCATCGGAAGCTTCCAGCGG Hs.490555 2512 0.1156875 0.1595397 0.610533427 0.183625 0.17250808 0.363855073
ABCB8 NM_007188_bp1734_R AGCTAAAAAGCTGGAAGCTTCCGATGAAGATCTCTTGAATCTTCATCGGAAGCTTCCAGCGG Hs.490555 7888 0.2205375 0.23522719 0.30106955 0.128475 0.21937877 0.526533017
ABCB8 NM_007188_bp1734_R AGCTAAAAAGCTGGAAGCTTCCGATGAAGATCTCTTGAATCTTCATCGGAAGCTTCCAGCGG Hs.490555 13264 0.1810375 0.1619491 0.365472813 0.167875 0.18250217 0.405834986
ABCB8 NM_007188_bp795_R AGCTAAAAAGGAATTTAAGTCATCCTTCAATCTCTTGAATTGAAGGATGACTTAAATTCCGG Hs.490555 1448 -0.1036625 0.47800186 0.558900799 0.0881 0.45704819 0.715672796
ABCB8 NM_007188_bp795_R AGCTAAAAAGGAATTTAAGTCATCCTTCAATCTCTTGAATTGAAGGATGACTTAAATTCCGG Hs.490555 6824 0.0820375 0.92269591 0.911485725 0.63615 0.60695192 0.061497379
ABCB8 NM_007188_bp795_R AGCTAAAAAGGAATTTAAGTCATCCTTCAATCTCTTGAATTGAAGGATGACTTAAATTCCGG Hs.490555 12200 -0.2669625 0.21815803 0.105378322 0.106375 0.41430081 0.650218931
ABCB9 NM_019625_bp1312_R AGCTAAAAAGTCCAACATCTACGGCAAGTATCTCTTGAATACTTGCCGTAGATGTTGGACGG Hs.511951 2510 -0.3443625 0.55060512 0.185414582 -0.1066 0.21942842 0.61626107
ABCB9 NM_019625_bp1312_R AGCTAAAAAGTCCAACATCTACGGCAAGTATCTCTTGAATACTTGCCGTAGATGTTGGACGG Hs.511951 7886 -0.3867125 0.50348657 0.128928975 -0.089625 0.22593029 0.675810607
ABCB9 NM_019625_bp1312_R AGCTAAAAAGTCCAACATCTACGGCAAGTATCTCTTGAATACTTGCCGTAGATGTTGGACGG Hs.511951 13262 -0.3900625 0.49239977 0.121980846 -0.1057 0.19017215 0.612865646
ABCB9 NM_019625_bp1501_R AGCTAAAAAGGCAGCTGCCTACATGTACTATCTCTTGAATAGTACATGTAGGCAGCTGCCGG Hs.511951 2506 1.3097625 0.87577234 0.017128728 0.906225 1.17622169 0.089624307
ABCB9 NM_019625_bp1501_R AGCTAAAAAGGCAGCTGCCTACATGTACTATCTCTTGAATAGTACATGTAGGCAGCTGCCGG Hs.511951 7882 1.2842625 0.80991553 0.01432975 0.9808 1.23795506 0.080964508
ABCB9 NM_019625_bp1501_R AGCTAAAAAGGCAGCTGCCTACATGTACTATCTCTTGAATAGTACATGTAGGCAGCTGCCGG Hs.511951 13258 1.2247625 0.84403998 0.019685795 0.6278 1.0560853 0.176654585
ABCB9 NM_019625_bp307_R AGCTAAAAAGGTGGTGACTTTGGCCTTCATTCTCTTGAAATGAAGGCCAAAGTCACCACCGG Hs.511951 7884 0.4631875 0.4761629 0.116762293 -0.19255 0.51625457 0.484966994
ABCB9 NM_019625_bp307_R AGCTAAAAAGGTGGTGACTTTGGCCTTCATTCTCTTGAAATGAAGGCCAAAGTCACCACCGG Hs.511951 2508 0.6621875 0.63910695 0.075035003 0.2924 0.08485281 0.398803597
ABCB9 NM_019625_bp307_R AGCTAAAAAGGTGGTGACTTTGGCCTTCATTCTCTTGAAATGAAGGCCAAAGTCACCACCGG Hs.511951 13260 0.6865125 0.73605256 0.09224409 0.0767
ABCC1 NM_004996_bp1084_R AGCTAAAAAGGTGGAGGCTTTGATCGTCAATCTCTTGAATTGACGATCAAAGCCTCCACCGG Hs.589433 7876 -0.1523125 0.21149475 0.269498809 -0.17565 0.2942377 0.439227128
ABCC1 NM_004996_bp1084_R AGCTAAAAAGGTGGAGGCTTTGATCGTCAATCTCTTGAATTGACGATCAAAGCCTCCACCGG Hs.589433 2500 0.1413 0.0654
ABCC1 NM_004996_bp1084_R AGCTAAAAAGGTGGAGGCTTTGATCGTCAATCTCTTGAATTGACGATCAAAGCCTCCACCGG Hs.589433 13252 0.2651 0.08075 0.5575537 0.813159255
ABCC1 NM_004996_bp1120_R AGCTAAAAAGTGGAACCCCTCTCTGTTTAATCTCTTGAATTAAACAGAGAGGGGTTCCACGG Hs.589433 2498 0.7735125 0.28246829 0.007357267 -0.370875 0.30381691 0.129719788
ABCC1 NM_004996_bp1120_R AGCTAAAAAGTGGAACCCCTCTCTGTTTAATCTCTTGAATTAAACAGAGAGGGGTTCCACGG Hs.589433 7874 0.7570875 0.3022173 0.009098975 -0.461475 0.35893354 0.081815175
ABCC1 NM_004996_bp1120_R AGCTAAAAAGTGGAACCCCTCTCTGTTTAATCTCTTGAATTAAACAGAGAGGGGTTCCACGG Hs.589433 13250 0.6588125 0.28800571 0.014998555 -0.3989 0.3799493 0.128197892
ABCC1 NM_004996_bp1220_R AGCTAAAAAGGGCCGCAGATCTTAAAGTTGTCTCTTGAACAACTTTAAGATCTGCGGCCCGG Hs.589433 1442 -1.1051875 0.28700407 0.001099185 -0.386025 0.33581387 0.126966496
ABCC1 NM_004996_bp1220_R AGCTAAAAAGGGCCGCAGATCTTAAAGTTGTCTCTTGAACAACTTTAAGATCTGCGGCCCGG Hs.589433 6818 -1.1712625 0.32391984 0.001094309 -0.37845 0.28997257 0.120747472
ABCC1 NM_004996_bp1220_R AGCTAAAAAGGGCCGCAGATCTTAAAGTTGTCTCTTGAACAACTTTAAGATCTGCGGCCCGG Hs.589433 12194 -1.1749625 0.44956206 0.002496904 -0.388875 0.16979084 0.08815583
ABCC10 NM_033450_bp1113_R AGCTAAAAAGGGACCATGTTGGGATTCTCATCTCTTGAATGAGAATCCCAACATGGTCCCGG Hs.55879 2424 1.3651125 0.91081449 0.016357918 -0.725425 0.88795761 0.092165355
ABCC10 NM_033450_bp1113_R AGCTAAAAAGGGACCATGTTGGGATTCTCATCTCTTGAATGAGAATCCCAACATGGTCCCGG Hs.55879 7800 1.3852375 0.91878927 0.015912169 -0.7311 0.91725362 0.096432003
ABCC10 NM_033450_bp1113_R AGCTAAAAAGGGACCATGTTGGGATTCTCATCTCTTGAATGAGAATCCCAACATGGTCCCGG Hs.55879 13176 1.4152375 0.91362761 0.014357708 -0.67205 0.90904424 0.118363948
ABCC10 NM_033450_bp3926_R AGCTAAAAAGCTGGAAGAGTACACCTGTGATCTCTTGAATCACAGGTGTACTCTTCCAGCGG Hs.55879 1417 -0.6865625 0.38232195 0.013930842 0.026225 0.6973059 0.924518902
ABCC10 NM_033450_bp3926_R AGCTAAAAAGCTGGAAGAGTACACCTGTGATCTCTTGAATCACAGGTGTACTCTTCCAGCGG Hs.55879 6793 -0.7104875 0.41700062 0.014933565 0.0267 0.68474889 0.922421553
ABCC10 NM_033450_bp3926_R AGCTAAAAAGCTGGAAGAGTACACCTGTGATCTCTTGAATCACAGGTGTACTCTTCCAGCGG Hs.55879 12169 -1.0036125 0.55665914 0.008787513 -0.071425 1.08072891 0.877082903
ABCC11 NM_033151_bp1211_R AGCTAAAAAGCTGGTCATCTGCAGCATTTCTCTCTTGAAGAAATGCTGCAGATGACCAGCGG Hs.335891 1404 0.4949875 0.26876935 0.039920626 0.695 0.49802898 0.03148705
ABCC11 NM_033151_bp1211_R AGCTAAAAAGCTGGTCATCTGCAGCATTTCTCTCTTGAAGAAATGCTGCAGATGACCAGCGG Hs.335891 6780 0.6502625 0.40192431 0.028730322 0.73445 0.61709268 0.039731463
ABCC11 NM_033151_bp1211_R AGCTAAAAAGCTGGTCATCTGCAGCATTTCTCTCTTGAAGAAATGCTGCAGATGACCAGCGG Hs.335891 12156 0.7028125 0.43189869 0.025067989 0.674225 0.56562535 0.044397244
ABCC11 NM_033151_bp3430_R AGCTAAAAAGGCTGACTGATGCGCAGAATATCTCTTGAATATTCTGCGCATCAGTCAGCCGG Hs.335891 1403 3.3225625 1.77922663 0.005297739 0.17585 0.87348901 0.701828994
ABCC11 NM_033151_bp3430_R AGCTAAAAAGGCTGACTGATGCGCAGAATATCTCTTGAATATTCTGCGCATCAGTCAGCCGG Hs.335891 6779 2.022116667 0.23715804 0.000492844 -0.0501 0.68232216 0.883197317
ABCC11 NM_033151_bp3430_R AGCTAAAAAGGCTGACTGATGCGCAGAATATCTCTTGAATATTCTGCGCATCAGTCAGCCGG Hs.335891 12155 2.8069625 1.32736676 0.003315943 -0.2826 0.31444833 0.237687752
ABCC11 NM_033151_bp888_R AGCTAAAAAGGGCCAATATTGATTATACCATCTCTTGAATGGTATAATCAATATTGGCCCGG Hs.335891 13174 2.122075 1.04450278 0.023069767 -0.00926667 0.69361113 0.992172346
ABCC11 NM_033151_bp888_R AGCTAAAAAGGGCCAATATTGATTATACCATCTCTTGAATGGTATAATCAATATTGGCCCGG Hs.335891 2422 3.062775 0.99090409 0.00735791 2.8753
ABCC11 NM_033151_bp888_R AGCTAAAAAGGGCCAATATTGATTATACCATCTCTTGAATGGTATAATCAATATTGGCCCGG Hs.335891 7798 2.778825 0.58467124 0.003746007 2.6331
ABCC12 NM_145189_bp1861_R AGCTAAAAAGGGGAAGATCTTGGGAATATGTCTCTTGAACATATTCCCAAGATCTTCCCCGG Hs.410111 1402 1.0315625 0.25051774 0.001603519 -0.28655 0.25991905 0.208819924
ABCC12 NM_145189_bp1861_R AGCTAAAAAGGGGAAGATCTTGGGAATATGTCTCTTGAACATATTCCCAAGATCTTCCCCGG Hs.410111 6778 1.0373875 0.23661996 0.001428539 -0.303775 0.26494675 0.18718688
ABCC12 NM_145189_bp1861_R AGCTAAAAAGGGGAAGATCTTGGGAATATGTCTCTTGAACATATTCCCAAGATCTTCCCCGG Hs.410111 12154 1.0788875 0.22746001 0.001120295 -0.301475 0.22872204 0.180080153
ABCC12 NM_145189_bp577_R AGCTAAAAAGCCCCCATTGTCGACATATGATCTCTTGAATCATATGTCGACAATGGGGGCGG Hs.410111 1401 -0.3200875 0.24853931 0.076352131 -0.166475 0.7154033 0.614432631
ABCC12 NM_145189_bp577_R AGCTAAAAAGCCCCCATTGTCGACATATGATCTCTTGAATCATATGTCGACAATGGGGGCGG Hs.410111 6777 -0.3444125 0.24794963 0.063232419 -0.134325 0.71645091 0.685163336
ABCC12 NM_145189_bp577_R AGCTAAAAAGCCCCCATTGTCGACATATGATCTCTTGAATCATATGTCGACAATGGGGGCGG Hs.410111 12153 -0.2890875 0.33315558 0.131991305 -0.225225 0.51791616 0.416155115
ABCC12 NM_145189_bp995_R AGCTAAAAAGTTGGCGAGGTGCTCAATATATCTCTTGAATATATTGAGCACCTCGCCAACGG Hs.410111 13172 0.1583
ABCC12 NM_145189_bp995_R AGCTAAAAAGTTGGCGAGGTGCTCAATATATCTCTTGAATATATTGAGCACCTCGCCAACGG Hs.410111 2420
ABCC13 NM_138726_bp343_R AGCTAAAAAGGGCGCTTGATACACAGAAATTCTCTTGAAATTTCTGTGTATCAAGCGCCCGG Hs.366575 2416 0.7266625 0.54990812 0.039263706 0.243625 0.50368962 0.361080334
ABCC13 NM_138726_bp343_R AGCTAAAAAGGGCGCTTGATACACAGAAATTCTCTTGAAATTTCTGTGTATCAAGCGCCCGG Hs.366575 7792 0.7776875 0.52463474 0.0274804 0.25055 0.54796283 0.367721711
ABCC13 NM_138726_bp343_R AGCTAAAAAGGGCGCTTGATACACAGAAATTCTCTTGAAATTTCTGTGTATCAAGCGCCCGG Hs.366575 13168 0.7567375 0.53761247 0.032203431 0.259875 0.473401 0.319364145
ABCC13 NM_138726_bp421_R AGCTAAAAAGAGTAATTACTTTAGGCTATATCTCTTGAATATAGCCTAAAGTAATTACTCGG Hs.366575 2418 -0.8698375 0.4690134 0.00940728 -0.9516 0.3692981 0.005198989
ABCC13 NM_138726_bp421_R AGCTAAAAAGAGTAATTACTTTAGGCTATATCTCTTGAATATAGCCTAAAGTAATTACTCGG Hs.366575 7794 -0.9241875 0.42090367 0.005577556 -0.8871 0.38359569 0.007689085
ABCC13 NM_138726_bp421_R AGCTAAAAAGAGTAATTACTTTAGGCTATATCTCTTGAATATAGCCTAAAGTAATTACTCGG Hs.366575 13170 -0.9755875 0.43907518 0.005003055 -0.94215 0.3961825 0.006170862
ABCC13 NM_138726_bp585_R AGCTAAAAAGAGGCACATATCAAGAAACCATCTCTTGAATGGTTTCTTGATATGTGCCTCGG Hs.366575 1400 0.2373125 0.25308496 0.271155046 0.8429 0.34634598 0.007613396
ABCC13 NM_138726_bp585_R AGCTAAAAAGAGGCACATATCAAGAAACCATCTCTTGAATGGTTTCTTGATATGTGCCTCGG Hs.366575 6776 0.2945375 0.29243125 0.193243598 0.79165 0.36955337 0.011041523
ABCC13 NM_138726_bp585_R AGCTAAAAAGAGGCACATATCAAGAAACCATCTCTTGAATGGTTTCTTGATATGTGCCTCGG Hs.366575 12152 0.3101875 0.65611158 0.381035789 0.71155 0.38568876 0.018506273
ABCC2 NM_000392_bp1439_R AGCTAAAAAGGGGTGATGGTGCTTGTAATCTCTCTTGAAGATTACAAGCACCATCACCCCGG Hs.368243 13224 0.6035
ABCC2 NM_000392_bp2027_R AGCTAAAAAGGCCAACTTGTGGCTGTGATATCTCTTGAATATCACAGCCACAAGTTGGCCGG Hs.368243 1428 0.7673375 0.42917543 0.017509653 -0.2276 0.16965881 0.281079366
ABCC2 NM_000392_bp2027_R AGCTAAAAAGGCCAACTTGTGGCTGTGATATCTCTTGAATATCACAGCCACAAGTTGGCCGG Hs.368243 6804 0.6725375 0.38346807 0.022822561 -0.25865 0.15749181 0.222953931
ABCC2 NM_000392_bp2027_R AGCTAAAAAGGCCAACTTGTGGCTGTGATATCTCTTGAATATCACAGCCACAAGTTGGCCGG Hs.368243 12180 0.7610875 0.50892699 0.027212991 -0.355325 0.34194276 0.152407437
ABCC2 NM_000392_bp4100_R AGCTAAAAAGGTGGTCAGATTATCATTGATTCTCTTGAAATCAATGATAATCTGACCACCGG Hs.368243 1441 0.6699125 0.4705946 0.036963713 0.729325 0.51917025 0.02761294
ABCC2 NM_000392_bp4100_R AGCTAAAAAGGTGGTCAGATTATCATTGATTCTCTTGAAATCAATGATAATCTGACCACCGG Hs.368243 6817 0.2867875 0.23499826 0.176942782 -0.063325 0.68922921 0.848683329
ABCC2 NM_000392_bp4100_R AGCTAAAAAGGTGGTCAGATTATCATTGATTCTCTTGAAATCAATGATAATCTGACCACCGG Hs.368243 12193 0.4866875 0.50572042 0.114569113 0.43 0.63996042 0.179141337
ABCC3 NM_020038_bp1088_R AGCTAAAAAGGACCTGCTCTCCTTCATCAATCTCTTGAATTGATGAAGGAGAGCAGGTCCGG Hs.463421 1426 -0.4984625 0.2786528 0.02413709 0.199325 0.28197466 0.358622099
ABCC3 NM_020038_bp1088_R AGCTAAAAAGGACCTGCTCTCCTTCATCAATCTCTTGAATTGATGAAGGAGAGCAGGTCCGG Hs.463421 6802 -0.5121875 0.3192416 0.027351215 0.2867 0.17097674 0.176802567
ABCC3 NM_020038_bp1088_R AGCTAAAAAGGACCTGCTCTCCTTCATCAATCTCTTGAATTGATGAAGGAGAGCAGGTCCGG Hs.463421 12178 -0.6789625 0.63853522 0.049730254 0.4127 0.27040073 0.084952302
ABCC3 NM_020038_bp1214_R AGCTAAAAAGTCGCTGATCTTACAACACTATCTCTTGAATAGTGTTGTAAGATCAGCGACGG Hs.463421 2470 0.1105375 0.29038797 0.687971828 -0.359575 0.64623826 0.263131058
ABCC3 NM_020038_bp1214_R AGCTAAAAAGTCGCTGATCTTACAACACTATCTCTTGAATAGTGTTGTAAGATCAGCGACGG Hs.463421 7846 0.1433625 0.32932706 0.585228675 -0.24805 0.61332353 0.415824528
ABCC3 NM_020038_bp1214_R AGCTAAAAAGTCGCTGATCTTACAACACTATCTCTTGAATAGTGTTGTAAGATCAGCGACGG Hs.463421 13222 0.1159625 0.34836253 0.692467413 -0.412475 0.59533656 0.186702521
ABCC3 NM_020038_bp425_R AGCTAAAAAGCCACCCTGCTGATACAGTATTCTCTTGAAATACTGTATCAGCAGGGTGGCGG Hs.463421 1427 -0.7622625 0.29489827 0.005621324 -0.2528 0.15290758 0.233525807
ABCC3 NM_020038_bp425_R AGCTAAAAAGCCACCCTGCTGATACAGTATTCTCTTGAAATACTGTATCAGCAGGGTGGCGG Hs.463421 6803 -0.8305625 0.35044239 0.005636799 -0.281775 0.17333037 0.194073436
ABCC3 NM_020038_bp425_R AGCTAAAAAGCCACCCTGCTGATACAGTATTCTCTTGAAATACTGTATCAGCAGGGTGGCGG Hs.463421 12179 -0.8064875 0.28637423 0.004249501 -0.287 0.17987021 0.188572615
ABCC4 NM_005845_bp189_R AGCTAAAAAGGTGGCTCAATCCCTTGTTTATCTCTTGAATAAACAAGGGATTGAGCCACCGG Hs.508423 2468 0.8194125 0.72544605 0.052103049 -0.238525 0.22576375 0.276188292
ABCC4 NM_005845_bp189_R AGCTAAAAAGGTGGCTCAATCCCTTGTTTATCTCTTGAATAAACAAGGGATTGAGCCACCGG Hs.508423 7844 0.4783375 0.63580719 0.172660821 -0.049025 0.41912624 0.851346788
ABCC4 NM_005845_bp189_R AGCTAAAAAGGTGGCTCAATCCCTTGTTTATCTCTTGAATAAACAAGGGATTGAGCCACCGG Hs.508423 13220 0.5497375 0.47328115 0.070166762 -0.1395 0.4767467 0.599017907
ABCC4 NM_005845_bp2537_R AGCTAAAAAGCTCCGGTATTATTCTTTGATTCTCTTGAAATCAAAGAATAATACCGGAGCGG Hs.508423 1425 -1.0316625 0.39469109 0.00303423 -0.7148 0.30279726 0.014509161
ABCC4 NM_005845_bp2537_R AGCTAAAAAGCTCCGGTATTATTCTTTGATTCTCTTGAAATCAAAGAATAATACCGGAGCGG Hs.508423 6801 -1.1147125 0.40880464 0.002393834 -0.7333 0.31259205 0.013390326
ABCC4 NM_005845_bp2537_R AGCTAAAAAGCTCCGGTATTATTCTTTGATTCTCTTGAAATCAAAGAATAATACCGGAGCGG Hs.508423 12177 -1.0758875 0.46297874 0.003918387 -0.7447 0.27568478 0.01095029
ABCC4 NM_005845_bp936_R AGCTAAAAAGGACCATGAATGAAGTTATAATCTCTTGAATTATAACTTCATTCATGGTCCGG Hs.508423 2466 -0.43815 0.87353044 0.294083493 0.118825 0.70207897 0.700171952
ABCC4 NM_005845_bp936_R AGCTAAAAAGGACCATGAATGAAGTTATAATCTCTTGAATTATAACTTCATTCATGGTCCGG Hs.508423 7842 -0.453483333 0.95774543 0.312886958 0.103275 0.7170193 0.739428421
ABCC4 NM_005845_bp936_R AGCTAAAAAGGACCATGAATGAAGTTATAATCTCTTGAATTATAACTTCATTCATGGTCCGG Hs.508423 13218 -0.2159375 0.88436701 0.518532263 -0.04525 0.73774097 0.899183329



ABCC5 NM_005688_bp1023_R AGCTAAAAAGGACCCGTTGTTGCCATCTTATCTCTTGAATAAGATGGCAACAACGGGTCCGG Hs.368563 1423 1.0829375 0.43369118 0.004377866 -0.2268 0.67582631 0.478924634
ABCC5 NM_005688_bp1023_R AGCTAAAAAGGACCCGTTGTTGCCATCTTATCTCTTGAATAAGATGGCAACAACGGGTCCGG Hs.368563 6799 1.0709875 0.48054351 0.006081734 -0.171775 0.60564714 0.566093279
ABCC5 NM_005688_bp1023_R AGCTAAAAAGGACCCGTTGTTGCCATCTTATCTCTTGAATAAGATGGCAACAACGGGTCCGG Hs.368563 12175 1.0385375 0.57680984 0.011706693 -0.3305 0.51881972 0.246010136
ABCC5 NM_005688_bp2397_R AGCTAAAAAGAGGGCTGTATTACGGAAAGATCTCTTGAATCTTTCCGTAATACAGCCCTCGG Hs.368563 2464 1.1363125 0.31750155 0.001619457 1.79035 0.76694111 0.001383866
ABCC5 NM_005688_bp2397_R AGCTAAAAAGAGGGCTGTATTACGGAAAGATCTCTTGAATCTTTCCGTAATACAGCCCTCGG Hs.368563 7840 1.1261625 0.36925993 0.002381885 1.789175 0.76415936 0.001367189
ABCC5 NM_005688_bp2397_R AGCTAAAAAGAGGGCTGTATTACGGAAAGATCTCTTGAATCTTTCCGTAATACAGCCCTCGG Hs.368563 13216 0.6284125 1.10013605 0.241087797 1.820325 0.58686316 0.00051586
ABCC5 NM_005688_bp711_R AGCTAAAAAGGACCAGCCTTCATGGTGAAATCTCTTGAATTTCACCATGAAGGCTGGTCCGG Hs.368563 1424 0.3603125 0.31204939 0.128300247 0.1635 0.48090084 0.526443345
ABCC5 NM_005688_bp711_R AGCTAAAAAGGACCAGCCTTCATGGTGAAATCTCTTGAATTTCACCATGAAGGCTGGTCCGG Hs.368563 6800 0.3685125 0.33418474 0.130569253 0.14505 0.50540203 0.580458996
ABCC5 NM_005688_bp711_R AGCTAAAAAGGACCAGCCTTCATGGTGAAATCTCTTGAATTTCACCATGAAGGCTGGTCCGG Hs.368563 12176 0.2941875 0.24307343 0.169533446 0.14265 0.4656023 0.57222443
ABCC6 NM_001171_bp1239_R AGCTAAAAAGTGGGTGATGTGGTCAATCTGTCTCTTGAACAGATTGACCACATCACCCACGG Hs.442182 2462 1.7197125 0.84471851 0.004898723 -0.29365 0.36125616 0.238363595
ABCC6 NM_001171_bp1239_R AGCTAAAAAGTGGGTGATGTGGTCAATCTGTCTCTTGAACAGATTGACCACATCACCCACGG Hs.442182 7838 1.6695875 0.81170279 0.004817164 -0.29195 0.35423302 0.237949417
ABCC6 NM_001171_bp1239_R AGCTAAAAAGTGGGTGATGTGGTCAATCTGTCTCTTGAACAGATTGACCACATCACCCACGG Hs.442182 13214 1.5741375 0.67905584 0.003299288 -0.312625 0.46052069 0.251601001
ABCC6 NM_001171_bp1405_R AGCTAAAAAGCCTCCTCCCTCTGAATTTCTTCTCTTGAAAGAAATTCAGAGGGAGGAGGCGG Hs.442182 2458 -0.2457625 0.45316379 0.251422395 -0.78295 0.76417445 0.051986231
ABCC6 NM_001171_bp1405_R AGCTAAAAAGCCTCCTCCCTCTGAATTTCTTCTCTTGAAAGAAATTCAGAGGGAGGAGGCGG Hs.442182 7834 -0.2322125 0.49219301 0.295283635 -0.881 0.72851124 0.030590445
ABCC6 NM_001171_bp1405_R AGCTAAAAAGCCTCCTCCCTCTGAATTTCTTCTCTTGAAAGAAATTCAGAGGGAGGAGGCGG Hs.442182 13210 -0.2554625 0.47673052 0.251288655 -0.7838 0.69853005 0.042249284
ABCC6 NM_001171_bp243_R AGCTAAAAAGTGCTTGGATTCGCCCTCATATCTCTTGAATATGAGGGCGAATCCAAGCACGG Hs.442182 2460 7.1769 2.483 3.43455906 0.113271905
ABCC6 NM_001171_bp243_R AGCTAAAAAGTGCTTGGATTCGCCCTCATATCTCTTGAATATGAGGGCGAATCCAAGCACGG Hs.442182 7836 8.1286 2.6958 3.25368114 0.081928987
ABCC6 NM_001171_bp243_R AGCTAAAAAGTGCTTGGATTCGCCCTCATATCTCTTGAATATGAGGGCGAATCCAAGCACGG Hs.442182 13212 2.75155 0.88649977 0.008055088 1.4817 1.7349572 0.09235191
ABCC8 NM_000352_bp1513_R AGCTAAAAAGGAGCAGCTGTCATCATTCTATCTCTTGAATAGAATGATGACAGCTGCTCCGG Hs.54470 1419 1.0892875 0.51832674 0.006817951 -0.907325 0.36465919 0.005994582
ABCC8 NM_000352_bp1513_R AGCTAAAAAGGAGCAGCTGTCATCATTCTATCTCTTGAATAGAATGATGACAGCTGCTCCGG Hs.54470 6795 1.0957875 0.515738 0.006548217 -0.89755 0.34470192 0.005802399
ABCC8 NM_000352_bp1513_R AGCTAAAAAGGAGCAGCTGTCATCATTCTATCTCTTGAATAGAATGATGACAGCTGCTCCGG Hs.54470 12171 1.0632875 0.47967538 0.00604678 -0.87085 0.33788338 0.006511505
ABCC8 NM_000352_bp2494_R AGCTAAAAAGAGAGTCCCTTCAACAAACAATCTCTTGAATTGTTTGTTGAAGGGACTCTCGG Hs.54470 1420 0.2448625 0.19424656 0.225260338 0.386375 0.0935093 0.076363077
ABCC8 NM_000352_bp2494_R AGCTAAAAAGAGAGTCCCTTCAACAAACAATCTCTTGAATTGTTTGTTGAAGGGACTCTCGG Hs.54470 6796 0.2303375 0.13292792 0.224897133 0.277575 0.07255951 0.172262068
ABCC8 NM_000352_bp2494_R AGCTAAAAAGAGAGTCCCTTCAACAAACAATCTCTTGAATTGTTTGTTGAAGGGACTCTCGG Hs.54470 12172 0.2584375 0.31990516 0.270952911 0.463625 0.19152217 0.051054192
ABCC8 NM_000352_bp4787_R AGCTAAAAAGTGCCATCCTTGAGTTCGATATCTCTTGAATATCGAACTCAAGGATGGCACGG Hs.54470 1421 -0.9473625 0.43704924 0.005561619 -0.3351 0.40379947 0.199423891
ABCC8 NM_000352_bp4787_R AGCTAAAAAGTGCCATCCTTGAGTTCGATATCTCTTGAATATCGAACTCAAGGATGGCACGG Hs.54470 6797 -1.0221125 0.35427308 0.002390772 -0.349175 0.39070978 0.179234152
ABCC8 NM_000352_bp4787_R AGCTAAAAAGTGCCATCCTTGAGTTCGATATCTCTTGAATATCGAACTCAAGGATGGCACGG Hs.54470 12173 -1.0757375 0.38623995 0.002370118 -0.444075 0.43737787 0.112861851
ABCC9 NM_005691_bp1330_R AGCTAAAAAGGCGTGATTCTGCTCTATAATTCTCTTGAAATTATAGAGCAGAATCACGCCGG Hs.446050 2452 0.6837375 0.21904485 0.008694857 1.1524 1.00852252 0.0265892
ABCC9 NM_005691_bp1330_R AGCTAAAAAGGCGTGATTCTGCTCTATAATTCTCTTGAAATTATAGAGCAGAATCACGCCGG Hs.446050 7828 0.6288875 0.30249983 0.019489186 1.114575 0.90030245 0.021534249
ABCC9 NM_005691_bp1330_R AGCTAAAAAGGCGTGATTCTGCTCTATAATTCTCTTGAAATTATAGAGCAGAATCACGCCGG Hs.446050 13204 0.6130125 0.21629982 0.01356054 1.1304 0.9610064 0.02477939
ABCC9 NM_005691_bp2042_R AGCTAAAAAGGGGCAGTGGTTTAGCTACATTCTCTTGAAATGTAGCTAAACCACTGCCCCGG Hs.446050 7826
ABCC9 NM_005691_bp2042_R AGCTAAAAAGGGGCAGTGGTTTAGCTACATTCTCTTGAAATGTAGCTAAACCACTGCCCCGG Hs.446050 13202
ABCC9 NM_005691_bp4120_R AGCTAAAAAGGGATAGACATTTCCAAATTATCTCTTGAATAATTTGGAAATGTCTATCCCGG Hs.446050 1418 -0.6789875 0.22310507 0.00567583 -0.695625 0.20383983 0.011260816
ABCC9 NM_005691_bp4120_R AGCTAAAAAGGGATAGACATTTCCAAATTATCTCTTGAATAATTTGGAAATGTCTATCCCGG Hs.446050 6794 -0.1811625 0.48092671 0.376637044 -0.5656 0.3598288 0.041903975
ABCC9 NM_005691_bp4120_R AGCTAAAAAGGGATAGACATTTCCAAATTATCTCTTGAATAATTTGGAAATGTCTATCCCGG Hs.446050 12170 -0.7016875 0.26319647 0.00630731 -0.67755 0.18412015 0.011966575
ABCD1 NM_000033_bp1352_R AGCTAAAAAGGAACGCCTGTGGTATGTTATTCTCTTGAAATAACATACCACAGGCGTTCCGG Hs.159546 2414 0.7599 -1.2006
ABCD1 NM_000033_bp1352_R AGCTAAAAAGGAACGCCTGTGGTATGTTATTCTCTTGAAATAACATACCACAGGCGTTCCGG Hs.159546 7790 1.321025 0.78266114 0.048121831 -1.3361
ABCD1 NM_000033_bp1352_R AGCTAAAAAGGAACGCCTGTGGTATGTTATTCTCTTGAAATAACATACCACAGGCGTTCCGG Hs.159546 13166 -1.0425
ABCD1 NM_000033_bp1586_R AGCTAAAAAGCGGATCATGTCGTCGTACAATCTCTTGAATTGTACGACGACATGATCCGCGG Hs.159546 1399 -0.1955875 0.31299858 0.246465134 0.443 0.26173576 0.130422729
ABCD1 NM_000033_bp1586_R AGCTAAAAAGCGGATCATGTCGTCGTACAATCTCTTGAATTGTACGACGACATGATCCGCGG Hs.159546 6775 0.0476125 0.12158144 0.945049086 0.31705 0.57830484 0.281251764
ABCD1 NM_000033_bp1586_R AGCTAAAAAGCGGATCATGTCGTCGTACAATCTCTTGAATTGTACGACGACATGATCCGCGG Hs.159546 12151 -0.1609125 0.14388766 0.217904135 0.127775 0.32272745 0.557902888
ABCD1 NM_000033_bp1802_R AGCTAAAAAGGGGATCATCTGCGAGAACATTCTCTTGAAATGTTCTCGCAGATGATCCCCGG Hs.159546 2412 0.8402875 0.08079543 0.001771428 0.090666667 0.12650654 0.710341885
ABCD1 NM_000033_bp1802_R AGCTAAAAAGGGGATCATCTGCGAGAACATTCTCTTGAAATGTTCTCGCAGATGATCCCCGG Hs.159546 7788 0.8202375 0.12497341 0.002334199 -0.26995 0.62684359 0.382226631
ABCD1 NM_000033_bp1802_R AGCTAAAAAGGGGATCATCTGCGAGAACATTCTCTTGAAATGTTCTCGCAGATGATCCCCGG Hs.159546 13164 0.7380625 0.14355543 0.0041117 -0.176775 0.55112668 0.53445464
ABCD2 NM_005164_bp1612_R AGCTAAAAAGGAGCAGCAGTGGACTAATTATCTCTTGAATAATTAGTCCACTGCTGCTCCGG Hs.591042 1398 -0.2095375 0.34958434 0.243181442 0.5353 0.48309645 0.070945537
ABCD2 NM_005164_bp1612_R AGCTAAAAAGGAGCAGCAGTGGACTAATTATCTCTTGAATAATTAGTCCACTGCTGCTCCGG Hs.591042 6774 -0.1942125 0.33139449 0.258332602 0.505225 0.43021661 0.072418645
ABCD2 NM_005164_bp1612_R AGCTAAAAAGGAGCAGCAGTGGACTAATTATCTCTTGAATAATTAGTCCACTGCTGCTCCGG Hs.591042 12150 -0.1477375 0.3506193 0.367539004 0.53125 0.43682349 0.063286326
ABCD2 NM_005164_bp2514_R AGCTAAAAAGGGGCTGGAATTTCCTTACTGTCTCTTGAACAGTAAGGAAATTCCAGCCCCGG Hs.591042 2410 0.0327125 1.36304297 0.993105687 0.692666667 2.0277631 0.407577121
ABCD2 NM_005164_bp2514_R AGCTAAAAAGGGGCTGGAATTTCCTTACTGTCTCTTGAACAGTAAGGAAATTCCAGCCCCGG Hs.591042 7786 0.0142875 1.35940794 0.967307909 0.410475 2.18197444 0.616420886
ABCD2 NM_005164_bp2514_R AGCTAAAAAGGGGCTGGAATTTCCTTACTGTCTCTTGAACAGTAAGGAAATTCCAGCCCCGG Hs.591042 13162 0.0197625 1.41569926 0.975905235 0.40555 2.14594973 0.615136808
ABCD2 NM_005164_bp974_R AGCTAAAAAGCCTCGGACTTTCATCATCAATCTCTTGAATTGATGATGAAAGTCCGAGGCGG Hs.591042 2408 -0.0366375 0.44639015 0.745268253 -0.173725 0.27160031 0.439274544
ABCD2 NM_005164_bp974_R AGCTAAAAAGCCTCGGACTTTCATCATCAATCTCTTGAATTGATGATGAAAGTCCGAGGCGG Hs.591042 7784 -0.0050125 0.41338285 0.844297915 -0.19285 0.26176634 0.388690267
ABCD2 NM_005164_bp974_R AGCTAAAAAGCCTCGGACTTTCATCATCAATCTCTTGAATTGATGATGAAAGTCCGAGGCGG Hs.591042 13160 -0.0053375 0.46452077 0.85401472 -0.174525 0.26825373 0.435658856
ABCD3 NM_002858_bp1156_R AGCTAAAAAGGGCGTGAAATGACTAGATTGTCTCTTGAACAATCTAGTCATTTCACGCCCGG Hs.76781 13158 -1.0134 0.65169876 0.013098663
ABCD3 NM_002858_bp1156_R AGCTAAAAAGGGCGTGAAATGACTAGATTGTCTCTTGAACAATCTAGTCATTTCACGCCCGG Hs.76781 7782 -0.874 0.26120525 0.055171862
ABCD3 NM_002858_bp1156_R AGCTAAAAAGGGCGTGAAATGACTAGATTGTCTCTTGAACAATCTAGTCATTTCACGCCCGG Hs.76781 2406 0.4544
ABCD3 NM_002858_bp1420_R AGCTAAAAAGGGGCTAATGTTCTAATTTGTTCTCTTGAAACAAATTAGAACATTAGCCCCGG Hs.76781 1396 0.5652375 0.55697537 0.089978761 -1.054225 0.66416816 0.011785994
ABCD3 NM_002858_bp1420_R AGCTAAAAAGGGGCTAATGTTCTAATTTGTTCTCTTGAAACAAATTAGAACATTAGCCCCGG Hs.76781 6772 0.6830625 0.63021146 0.066481318 -1.484 0.92473336 0.007164252
ABCD3 NM_002858_bp1420_R AGCTAAAAAGGGGCTAATGTTCTAATTTGTTCTCTTGAAACAAATTAGAACATTAGCCCCGG Hs.76781 12148 0.7348125 0.68875284 0.065184311 -1.5462 0.89363035 0.005266001
ABCD3 NM_002858_bp423_R AGCTAAAAAGCCTCTTATCTCTCTGGTTAATCTCTTGAATTAACCAGAGAGATAAGAGGCGG Hs.76781 1397 0.0249125 0.37453349 0.950205356 -0.53095 0.424798 0.064708276
ABCD3 NM_002858_bp423_R AGCTAAAAAGCCTCTTATCTCTCTGGTTAATCTCTTGAATTAACCAGAGAGATAAGAGGCGG Hs.76781 6773 0.0437875 0.27822508 0.972360349 -0.6158 0.55434867 0.059903291
ABCD3 NM_002858_bp423_R AGCTAAAAAGCCTCTTATCTCTCTGGTTAATCTCTTGAATTAACCAGAGAGATAAGAGGCGG Hs.76781 12149 0.0913375 0.32609976 0.778062095 -0.49765 0.40362835 0.074080001
ABCD4 NM_020326_bp308_R AGCTAAAAAGCTGTCATGCTCATTGTTCTGTCTCTTGAACAGAACAATGAGCATGACAGCGG Hs.94395 2404 -0.3868125 0.25734743 0.048355662 0.117525 0.17709377 0.547679094
ABCD4 NM_020326_bp308_R AGCTAAAAAGCTGTCATGCTCATTGTTCTGTCTCTTGAACAGAACAATGAGCATGACAGCGG Hs.94395 7780 -0.5336375 0.1124761 0.008628124 0.1573 0.31166564 0.471878597
ABCD4 NM_020326_bp308_R AGCTAAAAAGCTGTCATGCTCATTGTTCTGTCTCTTGAACAGAACAATGAGCATGACAGCGG Hs.94395 13156 -0.6128875 0.36175572 0.019160633 0.22895 0.26603008 0.292983611
ABCD4 NM_020326_bp614_R AGCTAAAAAGTGAGCATCTTCGGGTATTTCTCTCTTGAAGAAATACCCGAAGATGCTCACGG Hs.94395 1394 0.8398125 0.50937703 0.018962718 0.298375 0.39553443 0.230834187
ABCD4 NM_020326_bp614_R AGCTAAAAAGTGAGCATCTTCGGGTATTTCTCTCTTGAAGAAATACCCGAAGATGCTCACGG Hs.94395 6770 0.2825625 0.31204494 0.224452031 0.5959 0.5710402 0.065376939
ABCD4 NM_020326_bp614_R AGCTAAAAAGTGAGCATCTTCGGGTATTTCTCTCTTGAAGAAATACCCGAAGATGCTCACGG Hs.94395 12146 0.8922375 0.58134847 0.021363229 0.2965 0.43280626 0.248383107
ABCD4 NM_020326_bp897_R AGCTAAAAAGCATCCTGAGTTACGTTGTCATCTCTTGAATGACAACGTAACTCAGGATGCGG Hs.94395 1395 -0.6863375 0.37711534 0.013914085 -0.6058 0.20085844 0.02042092
ABCD4 NM_020326_bp897_R AGCTAAAAAGCATCCTGAGTTACGTTGTCATCTCTTGAATGACAACGTAACTCAGGATGCGG Hs.94395 6771 -0.6672375 0.65489068 0.056302667 -0.59545 0.28175955 0.02786582
ABCD4 NM_020326_bp897_R AGCTAAAAAGCATCCTGAGTTACGTTGTCATCTCTTGAATGACAACGTAACTCAGGATGCGG Hs.94395 12147 -0.6173375 0.40167656 0.022947463 -0.5988 0.23484589 0.023604179
ABCE1 NM_002940_bp1521_R AGCTAAAAAGCGAGTACGTTTACGCCTTTGTCTCTTGAACAAAGGCGTAAACGTACTCGCGG Hs.12013 2402 -1.62195 0.06682159 0.005930548 -1.006 0.72034971 0.017678843
ABCE1 NM_002940_bp1521_R AGCTAAAAAGCGAGTACGTTTACGCCTTTGTCTCTTGAACAAAGGCGTAAACGTACTCGCGG Hs.12013 7778 -1.5921 0.18172644 0.007020955 -0.950575 0.6993196 0.020566894
ABCE1 NM_002940_bp1521_R AGCTAAAAAGCGAGTACGTTTACGCCTTTGTCTCTTGAACAAAGGCGTAAACGTACTCGCGG Hs.12013 13154 -1.4973 -0.970025 0.69373545 0.018588928
ABCE1 NM_002940_bp322_R AGCTAAAAAGCCTTATCAATTGTCAATCTATCTCTTGAATAGATTGACAATTGATAAGGCGG Hs.12013 2376 -0.5048125 0.15583788 0.012526209 -0.160825 0.40424249 0.517794248
ABCE1 NM_002940_bp322_R AGCTAAAAAGCCTTATCAATTGTCAATCTATCTCTTGAATAGATTGACAATTGATAAGGCGG Hs.12013 7752 -0.4521125 0.07508633 0.014069 -0.160675 0.24528217 0.460287426
ABCE1 NM_002940_bp322_R AGCTAAAAAGCCTTATCAATTGTCAATCTATCTCTTGAATAGATTGACAATTGATAAGGCGG Hs.12013 13128 -0.4724875 0.06558346 0.011721655 0.044425 0.35901293 0.832961336
ABCE1 NM_002940_bp934_R AGCTAAAAAGAACATGATCTAAGTGTATTATCTCTTGAATAATACACTTAGATCATGTTCGG Hs.12013 1393 2.6533875 0.4515917 6.83E-05 3.4144 0.93532977 9.18E-05
ABCE1 NM_002940_bp934_R AGCTAAAAAGAACATGATCTAAGTGTATTATCTCTTGAATAATACACTTAGATCATGTTCGG Hs.12013 6769 2.7771625 0.5640829 0.000115205 3.228725 0.9180869 0.000116301
ABCE1 NM_002940_bp934_R AGCTAAAAAGAACATGATCTAAGTGTATTATCTCTTGAATAATACACTTAGATCATGTTCGG Hs.12013 12145 3.0499625 0.74834043 0.000213125 3.4688 0.98260923 0.000104428
ABCF1 NM_001090_bp1301_R AGCTAAAAAGACCCTGAAATGCAGAATCGATCTCTTGAATCGATTCTGCATTTCAGGGTCGG Hs.9573 1380 -0.3153125 0.30034534 0.098000846 0.02315 0.51379442 0.918636287
ABCF1 NM_001090_bp1301_R AGCTAAAAAGACCCTGAAATGCAGAATCGATCTCTTGAATCGATTCTGCATTTCAGGGTCGG Hs.9573 6756 -0.2841375 0.30737261 0.127389198 0.005875 0.44248575 0.968732908
ABCF1 NM_001090_bp1301_R AGCTAAAAAGACCCTGAAATGCAGAATCGATCTCTTGAATCGATTCTGCATTTCAGGGTCGG Hs.9573 12132 -0.3030375 0.31080441 0.112476931 0.26275 0.47346681 0.31844915
ABCF1 NM_001090_bp2324_R AGCTAAAAAGGGGAGGCCATCAATGAATACTCTCTTGAAGTATTCATTGATGGCCTCCCCGG Hs.9573 2374 1.0178625 0.77226122 0.029532477 0.23165 1.07922948 0.596833128
ABCF1 NM_001090_bp2324_R AGCTAAAAAGGGGAGGCCATCAATGAATACTCTCTTGAAGTATTCATTGATGGCCTCCCCGG Hs.9573 7750 0.9491625 0.75882053 0.036003475 0.2732 0.92653567 0.486782802
ABCF1 NM_001090_bp2324_R AGCTAAAAAGGGGAGGCCATCAATGAATACTCTCTTGAAGTATTCATTGATGGCCTCCCCGG Hs.9573 13126 1.0484625 0.72743665 0.022193371 0.20855 1.14696269 0.648901741
ABCF1 NM_001090_bp782_R AGCTAAAAAGAGCGCCAAGTGGCTTCATTATCTCTTGAATAATGAAGCCACTTGGCGCTCGG Hs.9573 1379 0.0299875 0.49251815 0.974640112 0.465375 0.66405121 0.160119137
ABCF1 NM_001090_bp782_R AGCTAAAAAGAGCGCCAAGTGGCTTCATTATCTCTTGAATAATGAAGCCACTTGGCGCTCGG Hs.9573 6755 0.0768375 0.5038594 0.873023351 0.304425 0.76789647 0.375838974
ABCF1 NM_001090_bp782_R AGCTAAAAAGAGCGCCAAGTGGCTTCATTATCTCTTGAATAATGAAGCCACTTGGCGCTCGG Hs.9573 12131 0.0109125 0.39905484 0.899116529 0.376375 0.54673351 0.196201642
ABCF2 NM_007189_bp1336_R AGCTAAAAAGGGCCTTGCATCTACAATAATTCTCTTGAAATTATTGTAGATGCAAGGCCCGG Hs.438823 1377 -0.2477125 0.0212345 0.078801682 0.15135 0.69776016 0.627837031
ABCF2 NM_007189_bp1336_R AGCTAAAAAGGGCCTTGCATCTACAATAATTCTCTTGAAATTATTGTAGATGCAAGGCCCGG Hs.438823 6753 -0.3587875 0.21103009 0.047957474 0.21775 0.65744966 0.476557877
ABCF2 NM_007189_bp1336_R AGCTAAAAAGGGCCTTGCATCTACAATAATTCTCTTGAAATTATTGTAGATGCAAGGCCCGG Hs.438823 12129 -0.4011375 0.15440606 0.027160995 0.276875 0.72825131 0.403106118
ABCF2 NM_007189_bp1499_R AGCTAAAAAGGCGTTACCATCAGCATTTACTCTCTTGAAGTAAATGCTGATGGTAACGCCGG Hs.438823 1378 0.4159875 0.3486966 0.099127987 0.2118 0.42098946 0.388357973
ABCF2 NM_007189_bp1499_R AGCTAAAAAGGCGTTACCATCAGCATTTACTCTCTTGAAGTAAATGCTGATGGTAACGCCGG Hs.438823 6754 0.3603625 0.3275436 0.135032247 0.1665 0.40742183 0.485324406
ABCF2 NM_007189_bp1499_R AGCTAAAAAGGCGTTACCATCAGCATTTACTCTCTTGAAGTAAATGCTGATGGTAACGCCGG Hs.438823 12130 0.3864125 0.34641772 0.120265655 0.240825 0.43257575 0.336703365
ABCF2 NM_007189_bp975_R AGCTAAAAAGAATGGTGTCTGTACCAATATTCTCTTGAAATATTGGTACAGACACCATTCGG Hs.438823 2372 0.3988375 0.09646063 0.043661445 0.47545 1.02760292 0.279923713
ABCF2 NM_007189_bp975_R AGCTAAAAAGAATGGTGTCTGTACCAATATTCTCTTGAAATATTGGTACAGACACCATTCGG Hs.438823 7748 0.1713125 0.12628813 0.37716355 0.7216 0.66195404 0.049243293
ABCF2 NM_007189_bp975_R AGCTAAAAAGAATGGTGTCTGTACCAATATTCTCTTGAAATATTGGTACAGACACCATTCGG Hs.438823 13124 0.0158625 0.29711343 0.904260099 0.4282 0.53112296 0.146757294
ABCF3 NM_018358_bp1047_R AGCTAAAAAGGGCTTGGCTTTACCCCTAAATCTCTTGAATTTAGGGGTAAAGCCAAGCCCGG Hs.361323 2370 -1.0075875 0.18686309 0.000881568 0.4571 0.59378499 0.144024227
ABCF3 NM_018358_bp1047_R AGCTAAAAAGGGCTTGGCTTTACCCCTAAATCTCTTGAATTTAGGGGTAAAGCCAAGCCCGG Hs.361323 7746 -0.9904125 0.20924771 0.001086448 0.48895 0.53362683 0.105681376
ABCF3 NM_018358_bp1047_R AGCTAAAAAGGGCTTGGCTTTACCCCTAAATCTCTTGAATTTAGGGGTAAAGCCAAGCCCGG Hs.361323 13122 -0.9870125 0.21858981 0.001168925 0.41735 0.62757468 0.188401951
ABCF3 NM_018358_bp1461_R AGCTAAAAAGCCTCTCAAGTGCAGAGTAAATCTCTTGAATTTACTCTGCACTTGAGAGGCGG Hs.361323 1375 -0.2746875 0.2995375 0.131862283 -0.746125 0.63785251 0.041215274
ABCF3 NM_018358_bp1461_R AGCTAAAAAGCCTCTCAAGTGCAGAGTAAATCTCTTGAATTTACTCTGCACTTGAGAGGCGG Hs.361323 6751 -0.3494625 0.34345799 0.090916609 -0.702775 0.59239271 0.043666879
ABCF3 NM_018358_bp1461_R AGCTAAAAAGCCTCTCAAGTGCAGAGTAAATCTCTTGAATTTACTCTGCACTTGAGAGGCGG Hs.361323 12127 -0.2806875 0.31518427 0.13296778 -0.788475 0.64203968 0.034196476
ABCF3 NM_018358_bp974_R AGCTAAAAAGGCAGAAATCTATGCCAAACTTCTCTTGAAAGTTTGGCATAGATTTCTGCCGG Hs.361323 1376 1.5521625 0.46381832 0.000998111 0.310325 0.63926486 0.31898458
ABCF3 NM_018358_bp974_R AGCTAAAAAGGCAGAAATCTATGCCAAACTTCTCTTGAAAGTTTGGCATAGATTTCTGCCGG Hs.361323 6752 1.5838125 0.49663661 0.001120315 0.092225 0.35204811 0.676168582
ABCF3 NM_018358_bp974_R AGCTAAAAAGGCAGAAATCTATGCCAAACTTCTCTTGAAAGTTTGGCATAGATTTCTGCCGG Hs.361323 12128 1.6139625 0.43768639 0.00069632 0.161125 0.37137687 0.487246033
ABCG1 NM_004915_bp1007_R AGCTAAAAAGTCTGCAATCTTGTGCCATATTCTCTTGAAATATGGCACAAGATTGCAGACGG Hs.124649 1374 2.6752625 0.75476487 0.000414173 0.894775 0.65134892 0.020382208
ABCG1 NM_004915_bp1007_R AGCTAAAAAGTCTGCAATCTTGTGCCATATTCTCTTGAAATATGGCACAAGATTGCAGACGG Hs.124649 6750 2.6575375 0.83495438 0.000639944 0.7954 0.76496502 0.046499122
ABCG1 NM_004915_bp1007_R AGCTAAAAAGTCTGCAATCTTGTGCCATATTCTCTTGAAATATGGCACAAGATTGCAGACGG Hs.124649 12126 2.7321375 0.6934102 0.000268749 0.652525 0.4779868 0.035629409
ABCG1 NM_004915_bp1098_R AGCTAAAAAGCGAGTACGGTGATCAGAACATCTCTTGAATGTTCTGATCACCGTACTCGCGG Hs.124649 1373 0.2327625 0.24341215 0.278565931 -0.079425 0.67817056 0.808485237
ABCG1 NM_004915_bp1098_R AGCTAAAAAGCGAGTACGGTGATCAGAACATCTCTTGAATGTTCTGATCACCGTACTCGCGG Hs.124649 6749 0.1529625 0.22701208 0.495355481 -0.128225 0.68341931 0.692948266
ABCG1 NM_004915_bp1098_R AGCTAAAAAGCGAGTACGGTGATCAGAACATCTCTTGAATGTTCTGATCACCGTACTCGCGG Hs.124649 12125 0.1684125 0.23315715 0.44626931 0.12635 0.58556808 0.651331487
ABCG1 NM_004915_bp437_R AGCTAAAAAGGTGAGTTGGTGGCCATTATGTCTCTTGAACATAATGGCCACCAACTCACCGG Hs.124649 2368 -0.309466667 0.25787761 0.151787831 0.10275 0.35319984 0.749014629
ABCG2 NM_004827_bp1710_R AGCTAAAAAGGCAGATGCCTTCTTCGTTATTCTCTTGAAATAACGAAGAAGGCATCTGCCGG Hs.480218 2366 -0.3210375 0.33349426 0.105859138 -0.13715 0.83407283 0.711223966
ABCG2 NM_004827_bp1710_R AGCTAAAAAGGCAGATGCCTTCTTCGTTATTCTCTTGAAATAACGAAGAAGGCATCTGCCGG Hs.480218 7742 -0.3805125 0.37871812 0.084514878 -0.1657 0.84472371 0.65671936
ABCG2 NM_004827_bp1710_R AGCTAAAAAGGCAGATGCCTTCTTCGTTATTCTCTTGAAATAACGAAGAAGGCATCTGCCGG Hs.480218 13118 -0.3957125 0.34741442 0.067158852 -0.25675 0.81435011 0.481851973
ABCG2 NM_004827_bp2097_R AGCTAAAAAGGCCTTGGCTTGTATGATTGTTCTCTTGAAACAATCATACAAGCCAAGGCCGG Hs.480218 1372 -0.4504875 0.50636379 0.092816251 0.371 0.22328235 0.105622005
ABCG2 NM_004827_bp2097_R AGCTAAAAAGGCCTTGGCTTGTATGATTGTTCTCTTGAAACAATCATACAAGCCAAGGCCGG Hs.480218 6748 -0.4861125 0.5232745 0.081652754 0.385625 0.27827217 0.106488948
ABCG2 NM_004827_bp2097_R AGCTAAAAAGGCCTTGGCTTGTATGATTGTTCTCTTGAAACAATCATACAAGCCAAGGCCGG Hs.480218 12124 -0.3838125 0.50045155 0.130941661 0.436075 0.24014441 0.069024182
ABCG2 NM_004827_bp936_R AGCTAAAAAGCCTCGATATTCCATCTTCAATCTCTTGAATTGAAGATGGAATATCGAGGCGG Hs.480218 2364 -0.4921625 0.22995662 0.019705286 -0.040725 0.57171417 0.895613184
ABCG2 NM_004827_bp936_R AGCTAAAAAGCCTCGATATTCCATCTTCAATCTCTTGAATTGAAGATGGAATATCGAGGCGG Hs.480218 7740 -0.6238875 0.09030039 0.004274094 0.0196 0.65673642 0.93886915
ABCG2 NM_004827_bp936_R AGCTAAAAAGCCTCGATATTCCATCTTCAATCTCTTGAATTGAAGATGGAATATCGAGGCGG Hs.480218 13116 -0.6667875 0.06436902 0.003044651 0.11685 0.48214657 0.641989125
ABCG4 NM_022169_bp1334_R AGCTAAAAAGCGCTATGGCTGAGAAGAAGATCTCTTGAATCTTCTTCTCAGCCATAGCGCGG Hs.126378 1371 1.0770625 0.40942889 0.003794814 0.6167 0.50606162 0.048545898
ABCG4 NM_022169_bp1334_R AGCTAAAAAGCGCTATGGCTGAGAAGAAGATCTCTTGAATCTTCTTCTCAGCCATAGCGCGG Hs.126378 6747 0.9995875 0.14299332 0.001008927 0.8596 0.44314594 0.010630427
ABCG4 NM_022169_bp1334_R AGCTAAAAAGCGCTATGGCTGAGAAGAAGATCTCTTGAATCTTCTTCTCAGCCATAGCGCGG Hs.126378 12123 1.2082625 0.25843542 0.000811784 0.693275 0.40614739 0.022529413
ABCG4 NM_022169_bp651_R AGCTAAAAAGGCTGGCAAGTCTACATTCATTCTCTTGAAATGAATGTAGACTTGCCAGCCGG Hs.126378 2362 -1.2381125 0.23490642 0.000459737 -0.1471 0.29489258 0.514377389
ABCG4 NM_022169_bp651_R AGCTAAAAAGGCTGGCAAGTCTACATTCATTCTCTTGAAATGAATGTAGACTTGCCAGCCGG Hs.126378 7738 -1.1721375 0.2046044 0.000485857 -0.15455 0.31868652 0.50157623
ABCG4 NM_022169_bp651_R AGCTAAAAAGGCTGGCAAGTCTACATTCATTCTCTTGAAATGAATGTAGACTTGCCAGCCGG Hs.126378 13114 -1.1830125 0.19897414 0.000449126 -0.172775 0.33254871 0.459109911
ABCG4 NM_022169_bp709_R AGCTAAAAAGGGCAGATCCTGGTTAATGGATCTCTTGAATCCATTAACCAGGATCTGCCCGG Hs.126378 1370 -0.1030875 0.34323881 0.481302821 0.511775 0.3957127 0.064712571
ABCG4 NM_022169_bp709_R AGCTAAAAAGGGCAGATCCTGGTTAATGGATCTCTTGAATCCATTAACCAGGATCTGCCCGG Hs.126378 6746 -0.1733375 0.34486657 0.306836776 0.507425 0.28113605 0.047547069
ABCG4 NM_022169_bp709_R AGCTAAAAAGGGCAGATCCTGGTTAATGGATCTCTTGAATCCATTAACCAGGATCTGCCCGG Hs.126378 12122 -0.1256875 0.27432771 0.372752302 0.478725 0.30542628 0.061592146
ABCG5 NM_022436_bp172_R AGCTAAAAAGGTCCATGGGTCTCCAAGTAATCTCTTGAATTACTTGGAGACCCATGGACCGG Hs.132992 1355 2.0491125 0.69304386 0.001048494 0.33005 1.18353779 0.489949392
ABCG5 NM_022436_bp172_R AGCTAAAAAGGTCCATGGGTCTCCAAGTAATCTCTTGAATTACTTGGAGACCCATGGACCGG Hs.132992 6731 2.0400625 0.71516414 0.001203984 0.314075 1.21322866 0.518550307
ABCG5 NM_022436_bp172_R AGCTAAAAAGGTCCATGGGTCTCCAAGTAATCTCTTGAATTACTTGGAGACCCATGGACCGG Hs.132992 12107 2.0592875 0.68243224 0.000967721 0.365425 1.21088621 0.455483382
ABCG5 NM_022436_bp2037_R AGCTAAAAAGCTCTTGTCATCCTAGGAATATCTCTTGAATATTCCTAGGATGACAAGAGCGG Hs.132992 1356 0.0545625 0.34952752 0.931433676 0.7275 0.29509179 0.012250905
ABCG5 NM_022436_bp2037_R AGCTAAAAAGCTCTTGTCATCCTAGGAATATCTCTTGAATATTCCTAGGATGACAAGAGCGG Hs.132992 6732 -0.3220125 0.39241993 0.130359078 0.45805 0.52289383 0.122887515
ABCG5 NM_022436_bp2037_R AGCTAAAAAGCTCTTGTCATCCTAGGAATATCTCTTGAATATTCCTAGGATGACAAGAGCGG Hs.132992 12108 -0.5214125 0.27931823 0.020972116 0.710275 0.68797208 0.055073804
ABCG5 NM_022436_bp375_R AGCTAAAAAGGGCAGATCATGTGCATCCTATCTCTTGAATAGGATGCACATGATCTGCCCGG Hs.132992 1369 -0.1539875 0.28832678 0.314264395 1.051275 0.36028282 0.002968157



ABCG5 NM_022436_bp375_R AGCTAAAAAGGGCAGATCATGTGCATCCTATCTCTTGAATAGGATGCACATGATCTGCCCGG Hs.132992 6745 -0.1750125 0.36649843 0.319670808 1.0231 0.3227171 0.00285021
ABCG5 NM_022436_bp375_R AGCTAAAAAGGGCAGATCATGTGCATCCTATCTCTTGAATAGGATGCACATGATCTGCCCGG Hs.132992 12121 -0.2423875 0.38398365 0.215671582 1.0464 0.35435443 0.002954735
ABCG8 NM_022437_bp155_R AGCTAAAAAGCCTCCAGGATAGATTGTTCTTCTCTTGAAAGAACAATCTATCCTGGAGGCGG Hs.413931 1354 -1.1566375 0.1403567 0.000362988 0.095225 0.16717213 0.621434224
ABCG8 NM_022437_bp155_R AGCTAAAAAGCCTCCAGGATAGATTGTTCTTCTCTTGAAAGAACAATCTATCCTGGAGGCGG Hs.413931 6730 -1.2500375 0.17796297 0.000309602 0.01805 0.10468026 0.909421825
ABCG8 NM_022437_bp155_R AGCTAAAAAGCCTCCAGGATAGATTGTTCTTCTCTTGAAAGAACAATCTATCCTGGAGGCGG Hs.413931 12106 -1.0806875 0.26129187 0.001009182 0.156975 0.14899824 0.422325281
ABCG8 NM_022437_bp2001_R AGCTAAAAAGTACCCTCTCTACGCCATCTATCTCTTGAATAGATGGCGTAGAGAGGGTACGG Hs.413931 2360 0.0050375 0.72452848 0.919925066 -1.431125 0.82866616 0.005673817
ABCG8 NM_022437_bp2001_R AGCTAAAAAGTACCCTCTCTACGCCATCTATCTCTTGAATAGATGGCGTAGAGAGGGTACGG Hs.413931 7736 -0.1177125 0.81806701 0.66837543 -1.329625 0.91866026 0.011248297
ABCG8 NM_022437_bp2001_R AGCTAAAAAGTACCCTCTCTACGCCATCTATCTCTTGAATAGATGGCGTAGAGAGGGTACGG Hs.413931 13112 -0.1149875 0.91172288 0.700908935 -0.8597 0.95572553 0.130220581
ABHD6 AK172797_bp1123_R AGCTAAAAAGTCCAGATACTCTCTCCATCATCTCTTGAATGATGGAGAGAGTATCTGGACGG Hs.476454 4205 0.104075 0.358122 0.652164852
ABHD6 AK172797_bp1123_R AGCTAAAAAGTCCAGATACTCTCTCCATCATCTCTTGAATGATGGAGAGAGTATCTGGACGG Hs.476454 9581 0.197675 0.32951927 0.390941988
ABHD6 AK172797_bp1123_R AGCTAAAAAGTCCAGATACTCTCTCCATCATCTCTTGAATGATGGAGAGAGTATCTGGACGG Hs.476454 14957 0.201125 0.26489266 0.358935752
ABHD6 AK172797_bp1171_R AGCTAAAAAGCAGATCATCTGGGGGAAACATCTCTTGAATGTTTCCCCCAGATGATCTGCGG Hs.476454 4203 0.4895625 0.36647096 0.051004614 0.558425 0.30181994 0.036401654
ABHD6 AK172797_bp1171_R AGCTAAAAAGCAGATCATCTGGGGGAAACATCTCTTGAATGTTTCCCCCAGATGATCTGCGG Hs.476454 9579 0.6721875 0.41246545 0.022008455 0.527525 0.27871344 0.04159323
ABHD6 AK172797_bp1171_R AGCTAAAAAGCAGATCATCTGGGGGAAACATCTCTTGAATGTTTCCCCCAGATGATCTGCGG Hs.476454 14955 0.7144375 0.59919556 0.043031365 0.6343 0.34856459 0.026426954
ABHD6 AK172797_bp1217_R AGCTAAAAAGCAGACATGTTGGCCAAGTCATCTCTTGAATGACTTGGCCAACATGTCTGCGG Hs.476454 4207 -0.0928125 0.19148888 0.5606345 -0.1566 0.4208322 0.526112276
ABHD6 AK172797_bp1217_R AGCTAAAAAGCAGACATGTTGGCCAAGTCATCTCTTGAATGACTTGGCCAACATGTCTGCGG Hs.476454 9583 0.0142125 0.27412272 0.935553878 -0.1648 0.38154864 0.490140425
ABHD6 AK172797_bp1217_R AGCTAAAAAGCAGACATGTTGGCCAAGTCATCTCTTGAATGACTTGGCCAACATGTCTGCGG Hs.476454 14959 0.0548875 0.19730644 0.729618288 -0.1324 0.39750947 0.58205089
ABL1 NM_005157_bp1201_R AGCTAAAAAGGTGGAAGAGTTCTTGAAAGATCTCTTGAATCTTTCAAGAACTCTTCCACCGG Hs.431048 377 0.319675 0.44485789 0.197392345 -2.046066667 2.75633329 0.177645595
ABL1 NM_005157_bp1201_R AGCTAAAAAGGTGGAAGAGTTCTTGAAAGATCTCTTGAATCTTTCAAGAACTCTTCCACCGG Hs.431048 5753 0.10945 0.71423339 0.734284872 -2.7187 3.93961804 0.200792174
ABL1 NM_005157_bp1201_R AGCTAAAAAGGTGGAAGAGTTCTTGAAAGATCTCTTGAATCTTTCAAGAACTCTTCCACCGG Hs.431048 11129 0.062925 0.67743895 0.837944916 -2.490266667 3.37440689 0.178509669
ABL1 NM_005157_bp1285_R AGCTAAAAAGGAGCCCCCGTTCTATATCATTCTCTTGAAATGATATAGAACGGGGGCTCCGG Hs.431048 378 -0.07675 0.84994826 0.83653351 1.499166667 0.80826757 0.023779067
ABL1 NM_005157_bp1285_R AGCTAAAAAGGAGCCCCCGTTCTATATCATTCTCTTGAAATGATATAGAACGGGGGCTCCGG Hs.431048 5754 -0.601825 1.80208094 0.434439618 0.875033333 0.68955471 0.073203186
ABL1 NM_005157_bp1285_R AGCTAAAAAGGAGCCCCCGTTCTATATCATTCTCTTGAAATGATATAGAACGGGGGCTCCGG Hs.431048 11130 -0.295725 0.9996619 0.500565901 1.360966667 1.03704658 0.056028948
ABL1 NM_005157_bp625_R AGCTAAAAAGCTCCGGGTCTTAGGCTATAATCTCTTGAATTATAGCCTAAGACCCGGAGCGG Hs.431048 5755 -1.760066667 1.42251651 0.043112634 -3.63685 2.08674282 0.044597993
ABL1 NM_005157_bp625_R AGCTAAAAAGCTCCGGGTCTTAGGCTATAATCTCTTGAATTATAGCCTAAGACCCGGAGCGG Hs.431048 11131 -1.802933333 1.46479515 0.043497662 -5.06305 4.08587511 0.087037346
ABL1 NM_005157_bp625_R AGCTAAAAAGCTCCGGGTCTTAGGCTATAATCTCTTGAATTATAGCCTAAGACCCGGAGCGG Hs.431048 379 -1.588825 1.51218321 0.094588367
ABL2 NM_007314_bp1535_R AGCTAAAAAGAGCCAAATTTCCTATTAAGTTCTCTTGAAACTTAATAGGAAATTTGGCTCGG Hs.159472 5782 0.700725 0.25919166 0.007787583 -0.4982 2.16726282 0.635236525
ABL2 NM_007314_bp1535_R AGCTAAAAAGAGCCAAATTTCCTATTAAGTTCTCTTGAAACTTAATAGGAAATTTGGCTCGG Hs.159472 11158 0.549933333 0.2395889 0.046448964 -0.284833333 2.07169956 0.774424133
ABL2 NM_007314_bp1535_R AGCTAAAAAGAGCCAAATTTCCTATTAAGTTCTCTTGAAACTTAATAGGAAATTTGGCTCGG Hs.159472 406 0.404025 0.06947324 0.187068448
ABL2 NM_007314_bp3686_R AGCTAAAAAGGACAAACCCTGTCCTTAATATCTCTTGAATATTAAGGACAGGGTTTGTCCGG Hs.159472 407 -0.526875 0.8435731 0.19334689 0.474433333 1.75371606 0.582123099
ABL2 NM_007314_bp3686_R AGCTAAAAAGGACAAACCCTGTCCTTAATATCTCTTGAATATTAAGGACAGGGTTTGTCCGG Hs.159472 5783 -0.471075 0.88904362 0.255724033 0.5118 1.66091183 0.534644563
ABL2 NM_007314_bp3686_R AGCTAAAAAGGACAAACCCTGTCCTTAATATCTCTTGAATATTAAGGACAGGGTTTGTCCGG Hs.159472 11159 -0.344075 0.9859845 0.431670723 0.497366667 1.58111436 0.52770796
ABLIM1 NM_002313_bp1060_R AGCTAAAAAGGAGAGGAAATGTATCTTCAATCTCTTGAATTGAAGATACATTTCCTCTCCGG Hs.438236 3368 -0.417525 0.40341495 0.094193252 -0.04 0.92492037 0.917656806
ABLIM1 NM_002313_bp1060_R AGCTAAAAAGGAGAGGAAATGTATCTTCAATCTCTTGAATTGAAGATACATTTCCTCTCCGG Hs.438236 8744 -0.581733333 0.2993401 0.04788939 0.0943 0.8498365 0.795604211
ABLIM1 NM_002313_bp1060_R AGCTAAAAAGGAGAGGAAATGTATCTTCAATCTCTTGAATTGAAGATACATTTCCTCTCCGG Hs.438236 14120 -0.614725 0.26291531 0.01339733 0.012325 0.67294604 0.968229537
ABLIM1 NM_002313_bp129_R AGCTAAAAAGGGGAAATTGTGCAGCTCTGATCTCTTGAATCAGAGCTGCACAATTTCCCCGG Hs.438236 3370 0.592175 0.32644297 0.021930681 0.987575 1.96044746 0.213597316
ABLIM1 NM_002313_bp129_R AGCTAAAAAGGGGAAATTGTGCAGCTCTGATCTCTTGAATCAGAGCTGCACAATTTCCCCGG Hs.438236 8746 0.6232 0.2247184 0.01025936 0.79805 1.61785017 0.228138195
ABLIM1 NM_002313_bp129_R AGCTAAAAAGGGGAAATTGTGCAGCTCTGATCTCTTGAATCAGAGCTGCACAATTTCCCCGG Hs.438236 14122 0.3372 0.11305135 0.056371789 0.19385 0.90994404 0.615711398
ABLIM1 NM_002313_bp2220_R AGCTAAAAAGCCCAACATGTTGGAACCAAATCTCTTGAATTTGGTTCCAACATGTTGGGCGG Hs.438236 3366 -0.384825 0.25413111 0.06385162 -0.448125 0.64487856 0.171586473
ABLIM1 NM_002313_bp2220_R AGCTAAAAAGCCCAACATGTTGGAACCAAATCTCTTGAATTTGGTTCCAACATGTTGGGCGG Hs.438236 8742 -0.580575 0.11009845 0.007927322 -0.329475 0.58838042 0.273894203
ABLIM1 NM_002313_bp2220_R AGCTAAAAAGCCCAACATGTTGGAACCAAATCTCTTGAATTTGGTTCCAACATGTTGGGCGG Hs.438236 14118 -0.38075 0.26682935 0.069484722 -0.11875 0.66110852 0.699833237
ABTB2 AK095632_bp2036_R AGCTAAAAAGCAGCTCATGTTCGACATCCTTCTCTTGAAAGGATGTCGAACATGAGCTGCGG Hs.23361 3952 -0.1591125 0.42292023 0.479706532 0.617375 0.46496962 0.043521325
ABTB2 AK095632_bp2036_R AGCTAAAAAGCAGCTCATGTTCGACATCCTTCTCTTGAAAGGATGTCGAACATGAGCTGCGG Hs.23361 9328 0.3017625 0.70693349 0.364019276 0.719475 0.35235984 0.016206093
ABTB2 AK095632_bp2036_R AGCTAAAAAGCAGCTCATGTTCGACATCCTTCTCTTGAAAGGATGTCGAACATGAGCTGCGG Hs.23361 14704 0.0306125 0.46633264 0.895644581 0.318575 0.76581455 0.362295722
ABTB2 AK095632_bp2372_R AGCTAAAAAGATGATGCAGTATCTGTACTATCTCTTGAATAGTACAGATACTGCATCATCGG Hs.23361 3954 0.9044625 0.07747184 0.001024943 0.44505 0.12459991 0.052649107
ABTB2 AK095632_bp2372_R AGCTAAAAAGATGATGCAGTATCTGTACTATCTCTTGAATAGTACAGATACTGCATCATCGG Hs.23361 9330 0.8451875 0.06417716 0.001346751 0.320075 0.35768427 0.194491883
ABTB2 AK095632_bp2372_R AGCTAAAAAGATGATGCAGTATCTGTACTATCTCTTGAATAGTACAGATACTGCATCATCGG Hs.23361 14706 0.9035625 0.04443485 0.000950495 0.30875 0.71141865 0.354108808
ABTB2 AK095632_bp893_R AGCTAAAAAGAGAATGACCTTGAACAATGATCTCTTGAATCATTGTTCAAGGTCATTCTCGG Hs.23361 3956 3.070266667 0.46217012 0.000253084 0.5144 0.24407331 0.041293993
ABTB2 AK095632_bp893_R AGCTAAAAAGAGAATGACCTTGAACAATGATCTCTTGAATCATTGTTCAAGGTCATTCTCGG Hs.23361 9332 2.877733333 0.28468545 0.00014085 0.56705 0.32981555 0.037593902
ABTB2 AK095632_bp893_R AGCTAAAAAGAGAATGACCTTGAACAATGATCTCTTGAATCATTGTTCAAGGTCATTCTCGG Hs.23361 14708 1.6092625 0.57298412 0.001494274 0.4689 0.14500591 0.045661815
ACTL6A NM_178042_bp369_R AGCTAAAAAGGAAGCACATTAATGGAAATATCTCTTGAATATTTCCATTAATGTGCTTCCGG Hs.435326 2538 -0.140625 0.56937223 0.760295944 -0.0193875 0.71843972 0.942522129
ACTL6A NM_178042_bp369_R AGCTAAAAAGGAAGCACATTAATGGAAATATCTCTTGAATATTTCCATTAATGTGCTTCCGG Hs.435326 7914 -0.167525 0.58788538 0.694754819 0.0141875 0.71471588 0.860372887
ACTL6A NM_178042_bp369_R AGCTAAAAAGGAAGCACATTAATGGAAATATCTCTTGAATATTTCCATTAATGTGCTTCCGG Hs.435326 13290 -0.17715 0.59489345 0.673553375 -0.1397875 0.89811196 0.799372176
ACTL6A NM_178042_bp467_R AGCTAAAAAGGAGGCCATTTCACCTCTAAATCTCTTGAATTTAGAGGTGAAATGGCCTCCGG Hs.435326 2536 0.1249 0.51438723 0.480421511 0.4185875 0.95257956 0.267811843
ACTL6A NM_178042_bp467_R AGCTAAAAAGGAGGCCATTTCACCTCTAAATCTCTTGAATTTAGAGGTGAAATGGCCTCCGG Hs.435326 7912 0.0336 0.51468064 0.719521084 0.4095125 0.92618309 0.267243508
ACTL6A NM_178042_bp467_R AGCTAAAAAGGAGGCCATTTCACCTCTAAATCTCTTGAATTTAGAGGTGAAATGGCCTCCGG Hs.435326 13288 0.053225 0.48078617 0.649528691 0.4141625 0.87783502 0.24573689
ACTL6A NM_178042_bp739_R AGCTAAAAAGAGCCACTCATACCACTGCAATCTCTTGAATTGCAGTGGTATGAGTGGCTCGG Hs.435326 7916 0.6869 0.55988495 0.028707704 -0.0748625 0.77629199 0.925466621
ACTL6A NM_178042_bp739_R AGCTAAAAAGAGCCACTCATACCACTGCAATCTCTTGAATTGCAGTGGTATGAGTGGCTCGG Hs.435326 13292 0.6164 0.55100548 0.038073736 -0.1095625 0.81982129 0.85141839
ACTL6A NM_178042_bp739_R AGCTAAAAAGAGCCACTCATACCACTGCAATCTCTTGAATTGCAGTGGTATGAGTGGCTCGG Hs.435326 2540 0.7756 0.85759663 0.061763401 -0.363675 0.59287368 0.438975127
ACVR1 NM_001105_bp524_R AGCTAAAAAGGCTTCCACGTCTACCAGAAATCTCTTGAATTTCTGGTAGACGTGGAAGCCGG Hs.470316 169 0.425275 0.68129844 0.206811622 0.0507625 0.17905117 0.747570131
ACVR1 NM_001105_bp524_R AGCTAAAAAGGCTTCCACGTCTACCAGAAATCTCTTGAATTTCTGGTAGACGTGGAAGCCGG Hs.470316 5545 0.44125 0.67737023 0.191115984 -0.0029875 0.11594472 0.983591177
ACVR1 NM_001105_bp524_R AGCTAAAAAGGCTTCCACGTCTACCAGAAATCTCTTGAATTTCTGGTAGACGTGGAAGCCGG Hs.470316 10921 0.410675 0.61605297 0.190001982 -0.0392375 0.20148158 0.808964242
ACVR1 NM_001105_bp713_R AGCTAAAAAGGCCTCATTATTCTCTCTGTATCTCTTGAATACAGAGAGAATAATGAGGCCGG Hs.470316 170 -0.29235 0.15512757 0.095379725 0.2740125 0.11185528 0.108070449
ACVR1 NM_001105_bp713_R AGCTAAAAAGGCCTCATTATTCTCTCTGTATCTCTTGAATACAGAGAGAATAATGAGGCCGG Hs.470316 5546 -0.169925 0.19554209 0.307960975 0.2737875 0.12704444 0.11251258
ACVR1 NM_001105_bp713_R AGCTAAAAAGGCCTCATTATTCTCTCTGTATCTCTTGAATACAGAGAGAATAATGAGGCCGG Hs.470316 10922 -0.175525 0.22166553 0.309098723 0.2930375 0.0942908 0.087617729
ACVR1 NM_001105_bp869_R AGCTAAAAAGACAGCACTTTAGCAGATTTATCTCTTGAATAAATCTGCTAAAGTGCTGTCGG Hs.470316 171 -1.3233 1.69139942 0.166195883 -0.4734625 0.18313657 0.028613418
ACVR1 NM_001105_bp869_R AGCTAAAAAGACAGCACTTTAGCAGATTTATCTCTTGAATAAATCTGCTAAAGTGCTGTCGG Hs.470316 5547 -0.048 -0.1956 0.01400071 0.493476387
ACVR1 NM_001105_bp869_R AGCTAAAAAGACAGCACTTTAGCAGATTTATCTCTTGAATAAATCTGCTAAAGTGCTGTCGG Hs.470316 10923 -1.17405 1.49687435 0.169794299 -0.4039125 0.24178001 0.060910667
ACVR1B NM_004302_bp1323_R AGCTAAAAAGCTGCCATATTACGACTTAGTTCTCTTGAAACTAAGTCGTAATATGGCAGCGG Hs.438918 254 -1.285025 0.21216739 0.014268923
ACVR1B NM_004302_bp1323_R AGCTAAAAAGCTGCCATATTACGACTTAGTTCTCTTGAAACTAAGTCGTAATATGGCAGCGG Hs.438918 5630 -1.145975 0.57390606 0.006580813 0.4514 1.21273661 0.468277143
ACVR1B NM_004302_bp1323_R AGCTAAAAAGCTGCCATATTACGACTTAGTTCTCTTGAAACTAAGTCGTAATATGGCAGCGG Hs.438918 11006 -1.516825 0.89632987 0.009290513 0.572466667 1.05262161 0.315762334
ACVR1B NM_004302_bp1351_R AGCTAAAAAGACCCTTCCATTGAGGAAATGTCTCTTGAACATTTCCTCAATGGAAGGGTCGG Hs.438918 255 -2.1569 0.89894485 0.015595694
ACVR1B NM_004302_bp1351_R AGCTAAAAAGACCCTTCCATTGAGGAAATGTCTCTTGAACATTTCCTCAATGGAAGGGTCGG Hs.438918 5631 -2.174975 2.55809952 0.080917023 -3.643033333 3.57966052 0.090790487
ACVR1B NM_004302_bp1351_R AGCTAAAAAGACCCTTCCATTGAGGAAATGTCTCTTGAACATTTCCTCAATGGAAGGGTCGG Hs.438918 11007 -4.32215 5.89776956 0.116849558 -3.573833333 3.73719764 0.104626882
ACVR1C NM_145259_bp1070_R AGCTAAAAAGCTCCTTATATGACTATTTGATCTCTTGAATCAAATAGTCATATAAGGAGCGG Hs.352338 2179 -0.0484 0.30007878 0.791703151 -0.410725 0.12674779 0.036142341
ACVR1C NM_145259_bp1070_R AGCTAAAAAGCTCCTTATATGACTATTTGATCTCTTGAATCAAATAGTCATATAAGGAGCGG Hs.352338 7555 -0.16065 0.56512221 0.554666475 -0.334375 0.7386357 0.359731757
ACVR1C NM_145259_bp1070_R AGCTAAAAAGCTCCTTATATGACTATTTGATCTCTTGAATCAAATAGTCATATAAGGAGCGG Hs.352338 12931 0.5917 0.60443488 0.180523499 -0.664775 1.19366085 0.250481461
ACVR1C NM_145259_bp1479_R AGCTAAAAAGGAGTACCAATTGCCTTATTATCTCTTGAATAATAAGGCAATTGGTACTCCGG Hs.352338 711 -0.1912 0.36304702 0.362332203 0.23035 0.377173 0.308926988
ACVR1C NM_145259_bp1479_R AGCTAAAAAGGAGTACCAATTGCCTTATTATCTCTTGAATAATAAGGCAATTGGTACTCCGG Hs.352338 6087 -0.230075 0.40292019 0.307202873 0.355175 0.37568679 0.143146925
ACVR1C NM_145259_bp1479_R AGCTAAAAAGGAGTACCAATTGCCTTATTATCTCTTGAATAATAAGGCAATTGGTACTCCGG Hs.352338 11463 -0.184725 0.30683958 0.34060368 0.40575 0.32328652 0.085353772
ACVR1C NM_145259_bp1658_R AGCTAAAAAGCCTAACTGCTCTTCGTATTATCTCTTGAATAATACGAAGAGCAGTTAGGCGG Hs.352338 2181 0.19755 0.30924507 0.312852963 0.763725 0.42485599 0.019912375
ACVR1C NM_145259_bp1658_R AGCTAAAAAGCCTAACTGCTCTTCGTATTATCTCTTGAATAATACGAAGAGCAGTTAGGCGG Hs.352338 7557 0.6574 0.68158712 0.075114508 0.824675 0.46751188 0.019020908
ACVR1C NM_145259_bp1658_R AGCTAAAAAGCCTAACTGCTCTTCGTATTATCTCTTGAATAATACGAAGAGCAGTTAGGCGG Hs.352338 12933 0.383525 0.4427041 0.133691176 1.111175 0.3409907 0.002925534
ACVR2 NM_001616_bp1052_R AGCTAAAAAGCTAGAGGATTGGCATATTTATCTCTTGAATAAATATGCCAATCCTCTAGCGG Hs.470171 1605 0.421 0.73336729 0.234511157 0.1488625 0.65912568 0.641384415
ACVR2 NM_001616_bp1052_R AGCTAAAAAGCTAGAGGATTGGCATATTTATCTCTTGAATAAATATGCCAATCCTCTAGCGG Hs.470171 6981 0.377725 0.74167162 0.283502926 0.1727125 0.64716887 0.585241415
ACVR2 NM_001616_bp1052_R AGCTAAAAAGCTAGAGGATTGGCATATTTATCTCTTGAATAAATATGCCAATCCTCTAGCGG Hs.470171 12357 0.3384 0.77764838 0.348473384 0.1247875 0.60126684 0.673624017
ACVR2 NM_001616_bp1577_R AGCTAAAAAGCTGGATGTGTAGGTGAAAGATCTCTTGAATCTTTCACCTACACATCCAGCGG Hs.470171 63 -0.047825 0.0676401 0.731780285 0.0084125 0.18391334 0.957484852
ACVR2 NM_001616_bp1577_R AGCTAAAAAGCTGGATGTGTAGGTGAAAGATCTCTTGAATCTTTCACCTACACATCCAGCGG Hs.470171 5439 0.0254 0.13336774 0.862388578 0.1150375 0.27281901 0.53292537
ACVR2 NM_001616_bp1577_R AGCTAAAAAGCTGGATGTGTAGGTGAAAGATCTCTTGAATCTTTCACCTACACATCCAGCGG Hs.470171 10815 0.099575 0.18060045 0.528083373 0.1992875 0.39389128 0.382870716
ACVR2 NM_001616_bp788_R AGCTAAAAAGCCCAGTTGCTTAACGAATATTCTCTTGAAATATTCGTTAAGCAACTGGGCGG Hs.470171 64 0.00265 0.29818693 0.992653878 -0.5724375 0.79338881 0.168093534
ACVR2 NM_001616_bp788_R AGCTAAAAAGCCCAGTTGCTTAACGAATATTCTCTTGAAATATTCGTTAAGCAACTGGGCGG Hs.470171 5440 0.053 0.34209826 0.85887997 -0.5648125 0.80818349 0.178272567
ACVR2 NM_001616_bp788_R AGCTAAAAAGCCCAGTTGCTTAACGAATATTCTCTTGAAATATTCGTTAAGCAACTGGGCGG Hs.470171 10816 0.1203 0.38933299 0.700445283 -0.5687875 0.66563763 0.123749661
ACVR2B NM_001106_bp1314_R AGCTAAAAAGGCCCACCATTAAAGATCACTTCTCTTGAAAGTGATCTTTAATGGTGGGCCGG Hs.517775 1543 -0.19085 0.36714471 0.365819378 0.0322125 0.26012082 0.855567105
ACVR2B NM_001106_bp1314_R AGCTAAAAAGGCCCACCATTAAAGATCACTTCTCTTGAAAGTGATCTTTAATGGTGGGCCGG Hs.517775 6919 -0.1956 0.4171451 0.387417108 0.0069375 0.1948919 0.965464473
ACVR2B NM_001106_bp1314_R AGCTAAAAAGGCCCACCATTAAAGATCACTTCTCTTGAAAGTGATCTTTAATGGTGGGCCGG Hs.517775 12295 -0.115525 0.39243842 0.587358175 -0.0212625 0.13145076 0.885671023
ACVR2B NM_001106_bp234_R AGCTAAAAAGCTGGCTAGATGACTTCAACTTCTCTTGAAAGTTGAAGTCATCTAGCCAGCGG Hs.517775 172 0.363233333 0.76671334 0.362847246 -0.2179125 0.09365458 0.172841525
ACVR2B NM_001106_bp234_R AGCTAAAAAGCTGGCTAGATGACTTCAACTTCTCTTGAAAGTTGAAGTCATCTAGCCAGCGG Hs.517775 5548 0.3023 0.43034519 0.378895322 -0.0037625 0.22344111 0.982026435
ACVR2B NM_001106_bp234_R AGCTAAAAAGCTGGCTAGATGACTTCAACTTCTCTTGAAAGTTGAAGTCATCTAGCCAGCGG Hs.517775 10924 0.421466667 0.66355338 0.25507094 -0.2544875 0.11960342 0.130929887
ACVR2B NM_001106_bp79_R AGCTAAAAAGACACGGGAGTGCATCTACTATCTCTTGAATAGTAGATGCACTCCCGTGTCGG Hs.517775 10925 1.4281 2.42141646 0.253217554 3.3142 6.56888313 0.321303662
ACVR2B NM_001106_bp79_R AGCTAAAAAGACACGGGAGTGCATCTACTATCTCTTGAATAGTAGATGCACTCCCGTGTCGG Hs.517775 173 -0.5258 0.27039763 0.136175601 1.682566667 3.57571624 0.352185071
ACVR2B NM_001106_bp79_R AGCTAAAAAGACACGGGAGTGCATCTACTATCTCTTGAATAGTAGATGCACTCCCGTGTCGG Hs.517775 5549 -0.2054 1.5782 3.5987222 0.381873083
ACVRL1 NM_000020_bp1006_R AGCTAAAAAGAGACTGAGATCTATAACACATCTCTTGAATGTGTTATAGATCTCAGTCTCGG 60
ACVRL1 NM_000020_bp1006_R AGCTAAAAAGAGACTGAGATCTATAACACATCTCTTGAATGTGTTATAGATCTCAGTCTCGG 5436
ACVRL1 NM_000020_bp757_R AGCTAAAAAGAGTCCAGTCTCATCCTGAAATCTCTTGAATTTCAGGATGAGACTGGACTCGG Hs.410104 1539 -0.8315 0.33749533 0.006202345 0.1332875 0.36230223 0.530516696
ACVRL1 NM_000020_bp757_R AGCTAAAAAGAGTCCAGTCTCATCCTGAAATCTCTTGAATTTCAGGATGAGACTGGACTCGG Hs.410104 6915 -0.816025 0.34151244 0.006873856 0.1229625 0.38897406 0.576920902
ACVRL1 NM_000020_bp757_R AGCTAAAAAGAGTCCAGTCTCATCCTGAAATCTCTTGAATTTCAGGATGAGACTGGACTCGG Hs.410104 12291 -0.74245 0.29495284 0.007619011 0.1954625 0.34709033 0.359526885
ADAM12 NM_003474_bp2237_R AGCTAAAAAGCCTGAATCGTCAATGTCAAATCTCTTGAATTTGACATTGACGATTCAGGCGG Hs.386283 1351 0.7003375 0.37042847 0.018304062 0.081225 0.4554333 0.73676195
ADAM12 NM_003474_bp2237_R AGCTAAAAAGCCTGAATCGTCAATGTCAAATCTCTTGAATTTGACATTGACGATTCAGGCGG Hs.386283 6727 0.6059375 0.42216521 0.040819379 0.238725 0.61764778 0.423140557
ADAM12 NM_003474_bp2237_R AGCTAAAAAGCCTGAATCGTCAATGTCAAATCTCTTGAATTTGACATTGACGATTCAGGCGG Hs.386283 12103 0.7740625 0.38301653 0.013170078 0.036975 0.29388478 0.851545704
ADAM12 NM_003474_bp2470_R AGCTAAAAAGCTGCCGGATTTGTGGTTTATTCTCTTGAAATAAACCACAAATCCGGCAGCGG Hs.386283 2356 -0.4344875 0.20654331 0.0265281 -0.0628 0.91524808 0.877732497
ADAM12 NM_003474_bp2470_R AGCTAAAAAGCTGCCGGATTTGTGGTTTATTCTCTTGAAATAAACCACAAATCCGGCAGCGG Hs.386283 7732 -0.4199125 0.20128011 0.028915699 0.393025 0.59328849 0.19795
ADAM12 NM_003474_bp2470_R AGCTAAAAAGCTGCCGGATTTGTGGTTTATTCTCTTGAAATAAACCACAAATCCGGCAGCGG Hs.386283 13108 -0.5264625 0.10766471 0.008796661 -0.246775 0.99902045 0.559468171
ADAM12 NM_003474_bp731_R AGCTAAAAAGGGGACTTATTGTGTTTGAAATCTCTTGAATTTCAAACACAATAAGTCCCCGG Hs.386283 6726 0.367866667 0.0811383 0.124603635 -0.1536 0.32995358 0.51029229
ADAM12 NM_003474_bp731_R AGCTAAAAAGGGGACTTATTGTGTTTGAAATCTCTTGAATTTCAAACACAATAAGTCCCCGG Hs.386283 12102 0.3287875 0.15355974 0.096046013 -0.3655 0.35941223 0.151285249
ADAM12 NM_003474_bp731_R AGCTAAAAAGGGGACTTATTGTGTTTGAAATCTCTTGAATTTCAAACACAATAAGTCCCCGG Hs.386283 1350 0.4066 0.21269234 0.12194715 -0.0045 0.24090357 0.996043101
ADAM8 NM_001109_bp1590_R AGCTAAAAAGGAGTCCTGCTTCTCCTATGATCTCTTGAATCATAGGAGAAGCAGGACTCCGG Hs.501574 1353 0.4789125 0.4405122 0.093195396 -0.06435 0.70368554 0.849671654
ADAM8 NM_001109_bp1590_R AGCTAAAAAGGAGTCCTGCTTCTCCTATGATCTCTTGAATCATAGGAGAAGCAGGACTCCGG Hs.501574 6729 0.4192125 0.44076807 0.133479537 -0.068775 0.62943967 0.827394698
ADAM8 NM_001109_bp1590_R AGCTAAAAAGGAGTCCTGCTTCTCCTATGATCTCTTGAATCATAGGAGAAGCAGGACTCCGG Hs.501574 12105 0.3264875 0.41858401 0.220375137 -0.02345 0.60596707 0.946125189
ADAM8 NM_001109_bp312_R AGCTAAAAAGCAGGACCACTGCTTATACCATCTCTTGAATGGTATAAGCAGTGGTCCTGCGG Hs.501574 2358 0.0207875 0.53703497 0.947869157 -1.009375 0.5105596 0.007171493
ADAM8 NM_001109_bp312_R AGCTAAAAAGCAGGACCACTGCTTATACCATCTCTTGAATGGTATAAGCAGTGGTCCTGCGG Hs.501574 7734 0.1463875 0.58108045 0.6930013 -0.950225 0.46569325 0.007793326
ADAM8 NM_001109_bp312_R AGCTAAAAAGCAGGACCACTGCTTATACCATCTCTTGAATGGTATAAGCAGTGGTCCTGCGG Hs.501574 13110 0.0342375 0.65460295 0.990905271 -1.064525 0.44969888 0.004234686
ADAM8 NM_001109_bp751_R AGCTAAAAAGGCCTGGAGATTTGGAATAGTTCTCTTGAAACTATTCCAAATCTCCAGGCCGG Hs.501574 1352 -0.0992375 0.31037294 0.473409945 0.038175 0.58713164 0.883085267
ADAM8 NM_001109_bp751_R AGCTAAAAAGGCCTGGAGATTTGGAATAGTTCTCTTGAAACTATTCCAAATCTCCAGGCCGG Hs.501574 6728 -0.4801375 0.27604263 0.027301022 -0.025775 0.42029164 0.927944696
ADAM8 NM_001109_bp751_R AGCTAAAAAGGCCTGGAGATTTGGAATAGTTCTCTTGAAACTATTCCAAATCTCCAGGCCGG Hs.501574 12104 -0.6690875 0.28306027 0.008740903 -0.00995 0.48565037 0.98095897
ADAR NM_001111_bp1422_R AGCTAAAAAGGCAGGAACCTGTCATAAAGTTCTCTTGAAACTTTATGACAGGTTCCTGCCGG Hs.12341 1349 2.4224625 0.92890124 0.001516192 1.23115 0.54030685 0.003039937
ADAR NM_001111_bp1422_R AGCTAAAAAGGCAGGAACCTGTCATAAAGTTCTCTTGAAACTTTATGACAGGTTCCTGCCGG Hs.12341 6725 2.7496625 0.89351526 0.000717232 1.2555 0.66408304 0.012100246
ADAR NM_001111_bp1422_R AGCTAAAAAGGCAGGAACCTGTCATAAAGTTCTCTTGAAACTTTATGACAGGTTCCTGCCGG Hs.12341 12101 2.7508625 0.87359827 0.000651331 1.2949 0.52883272 0.002215182
ADAR NM_001111_bp3358_R AGCTAAAAAGCAGCCCATTTATCTCAAATCTCTCTTGAAGATTTGAGATAAATGGGCTGCGG Hs.12341 1348 1.2469875 1.03480439 0.03482351 1.31875 0.44993726 0.001405568
ADAR NM_001111_bp3358_R AGCTAAAAAGCAGCCCATTTATCTCAAATCTCTCTTGAAGATTTGAGATAAATGGGCTGCGG Hs.12341 6724 1.1880625 1.03753873 0.04141903 1.35095 0.48661583 0.001502895
ADAR NM_001111_bp3358_R AGCTAAAAAGCAGCCCATTTATCTCAAATCTCTCTTGAAGATTTGAGATAAATGGGCTGCGG Hs.12341 12100 1.1681625 1.11005933 0.053173948 1.3117 0.37314236 0.000992512
ADAR NM_001111_bp3503_R AGCTAAAAAGTTGGCAGAGTCAGCATATATTCTCTTGAAATATATGCTGACTCTGCCAACGG Hs.12341 2354 4.37065 0.89188772 0.000403243 1.690075 0.5819121 0.000750768
ADAR NM_001111_bp3503_R AGCTAAAAAGTTGGCAGAGTCAGCATATATTCTCTTGAAATATATGCTGACTCTGCCAACGG Hs.12341 7730 4.133116667 0.76032548 0.00030427 1.6973 0.54658764 0.000606374
ADAR NM_001111_bp3503_R AGCTAAAAAGTTGGCAGAGTCAGCATATATTCTCTTGAAATATATGCTGACTCTGCCAACGG Hs.12341 13106 4.286783333 0.8884145 0.000429143 1.73975 0.63218121 0.000835346
ADCK1 NM_020421_bp103_R AGCTAAAAAGCCTCTGGCATCTACTTCTACTCTCTTGAAGTAGAAGTAGATGCCAGAGGCGG Hs.413208 626 -0.325366667 0.2623455 0.17571601 -0.486625 0.51023443 0.110190896
ADCK1 NM_020421_bp103_R AGCTAAAAAGCCTCTGGCATCTACTTCTACTCTCTTGAAGTAGAAGTAGATGCCAGAGGCGG Hs.413208 6002 -0.1701 0.23386107 0.425911884 0.237933333 0.41912606 0.400663315
ADCK1 NM_020421_bp103_R AGCTAAAAAGCCTCTGGCATCTACTTCTACTCTCTTGAAGTAGAAGTAGATGCCAGAGGCGG Hs.413208 11378 -0.1223 0.30747982 0.589194837 0.271 0.47989779 0.305739823
ADCK1 NM_020421_bp1335_R AGCTAAAAAGCTGCTCATCTTGAAGACCAATCTCTTGAATTGGTCTTCAAGATGAGCAGCGG Hs.413208 627 -0.221875 0.10571343 0.162615615 -0.202175 0.33873553 0.339151171
ADCK1 NM_020421_bp1335_R AGCTAAAAAGCTGCTCATCTTGAAGACCAATCTCTTGAATTGGTCTTCAAGATGAGCAGCGG Hs.413208 6003 0.16485 0.14857316 0.296450912 0.455075 0.4396618 0.100913954
ADCK1 NM_020421_bp1335_R AGCTAAAAAGCTGCTCATCTTGAAGACCAATCTCTTGAATTGGTCTTCAAGATGAGCAGCGG Hs.413208 11379 0.18785 0.11367816 0.227301453 0.463625 0.40506956 0.084139072



ADCK1 NM_020421_bp857_R AGCTAAAAAGGCAGGTCAATGACAGAGACTTCTCTTGAAAGTCTCTGTCATTGACCTGCCGG Hs.413208 628 -0.204725 0.28878082 0.284383389 -0.254233333 0.2168079 0.26878344
ADCK1 NM_020421_bp857_R AGCTAAAAAGGCAGGTCAATGACAGAGACTTCTCTTGAAAGTCTCTGTCATTGACCTGCCGG Hs.413208 6004 -0.018475 0.24146288 0.912286736 -0.0635 0.02630912 0.729318009
ADCK1 NM_020421_bp857_R AGCTAAAAAGGCAGGTCAATGACAGAGACTTCTCTTGAAAGTCTCTGTCATTGACCTGCCGG Hs.413208 11380 -0.00485 0.37705105 0.98110596 0.264266667 0.03386596 0.204224314
ADCK2 NM_052853_bp1878_R AGCTAAAAAGCCTTCTCTCTAGTGTCTTTATCTCTTGAATAAAGACACTAGAGAGAAGGCGG Hs.534141 2071 -0.179825 0.42935107 0.431747343 -1.1754 0.45321604 0.004663986
ADCK2 NM_052853_bp1878_R AGCTAAAAAGCCTTCTCTCTAGTGTCTTTATCTCTTGAATAAAGACACTAGAGAGAAGGCGG Hs.534141 7447 -0.492525 0.47279197 0.07898528 -0.813275 0.30744549 0.008114436
ADCK2 NM_052853_bp1878_R AGCTAAAAAGCCTTCTCTCTAGTGTCTTTATCTCTTGAATAAAGACACTAGAGAGAAGGCGG Hs.534141 12823 1.39975 2.17548558 0.160781722 -0.70525 0.56090126 0.048702952
ADCK2 NM_052853_bp488_R AGCTAAAAAGGCGCTCTGTTGGTGAAATTCTCTCTTGAAGAATTTCACCAACAGAGCGCCGG Hs.534141 2073 0.2566 0.4483057 0.452558033 1.1516 1.02728473 0.131749487
ADCK2 NM_052853_bp488_R AGCTAAAAAGGCGCTCTGTTGGTGAAATTCTCTCTTGAAGAATTTCACCAACAGAGCGCCGG Hs.534141 12825 0.22935 1.13950258 0.689140947 -0.640633333 0.96735745 0.241373164
ADCK2 NM_052853_bp488_R AGCTAAAAAGGCGCTCTGTTGGTGAAATTCTCTCTTGAAGAATTTCACCAACAGAGCGCCGG Hs.534141 7449 -0.1591 0.78757553 0.716023541 -1.6919
ADCK2 NM_052853_bp811_R AGCTAAAAAGGCCCAGGTGTACAAAGCATATCTCTTGAATATGCTTTGTACACCTGGGCCGG Hs.534141 2075 0.385933333 1.04556059 0.446251162 -0.201525 1.14319933 0.696432587
ADCK2 NM_052853_bp811_R AGCTAAAAAGGCCCAGGTGTACAAAGCATATCTCTTGAATATGCTTTGTACACCTGGGCCGG Hs.534141 7451 0.301366667 0.97208097 0.521684813 0.305566667 1.16718873 0.603743029
ADCK2 NM_052853_bp811_R AGCTAAAAAGGCCCAGGTGTACAAAGCATATCTCTTGAATATGCTTTGTACACCTGGGCCGG Hs.534141 12827 0.471133333 1.07163098 0.370305366 0.266366667 1.17726603 0.651741731
ADCK4 NM_024876_bp1183_R AGCTAAAAAGCTGTTTGAGTTCCGATTCATTCTCTTGAAATGAATCGGAACTCAAACAGCGG Hs.130712 701 -0.8352 0.44832262 0.027729868 -0.591475 0.50008572 0.063591091
ADCK4 NM_024876_bp1183_R AGCTAAAAAGCTGTTTGAGTTCCGATTCATTCTCTTGAAATGAATCGGAACTCAAACAGCGG Hs.130712 6077 -0.29945 0.03613316 0.294120681 -0.275225 0.51442034 0.320310522
ADCK4 NM_024876_bp1183_R AGCTAAAAAGCTGTTTGAGTTCCGATTCATTCTCTTGAAATGAATCGGAACTCAAACAGCGG Hs.130712 11453 -0.2057 0.09729789 0.452701105 -0.2735 0.53324908 0.33439601
ADCK4 NM_024876_bp530_R AGCTAAAAAGAGCGGATTGTGCAGACCTTATCTCTTGAATAAGGTCTGCACAATCCGCTCGG Hs.130712 1925 -0.0786 0.44080667 0.764511611 -0.14175 0.70689465 0.750794221
ADCK4 NM_024876_bp530_R AGCTAAAAAGAGCGGATTGTGCAGACCTTATCTCTTGAATAAGGTCTGCACAATCCGCTCGG Hs.130712 7301 0.1803 0.49341911 0.601262714 -0.1751 0.77909025 0.713688617
ADCK4 NM_024876_bp530_R AGCTAAAAAGAGCGGATTGTGCAGACCTTATCTCTTGAATAAGGTCTGCACAATCCGCTCGG Hs.130712 12677 -0.30785 0.89800106 0.443817533 -1.444525 3.02397314 0.302598315
ADCK5 NM_174922_bp66_R AGCTAAAAAGGTGCAGCTCTGTCATTTCCATCTCTTGAATGGAAATGACAGAGCTGCACCGG Hs.283374 759 -0.9137 0.67126717 0.033818792
ADCK5 NM_174922_bp66_R AGCTAAAAAGGTGCAGCTCTGTCATTTCCATCTCTTGAATGGAAATGACAGAGCTGCACCGG Hs.283374 6135 1.434075 1.41019127 0.050563735 -0.74875 0.55065023 0.038813144
ADCK5 NM_174922_bp66_R AGCTAAAAAGGTGCAGCTCTGTCATTTCCATCTCTTGAATGGAAATGACAGAGCTGCACCGG Hs.283374 11511 1.85225 1.451609 0.023474489 -1.195325 0.69382834 0.014820524
ADCK5 NM_174922_bp876_R AGCTAAAAAGGAGCTGGACTTCGAGAATGATCTCTTGAATCATTCTCGAAGTCCAGCTCCGG Hs.283374 760 -0.151475 0.58683544 0.587022091 -0.356425 0.77609595 0.350289356
ADCK5 NM_174922_bp876_R AGCTAAAAAGGAGCTGGACTTCGAGAATGATCTCTTGAATCATTCTCGAAGTCCAGCTCCGG Hs.283374 6136 -0.288725 0.65611083 0.357014981 -0.273525 0.54674975 0.342422142
ADCK5 NM_174922_bp876_R AGCTAAAAAGGAGCTGGACTTCGAGAATGATCTCTTGAATCATTCTCGAAGTCCAGCTCCGG Hs.283374 11512 -0.13265 0.44811949 0.566301652 -0.217725 0.63978549 0.492113215
ADD3 NM_016824_bp1308_R AGCTAAAAAGCAACTAGCCTGTGAGATTCATCTCTTGAATGAATCTCACAGGCTAGTTGCGG Hs.501012 3396 -0.880675 0.4183649 0.008018755 -0.2378375 0.44501181 0.356483013 0.850575 0.53493594 0.050090158 -0.221725 0.91625581 0.661531099
ADD3 NM_016824_bp1308_R AGCTAAAAAGCAACTAGCCTGTGAGATTCATCTCTTGAATGAATCTCACAGGCTAGTTGCGG Hs.501012 8772 -0.815075 0.45381405 0.013366921 -0.2374375 0.4167012 0.345106887 0.72035 0.55452828 0.080510419 -0.151525 0.86311505 0.748715006
ADD3 NM_016824_bp1308_R AGCTAAAAAGCAACTAGCCTGTGAGATTCATCTCTTGAATGAATCTCACAGGCTAGTTGCGG Hs.501012 14148 -0.889325 0.39695917 0.006772403 -0.1825875 0.48621698 0.489199514 0.7609 0.54565244 0.068478343 -0.1451 0.91344364 0.771542452
ADD3 NM_016824_bp1948_R AGCTAAAAAGCTGGAATTGTTGTGGATAAGTCTCTTGAACTTATCCACAACAATTCCAGCGG Hs.501012 3394 -0.8458 0.32663547 0.005395563 -0.2425875 0.41158668 0.333358253 0.08765 0.60011971 0.789239767 -0.3103 0.76371455 0.475938615
ADD3 NM_016824_bp1948_R AGCTAAAAAGCTGGAATTGTTGTGGATAAGTCTCTTGAACTTATCCACAACAATTCCAGCGG Hs.501012 8770 -0.6247 0.26391238 0.012657088 -0.3225375 0.25426526 0.159052234 0.1499 0.56099011 0.63012438 -0.31515 0.80680621 0.491649528
ADD3 NM_016824_bp1948_R AGCTAAAAAGCTGGAATTGTTGTGGATAAGTCTCTTGAACTTATCCACAACAATTCCAGCGG Hs.501012 14146 -0.745375 0.38480192 0.012802737 -0.3051375 0.23855995 0.174742141 0.186675 0.64763283 0.604697233 -0.277075 0.74646254 0.511705802
ADD3 NM_016824_bp2239_R AGCTAAAAAGTGCCTGTCATGGTAGTAAATTCTCTTGAAATTTACTACCATGACAGGCACGG Hs.501012 3392 0.8392 0.17183539 0.009664806 0.03205 0.08973185 0.923142334 0.931525 0.56595891 0.046014124 -0.090975 0.68463665 0.807640149
ADD3 NM_016824_bp2239_R AGCTAAAAAGTGCCTGTCATGGTAGTAAATTCTCTTGAAATTTACTACCATGACAGGCACGG Hs.501012 8768 0.936466667 0.13174404 0.005852702 -0.0013 0.12643069 0.99689114 1.053225 0.38144332 0.011697035 0.002375 0.6139918 0.994313111
ADD3 NM_016824_bp2239_R AGCTAAAAAGTGCCTGTCATGGTAGTAAATTCTCTTGAAATTTACTACCATGACAGGCACGG Hs.501012 14144 0.2725 0.42850516 0.251263756 -0.0969875 0.22765063 0.639877582 1.060375 0.42126783 0.015107256 -0.057875 0.66165222 0.872266724
ADM NM_001124_bp235_R AGCTAAAAAGCGTCGGAGTTTCGAAAGAAGTCTCTTGAACTTCTTTCGAAACTCCGACGCGG Hs.441047 1347 -0.3793625 0.11245622 0.028322355 0.16185 0.70601957 0.606787751
ADM NM_001124_bp235_R AGCTAAAAAGCGTCGGAGTTTCGAAAGAAGTCTCTTGAACTTCTTTCGAAACTCCGACGCGG Hs.441047 6723 0.0212125 0.25427624 0.923062811 0.398875 0.81097182 0.276214357
ADM NM_001124_bp235_R AGCTAAAAAGCGTCGGAGTTTCGAAAGAAGTCTCTTGAACTTCTTTCGAAACTCCGACGCGG Hs.441047 12099 -0.2147375 0.32965057 0.224728378 0.5414 0.36848104 0.047233383
ADM NM_001124_bp525_R AGCTAAAAAGATCTACCAGTTCACAGATAATCTCTTGAATTATCTGTGAACTGGTAGATCGG Hs.441047 2328 1.4989375 1.09150961 0.021324357 -0.937825 1.03991964 0.061112739
ADM NM_001124_bp525_R AGCTAAAAAGATCTACCAGTTCACAGATAATCTCTTGAATTATCTGTGAACTGGTAGATCGG Hs.441047 7704 1.3871875 0.95588525 0.018408467 -0.949575 1.08137448 0.064920696
ADM NM_001124_bp525_R AGCTAAAAAGATCTACCAGTTCACAGATAATCTCTTGAATTATCTGTGAACTGGTAGATCGG Hs.441047 13080 1.5058625 1.13315348 0.023725756 -0.8692 1.04734179 0.078417911
ADRBK1 NM_001619_bp2066_R AGCTAAAAAGTGCCCAAGATGAAGAACAAGTCTCTTGAACTTGTTCTTCATCTTGGGCACGG Hs.83636 12359
ADRBK1 NM_001619_bp2066_R AGCTAAAAAGTGCCCAAGATGAAGAACAAGTCTCTTGAACTTGTTCTTCATCTTGGGCACGG Hs.83636 1607
ADRBK1 NM_001619_bp2066_R AGCTAAAAAGTGCCCAAGATGAAGAACAAGTCTCTTGAACTTGTTCTTCATCTTGGGCACGG Hs.83636 6983
ADRBK1 NM_001619_bp560_R AGCTAAAAAGGGGACGTGTTCCAGAAATTCTCTCTTGAAGAATTTCTGGAACACGTCCCCGG Hs.83636 1633 2.1009 1.80826162 0.04954087 -0.0654375 0.58619366 0.820413141
ADRBK1 NM_001619_bp560_R AGCTAAAAAGGGGACGTGTTCCAGAAATTCTCTCTTGAAGAATTTCTGGAACACGTCCCCGG Hs.83636 7009 2.469433333 2.37295779 0.065326476 -0.0775125 0.52224711 0.769708577
ADRBK1 NM_001619_bp560_R AGCTAAAAAGGGGACGTGTTCCAGAAATTCTCTCTTGAAGAATTTCTGGAACACGTCCCCGG Hs.83636 12385 4.324833333 5.54336954 0.128516563 -0.0723125 0.55168634 0.792945602
ADRBK1 NM_001619_bp956_R AGCTAAAAAGAGGCTGACATGCGCTTCTATTCTCTTGAAATAGAAGCGCATGTCAGCCTCGG Hs.83636 65 0.241666667 0.48978079 0.40529678 -0.1182375 0.51305854 0.653299281
ADRBK1 NM_001619_bp956_R AGCTAAAAAGAGGCTGACATGCGCTTCTATTCTCTTGAAATAGAAGCGCATGTCAGCCTCGG Hs.83636 5441 0.136133333 0.58806219 0.665226152 -0.1182875 0.57250374 0.678262244
ADRBK1 NM_001619_bp956_R AGCTAAAAAGAGGCTGACATGCGCTTCTATTCTCTTGAAATAGAAGCGCATGTCAGCCTCGG Hs.83636 10817 0.156566667 0.60768069 0.627642649 -0.1626875 0.60823744 0.58896337
ADRBK2 BC014216_bp142_R AGCTAAAAAGCCAGAGGACTATTTAATTTATCTCTTGAATAAATTAAATAGTCCTCTGGCGG Hs.517493 49 -0.61965 0.13116172 0.006586956 0.4218875 1.4089189 0.509672797
ADRBK2 BC014216_bp142_R AGCTAAAAAGCCAGAGGACTATTTAATTTATCTCTTGAATAAATTAAATAGTCCTCTGGCGG Hs.517493 5425 -0.6262 0.16915313 0.007510528 0.5110375 1.47946204 0.44972616
ADRBK2 BC014216_bp142_R AGCTAAAAAGCCAGAGGACTATTTAATTTATCTCTTGAATAAATTAAATAGTCCTCTGGCGG Hs.517493 10801 -0.7267 0.21555562 0.005185569 0.4442375 1.45360628 0.50085458
ADRBK2 BC014216_bp171_R AGCTAAAAAGCAGGGTGCTTGTGAGAGAAATCTCTTGAATTTCTCTCACAAGCACCCTGCGG Hs.517493 50 -0.4611 0.0479
ADRBK2 BC014216_bp171_R AGCTAAAAAGCAGGGTGCTTGTGAGAGAAATCTCTTGAATTTCTCTCACAAGCACCCTGCGG Hs.517493 5426 -0.4368
ADRBK2 BC014216_bp171_R AGCTAAAAAGCAGGGTGCTTGTGAGAGAAATCTCTTGAATTTCTCTCACAAGCACCCTGCGG Hs.517493 10802 -0.4852 0.2043
ADRBK2 BC014216_bp2962_R AGCTAAAAAGAGAGAGCATTGGGACAAATATCTCTTGAATATTTGTCCCAATGCTCTCTCGG Hs.517493 51 1.358675 1.50829422 0.071880428 0.0346375 0.49773964 0.891821539
ADRBK2 BC014216_bp2962_R AGCTAAAAAGAGAGAGCATTGGGACAAATATCTCTTGAATATTTGTCCCAATGCTCTCTCGG Hs.517493 5427 1.9933 0.20449528 0.004044395 0.0090375 0.50097165 0.971794239
ADRBK2 BC014216_bp2962_R AGCTAAAAAGAGAGAGCATTGGGACAAATATCTCTTGAATATTTGTCCCAATGCTCTCTCGG Hs.517493 10803 1.0137 1.81135328 0.213781323 0.0515875 0.52131189 0.844875808
AES AK095154_bp1617_R AGCTAAAAAGCAGGTTGTGTACTGCACAAATCTCTTGAATTTGTGCAGTACACAACCTGCGG Hs.515053 4958 0.2220625 0.28392572 0.247296727 -0.5924375 0.6728616 0.114830522
AES AK095154_bp1617_R AGCTAAAAAGCAGGTTGTGTACTGCACAAATCTCTTGAATTTGTGCAGTACACAACCTGCGG Hs.515053 10334 0.0891875 0.18231469 0.571193022 -0.6859625 0.66611012 0.077571806
AES AK095154_bp1617_R AGCTAAAAAGCAGGTTGTGTACTGCACAAATCTCTTGAATTTGTGCAGTACACAACCTGCGG Hs.515053 15710 0.3527125 0.3767846 0.129803499 -0.6319625 0.67825034 0.099693888
AES AK095154_bp3243_R AGCTAAAAAGCTGTGCCTTTCCAATAAAGATCTCTTGAATCTTTATTGGAAAGGCACAGCGG Hs.515053 4962 -0.4302375 0.14388062 0.028115897 -0.8981375 0.51557004 0.017971616
AES AK095154_bp3243_R AGCTAAAAAGCTGTGCCTTTCCAATAAAGATCTCTTGAATCTTTATTGGAAAGGCACAGCGG Hs.515053 10338 -0.4817375 0.08899621 0.015463809 -0.9715625 0.60972758 0.021291664
AES AK095154_bp3243_R AGCTAAAAAGCTGTGCCTTTCCAATAAAGATCTCTTGAATCTTTATTGGAAAGGCACAGCGG Hs.515053 15714 -0.0797625 0.77603952 0.816824722 -0.7970875 0.91447132 0.106006036
AES AK095154_bp331_R AGCTAAAAAGCCACTCCCCTATCTCTTTGTTCTCTTGAAACAAAGAGATAGGGGAGTGGCGG Hs.515053 4960 0.7128625 0.17735346 0.004554891 -0.3496625 0.64227315 0.290812744
AES AK095154_bp331_R AGCTAAAAAGCCACTCCCCTATCTCTTTGTTCTCTTGAAACAAAGAGATAGGGGAGTGGCGG Hs.515053 10336 0.7019125 0.08202008 0.00323784 -0.1101875 0.46109884 0.651858456
AES AK095154_bp331_R AGCTAAAAAGCCACTCCCCTATCTCTTTGTTCTCTTGAAACAAAGAGATAGGGGAGTGGCGG Hs.515053 15712 0.9206875 0.18959496 0.001583169 0.0208375 0.3370933 0.916817615
AFF2 NM_002025_bp3735_R AGCTAAAAAGCTGATGCACTGTTCGAGAAATCTCTTGAATTTCTCGAACAGTGCATCAGCGG Hs.496911 3322 -1.3204 0.32581134 0.000738849 -0.932275 0.51223246 0.010266943
AFF2 NM_002025_bp3735_R AGCTAAAAAGCTGATGCACTGTTCGAGAAATCTCTTGAATTTCTCGAACAGTGCATCAGCGG Hs.496911 8698 -1.327475 0.38744461 0.001101379 -1.049 0.52349532 0.006323547
AFF2 NM_002025_bp3735_R AGCTAAAAAGCTGATGCACTGTTCGAGAAATCTCTTGAATTTCTCGAACAGTGCATCAGCGG Hs.496911 14074 -1.27075 0.32694332 0.000889332 -0.8926 0.52284874 0.01297157
AFF2 NM_002025_bp3786_R AGCTAAAAAGCCCTCTCCTTCACTGAATGTTCTCTTGAAACATTCAGTGAAGGAGAGGGCGG Hs.496911 3320 -0.409825 0.32984464 0.073529555 -0.690625 0.4554787 0.028052089
AFF2 NM_002025_bp3786_R AGCTAAAAAGCCCTCTCCTTCACTGAATGTTCTCTTGAAACATTCAGTGAAGGAGAGGGCGG Hs.496911 8696 -0.309375 0.25007025 0.113346067 -0.726 0.50455774 0.027810229
AFF2 NM_002025_bp3786_R AGCTAAAAAGCCCTCTCCTTCACTGAATGTTCTCTTGAAACATTCAGTGAAGGAGAGGGCGG Hs.496911 14072 -0.462575 0.30427094 0.045516888 -0.5933 0.59818903 0.07498293
AFF2 NM_002025_bp515_R AGCTAAAAAGGAGCAGCAGTGTCACTATGATCTCTTGAATCATAGTGACACTGCTGCTCCGG Hs.496911 3318 0.08825 0.42068518 0.688688863 0.72565 1.22397414 0.169537692
AFF2 NM_002025_bp515_R AGCTAAAAAGGAGCAGCAGTGTCACTATGATCTCTTGAATCATAGTGACACTGCTGCTCCGG Hs.496911 8694 0.09465 0.38451407 0.651222972 0.647825 1.02528976 0.157806433
AFF2 NM_002025_bp515_R AGCTAAAAAGGAGCAGCAGTGTCACTATGATCTCTTGAATCATAGTGACACTGCTGCTCCGG Hs.496911 14070 -0.096375 0.35037778 0.628732819 -0.04375 0.33006899 0.844806952
AHR NM_001621_bp1622_R AGCTAAAAAGCAGCTGATATGCTTTATTGTTCTCTTGAAACAATAAAGCATATCAGCTGCGG Hs.171189 3276 -1.0097 0.51936113 0.008214098 -0.1406 0.52860587 0.6059599
AHR NM_001621_bp1622_R AGCTAAAAAGCAGCTGATATGCTTTATTGTTCTCTTGAAACAATAAAGCATATCAGCTGCGG Hs.171189 8652 -0.97795 0.53559855 0.010204132 -0.060875 0.48462449 0.813982624
AHR NM_001621_bp1622_R AGCTAAAAAGCAGCTGATATGCTTTATTGTTCTCTTGAAACAATAAAGCATATCAGCTGCGG Hs.171189 14028 -0.8833 0.47730882 0.011119398 -0.074675 0.52897179 0.782409216
AHR NM_001621_bp2990_R AGCTAAAAAGTGGGTCAGATGCAGTACAATTCTCTTGAAATTGTACTGCATCTGACCCACGG Hs.171189 3274 0.29075 0.41824834 0.219090233 -0.091875 0.59708315 0.750681231
AHR NM_001621_bp2990_R AGCTAAAAAGTGGGTCAGATGCAGTACAATTCTCTTGAAATTGTACTGCATCTGACCCACGG Hs.171189 8650 0.177425 0.37674927 0.404054142 -0.1 0.62918956 0.737481693
AHR NM_001621_bp2990_R AGCTAAAAAGTGGGTCAGATGCAGTACAATTCTCTTGAAATTGTACTGCATCTGACCCACGG Hs.171189 14026 0.041775 0.30016013 0.81953691 -0.172325 0.47503078 0.508575493
AHR NM_001621_bp885_R AGCTAAAAAGCTTCTTTGATGTTGCATTAATCTCTTGAATTAATGCAACATCAAAGAAGCGG Hs.171189 3272 1.01285 0.73439541 0.022695104 1.320325 1.13815843 0.023171027
AHR NM_001621_bp885_R AGCTAAAAAGCTTCTTTGATGTTGCATTAATCTCTTGAATTAATGCAACATCAAAGAAGCGG Hs.171189 8648 0.48315 0.23698485 0.028365582 1.1731 0.19507207 0.000846156
AHR NM_001621_bp885_R AGCTAAAAAGCTTCTTTGATGTTGCATTAATCTCTTGAATTAATGCAACATCAAAGAAGCGG Hs.171189 14024 0.6016 0.37228651 0.026475265 1.7586 0.33232102 0.000164836
AICDA AB040431_bp102_R AGCTAAAAAGGAAGTTTCTTTACCAATTCATCTCTTGAATGAATTGGTAAAGAAACTTCCGG Hs.149342 3735 -0.712275 0.22116078 0.005826334 -0.1819375 0.34767495 0.43465106
AICDA AB040431_bp102_R AGCTAAAAAGGAAGTTTCTTTACCAATTCATCTCTTGAATGAATTGGTAAAGAAACTTCCGG Hs.149342 9111 -0.844025 0.08679935 0.001447499 -0.0940375 0.42353042 0.700977364
AICDA AB040431_bp102_R AGCTAAAAAGGAAGTTTCTTTACCAATTCATCTCTTGAATGAATTGGTAAAGAAACTTCCGG Hs.149342 14487 -0.288875 0.4725763 0.25320424 0.0127125 0.70773242 0.968276724
AICDA AB040431_bp645_R AGCTAAAAAGAGACGCATTTCGTACTTTGGTCTCTTGAACCAAAGTACGAAATGCGTCTCGG Hs.149342 3737 -0.0771 0.22113845 0.640014281 -0.2498375 0.60182743 0.402318196
AICDA AB040431_bp645_R AGCTAAAAAGAGACGCATTTCGTACTTTGGTCTCTTGAACCAAAGTACGAAATGCGTCTCGG Hs.149342 9113 -0.068475 0.25204402 0.689924807 -0.1429875 0.67273789 0.646990499
AICDA AB040431_bp645_R AGCTAAAAAGAGACGCATTTCGTACTTTGGTCTCTTGAACCAAAGTACGAAATGCGTCTCGG Hs.149342 14489 0.139825 0.16918588 0.378842763 -0.1461625 0.64019912 0.629629383
AKAP12 NM_005100_bp1290_R AGCTAAAAAGCCCCGGTTATCAGCTGAATATCTCTTGAATATTCAGCTGATAACCGGGGCGG Hs.371240 1344 -0.2775625 0.65001119 0.315165131 0.19505 0.14043253 0.325811754
AKAP12 NM_005100_bp1290_R AGCTAAAAAGCCCCGGTTATCAGCTGAATATCTCTTGAATATTCAGCTGATAACCGGGGCGG Hs.371240 6720 -0.3305625 0.61556766 0.231999248 0.151325 0.26880028 0.472983364
AKAP12 NM_005100_bp1290_R AGCTAAAAAGCCCCGGTTATCAGCTGAATATCTCTTGAATATTCAGCTGATAACCGGGGCGG Hs.371240 12096 -0.3088625 0.60670775 0.252187174 0.3061 0.07583262 0.138403491
AKAP12 NM_005100_bp3454_R AGCTAAAAAGAGACGGATGTAGTGTTGAAATCTCTTGAATTTCAACACTACATCCGTCTCGG Hs.371240 1346 1.1432125 0.19703266 0.000719241 -0.330825 1.0084025 0.441991798
AKAP12 NM_005100_bp3454_R AGCTAAAAAGAGACGGATGTAGTGTTGAAATCTCTTGAATTTCAACACTACATCCGTCTCGG Hs.371240 6722 1.1524625 0.24825086 0.000961394 -0.252425 0.94965579 0.53625887
AKAP12 NM_005100_bp3454_R AGCTAAAAAGAGACGGATGTAGTGTTGAAATCTCTTGAATTTCAACACTACATCCGTCTCGG Hs.371240 12098 1.1236875 0.23341008 0.00098681 -0.2209 0.89379354 0.570746437
AKAP12 NM_005100_bp4435_R AGCTAAAAAGAGGCATCATTCACTCTAACATCTCTTGAATGTTAGAGTGAATGATGCCTCGG Hs.371240 1345 1.2994875 1.10315984 0.036553811 1.502925 1.13456601 0.012972355
AKAP12 NM_005100_bp4435_R AGCTAAAAAGAGGCATCATTCACTCTAACATCTCTTGAATGTTAGAGTGAATGATGCCTCGG Hs.371240 6721 1.3939875 0.87742374 0.013422525 1.52135 1.20809901 0.015423766
AKAP12 NM_005100_bp4435_R AGCTAAAAAGAGGCATCATTCACTCTAACATCTCTTGAATGTTAGAGTGAATGATGCCTCGG Hs.371240 12097 1.3873125 0.99625666 0.020902214 1.523025 1.2009431 0.015041757
AKAP8L NM_014371_bp1267_R AGCTAAAAAGTGTGTTCTCTGTGCAAATACTCTCTTGAAGTATTTGCACAGAGAACACACGG Hs.399800 2883 1.9543 1.036957 0.005053455 1.3819375 1.11389094 0.016049353
AKAP8L NM_014371_bp1267_R AGCTAAAAAGTGTGTTCTCTGTGCAAATACTCTCTTGAAGTATTTGCACAGAGAACACACGG Hs.399800 8259 2.0386 0.94844385 0.003162786 1.4632625 1.13694645 0.013669341
AKAP8L NM_014371_bp1267_R AGCTAAAAAGTGTGTTCTCTGTGCAAATACTCTCTTGAAGTATTTGCACAGAGAACACACGG Hs.399800 13635 2.02225 1.00580143 0.004123566 1.5226375 1.09421736 0.010062583
AKAP8L NM_014371_bp1675_R AGCTAAAAAGCCCGCAGTATTCTCAACAACTCTCTTGAAGTTGTTGAGAATACTGCGGGCGG Hs.399800 2855 -0.203675 0.23558029 0.383491718 1.0830375 0.59116821 0.006254337
AKAP8L NM_014371_bp1675_R AGCTAAAAAGCCCGCAGTATTCTCAACAACTCTCTTGAAGTTGTTGAGAATACTGCGGGCGG Hs.399800 8231 -0.22445 0.16180321 0.291787013 1.0788125 0.57168391 0.005801624
AKAP8L NM_014371_bp1675_R AGCTAAAAAGCCCGCAGTATTCTCAACAACTCTCTTGAAGTTGTTGAGAATACTGCGGGCGG Hs.399800 13607 -0.161525 0.1421783 0.48374697 0.7980625 0.61804449 0.024329426
AKAP8L NM_014371_bp944_R AGCTAAAAAGCAGTCCTGATGAGCCAGATATCTCTTGAATATCTGGCTCATCAGGACTGCGG Hs.399800 2881 -0.868525 0.21476519 0.003027594 0.3229375 1.25626323 0.472382485
AKAP8L NM_014371_bp944_R AGCTAAAAAGCAGTCCTGATGAGCCAGATATCTCTTGAATATCTGGCTCATCAGGACTGCGG Hs.399800 8257 -0.99645 0.18009434 0.001332988 0.3055125 1.18675068 0.472488084
AKAP8L NM_014371_bp944_R AGCTAAAAAGCAGTCCTGATGAGCCAGATATCTCTTGAATATCTGGCTCATCAGGACTGCGG Hs.399800 13633 -0.775025 0.31817602 0.01051151 0.5667375 0.9340927 0.154184507
AKT1 NM_005163_bp1410_R AGCTAAAAAGCATCGCTTCTTTGCCGGTATTCTCTTGAAATACCGGCAAAGAAGCGATGCGG Hs.525622 1583 0.412575 1.15787912 0.416417959 -0.909633333 3.121673 0.548771994
AKT1 NM_005163_bp1410_R AGCTAAAAAGCATCGCTTCTTTGCCGGTATTCTCTTGAAATACCGGCAAAGAAGCGATGCGG Hs.525622 6959 0.600925 1.48424094 0.353765011 0.65265 1.71423897 0.487559515
AKT1 NM_005163_bp1410_R AGCTAAAAAGCATCGCTTCTTTGCCGGTATTCTCTTGAAATACCGGCAAAGAAGCGATGCGG Hs.525622 12335 0.704575 1.446321 0.274130843 -1.5114 4.17479742 0.461514896
AKT1 NM_005163_bp1528_R AGCTAAAAAGCCCAGATGATCACCATCACATCTCTTGAATGTGATGGTGATCATCTGGGCGG Hs.525622 5756 1.7326 1.26122372 0.018462646 -0.791 4.95742809 0.736505241
AKT1 NM_005163_bp1528_R AGCTAAAAAGCCCAGATGATCACCATCACATCTCTTGAATGTGATGGTGATCATCTGGGCGG Hs.525622 11132 1.78225 1.29965255 0.018451902 -0.727566667 4.78078178 0.748115886
AKT1 NM_005163_bp1528_R AGCTAAAAAGCCCAGATGATCACCATCACATCTCTTGAATGTGATGGTGATCATCTGGGCGG Hs.525622 380 1.037425 1.95193291 0.29907079 -2.33705 4.20834601 0.321570639
AKT1 NM_005163_bp295_R AGCTAAAAAGGCACCTTCATTGGCTACAAGTCTCTTGAACTTGTAGCCAATGAAGGTGCCGG Hs.525622 1609 0.6769 1.48209271 0.340512056 -3.0981 0.79717113 0.002274136
AKT1 NM_005163_bp295_R AGCTAAAAAGGCACCTTCATTGGCTACAAGTCTCTTGAACTTGTAGCCAATGAAGGTGCCGG Hs.525622 6985 0.392766667 1.73039937 0.616422513 -3.6594 2.87016613 0.052154644
AKT1 NM_005163_bp295_R AGCTAAAAAGGCACCTTCATTGGCTACAAGTCTCTTGAACTTGTAGCCAATGAAGGTGCCGG Hs.525622 12361 0.181333333 1.44768475 0.782038001 -4.289866667 2.9226661 0.035506674
AKT1S1 BC022241_bp142_R AGCTAAAAAGGCCTGAGTTTGCAACTGTAATCTCTTGAATTACAGTTGCAAACTCAGGCCGG Hs.515542 4417 -0.472225 0.61020994 0.139435559 1.140266667 0.3047806 0.008777048 0.6231
AKT1S1 BC022241_bp142_R AGCTAAAAAGGCCTGAGTTTGCAACTGTAATCTCTTGAATTACAGTTGCAAACTCAGGCCGG Hs.515542 9793 -0.57855 0.62661109 0.088843126 0.95825 0.64046832 0.025501823 0.0035
AKT1S1 BC022241_bp142_R AGCTAAAAAGGCCTGAGTTTGCAACTGTAATCTCTTGAATTACAGTTGCAAACTCAGGCCGG Hs.515542 15169 -0.3794 0.60650943 0.21559629 0.965925 0.61719186 0.022451478 -0.61555 0.80136412 0.213800446
AKT1S1 BC022241_bp3274_R AGCTAAAAAGCCTTCAATTTACGTTCTTTATCTCTTGAATAAAGAACGTAAATTGAAGGCGG Hs.515542 4421 -0.55755 0.63126624 0.09940199 -0.88465 0.90020034 0.078282139 -0.5313 0.46773301 0.118871952
AKT1S1 BC022241_bp3274_R AGCTAAAAAGCCTTCAATTTACGTTCTTTATCTCTTGAATAAAGAACGTAAATTGAAGGCGG Hs.515542 15173 -0.387075 0.15751619 0.042252137 -0.375275 0.23563027 0.072897135 0.028966667 0.53332921 0.926372837
AKT1S1 BC022241_bp3274_R AGCTAAAAAGCCTTCAATTTACGTTCTTTATCTCTTGAATAAAGAACGTAAATTGAAGGCGG Hs.515542 9797 0.02815 0.29874632 0.877380286 -0.723833333 0.45941591 0.05904375 0.24875 0.89484363 0.602276916
AKT1S1 BC022241_bp975_R AGCTAAAAAGAGGCCTCAGTCATAGAACCATCTCTTGAATGGTTCTATGACTGAGGCCTCGG Hs.515542 4419 0.996925 1.11678258 0.077785522 0.205966667 0.77735671 0.619660031 0.976866667 0.87062368 0.052754307
AKT1S1 BC022241_bp975_R AGCTAAAAAGAGGCCTCAGTCATAGAACCATCTCTTGAATGGTTCTATGACTGAGGCCTCGG Hs.515542 15171 1.3857 1.31197133 0.045458874 -0.06965 0.46986584 0.776665101 0.795033333 1.1026934 0.143035583
AKT1S1 BC022241_bp975_R AGCTAAAAAGAGGCCTCAGTCATAGAACCATCTCTTGAATGGTTCTATGACTGAGGCCTCGG Hs.515542 9795 1.8435 1.65547791 0.056564065 0.1123 0.80879766 0.765622528
AKT2 NM_001626_bp1513_R AGCTAAAAAGGTACTTCGATGATGAATTTATCTCTTGAATAAATTCATCATCGAAGTACCGG Hs.515406 66 0.615475 0.87510604 0.14988668 0.5541625 0.41436514 0.053209064
AKT2 NM_001626_bp1513_R AGCTAAAAAGGTACTTCGATGATGAATTTATCTCTTGAATAAATTCATCATCGAAGTACCGG Hs.515406 5442 0.643975 0.87408144 0.135100087 0.6510375 0.45002062 0.03834278
AKT2 NM_001626_bp1513_R AGCTAAAAAGGTACTTCGATGATGAATTTATCTCTTGAATAAATTCATCATCGAAGTACCGG Hs.515406 10818 0.697125 0.82603991 0.098813917 0.6828375 0.40014003 0.025665047
AKT2 NM_001626_bp245_R AGCTAAAAAGCGTGGTGAATACATCAAGACTCTCTTGAAGTCTTGATGTATTCACCACGCGG Hs.515406 67 0.394533333 0.33395654 0.140582225 0.0431375 0.33600781 0.828897041
AKT2 NM_001626_bp245_R AGCTAAAAAGCGTGGTGAATACATCAAGACTCTCTTGAAGTCTTGATGTATTCACCACGCGG Hs.515406 5443 0.477666667 0.39522411 0.108216436 0.0988375 0.31578537 0.613704082
AKT2 NM_001626_bp245_R AGCTAAAAAGCGTGGTGAATACATCAAGACTCTCTTGAAGTCTTGATGTATTCACCACGCGG Hs.515406 10819 0.532166667 0.31947148 0.065506965 0.1289375 0.33337389 0.525654542
AKT3 NM_005465_bp1021_R AGCTAAAAAGCACCAGAGGTGTTAGAAGATTCTCTTGAAATCTTCTAACACCTCTGGTGCGG Hs.498292 5792 -0.0856 0.49078691 0.7245792 1.2029 1.17876975 0.100197888
AKT3 NM_005465_bp1021_R AGCTAAAAAGCACCAGAGGTGTTAGAAGATTCTCTTGAAATCTTCTAACACCTCTGGTGCGG Hs.498292 11168 0.075075 0.23274342 0.6537626 1.443633333 0.99411561 0.0433932
AKT3 NM_005465_bp1021_R AGCTAAAAAGCACCAGAGGTGTTAGAAGATTCTCTTGAAATCTTCTAACACCTCTGGTGCGG Hs.498292 416 0.220516667 0.46446601 0.431293569 0.9926
AKT3 NM_005465_bp1078_R AGCTAAAAAGGGGTTGTCATGTATGAAATGTCTCTTGAACATTTCATACATGACAACCCCGG Hs.498292 1675 -1.091 1.99424603 0.221554004 -1.447966667 2.53018899 0.273915146
AKT3 NM_005465_bp1078_R AGCTAAAAAGGGGTTGTCATGTATGAAATGTCTCTTGAACATTTCATACATGACAACCCCGG Hs.498292 7051 -1.187975 1.99478007 0.189062507 -1.744566667 2.53558692 0.204213693
AKT3 NM_005465_bp1078_R AGCTAAAAAGGGGTTGTCATGTATGAAATGTCTCTTGAACATTTCATACATGACAACCCCGG Hs.498292 12427 -1.2662 1.78162152 0.130492659 -1.704766667 2.48598158 0.205553837
AKT3 NM_005465_bp178_R AGCTAAAAAGGCTCATTCATAGGATATAAATCTCTTGAATTTATATCCTATGAATGAGCCGG Hs.498292 1677 -0.505 0.6315212 0.126986938 0.788566667 1.08669123 0.202433915



AKT3 NM_005465_bp178_R AGCTAAAAAGGCTCATTCATAGGATATAAATCTCTTGAATTTATATCCTATGAATGAGCCGG Hs.498292 7053 -0.8245 0.62251822 0.02938916 0.543966667 1.31525572 0.421646226
AKT3 NM_005465_bp178_R AGCTAAAAAGGCTCATTCATAGGATATAAATCTCTTGAATTTATATCCTATGAATGAGCCGG Hs.498292 12429 -1.245825 1.00960955 0.028987689 0.514666667 1.1848846 0.404888923
ALK NM_004304_bp4409_R AGCTAAAAAGCCCTGATCATCAGCAAATTCTCTCTTGAAGAATTTGCTGATGATCAGGGCGG Hs.196534 10 0.0234 0.93145236 0.957686391 -0.0206875 0.12001067 0.887355942
ALK NM_004304_bp4409_R AGCTAAAAAGCCCTGATCATCAGCAAATTCTCTCTTGAAGAATTTGCTGATGATCAGGGCGG Hs.196534 5386 0.071566667 1.00945798 0.879694099 0.0247375 0.11890629 0.865412672
ALK NM_004304_bp4409_R AGCTAAAAAGCCCTGATCATCAGCAAATTCTCTCTTGAAGAATTTGCTGATGATCAGGGCGG Hs.196534 10762 0.4317 1.01367247 0.343367058 0.0492625 0.11392917 0.735746307
ALK NM_004304_bp5380_R AGCTAAAAAGGTCCACGGATCCAGAAACAATCTCTTGAATTGTTTCTGGATCCGTGGACCGG Hs.196534 11 3.3997 0.35468476 0.001130146 0.0396625 0.37812085 0.852339913
ALK NM_004304_bp5380_R AGCTAAAAAGGTCCACGGATCCAGAAACAATCTCTTGAATTGTTTCTGGATCCGTGGACCGG Hs.196534 5387 3.53125 0.32576409 0.000946281 0.0797625 0.29040775 0.670143248
ALK NM_004304_bp5380_R AGCTAAAAAGGTCCACGGATCCAGAAACAATCTCTTGAATTGTTTCTGGATCCGTGGACCGG Hs.196534 10763 3.63015 0.19579787 0.000680068 0.1296875 0.32911457 0.520697618
ALK NM_004304_bp5429_R AGCTAAAAAGGCTCCTGGTTTACAGAGAAATCTCTTGAATTTCTCTGTAAACCAGGAGCCGG 12
ALK NM_004304_bp5429_R AGCTAAAAAGGCTCCTGGTTTACAGAGAAATCTCTTGAATTTCTCTGTAAACCAGGAGCCGG 10764
ALK NM_004304_bp5429_R AGCTAAAAAGGCTCCTGGTTTACAGAGAAATCTCTTGAATTTCTCTGTAAACCAGGAGCCGG 5388
ALOX5 J03600_bp570_R AGCTAAAAAGTGGACTTTGTTCTGAATTACTCTCTTGAAGTAATTCAGAACAAAGTCCACGG Hs.89499 4805 -0.0708875 0.21285666 0.663148478 0.6089625 0.54380969 0.069584409 0.74815 0.73256729 0.13371914 0.36475 0.5096486 0.247716884
ALOX5 J03600_bp570_R AGCTAAAAAGTGGACTTTGTTCTGAATTACTCTCTTGAAGTAATTCAGAACAAAGTCCACGG Hs.89499 10181 -0.2646125 0.10641612 0.108522409 0.6010625 0.47381805 0.054412425 0.78635 0.6023964 0.079634187 0.454175 0.45503809 0.139839273
ALOX5 J03600_bp570_R AGCTAAAAAGTGGACTTTGTTCTGAATTACTCTCTTGAAGTAATTCAGAACAAAGTCCACGG Hs.89499 15557 -0.6889875 1.14761908 0.196080417 0.6630625 0.53027401 0.051649489 0.81915 0.67451316 0.093424955 0.49565 0.48139464 0.131593663
ALOX5 J03600_bp635_R AGCTAAAAAGTTCCAGTCTTCTTGGAATGATCTCTTGAATCATTCCAAGAAGACTGGAACGG Hs.89499 4801 1.0548875 0.61524589 0.011388545 0.6261375 0.96713374 0.19849846 0.715325 0.5053317 0.066129071 0.33375 0.57550454 0.330031432
ALOX5 J03600_bp635_R AGCTAAAAAGTTCCAGTCTTCTTGGAATGATCTCTTGAATCATTCCAAGAAGACTGGAACGG Hs.89499 10177 1.0169625 0.59614595 0.011959148 0.5946125 1.02696995 0.239412619 0.75415 0.51173698 0.060149816 0.4128 0.57389741 0.245854182
ALOX5 J03600_bp635_R AGCTAAAAAGTTCCAGTCTTCTTGGAATGATCTCTTGAATCATTCCAAGAAGACTGGAACGG Hs.89499 15553 0.7597375 0.85347991 0.084780872 0.6664625 1.00039457 0.18690865 0.7638 0.42997747 0.038016206 0.3581 0.60723443 0.323237274
ALPK1 AK131090_bp1143_R AGCTAAAAAGCCTCCATTGTAGGATATTTGTCTCTTGAACAAATATCCTACAATGGAGGCGG Hs.99691 4161 0.2859875 0.79616094 0.43075491 0.181975 0.24310851 0.396015176
ALPK1 AK131090_bp1143_R AGCTAAAAAGCCTCCATTGTAGGATATTTGTCTCTTGAACAAATATCCTACAATGGAGGCGG Hs.99691 9537 -0.2580875 0.39425453 0.253009133 -0.070925 0.57846014 0.802465436
ALPK1 AK131090_bp1143_R AGCTAAAAAGCCTCCATTGTAGGATATTTGTCTCTTGAACAAATATCCTACAATGGAGGCGG Hs.99691 14913 -0.3088375 0.77955892 0.38952838 0.66285 0.95872041 0.13236184
ALPK1 AK131090_bp3349_R AGCTAAAAAGTGGGAGTTCTTGGGTTTCATTCTCTTGAAATGAAACCCAAGAACTCCCACGG Hs.99691 4165 0.2869875 0.3278217 0.173691361 -0.10815 0.17608832 0.590471451
ALPK1 AK131090_bp3349_R AGCTAAAAAGTGGGAGTTCTTGGGTTTCATTCTCTTGAAATGAAACCCAAGAACTCCCACGG Hs.99691 9541 -0.0031625 0.26526544 0.985453074 -0.00175 0.20293034 0.99308136
ALPK1 AK131090_bp3349_R AGCTAAAAAGTGGGAGTTCTTGGGTTTCATTCTCTTGAAATGAAACCCAAGAACTCCCACGG Hs.99691 14917 0.0796625 0.24848581 0.641883559 -0.021025 0.18639665 0.916179792
ALS2CR2 NM_018571_bp1290_R AGCTAAAAAGACTCTGGGATTGGAGAAAGTTCTCTTGAAACTTTCTCCAATCCCAGAGTCGG Hs.127519 1806 -0.04495 0.07290271 0.862039307 0.6047 0.71530922 0.24776708
ALS2CR2 NM_018571_bp1290_R AGCTAAAAAGACTCTGGGATTGGAGAAAGTTCTCTTGAAACTTTCTCCAATCCCAGAGTCGG Hs.127519 7182 0.3258 0.9085 0.70753105 0.12556857
ALS2CR2 NM_018571_bp1290_R AGCTAAAAAGACTCTGGGATTGGAGAAAGTTCTCTTGAAACTTTCTCCAATCCCAGAGTCGG Hs.127519 12558 -0.01385 0.44385093 0.965738629 0.86905 0.68356013 0.131012134
ALS2CR2 NM_018571_bp1400_R AGCTAAAAAGGTACAGCTCTGTTTGCAACATCTCTTGAATGTTGCAAACAGAGCTGTACCGG Hs.127519 604 0.8296 0.15385597 0.002080211 1.105125 0.26562119 0.001838762
ALS2CR2 NM_018571_bp1400_R AGCTAAAAAGGTACAGCTCTGTTTGCAACATCTCTTGAATGTTGCAAACAGAGCTGTACCGG Hs.127519 5980 1.0987 0.28167567 0.001273043 1.643575 0.34524387 0.000586035
ALS2CR2 NM_018571_bp1400_R AGCTAAAAAGGTACAGCTCTGTTTGCAACATCTCTTGAATGTTGCAAACAGAGCTGTACCGG Hs.127519 11356 1.303775 0.34993097 0.000925766 1.7179 0.19584188 0.000178678
ALS2CR4 BX538000_bp123_R AGCTAAAAAGCATCTTTCTTGTACTTTACCTCTCTTGAAGGTAAAGTACAAGAAAGATGCGG Hs.584965 4272 -0.03835 0.28899454 0.893503829 -0.8516
ALS2CR4 BX538000_bp123_R AGCTAAAAAGCATCTTTCTTGTACTTTACCTCTCTTGAAGGTAAAGTACAAGAAAGATGCGG Hs.584965 9648 -0.051533333 0.27624254 0.81052779 -0.6925
ALS2CR4 BX538000_bp123_R AGCTAAAAAGCATCTTTCTTGTACTTTACCTCTCTTGAAGGTAAAGTACAAGAAAGATGCGG Hs.584965 15024 0.127325 0.31193407 0.503683016
ALS2CR4 BX538000_bp228_R AGCTAAAAAGAAGCAGGAATTGAGGAACAGTCTCTTGAACTGTTCCTCAATTCCTGCTTCGG Hs.584965 9646 0.702275 1.89189016 0.387776679 0.005625 1.09379202 0.990864331 0.014533333 1.55099225 0.981768912
ALS2CR4 BX538000_bp228_R AGCTAAAAAGAAGCAGGAATTGAGGAACAGTCTCTTGAACTGTTCCTCAATTCCTGCTTCGG Hs.584965 4270 2.6645 3.15770142 0.108939937 -0.57395 1.34659631 0.361036762 -0.81975 1.38288873 0.225503578
ALS2CR4 BX538000_bp228_R AGCTAAAAAGAAGCAGGAATTGAGGAACAGTCTCTTGAACTGTTCCTCAATTCCTGCTTCGG Hs.584965 15022 1.9472 2.88570022 0.143368793 -0.056975 0.84783081 0.884121518 -1.1053 1.53781583 0.148175291
ALS2CR4 BX538000_bp282_R AGCTAAAAAGTGGCTCTTCTGGTTGGATTATCTCTTGAATAATCCAACCAGAAGAGCCACGG Hs.584965 4268 -0.798875 0.40547336 0.010994475 0.37055 0.32157451 0.106633899 -0.79143333 0.57418312 0.049312193
ALS2CR4 BX538000_bp282_R AGCTAAAAAGTGGCTCTTCTGGTTGGATTATCTCTTGAATAATCCAACCAGAAGAGCCACGG Hs.584965 9644 -0.477925 0.82781825 0.224683379 0.569075 0.1962949 0.016190077 -0.45893333 0.46967569 0.166034271
ALS2CR4 BX538000_bp282_R AGCTAAAAAGTGGCTCTTCTGGTTGGATTATCTCTTGAATAATCCAACCAGAAGAGCCACGG Hs.584965 15020 -0.256875 0.32251254 0.211994252 0.332275 0.47810586 0.22109229 -0.53185 0.41019264 0.19375838
ALS2CR7 NM_139158_bp1088_R AGCTAAAAAGAAGCACTTGTTCATGATTATTCTCTTGAAATAATCATGAACAAGTGCTTCGG Hs.348711 667 0.02125 1.2328973 0.96734657 -0.961425 0.20420525 0.002227599
ALS2CR7 NM_139158_bp1088_R AGCTAAAAAGAAGCACTTGTTCATGATTATTCTCTTGAAATAATCATGAACAAGTGCTTCGG Hs.348711 6043 0.702175 0.52392787 0.032834062 -0.3805 0.1811467 0.056074776
ALS2CR7 NM_139158_bp1088_R AGCTAAAAAGAAGCACTTGTTCATGATTATTCTCTTGAAATAATCATGAACAAGTGCTTCGG Hs.348711 11419 -1.231075 1.03443873 0.032567515 1.407725 1.09087264 0.033120189
ALS2CR7 NM_139158_bp531_R AGCTAAAAAGAGGGCTTCATCCTCATAATGTCTCTTGAACATTATGAGGATGAAGCCCTCGG Hs.348711 2135 -0.124
ALS2CR7 NM_139158_bp531_R AGCTAAAAAGAGGGCTTCATCCTCATAATGTCTCTTGAACATTATGAGGATGAAGCCCTCGG Hs.348711 7511 0.87235 1.17768634 0.247571413
ALS2CR7 NM_139158_bp531_R AGCTAAAAAGAGGGCTTCATCCTCATAATGTCTCTTGAACATTATGAGGATGAAGCCCTCGG Hs.348711 12887 0.85235 1.06497352 0.227520412
ALS2CR7 NM_139158_bp809_R AGCTAAAAAGGCTGCATCTTTATTGAAATGTCTCTTGAACATTTCAATAAAGATGCAGCCGG Hs.348711 2161 -0.3451 2.01775 3.47861181 0.306248724
ALS2CR7 NM_139158_bp809_R AGCTAAAAAGGCTGCATCTTTATTGAAATGTCTCTTGAACATTTCAATAAAGATGCAGCCGG Hs.348711 12913 -0.0755 -0.2407
ALS2CR7 NM_139158_bp809_R AGCTAAAAAGGCTGCATCTTTATTGAAATGTCTCTTGAACATTTCAATAAAGATGCAGCCGG Hs.348711 7537 0.1517
AMHR2 NM_020547_bp140_R AGCTAAAAAGGCGAACCTGTGTGTTCTTTGTCTCTTGAACAAAGAACACACAGGTTCGCCGG Hs.437877 635 2.62695 0.42130825 5.41E-05 0.6819 0.40014377 0.025784301
AMHR2 NM_020547_bp140_R AGCTAAAAAGGCGAACCTGTGTGTTCTTTGTCTCTTGAACAAAGAACACACAGGTTCGCCGG Hs.437877 6011 2.6641 0.60050145 0.000166023 0.897175 0.44799855 0.012687198
AMHR2 NM_020547_bp140_R AGCTAAAAAGGCGAACCTGTGTGTTCTTTGTCTCTTGAACAAAGAACACACAGGTTCGCCGG Hs.437877 11387 2.731475 0.3499715 2.67E-05 1.007425 0.38386032 0.005648976
AMHR2 NM_020547_bp684_R AGCTAAAAAGCTGTGTTTCTCCCAGGTAATTCTCTTGAAATTACCTGGGAGAAACACAGCGG Hs.437877 636 -0.35915 0.19495992 0.061521985 0.03485 0.29532135 0.852184255
AMHR2 NM_020547_bp684_R AGCTAAAAAGCTGTGTTTCTCCCAGGTAATTCTCTTGAAATTACCTGGGAGAAACACAGCGG Hs.437877 6012 -0.658 0.68296663 0.075266441 -0.4801 0.48241148 0.103325094
AMHR2 NM_020547_bp684_R AGCTAAAAAGCTGTGTTTCTCCCAGGTAATTCTCTTGAAATTACCTGGGAGAAACACAGCGG Hs.437877 11388 0.37535 1.52952478 0.562343086 0.22615 0.2693649 0.245832424
AMHR2 NM_020547_bp939_R AGCTAAAAAGTGCCACTACTTGACCCAGTATCTCTTGAATACTGGGTCAAGTAGTGGCACGG Hs.437877 649 0.93325 0.28562888 0.002715506 -0.52185 0.25661391 0.029682745
AMHR2 NM_020547_bp939_R AGCTAAAAAGTGCCACTACTTGACCCAGTATCTCTTGAATACTGGGTCAAGTAGTGGCACGG Hs.437877 6025 1.525075 0.40072642 0.00063456 0.205075 0.25243096 0.275177903
AMHR2 NM_020547_bp939_R AGCTAAAAAGTGCCACTACTTGACCCAGTATCTCTTGAATACTGGGTCAAGTAGTGGCACGG Hs.437877 11401 0.773375 0.73890172 0.056659062 -0.5986 0.77871136 0.148054957
ANKHD1 NM_024668_bp1968_R AGCTAAAAAGGGTGGCCTTTGATGCTTGTATCTCTTGAATACAAGCATCAAAGGCCACCCGG Hs.591259 2992 3.839425 0.75558184 6.90E-05 0.700925 0.56557586 0.039314403
ANKHD1 NM_024668_bp1968_R AGCTAAAAAGGGTGGCCTTTGATGCTTGTATCTCTTGAATACAAGCATCAAAGGCCACCCGG Hs.591259 8368 4.23755 0.97610017 0.000125575 0.65125 0.58108487 0.053170167
ANKHD1 NM_024668_bp1968_R AGCTAAAAAGGGTGGCCTTTGATGCTTGTATCTCTTGAATACAAGCATCAAAGGCCACCCGG Hs.591259 13744 3.32575 0.58332124 5.09E-05 0.534275 0.47169907 0.071029437
ANKHD1 NM_024668_bp2076_R AGCTAAAAAGACAAAGGAAATCCTCTTCAATCTCTTGAATTGAAGAGGATTTCCTTTGTCGG Hs.591259 3000 0.536225 1.10981396 0.285022767 -0.551725 0.7679364 0.13892677
ANKHD1 NM_024668_bp2076_R AGCTAAAAAGACAAAGGAAATCCTCTTCAATCTCTTGAATTGAAGAGGATTTCCTTTGTCGG Hs.591259 8376 0.3832 1.07405933 0.418554871 -0.43265 0.89244966 0.275653564
ANKHD1 NM_024668_bp2076_R AGCTAAAAAGACAAAGGAAATCCTCTTCAATCTCTTGAATTGAAGAGGATTTCCTTTGTCGG Hs.591259 13752 0.471775 0.95562511 0.281944082 -0.353725 0.96106872 0.390108849
ANKHD1 NM_024668_bp2082_R AGCTAAAAAGGAAATCCTCTTCAATTGAAATCTCTTGAATTTCAATTGAAGAGGATTTCCGG Hs.591259 2994 -0.312575 0.42205016 0.193446963 0.181075 0.49906056 0.497834923
ANKHD1 NM_024668_bp2082_R AGCTAAAAAGGAAATCCTCTTCAATTGAAATCTCTTGAATTTCAATTGAAGAGGATTTCCGG Hs.591259 8370 -0.316775 0.59927232 0.285980736 -0.1378 0.76854092 0.685543589
ANKHD1 NM_024668_bp2082_R AGCTAAAAAGGAAATCCTCTTCAATTGAAATCTCTTGAATTTCAATTGAAGAGGATTTCCGG Hs.591259 13746 -0.1874 0.19151223 0.263951635 -0.1233 0.66192766 0.689295487
ANKRD1 NM_014391_bp504_R AGCTAAAAAGACCTTGAAATAATCATTCAATCTCTTGAATTGAATGATTATTTCAAGGTCGG Hs.448589 2482 0.419533333 0.11000485 0.0465838 0.3243375 1.91840753 0.617183886
ANKRD1 NM_014391_bp504_R AGCTAAAAAGACCTTGAAATAATCATTCAATCTCTTGAATTGAATGATTATTTCAAGGTCGG Hs.448589 7858 0.5619 0.24983263 0.011620517 0.3012875 1.81406789 0.621626655
ANKRD1 NM_014391_bp504_R AGCTAAAAAGACCTTGAAATAATCATTCAATCTCTTGAATTGAATGATTATTTCAAGGTCGG Hs.448589 13234 0.490525 0.11961848 0.010555747 0.3396625 1.82001187 0.585281698
ANKRD1 NM_014391_bp558_R AGCTAAAAAGTTCCAGTTGTAAAGGAACCATCTCTTGAATGGTTCCTTTACAACTGGAACGG Hs.448589 2486 0.03335 0.44887717 0.696028636 0.4074125 0.58139283 0.147186788
ANKRD1 NM_014391_bp558_R AGCTAAAAAGTTCCAGTTGTAAAGGAACCATCTCTTGAATGGTTCCTTTACAACTGGAACGG Hs.448589 7862 -0.003475 0.40249885 0.805461389 0.3455125 0.46432131 0.159248828
ANKRD1 NM_014391_bp558_R AGCTAAAAAGTTCCAGTTGTAAAGGAACCATCTCTTGAATGGTTCCTTTACAACTGGAACGG Hs.448589 13238 0.007 0.35318306 0.751521941 0.3586625 0.51534686 0.164557835
ANKRD1 NM_014391_bp734_R AGCTAAAAAGGAAGGACATTTGGCAATTGTTCTCTTGAAACAATTGCCAAATGTCCTTCCGG Hs.448589 2484 -1.344333333 0.30722819 0.003713296 0.3459625 0.78287516 0.283564135
ANKRD1 NM_014391_bp734_R AGCTAAAAAGGAAGGACATTTGGCAATTGTTCTCTTGAAACAATTGCCAAATGTCCTTCCGG Hs.448589 7860 -1.1293 0.1523236 0.000654252 0.0012625 0.90441306 0.908235439
ANKRD1 NM_014391_bp734_R AGCTAAAAAGGAAGGACATTTGGCAATTGTTCTCTTGAAACAATTGCCAAATGTCCTTCCGG Hs.448589 13236 -1.3214 0.5563317 0.003972168 0.1407375 0.8326301 0.613561129
ANKRD13 NM_033121_bp1252_R AGCTAAAAAGCCTGATGAGTACTTCAATGATCTCTTGAATCATTGAAGTACTCATCAGGCGG Hs.528703 4830 0.0909625 0.11256763 0.534455444 0.5313625 0.16285278 0.017578066
ANKRD13 NM_033121_bp1252_R AGCTAAAAAGCCTGATGAGTACTTCAATGATCTCTTGAATCATTGAAGTACTCATCAGGCGG Hs.528703 10206 0.1095125 0.12171197 0.462167093 0.5319625 0.15319878 0.016766716
ANKRD13 NM_033121_bp1252_R AGCTAAAAAGCCTGATGAGTACTTCAATGATCTCTTGAATCATTGAAGTACTCATCAGGCGG Hs.528703 15582 0.1784125 0.13731043 0.257789859 0.5042625 0.13896812 0.019056979
ANKRD13 NM_033121_bp1630_R AGCTAAAAAGGTTGATCAATCTGTGTTTGATCTCTTGAATCAAACACAGATTGATCAACCGG Hs.528703 4834 -0.0849375 0.08991805 0.553718257 0.2118375 0.31633564 0.303823588
ANKRD13 NM_033121_bp1630_R AGCTAAAAAGGTTGATCAATCTGTGTTTGATCTCTTGAATCAAACACAGATTGATCAACCGG Hs.528703 10210 0.0190875 0.19762378 0.903825102 0.0501375 0.38886694 0.817210755
ANKRD13 NM_033121_bp1630_R AGCTAAAAAGGTTGATCAATCTGTGTTTGATCTCTTGAATCAAACACAGATTGATCAACCGG Hs.528703 15586 0.0705875 0.24821273 0.679408941 -0.0484625 0.43704807 0.835463637
ANKRD13 NM_033121_bp659_R AGCTAAAAAGTGCCCTTGGTTTCTAGAATATCTCTTGAATATTCTAGAAACCAAGGGCACGG Hs.528703 4832 0.0233625 0.37112695 0.908438825 -0.3336875 0.1847282 0.08192921
ANKRD13 NM_033121_bp659_R AGCTAAAAAGTGCCCTTGGTTTCTAGAATATCTCTTGAATATTCTAGAAACCAAGGGCACGG Hs.528703 10208 0.0776125 0.37811102 0.707277056 -0.2652875 0.16299959 0.133744808
ANKRD13 NM_033121_bp659_R AGCTAAAAAGTGCCCTTGGTTTCTAGAATATCTCTTGAATATTCTAGAAACCAAGGGCACGG Hs.528703 15584 0.0301375 0.38365485 0.88426553 -0.2557125 0.16892028 0.147476874
ANKRD15 BX648931_bp2083_R AGCTAAAAAGCGTGAACACTGAGGCTGTTATCTCTTGAATAACAGCCTCAGTGTTCACGCGG Hs.493272 4971 -0.1874375 0.51173866 0.463671783 -0.3585875 0.67605103 0.297789789
ANKRD15 BX648931_bp2083_R AGCTAAAAAGCGTGAACACTGAGGCTGTTATCTCTTGAATAACAGCCTCAGTGTTCACGCGG Hs.493272 10347 -0.2459375 0.52586749 0.354142581 -0.3220625 0.57164301 0.286872762
ANKRD15 BX648931_bp2083_R AGCTAAAAAGCGTGAACACTGAGGCTGTTATCTCTTGAATAACAGCCTCAGTGTTCACGCGG Hs.493272 15723 -0.1872875 0.49709682 0.455473937 -0.3164375 0.63308004 0.328570601
ANKRD15 BX648931_bp4284_R AGCTAAAAAGCACGATGGATATATGGTAATTCTCTTGAAATTACCATATATCCATCGTGCGG Hs.493272 4973 -0.5654125 0.33766777 0.027460651 -0.4694125 0.65610977 0.181708922
ANKRD15 BX648931_bp4284_R AGCTAAAAAGCACGATGGATATATGGTAATTCTCTTGAAATTACCATATATCCATCGTGCGG Hs.493272 10349 -0.4328125 0.46844517 0.109239115 -0.4909875 0.36519483 0.060642811
ANKRD15 BX648931_bp4284_R AGCTAAAAAGCACGATGGATATATGGTAATTCTCTTGAAATTACCATATATCCATCGTGCGG Hs.493272 15725 -0.6619625 0.30630224 0.012884124 -0.6395875 0.70160758 0.103723678
ANKRD15 BX648931_bp6388_R AGCTAAAAAGGGTGACAGATACTGAATGTATCTCTTGAATACATTCAGTATCTGTCACCCGG Hs.493272 4969 0.6966125 0.43563753 0.021848767 -0.4382125 0.75927705 0.254687915
ANKRD15 BX648931_bp6388_R AGCTAAAAAGGGTGACAGATACTGAATGTATCTCTTGAATACATTCAGTATCTGTCACCCGG Hs.493272 10345 0.6079625 0.38690936 0.027534985 -0.5743375 0.62247952 0.106361348
ANKRD15 BX648931_bp6388_R AGCTAAAAAGGGTGACAGATACTGAATGTATCTCTTGAATACATTCAGTATCTGTCACCCGG Hs.493272 15721 0.6475875 0.47389899 0.034167714 0.4208
ANKRD28 NM_015199_bp1291_R AGCTAAAAAGGGGCCGATGTCAATATGAAGTCTCTTGAACTTCATATTGACATCGGCCCCGG Hs.335239 3170 7.3165
ANKRD28 NM_015199_bp1291_R AGCTAAAAAGGGGCCGATGTCAATATGAAGTCTCTTGAACTTCATATTGACATCGGCCCCGG Hs.335239 8546 7.3284
ANKRD28 NM_015199_bp1291_R AGCTAAAAAGGGGCCGATGTCAATATGAAGTCTCTTGAACTTCATATTGACATCGGCCCCGG Hs.335239 13922 7.2494 -0.2506 2.4735
ANKRD28 NM_015199_bp784_R AGCTAAAAAGTACCTCTTCTGAGTAATGTATCTCTTGAATACATTACTCAGAAGAGGTACGG Hs.335239 3172 4.348225 0.95742821 0.000101965 3.005025 0.6539458 4.45E-05 0.750525 0.8202906 0.164686144 1.05815 0.22489472 0.00254271
ANKRD28 NM_015199_bp784_R AGCTAAAAAGTACCTCTTCTGAGTAATGTATCTCTTGAATACATTACTCAGAAGAGGTACGG Hs.335239 8548 4.3426 0.95999536 0.000103801 2.9659 0.66804761 5.18E-05 0.793475 0.79836075 0.140990145 1.0387 0.24378525 0.003394769
ANKRD28 NM_015199_bp784_R AGCTAAAAAGTACCTCTTCTGAGTAATGTATCTCTTGAATACATTACTCAGAAGAGGTACGG Hs.335239 13924 4.2053 0.90506405 9.42E-05 2.92245 0.64859633 5.08E-05 0.793575 0.76443102 0.129465754 1.140525 0.27515492 0.003677088
ANKRD28 NM_015199_bp941_R AGCTAAAAAGGGCAGCATATATGGGTCACATCTCTTGAATGTGACCCATATATGCTGCCCGG Hs.335239 3174 -0.9401 0.60331416 0.016751319 0.2816 0.40941247 0.266884871 0.1112 0.28243743 0.48850971 0.4547 0.48322107 0.156392605
ANKRD28 NM_015199_bp941_R AGCTAAAAAGGGCAGCATATATGGGTCACATCTCTTGAATGTGACCCATATATGCTGCCCGG Hs.335239 8550 -0.83565 0.58026296 0.023185907 0.228625 0.4567659 0.379186493 0.083075 0.21914854 0.503474632 0.47515 0.42206575 0.109780992
ANKRD28 NM_015199_bp941_R AGCTAAAAAGGGCAGCATATATGGGTCACATCTCTTGAATGTGACCCATATATGCTGCCCGG Hs.335239 13926 -0.74515 0.51428791 0.025521541 0.20495 0.40556134 0.405938046 0.12805 0.30452172 0.462099195 0.470225 0.40925413 0.105184881
ANKRD44 AL833063_bp2647_R AGCTAAAAAGGGGCTGGGTTTCTTTGTTTATCTCTTGAATAAACAAAGAAACCCAGCCCCGG Hs.432706 4072 -0.8324875 0.20573362 0.002725577 -0.00905 0.15720828 0.963229037
ANKRD44 AL833063_bp2647_R AGCTAAAAAGGGGCTGGGTTTCTTTGTTTATCTCTTGAATAAACAAAGAAACCCAGCCCCGG Hs.432706 9448 -0.7066375 0.39102115 0.016273375 0.22935 0.3068361 0.315853245
ANKRD44 AL833063_bp2647_R AGCTAAAAAGGGGCTGGGTTTCTTTGTTTATCTCTTGAATAAACAAAGAAACCCAGCCCCGG Hs.432706 14824 -0.7344875 0.10221541 0.002840915 0.083075 0.13924861 0.671686767
ANKRD44 AL833063_bp4070_R AGCTAAAAAGACAGGGTGCTTATTTATTTATCTCTTGAATAAATAAATAAGCACCCTGTCGG Hs.432706 4076 -1.0698125 0.29535711 0.001574785 -0.156325 0.85527024 0.670631437
ANKRD44 AL833063_bp4070_R AGCTAAAAAGACAGGGTGCTTATTTATTTATCTCTTGAATAAATAAATAAGCACCCTGTCGG Hs.432706 9452 -1.0292375 0.33348414 0.002414256 -0.27175 0.45918363 0.303256695
ANKRD44 AL833063_bp4070_R AGCTAAAAAGACAGGGTGCTTATTTATTTATCTCTTGAATAAATAAATAAGCACCCTGTCGG Hs.432706 14828 -0.8789875 0.41964072 0.008143054 -0.7568 0.45797716 0.019809849
ANKRD44 AL833063_bp4742_R AGCTAAAAAGGGGCCTCAGTAGCAATTAACTCTCTTGAAGTTAATTGCTACTGAGGCCCCGG Hs.432706 4074 0.7532875 0.33975452 0.009419721 0.908075 0.22879776 0.00354034
ANKRD44 AL833063_bp4742_R AGCTAAAAAGGGGCCTCAGTAGCAATTAACTCTCTTGAAGTTAATTGCTACTGAGGCCCCGG Hs.432706 9450 0.8178125 0.3895638 0.00911969 0.941075 0.23723626 0.00306202
ANKRD44 AL833063_bp4742_R AGCTAAAAAGGGGCCTCAGTAGCAATTAACTCTCTTGAAGTTAATTGCTACTGAGGCCCCGG Hs.432706 14826 0.8331875 0.33486372 0.006050131 0.8977 0.21106039 0.003522865
ANP32A NM_024970_bp2657_R AGCTAAAAAGGCACCATATTTATTCTTTAATCTCTTGAATTAAAGAATAAATATGGTGCCGG 1343 -1.2155625 0.27096269 0.000638297 -0.15775 0.54219745 0.581093533
ANP32A NM_024970_bp2657_R AGCTAAAAAGGCACCATATTTATTCTTTAATCTCTTGAATTAAAGAATAAATATGGTGCCGG 6719 -1.1501625 0.23476088 0.00064786 -0.166875 0.57584671 0.571856918
ANP32A NM_024970_bp2657_R AGCTAAAAAGGCACCATATTTATTCTTTAATCTCTTGAATTAAAGAATAAATATGGTGCCGG 12095 -1.1409375 0.25483874 0.000764751 -0.1285 0.50532155 0.642021632
ANP32A NM_024970_bp666_R AGCTAAAAAGCCAGAAGGGTACTTCATTCATCTCTTGAATGAATGAAGTACCCTTCTGGCGG 1342 0.1821875 0.19917544 0.380570931 1.451625 0.83185145 0.005230918
ANP32A NM_024970_bp666_R AGCTAAAAAGCCAGAAGGGTACTTCATTCATCTCTTGAATGAATGAAGTACCCTTCTGGCGG 6718 0.1864125 0.18288652 0.358859408 1.43225 0.84079358 0.005780476
ANP32A NM_024970_bp666_R AGCTAAAAAGCCAGAAGGGTACTTCATTCATCTCTTGAATGAATGAAGTACCCTTCTGGCGG 12094 0.2049375 0.20459892 0.319879298 1.471875 0.81925607 0.004659082
ANUBL1 BC045587_bp1929_R AGCTAAAAAGCCTGTTGGTTGTGTAAATAATCTCTTGAATTATTTACACAACCAACAGGCGG Hs.89029 4374 -0.42635 0.32260833 0.063574293 -0.459775 0.18774879 0.032165377 0.423833333 0.43826779 0.186036669
ANUBL1 BC045587_bp1929_R AGCTAAAAAGCCTGTTGGTTGTGTAAATAATCTCTTGAATTATTTACACAACCAACAGGCGG Hs.89029 9750 -0.430875 0.50489659 0.124978894 -0.28085 0.37632389 0.226683669 0.249366667 0.70429388 0.497694948
ANUBL1 BC045587_bp1929_R AGCTAAAAAGCCTGTTGGTTGTGTAAATAATCTCTTGAATTATTTACACAACCAACAGGCGG Hs.89029 15126 -0.051533333 0.36379469 0.828700726 -0.376225 0.18502773 0.058845776 0.334266667 0.42738905 0.27775161
ANUBL1 BC045587_bp556_R AGCTAAAAAGGCGGACCTATAAATACTAGATCTCTTGAATCTAGTATTTATAGGTCCGCCGG Hs.89029 4378 -0.5278 0.64043973 0.117301664 0.197325 0.38363635 0.380270123 -0.12473333 0.30279687 0.641980218
ANUBL1 BC045587_bp556_R AGCTAAAAAGGCGGACCTATAAATACTAGATCTCTTGAATCTAGTATTTATAGGTCCGCCGG Hs.89029 9754 -0.42475 0.57303764 0.158533857 0.2256 0.15726638 0.184757146 -0.33046667 0.29113643 0.243757944
ANUBL1 BC045587_bp556_R AGCTAAAAAGGCGGACCTATAAATACTAGATCTCTTGAATCTAGTATTTATAGGTCCGCCGG Hs.89029 15130 -0.19455 0.9425219 0.636219853 -0.057066667 0.56300498 0.858847875 -0.2528 0.15086938 0.328532875
ANUBL1 BC045587_bp823_R AGCTAAAAAGGTGGTTCTATGTATAATTCATCTCTTGAATGAATTATACATAGAACCACCGG Hs.89029 4376 -0.1392 0.64797266 0.642391928 -0.079325 0.38401678 0.713893241 -0.73663333 0.65689388 0.074419768
ANUBL1 BC045587_bp823_R AGCTAAAAAGGTGGTTCTATGTATAATTCATCTCTTGAATGAATTATACATAGAACCACCGG Hs.89029 9752 -0.0016 1.29361012 0.997648517 -0.141 0.25914489 0.440784751 -0.8192 0.36929664 0.026098057
ANUBL1 BC045587_bp823_R AGCTAAAAAGGTGGTTCTATGTATAATTCATCTCTTGAATGAATTATACATAGAACCACCGG Hs.89029 15128 0.14875 0.60596456 0.602233061 -0.260475 0.51006089 0.341445837 -1.04523333 0.52009362 0.016086549
ANXA4 BX641114_bp3891_R AGCTAAAAAGATGCTCTGCTGGCTATAGTATCTCTTGAATACTATAGCCAGCAGAGCATCGG Hs.422986 9738 -0.0953 1.32927689 0.864346471 -2.50E-05 0.31151262 0.999895824 0.430966667 0.98200953 0.353200197
ANXA4 BX641114_bp3891_R AGCTAAAAAGATGCTCTGCTGGCTATAGTATCTCTTGAATACTATAGCCAGCAGAGCATCGG Hs.422986 15114 -0.296225 0.32577042 0.161579466 0.389075 0.75433708 0.302046846 0.449166667 0.92814868 0.317815708
ANXA4 BX641114_bp3891_R AGCTAAAAAGATGCTCTGCTGGCTATAGTATCTCTTGAATACTATAGCCAGCAGAGCATCGG Hs.422986 4362 -0.393025 0.44680818 0.128038857 0.291675 0.85161274 0.471024759 0.2574 0.9462503 0.600418938
ANXA4 BX641114_bp4070_R AGCTAAAAAGTCTCTGTACTCGTTCATCAATCTCTTGAATTGATGAACGAGTACAGAGACGG Hs.422986 4364 0.425925 0.25505047 0.04702045 0.0609 0.27270202 0.737019573 0.203966667 0.40882203 0.48565169
ANXA4 BX641114_bp4070_R AGCTAAAAAGTCTCTGTACTCGTTCATCAATCTCTTGAATTGATGAACGAGTACAGAGACGG Hs.422986 9740 0.27195 0.198608 0.130215092 0.121725 0.18916417 0.458970413 -0.29223333 0.65565285 0.414094876
ANXA4 BX641114_bp4070_R AGCTAAAAAGTCTCTGTACTCGTTCATCAATCTCTTGAATTGATGAACGAGTACAGAGACGG Hs.422986 15116 0.242525 0.41818109 0.294102026 0.139275 0.11105309 0.360184194 -0.2077 0.66574672 0.557879701
ANXA4 BX641114_bp4093_R AGCTAAAAAGTGACACATCTGGAGACTACATCTCTTGAATGTAGTCTCCAGATGTGTCACGG Hs.422986 4366 0.246025 0.18273092 0.15571698 1.1984 0.30340671 0.001681171 -0.59996667 0.55766464 0.104569143
ANXA4 BX641114_bp4093_R AGCTAAAAAGTGACACATCTGGAGACTACATCTCTTGAATGTAGTCTCCAGATGTGTCACGG Hs.422986 9742 0.31755 0.74012547 0.358220382 0.914766667 0.3700131 0.022351519 -0.47333333 0.34531731 0.126848178
ANXA4 BX641114_bp4093_R AGCTAAAAAGTGACACATCTGGAGACTACATCTCTTGAATGTAGTCTCCAGATGTGTCACGG Hs.422986 15118 0.34145 0.24733409 0.087020962 1.47225 0.12027886 0.016116253 -0.58693333 0.25212381 0.061187917
AP1S2 BX647483_bp19_R AGCTAAAAAGTCCCTTCTTTGTTACATACATCTCTTGAATGTATGTAACAAAGAAGGGACGG 4442 -0.736825 0.395237 0.014208413 -0.653175 0.54329574 0.056916398 -2.16353333 1.43582365 0.012038207
AP1S2 BX647483_bp19_R AGCTAAAAAGTCCCTTCTTTGTTACATACATCTCTTGAATGTATGTAACAAAGAAGGGACGG 9818 -0.634825 0.35155971 0.01950629 -0.417425 0.40051421 0.10779949 -1.3269 0.9193064 0.021103124
AP1S2 BX647483_bp19_R AGCTAAAAAGTCCCTTCTTTGTTACATACATCTCTTGAATGTATGTAACAAAGAAGGGACGG 15194 -0.756433333 1.41077409 0.274685846 -0.59245 0.39760247 0.040170685 -1.4965 0.90716026 0.012914886
AP1S2 BX647483_bp2165_R AGCTAAAAAGGGAGAGTATTTGAATATTATTCTCTTGAAATAATATTCAAATACTCTCCCGG 4416 0.713975 0.18248984 0.004649875 -0.094275 0.86470646 0.813032688 -0.35703333 0.65811815 0.327075439
AP1S2 BX647483_bp2165_R AGCTAAAAAGGGAGAGTATTTGAATATTATTCTCTTGAAATAATATTCAAATACTCTCCCGG 9792 0.813825 0.45825202 0.013779071 -0.27735 0.60155315 0.368213578 -0.1473 0.28751543 0.581229111



AP1S2 BX647483_bp2165_R AGCTAAAAAGGGAGAGTATTTGAATATTATTCTCTTGAAATAATATTCAAATACTCTCCCGG 15168 0.844975 0.46246155 0.012189301 -0.42705 0.86757941 0.314097084 0.211266667 0.82315253 0.596969518
AP1S2 BX647483_bp3876_R AGCTAAAAAGTCCCTTTGATCCCCAACTTATCTCTTGAATAAGTTGGGGATCAAAGGGACGG 4444 0.06495 0.48811626 0.787855607 0.051025 0.40317132 0.818015285 0.085333333 1.74494766 0.903710404
AP1S2 BX647483_bp3876_R AGCTAAAAAGTCCCTTTGATCCCCAACTTATCTCTTGAATAAGTTGGGGATCAAAGGGACGG 9820 0.02765 0.32865717 0.884741827 -0.450366667 0.65202884 0.254706585 0.056133333 1.87921791 0.940595488
AP1S2 BX647483_bp3876_R AGCTAAAAAGTCCCTTTGATCCCCAACTTATCTCTTGAATAAGTTGGGGATCAAAGGGACGG 15196 0.0113 0.83624127 0.975367373 0.042325 0.79222078 0.90851391 0.0307 1.13080516 0.954196555
APAF1 NM_181861_bp1870_R AGCTAAAAAGTCGTTTCGTTATTATTTACATCTCTTGAATGTAAATAATAACGAAACGACGG Hs.552567 950 -1.1210125 0.31439045 0.001448823 -0.3471625 0.43838286 0.192459342 0.107325 0.18841216 0.337327317 0.30065 0.2195725 0.071428114
APAF1 NM_181861_bp1870_R AGCTAAAAAGTCGTTTCGTTATTATTTACATCTCTTGAATGTAAATAATAACGAAACGACGG Hs.552567 6326 -1.0672375 0.2895667 0.001531477 -0.3519625 0.33938224 0.153566713 0.13045 0.07449128 0.039412167 0.307425 0.20265961 0.056137213
APAF1 NM_181861_bp1870_R AGCTAAAAAGTCGTTTCGTTATTATTTACATCTCTTGAATGTAAATAATAACGAAACGACGG Hs.552567 11702 -1.0180375 0.30174291 0.002053362 -0.3664125 0.32112337 0.13469824 0.18305 0.19926956 0.163491305 0.08925 0.64454172 0.79981108
APAF1 NM_181861_bp2287_R AGCTAAAAAGCCGGAAACTTCAGAAGTTTATCTCTTGAATAAACTTCTGAAGTTTCCGGCGG Hs.552567 951 -1.2481375 0.31632978 0.000898 -0.4513875 0.67879898 0.180737943 0.2349 0.22953117 0.133175348 0.335775 0.3747087 0.171012562
APAF1 NM_181861_bp2287_R AGCTAAAAAGCCGGAAACTTCAGAAGTTTATCTCTTGAATAAACTTCTGAAGTTTCCGGCGG Hs.552567 6327 -1.3154625 0.30381724 0.000645331 -0.4808125 0.68864593 0.161075249 0.2349 0.2434222 0.149169206 0.32455 0.4143439 0.215197926
APAF1 NM_181861_bp2287_R AGCTAAAAAGCCGGAAACTTCAGAAGTTTATCTCTTGAATAAACTTCTGAAGTTTCCGGCGG Hs.552567 11703 -1.3080375 0.37209382 0.001061639 -0.5140375 0.775937 0.165744046 0.235225 0.30186746 0.217009498 0.424575 0.40989976 0.130042381
APAF1 NM_181861_bp888_R AGCTAAAAAGTGGAATAACTTCGTATGTAATCTCTTGAATTACATACGAAGTTATTCCACGG Hs.552567 1959 0.6488125 2.50849452 0.536569066 -0.012775 1.31900163 0.982752201 0.08215 0.20025193 0.47207127 -0.2286 0.40558066 0.341647219
APAF1 NM_181861_bp888_R AGCTAAAAAGTGGAATAACTTCGTATGTAATCTCTTGAATTACATACGAAGTTATTCCACGG Hs.552567 7335 0.6982125 2.61980082 0.524474239 -0.041675 1.4783835 0.948164484 0.163025 0.24266518 0.271660447 -0.11445 0.41145097 0.616791887
APAF1 NM_181861_bp888_R AGCTAAAAAGTGGAATAACTTCGTATGTAATCTCTTGAATTACATACGAAGTTATTCCACGG Hs.552567 12711 0.5920375 2.53439497 0.575245005 -0.016425 1.50009168 0.979771914 0.283675 0.15262622 0.033871363 -0.128 0.3476353 0.514842679
APBA2 NM_005503_bp1584_R AGCTAAAAAGGGAACATTGTAGTGCTGATGTCTCTTGAACATCAGCACTACAATGTTCCCGG Hs.525718 2474 -0.92505 0.42095374 0.00933713 -1.0646875 0.82425822 0.023833319
APBA2 NM_005503_bp1584_R AGCTAAAAAGGGAACATTGTAGTGCTGATGTCTCTTGAACATCAGCACTACAATGTTCCCGG Hs.525718 7850 -1.327625 0.43440027 0.002138087 -0.7648125 1.30258684 0.191968851
APBA2 NM_005503_bp1584_R AGCTAAAAAGGGAACATTGTAGTGCTGATGTCTCTTGAACATCAGCACTACAATGTTCCCGG Hs.525718 13226 -1.104725 0.30317793 0.002048546 -0.8312375 0.80632628 0.056636618
APBA2 NM_005503_bp1857_R AGCTAAAAAGACGACCTCATCCACTTCTCATCTCTTGAATGAGAAGTGGATGAGGTCGTCGG Hs.525718 2448 -0.328625 0.36266419 0.195380765 0.4845375 0.47403355 0.0741951
APBA2 NM_005503_bp1857_R AGCTAAAAAGACGACCTCATCCACTTCTCATCTCTTGAATGAGAAGTGGATGAGGTCGTCGG Hs.525718 7824 -0.30985 0.29562646 0.184685078 0.3955125 0.5531902 0.14784837
APBA2 NM_005503_bp1857_R AGCTAAAAAGACGACCTCATCCACTTCTCATCTCTTGAATGAGAAGTGGATGAGGTCGTCGG Hs.525718 13200 -0.25505 0.31306961 0.293557306 0.4526625 0.58926435 0.119987364
APBA2 NM_005503_bp2364_R AGCTAAAAAGTCGGAGAGATCCACATGAAGTCTCTTGAACTTCATGTGGATCTCTCCGACGG Hs.525718 2446 -1.53185 0.2526392 0.000242625 3.2433875 1.6178346 0.001408941
APBA2 NM_005503_bp2364_R AGCTAAAAAGTCGGAGAGATCCACATGAAGTCTCTTGAACTTCATGTGGATCTCTCCGACGG Hs.525718 7822 -1.55195 0.26348638 0.000248037 2.7043875 1.2955199 0.001292251
APBA2 NM_005503_bp2364_R AGCTAAAAAGTCGGAGAGATCCACATGAAGTCTCTTGAACTTCATGTGGATCTCTCCGACGG Hs.525718 13198 -1.551325 0.50293176 0.001190047 2.0959625 1.02245286 0.001690885
APBA2BP NM_005225_bp784_R AGCTAAAAAGACCACCTGATGAATATCTGTTCTCTTGAAACAGATATTCATCAGGTGGTCGG Hs.516986 1330 -0.6237875 0.18430064 0.006534479 0.160525 0.28401243 0.453061919
APBA2BP NM_005225_bp784_R AGCTAAAAAGACCACCTGATGAATATCTGTTCTCTTGAAACAGATATTCATCAGGTGGTCGG Hs.516986 6706 -0.6472625 0.15624168 0.004898652 0.17535 0.16806373 0.379308812
APBA2BP NM_005225_bp784_R AGCTAAAAAGACCACCTGATGAATATCTGTTCTCTTGAAACAGATATTCATCAGGTGGTCGG Hs.516986 12082 -0.5883125 0.16856911 0.00759104 0.155225 0.20931094 0.443271069
APBA2BP NM_005225_bp866_R AGCTAAAAAGTCAGGACCTTCGTAGCATTGTCTCTTGAACAATGCTACGAAGGTCCTGACGG Hs.516986 1331 1.4565125 0.36781812 0.000717121 -0.145375 0.68652334 0.655440251
APBA2BP NM_005225_bp866_R AGCTAAAAAGTCAGGACCTTCGTAGCATTGTCTCTTGAACAATGCTACGAAGGTCCTGACGG Hs.516986 6707 1.4591625 0.37146369 0.000729109 -0.120375 0.77075916 0.732725712
APBA2BP NM_005225_bp866_R AGCTAAAAAGTCAGGACCTTCGTAGCATTGTCTCTTGAACAATGCTACGAAGGTCCTGACGG Hs.516986 12083 1.4774875 0.38667471 0.000761872 -0.1545 0.79425027 0.666549217
APBA2BP NM_005225_bp898_R AGCTAAAAAGAGCAGATGGTTATGGTGATCTCTCTTGAAGATCACCATAACCATCTGCTCGG Hs.516986 1329 -1.3000125 0.2434693 0.000393213 -0.196525 0.43999257 0.445420872
APBA2BP NM_005225_bp898_R AGCTAAAAAGAGCAGATGGTTATGGTGATCTCTCTTGAAGATCACCATAACCATCTGCTCGG Hs.516986 6705 -1.2933125 0.22304359 0.000351211 -0.2153 0.45982293 0.412685591
APBA2BP NM_005225_bp898_R AGCTAAAAAGAGCAGATGGTTATGGTGATCTCTCTTGAAGATCACCATAACCATCTGCTCGG Hs.516986 12081 -1.3296875 0.2610643 0.000400963 -0.18155 0.48517306 0.497685398
APC NM_000038_bp1696_R AGCTAAAAAGGCGAGCAGATGTAAATAGTATCTCTTGAATACTATTTACATCTGCTCGCCGG Hs.158932 1341 -0.1799625 0.3422545 0.293352092 0.59625 0.67544958 0.088806499
APC NM_000038_bp1696_R AGCTAAAAAGGCGAGCAGATGTAAATAGTATCTCTTGAATACTATTTACATCTGCTCGCCGG Hs.158932 6717 -0.1690375 0.33952977 0.313836672 0.583625 0.70453764 0.101431761
APC NM_000038_bp1696_R AGCTAAAAAGGCGAGCAGATGTAAATAGTATCTCTTGAATACTATTTACATCTGCTCGCCGG Hs.158932 12093 -0.1611375 0.33843745 0.329973827 0.611125 0.68149814 0.084131047
APC NM_000038_bp3355_R AGCTAAAAAGAGCCAATGGTTCAGAAACAATCTCTTGAATTGTTTCTGAACCATTGGCTCGG Hs.158932 2326 0.4289375 0.1507694 0.039619795 0.60155 0.2196334 0.021503491
APC NM_000038_bp3355_R AGCTAAAAAGAGCCAATGGTTCAGAAACAATCTCTTGAATTGTTTCTGAACCATTGGCTCGG Hs.158932 7702 0.3401125 0.09931689 0.074709808 0.6112 0.25561132 0.022519619
APC NM_000038_bp3355_R AGCTAAAAAGAGCCAATGGTTCAGAAACAATCTCTTGAATTGTTTCTGAACCATTGGCTCGG Hs.158932 13078 0.3589625 0.10123016 0.063229889 0.50585 0.21468977 0.040164096
APC NM_000038_bp4294_R AGCTAAAAAGCCCCAGTGATCTTCCAGATATCTCTTGAATATCTGGAAGATCACTGGGGCGG Hs.158932 1340 -0.2562625 0.23077743 0.12068424 0.121875 0.92566177 0.745883383
APC NM_000038_bp4294_R AGCTAAAAAGCCCCAGTGATCTTCCAGATATCTCTTGAATATCTGGAAGATCACTGGGGCGG Hs.158932 6716 -0.3363375 0.41858013 0.131173286 0.236275 0.80193634 0.498259844
APC NM_000038_bp4294_R AGCTAAAAAGCCCCAGTGATCTTCCAGATATCTCTTGAATATCTGGAAGATCACTGGGGCGG Hs.158932 12092 -0.3202375 0.42664034 0.148803954 0.138175 0.85802954 0.698612868
APEG1 AB037718_bp2350_R AGCTAAAAAGCACCCGAGATTGTCAATCAGTCTCTTGAACTGATTGACAATCTCGGGTGCGG Hs.21639 34 0.2168 0.23768614 0.229867085 0.1208875 0.25764024 0.503794886
APEG1 AB037718_bp2350_R AGCTAAAAAGCACCCGAGATTGTCAATCAGTCTCTTGAACTGATTGACAATCTCGGGTGCGG Hs.21639 5410 0.190025 0.24385701 0.288291666 -0.1355625 0.26462211 0.461013179
APEG1 AB037718_bp2350_R AGCTAAAAAGCACCCGAGATTGTCAATCAGTCTCTTGAACTGATTGACAATCTCGGGTGCGG Hs.21639 10786 0.23155 0.29040003 0.234163224 -0.0105375 0.40777557 0.962249839
APEG1 AB037718_bp2430_R AGCTAAAAAGACAGGAATCTCCCCGTTTGTTCTCTTGAAACAAACGGGGAGATTCCTGTCGG Hs.21639 35 8.2898 9.1258
APEG1 AB037718_bp2430_R AGCTAAAAAGACAGGAATCTCCCCGTTTGTTCTCTTGAAACAAACGGGGAGATTCCTGTCGG Hs.21639 5411 10.1215 8.9
APEG1 AB037718_bp2430_R AGCTAAAAAGACAGGAATCTCCCCGTTTGTTCTCTTGAAACAAACGGGGAGATTCCTGTCGG Hs.21639 10787 7.6454 9.0358
APEG1 AB037718_bp4896_R AGCTAAAAAGCACATCTCCTGGATGAAAGATCTCTTGAATCTTTCATCCAGGAGATGTGCGG Hs.21639 36 1.207025 0.81017053 0.016104799 0.2509125 0.33428666 0.245223862
APEG1 AB037718_bp4896_R AGCTAAAAAGCACATCTCCTGGATGAAAGATCTCTTGAATCTTTCATCCAGGAGATGTGCGG Hs.21639 5412 1.288175 0.80656193 0.012358415 0.3237375 0.35831488 0.164419847
APEG1 AB037718_bp4896_R AGCTAAAAAGCACATCTCCTGGATGAAAGATCTCTTGAATCTTTCATCCAGGAGATGTGCGG Hs.21639 10788 1.15645 0.80140875 0.018264612 0.2555375 0.37678744 0.264990426
APOL3 NM_145641_bp2267_R AGCTAAAAAGGAGCACTCATACACATCATCTCTCTTGAAGATGATGTGTATGAGTGCTCCGG Hs.474737 2865 -0.412525 0.7231117 0.238032381 -0.574 1.60574975 0.368866176
APOL3 NM_145641_bp2267_R AGCTAAAAAGGAGCACTCATACACATCATCTCTCTTGAAGATGATGTGTATGAGTGCTCCGG Hs.474737 8241 -0.2664 0.317826 0.195421701 -0.05435 2.20121607 0.947566304
APOL3 NM_145641_bp2267_R AGCTAAAAAGGAGCACTCATACACATCATCTCTCTTGAAGATGATGTGTATGAGTGCTCCGG Hs.474737 13617 -0.362325 0.35889625 0.114200739 -0.24605 2.16567711 0.763261119
APOL3 NM_145641_bp2316_R AGCTAAAAAGCAACCAGCATTGACCGATTGTCTCTTGAACAATCGGTCAATGCTGGTTGCGG Hs.474737 2869 -0.125175 0.72461923 0.701747107 -0.446375 0.92579866 0.274173171
APOL3 NM_145641_bp2316_R AGCTAAAAAGCAACCAGCATTGACCGATTGTCTCTTGAACAATCGGTCAATGCTGGTTGCGG Hs.474737 8245 0.5245 0.75260359 0.207142863 -0.7929 1.0033572 0.122472286
APOL3 NM_145641_bp2316_R AGCTAAAAAGCAACCAGCATTGACCGATTGTCTCTTGAACAATCGGTCAATGCTGGTTGCGG Hs.474737 13621 0.460566667 0.73052862 0.248183655 -1.1012 0.71743054 0.049788439
APOL3 NM_145641_bp2583_R AGCTAAAAAGGCATCTTCCTTGCACTGGATTCTCTTGAAATCCAGTGCAAGGAAGATGCCGG Hs.474737 2867 0.1633 0.18725208 0.320603847 -0.297525 0.51555435 0.287517542
APOL3 NM_145641_bp2583_R AGCTAAAAAGGCATCTTCCTTGCACTGGATTCTCTTGAAATCCAGTGCAAGGAAGATGCCGG Hs.474737 8243 -0.1784 0.33307638 0.373113757 -0.771275 0.53220377 0.024448276
APOL3 NM_145641_bp2583_R AGCTAAAAAGGCATCTTCCTTGCACTGGATTCTCTTGAAATCCAGTGCAAGGAAGATGCCGG Hs.474737 13619 0.4092
APS NM_020979_bp2002_R AGCTAAAAAGGAGAACCAGTACTCCTTCTATCTCTTGAATAGAAGGAGTACTGGTTCTCCGG Hs.489448 4987 0.2594875 0.55534805 0.347908464 -0.6154875 0.33887269 0.026378473
APS NM_020979_bp2002_R AGCTAAAAAGGAGAACCAGTACTCCTTCTATCTCTTGAATAGAAGGAGTACTGGTTCTCCGG Hs.489448 10363 0.1903625 0.47617474 0.436030224 -0.6456875 0.33814071 0.022339723
APS NM_020979_bp2002_R AGCTAAAAAGGAGAACCAGTACTCCTTCTATCTCTTGAATAGAAGGAGTACTGGTTCTCCGG Hs.489448 15739 0.4291625 0.81832739 0.264628188 -1.095575 0.59527784 0.071251415
APS NM_020979_bp242_R AGCTAAAAAGCGCACAAGTTCTGCCGTTTCTCTCTTGAAGAAACGGCAGAACTTGTGCGCGG Hs.489448 4991 0.2357625 0.13861866 0.152800082 -0.9383875 0.74403759 0.040780695
APS NM_020979_bp242_R AGCTAAAAAGCGCACAAGTTCTGCCGTTTCTCTCTTGAAGAAACGGCAGAACTTGTGCGCGG Hs.489448 10367 0.2275375 0.05054584 0.142225799 -1.2325625 0.98121107 0.037162434
APS NM_020979_bp242_R AGCTAAAAAGCGCACAAGTTCTGCCGTTTCTCTCTTGAAGAAACGGCAGAACTTGTGCGCGG Hs.489448 15743 0.0396875 0.10944413 0.78222574 -1.0074375 0.87070911 0.049762328
APS NM_020979_bp950_R AGCTAAAAAGTCCTCAAGGTAGAGAATGGATCTCTTGAATCCATTCTCTACCTTGAGGACGG Hs.489448 4989 -0.1324125 0.20974471 0.425267477 -0.4248125 0.90750153 0.333564059
APS NM_020979_bp950_R AGCTAAAAAGTCCTCAAGGTAGAGAATGGATCTCTTGAATCCATTCTCTACCTTGAGGACGG Hs.489448 10365 -0.3864375 0.20207545 0.050651588 -0.5579125 0.58207972 0.10035456
APS NM_020979_bp950_R AGCTAAAAAGTCCTCAAGGTAGAGAATGGATCTCTTGAATCCATTCTCTACCTTGAGGACGG Hs.489448 15741 -0.1977375 0.18100073 0.236330476 -0.4758125 0.75469897 0.219911868
AR NM_000044_bp3092_R AGCTAAAAAGCTGACAGTGTCACACATTGATCTCTTGAATCAATGTGTGACACTGTCAGCGG Hs.496240 1339 0.9283625 0.4550606 0.00941757 0.673125 0.29269202 0.016779378
AR NM_000044_bp3092_R AGCTAAAAAGCTGACAGTGTCACACATTGATCTCTTGAATCAATGTGTGACACTGTCAGCGG Hs.496240 6715 0.8941625 0.45471519 0.010981644 0.637925 0.32476071 0.023283391
AR NM_000044_bp3092_R AGCTAAAAAGCTGACAGTGTCACACATTGATCTCTTGAATCAATGTGTGACACTGTCAGCGG Hs.496240 12091 0.8766375 0.42794572 0.010212039 0.708975 0.31007751 0.014421428
AR NM_000044_bp3481_R AGCTAAAAAGGCACCTCTCTCAAGAGTTTGTCTCTTGAACAAACTCTTGAGAGAGGTGCCGG Hs.496240 2324 -0.3513625 0.26117382 0.063262318 0.09295 0.37294247 0.678239502
AR NM_000044_bp3481_R AGCTAAAAAGGCACCTCTCTCAAGAGTTTGTCTCTTGAACAAACTCTTGAGAGAGGTGCCGG Hs.496240 7700 -0.2837125 0.21925931 0.091454552 -0.143825 0.43338321 0.573465992
AR NM_000044_bp3481_R AGCTAAAAAGGCACCTCTCTCAAGAGTTTGTCTCTTGAACAAACTCTTGAGAGAGGTGCCGG Hs.496240 13076 -0.4409375 0.16378425 0.020810767 0.0711 0.51719633 0.779795076
AR NM_000044_bp3781_R AGCTAAAAAGCGTGGACTTTCCGGAAATGATCTCTTGAATCATTTCCGGAAAGTCCACGCGG Hs.496240 1338 -0.978283333 0.3845584 0.011350568 -0.2351 0.46341588 0.372979584
AR NM_000044_bp3781_R AGCTAAAAAGCGTGGACTTTCCGGAAATGATCTCTTGAATCATTTCCGGAAAGTCCACGCGG Hs.496240 6714 -0.8022375 0.49817628 0.015013657 -0.163125 0.47621013 0.536804381
AR NM_000044_bp3781_R AGCTAAAAAGCGTGGACTTTCCGGAAATGATCTCTTGAATCATTTCCGGAAAGTCCACGCGG Hs.496240 12090 -0.7745125 0.49698413 0.016911458 -0.111675 0.4317371 0.659847405
ARAF NM_001654_bp1243_R AGCTAAAAAGGCCCAGGCTTTCAAGAATGATCTCTTGAATCATTCTTGAAAGCCTGGGCCGG Hs.446641 1635 -0.150525 0.53711103 0.565242794 0.0322875 0.31697881 0.867456265
ARAF NM_001654_bp1243_R AGCTAAAAAGGCCCAGGCTTTCAAGAATGATCTCTTGAATCATTCTTGAAAGCCTGGGCCGG Hs.446641 7011 -0.156425 0.62693694 0.593695924 0.1034125 0.31537645 0.597684839
ARAF NM_001654_bp1243_R AGCTAAAAAGGCCCAGGCTTTCAAGAATGATCTCTTGAATCATTCTTGAAAGCCTGGGCCGG Hs.446641 12387 -0.1002 0.65428495 0.738689765 0.1367375 0.30049145 0.480897712
ARAF NM_001654_bp254_R AGCTAAAAAGTGGGCACCGTCAAAGTATACTCTCTTGAAGTATACTTTGACGGTGCCCACGG Hs.446641 68 3.5328 3.56470057 0.072786107 -0.0054625 0.84071403 0.988754008
ARAF NM_001654_bp254_R AGCTAAAAAGTGGGCACCGTCAAAGTATACTCTCTTGAAGTATACTTTGACGGTGCCCACGG Hs.446641 5444 3.563733333 3.36612103 0.061125393 -0.0274625 1.0365107 0.953172716
ARAF NM_001654_bp254_R AGCTAAAAAGTGGGCACCGTCAAAGTATACTCTCTTGAAGTATACTTTGACGGTGCCCACGG Hs.446641 10820 5.198075 3.88240401 0.018150891 0.1251625 0.88328971 0.758514453
ARAF NM_001654_bp908_R AGCTAAAAAGGCCAGAGTTTCAGCACTGATTCTCTTGAAATCAGTGCTGAAACTCTGGCCGG Hs.446641 69 -0.290775 0.3002708 0.154994275 -0.4707625 0.10529048 0.021369649
ARAF NM_001654_bp908_R AGCTAAAAAGGCCAGAGTTTCAGCACTGATTCTCTTGAAATCAGTGCTGAAACTCTGGCCGG Hs.446641 5445 -0.261825 0.27901157 0.180578539 -0.4529875 0.15519683 0.029327383
ARAF NM_001654_bp908_R AGCTAAAAAGGCCAGAGTTTCAGCACTGATTCTCTTGAAATCAGTGCTGAAACTCTGGCCGG Hs.446641 10821 -0.1998 0.33612912 0.325411205 -0.3867125 0.18504703 0.054322736
ARD1A NM_003491_bp225_R AGCTAAAAAGCCCCAGCTCTCTTACATTGCTCTCTTGAAGCAATGTAAGAGAGCTGGGGCGG Hs.433291 1337 -1.3769625 0.20245049 0.000230035 -0.604175 0.35820535 0.032546374
ARD1A NM_003491_bp225_R AGCTAAAAAGCCCCAGCTCTCTTACATTGCTCTCTTGAAGCAATGTAAGAGAGCTGGGGCGG Hs.433291 6713 -1.3734625 0.22597548 0.0002691 -0.634475 0.33288273 0.02478908
ARD1A NM_003491_bp225_R AGCTAAAAAGCCCCAGCTCTCTTACATTGCTCTCTTGAAGCAATGTAAGAGAGCTGGGGCGG Hs.433291 12089 -1.4115625 0.28541342 0.000357011 -0.597025 0.29137905 0.027404285
ARD1A NM_003491_bp259_R AGCTAAAAAGGGAAGATTGTGGGGTATGTCTCTCTTGAAGACATACCCCACAATCTTCCCGG Hs.433291 2320 -1.1850625 0.12405185 0.000296173 -0.1553 1.00899689 0.717689312
ARD1A NM_003491_bp259_R AGCTAAAAAGGGAAGATTGTGGGGTATGTCTCTCTTGAAGACATACCCCACAATCTTCCCGG Hs.433291 7696 -1.0314375 0.11615888 0.000543192 -0.2332 0.8666041 0.542514277
ARD1A NM_003491_bp259_R AGCTAAAAAGGGAAGATTGTGGGGTATGTCTCTCTTGAAGACATACCCCACAATCTTCCCGG Hs.433291 13072 -1.1822625 0.23403334 0.000579698 -0.06865 0.94431415 0.870035564
ARD1A NM_003491_bp421_R AGCTAAAAAGCCAAATATGTCTCCCTGCATTCTCTTGAAATGCAGGGAGACATATTTGGCGG Hs.433291 2322 -0.5393125 0.52111919 0.06088471 -0.306925 0.7671854 0.385949094
ARD1A NM_003491_bp421_R AGCTAAAAAGCCAAATATGTCTCCCTGCATTCTCTTGAAATGCAGGGAGACATATTTGGCGG Hs.433291 7698 -0.5322875 0.49701565 0.05727652 -0.3615 0.82915953 0.336604442
ARD1A NM_003491_bp421_R AGCTAAAAAGCCAAATATGTCTCCCTGCATTCTCTTGAAATGCAGGGAGACATATTTGGCGG Hs.433291 13074 -0.5401375 0.47674938 0.050352333 -0.34955 0.74879796 0.320016989
ARF3 NM_001659_bp314_R AGCTAAAAAGGGCAATATCTTTGGAAACCTTCTCTTGAAAGGTTTCCAAAGATATTGCCCGG Hs.119177 3280 -0.435375 0.2251334 0.038189107 -0.0179 0.32405885 0.935738033
ARF3 NM_001659_bp314_R AGCTAAAAAGGGCAATATCTTTGGAAACCTTCTCTTGAAAGGTTTCCAAAGATATTGCCCGG Hs.119177 8656 -0.3465 0.17643133 0.063811775 0.080725 0.38557824 0.732234919
ARF3 NM_001659_bp314_R AGCTAAAAAGGGCAATATCTTTGGAAACCTTCTCTTGAAAGGTTTCCAAAGATATTGCCCGG Hs.119177 14032 -0.287675 0.29602914 0.156477118 -0.07355 0.69742315 0.816713941
ARF3 NM_001659_bp473_R AGCTAAAAAGACAGTGGAGTATAAGAACATTCTCTTGAAATGTTCTTATACTCCACTGTCGG Hs.119177 3278 0.237775 0.46796737 0.333776102 0.814875 0.55685472 0.021646208
ARF3 NM_001659_bp473_R AGCTAAAAAGACAGTGGAGTATAAGAACATTCTCTTGAAATGTTCTTATACTCCACTGTCGG Hs.119177 8654 0.139275 0.43126694 0.538372919 0.880675 0.7629277 0.033719739
ARF3 NM_001659_bp473_R AGCTAAAAAGACAGTGGAGTATAAGAACATTCTCTTGAAATGTTCTTATACTCCACTGTCGG Hs.119177 14030 0.305625 0.79267688 0.400287466 1.238225 0.65940689 0.005366534
ARF3 NM_001659_bp666_R AGCTAAAAAGCTGTACTCCTTGTCTTTGCATCTCTTGAATGCAAAGACAAGGAGTACAGCGG Hs.119177 3282 -0.39875 0.30506237 0.071550959 -0.01735 0.84204816 0.961621695
ARF3 NM_001659_bp666_R AGCTAAAAAGCTGTACTCCTTGTCTTTGCATCTCTTGAATGCAAAGACAAGGAGTACAGCGG Hs.119177 8658 -0.640975 0.2194742 0.008904096 -0.538925 0.33699715 0.045907856
ARF3 NM_001659_bp666_R AGCTAAAAAGCTGTACTCCTTGTCTTTGCATCTCTTGAATGCAAAGACAAGGAGTACAGCGG Hs.119177 14034 -0.95205 0.38351518 0.004681828 -0.5071 0.47069024 0.082658803
ARHGAP17 AK125358_bp3069_R AGCTAAAAAGGGAATTGCCTGAACCTTTGATCTCTTGAATCAAAGGTTCAGGCAATTCCCGG 3869 -1.042725 0.50779947 0.006055911
ARHGAP17 AK125358_bp3069_R AGCTAAAAAGGGAATTGCCTGAACCTTTGATCTCTTGAATCAAAGGTTCAGGCAATTCCCGG 9245 -0.1639 0.24480037 0.567435686 -0.98045 0.46671991 0.00669619
ARHGAP17 AK125358_bp3069_R AGCTAAAAAGGGAATTGCCTGAACCTTTGATCTCTTGAATCAAAGGTTCAGGCAATTCCCGG 14621 -0.4693 -1.038725 0.46296916 0.005022642
ARHGAP17 AK125358_bp3320_R AGCTAAAAAGAAGGGACACTTGCTGAAATGTCTCTTGAACATTTCAGCAAGTGTCCCTTCGG 3871 0.7295625 0.38732502 0.014111626 -0.165775 0.46117512 0.518843747
ARHGAP17 AK125358_bp3320_R AGCTAAAAAGAAGGGACACTTGCTGAAATGTCTCTTGAACATTTCAGCAAGTGTCCCTTCGG 9247 0.8900625 0.55478795 0.016244465 -0.0896 0.46659317 0.725303194
ARHGAP17 AK125358_bp3320_R AGCTAAAAAGAAGGGACACTTGCTGAAATGTCTCTTGAACATTTCAGCAAGTGTCCCTTCGG 14623 0.8689375 0.61410564 0.023528423 0.024825 0.4335632 0.919541814
ARHGAP17 AK125358_bp3416_R AGCTAAAAAGAGGTGGAATTTAATGTATCATCTCTTGAATGATACATTAAATTCCACCTCGG 3867 1.0311375 1.25980332 0.095972877 0.076875 0.38266309 0.743764998
ARHGAP17 AK125358_bp3416_R AGCTAAAAAGAGGTGGAATTTAATGTATCATCTCTTGAATGATACATTAAATTCCACCTCGG 9243 0.9896375 1.06683938 0.070561749 0.094925 0.35212816 0.678903473
ARHGAP17 AK125358_bp3416_R AGCTAAAAAGAGGTGGAATTTAATGTATCATCTCTTGAATGATACATTAAATTCCACCTCGG 14619 0.9984875 0.97690725 0.054287822 0.111725 0.37624637 0.634505129
ARHGAP24 AL136646_bp1108_R AGCTAAAAAGAAGCAGGTGTTAAGGAATTATCTCTTGAATAATTCCTTAACACCTGCTTCGG Hs.444229 3888 1.4567375 0.7417568 0.005638959 0.5436 0.22482513 0.032188159
ARHGAP24 AL136646_bp1108_R AGCTAAAAAGAAGCAGGTGTTAAGGAATTATCTCTTGAATAATTCCTTAACACCTGCTTCGG Hs.444229 9264 1.3333875 0.69137242 0.006410821 0.631975 0.51672952 0.047719055
ARHGAP24 AL136646_bp1108_R AGCTAAAAAGAAGCAGGTGTTAAGGAATTATCTCTTGAATAATTCCTTAACACCTGCTTCGG Hs.444229 14640 1.2760125 0.5022404 0.002756489 0.5256 0.41957627 0.06399959
ARHGAP24 AL136646_bp1889_R AGCTAAAAAGGCTGCCAAATGGCTATGTGATCTCTTGAATCACATAGCCATTTGGCAGCCGG Hs.444229 3914 -0.0848125 0.48460924 0.724742636 0.0281 0.21594303 0.890324561
ARHGAP24 AL136646_bp1889_R AGCTAAAAAGGCTGCCAAATGGCTATGTGATCTCTTGAATCACATAGCCATTTGGCAGCCGG Hs.444229 9290 -0.2049625 0.400137 0.355935934 0.134775 0.17955603 0.506219073
ARHGAP24 AL136646_bp1889_R AGCTAAAAAGGCTGCCAAATGGCTATGTGATCTCTTGAATCACATAGCCATTTGGCAGCCGG Hs.444229 14666 0.1367625 0.4079542 0.532197342 0.370875 0.45551651 0.173813729
ARHGAP24 AL136646_bp857_R AGCTAAAAAGCGTGGACTTTATCCGACAAATCTCTTGAATTTGTCGGATAAAGTCCACGCGG Hs.444229 3886 -1.4781 -0.602 0.14844472 0.017993976
ARHGAP24 AL136646_bp857_R AGCTAAAAAGCGTGGACTTTATCCGACAAATCTCTTGAATTTGTCGGATAAAGTCCACGCGG Hs.444229 9262 -1.0241 -0.61055 0.09236928 0.015358863
ARHGAP24 AL136646_bp857_R AGCTAAAAAGCGTGGACTTTATCCGACAAATCTCTTGAATTTGTCGGATAAAGTCCACGCGG Hs.444229 14638 -0.601425 0.07680813 0.016025704
ARHGAP25 XM_376060_bp1360_R AGCTAAAAAGAGGGACTCCTCAGATCCAAATCTCTTGAATTTGGATCTGAGGAGTCCCTCGG 5107 -0.3603125 0.53032951 0.197196785 0.3810625 0.50701168 0.185462568
ARHGAP25 XM_376060_bp1360_R AGCTAAAAAGAGGGACTCCTCAGATCCAAATCTCTTGAATTTGGATCTGAGGAGTCCCTCGG 10483 -0.3966875 0.52593655 0.160507661 0.3244625 0.41904491 0.196826486
ARHGAP25 XM_376060_bp1360_R AGCTAAAAAGAGGGACTCCTCAGATCCAAATCTCTTGAATTTGGATCTGAGGAGTCCCTCGG 15859 0.0229375 0.24866163 0.892358639 -0.0230125 0.3633895 0.911885248
ARHGAP25 XM_376060_bp399_R AGCTAAAAAGCCTGTCTGTTCCTCTCTATATCTCTTGAATATAGAGAGGAACAGACAGGCGG 5105 -0.1948875 0.10025772 0.208305683 -0.1888125 0.61821934 0.538040261
ARHGAP25 XM_376060_bp399_R AGCTAAAAAGCCTGTCTGTTCCTCTCTATATCTCTTGAATATAGAGAGGAACAGACAGGCGG 10481 -0.1820625 0.1141402 0.24007785 -0.2165375 0.63170768 0.490181195
ARHGAP25 XM_376060_bp399_R AGCTAAAAAGCCTGTCTGTTCCTCTCTATATCTCTTGAATATAGAGAGGAACAGACAGGCGG 15857 -0.1262875 0.08267392 0.386548491 -0.2452375 0.51938961 0.373352488
ARHGAP28 XM_371108_bp3289_R AGCTAAAAAGGAGGATTTCTGGCGGGAAATTCTCTTGAAATTTCCCGCCAGAAATCCTCCGG Hs.183114 3816 -0.169225 0.25557734 0.345981409 -0.5213875 0.12668419 0.030283693
ARHGAP28 XM_371108_bp3289_R AGCTAAAAAGGAGGATTTCTGGCGGGAAATTCTCTTGAAATTTCCCGCCAGAAATCCTCCGG Hs.183114 9192 0.07525 0.5533948 0.775521246 -0.2336875 0.37267635 0.333730767
ARHGAP28 XM_371108_bp3289_R AGCTAAAAAGGAGGATTTCTGGCGGGAAATTCTCTTGAAATTTCCCGCCAGAAATCCTCCGG Hs.183114 14568 0.149025 0.20938404 0.373442091 -0.6370625 0.23771909 0.01802095
ARHGAP28 XM_371108_bp3402_R AGCTAAAAAGGCTGCAAGATGTGGGTTTATTCTCTTGAAATAAACCCACATCTTGCAGCCGG Hs.183114 3812 0.441225 0.24794102 0.040620215 0.7699125 0.21877899 0.007476537
ARHGAP28 XM_371108_bp3402_R AGCTAAAAAGGCTGCAAGATGTGGGTTTATTCTCTTGAAATAAACCCACATCTTGCAGCCGG Hs.183114 9188 0.613225 0.44468555 0.035689265 0.4058125 0.96546295 0.330399482
ARHGAP28 XM_371108_bp3402_R AGCTAAAAAGGCTGCAAGATGTGGGTTTATTCTCTTGAAATAAACCCACATCTTGCAGCCGG Hs.183114 14564 0.834 0.05747331 0.001408047 0.1702875 0.40384254 0.485214073
ARHGAP28 XM_371108_bp4786_R AGCTAAAAAGAAGGTTCCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGGAACCTTCGG Hs.183114 3814 0.639925 0.60815403 0.062659759 0.1068375 0.09583743 0.580875245
ARHGAP28 XM_371108_bp4786_R AGCTAAAAAGAAGGTTCCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGGAACCTTCGG Hs.183114 9190 0.30245 0.17201954 0.09192127 0.1549875 0.23831647 0.464467241
ARHGAP28 XM_371108_bp4786_R AGCTAAAAAGAAGGTTCCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGGAACCTTCGG Hs.183114 14566 0.4771 0.50408777 0.09674428 0.2150375 0.43570353 0.397403288
ARHGDIA NM_004309_bp152_R AGCTAAAAAGGATGAGCACTCGGTCAACTATCTCTTGAATAGTTGACCGAGTGCTCATCCGG Hs.159161 1334 1.636925 0.45675563 0.012750349 -0.76615 0.69628805 0.125613747
ARHGDIA NM_004309_bp152_R AGCTAAAAAGGATGAGCACTCGGTCAACTATCTCTTGAATAGTTGACCGAGTGCTCATCCGG Hs.159161 6710 1.527925 0.15312397 0.00866719 -0.6507 0.53061293 0.148420219
ARHGDIA NM_004309_bp152_R AGCTAAAAAGGATGAGCACTCGGTCAACTATCTCTTGAATAGTTGACCGAGTGCTCATCCGG Hs.159161 12086 2.434716667 1.99877035 0.044503716 -0.6144 0.44866164 0.081495085



ARHGDIA NM_004309_bp410_R AGCTAAAAAGGGTGTGGAGTACCGGATAAATCTCTTGAATTTATCCGGTACTCCACACCCGG Hs.159161 2310 0.3409125 0.79034175 0.402893553 -0.80855 0.82583633 0.055766743
ARHGDIA NM_004309_bp410_R AGCTAAAAAGGGTGTGGAGTACCGGATAAATCTCTTGAATTTATCCGGTACTCCACACCCGG Hs.159161 7686 0.3671375 0.78692172 0.364870319 -0.76385 0.8294079 0.067518071
ARHGDIA NM_004309_bp410_R AGCTAAAAAGGGTGTGGAGTACCGGATAAATCTCTTGAATTTATCCGGTACTCCACACCCGG Hs.159161 13062 0.2388125 0.82776172 0.585725221 -0.8161 0.91656686 0.069093857
ARHGDIA NM_004309_bp667_R AGCTAAAAAGGGAGTGGAATCTCACCATCATCTCTTGAATGATGGTGAGATTCCACTCCCGG Hs.159161 1333 -0.50935 0.19699638 0.041463389 0.111275 0.67553974 0.712628067
ARHGDIA NM_004309_bp667_R AGCTAAAAAGGGAGTGGAATCTCACCATCATCTCTTGAATGATGGTGAGATTCCACTCCCGG Hs.159161 6709 -0.370016667 0.35202925 0.137071081 0.257025 0.80711981 0.466225788
ARHGDIA NM_004309_bp667_R AGCTAAAAAGGGAGTGGAATCTCACCATCATCTCTTGAATGATGGTGAGATTCCACTCCCGG Hs.159161 12085 -0.5200375 0.26426873 0.019580806 0.229375 0.65784611 0.455286932
ARHGDIB NM_001175_bp207_R AGCTAAAAAGACAGCAAGCTCAATTATAAGTCTCTTGAACTTATAATTGAGCTTGCTGTCGG Hs.504877 2308 1.9941625 0.85971094 0.002735789 0.10055 0.35861973 0.652127326
ARHGDIB NM_001175_bp207_R AGCTAAAAAGACAGCAAGCTCAATTATAAGTCTCTTGAACTTATAATTGAGCTTGCTGTCGG Hs.504877 7684 1.9752625 0.82790897 0.00247448 0.091975 0.35661843 0.678266834
ARHGDIB NM_001175_bp207_R AGCTAAAAAGACAGCAAGCTCAATTATAAGTCTCTTGAACTTATAATTGAGCTTGCTGTCGG Hs.504877 13060 2.0516875 0.77906092 0.001654849 0.13145 0.36514248 0.563631138
ARHGDIB NM_001175_bp549_R AGCTAAAAAGGGGTGAAAGTGGATAAAGCATCTCTTGAATGCTTTATCCACTTTCACCCCGG Hs.504877 2306 -0.9910875 0.23326327 0.001234906 2.446425 1.0015275 0.000763529
ARHGDIB NM_001175_bp549_R AGCTAAAAAGGGGTGAAAGTGGATAAAGCATCTCTTGAATGCTTTATCCACTTTCACCCCGG Hs.504877 7682 -1.0383125 0.17361552 0.000696131 2.49845 1.06192563 0.0008792
ARHGDIB NM_001175_bp549_R AGCTAAAAAGGGGTGAAAGTGGATAAAGCATCTCTTGAATGCTTTATCCACTTTCACCCCGG Hs.504877 13058 -1.0787875 0.16015409 0.000547786 2.470925 1.00460927 0.000736
ARHGDIB NM_001175_bp720_R AGCTAAAAAGAGTGGAACCTGTCGATTAAGTCTCTTGAACTTAATCGACAGGTTCCACTCGG Hs.504877 1320 -1.3173375 0.2511462 0.000391251 -0.143425 0.65911163 0.648787877
ARHGDIB NM_001175_bp720_R AGCTAAAAAGAGTGGAACCTGTCGATTAAGTCTCTTGAACTTAATCGACAGGTTCCACTCGG Hs.504877 6696 -1.2760625 0.39598064 0.001227181 -0.117775 0.76462798 0.734884992
ARHGDIB NM_001175_bp720_R AGCTAAAAAGAGTGGAACCTGTCGATTAAGTCTCTTGAACTTAATCGACAGGTTCCACTCGG Hs.504877 12072 -1.2505625 0.33400241 0.000877351 -0.14105 0.86331075 0.708808791
ARHGEF10 NM_014629_bp4520_R AGCTAAAAAGCTGGATGCATACAGTGAATATCTCTTGAATATTCACTGTATGCATCCAGCGG Hs.98594 2663 1.226883333 0.51077951 0.011011486 -0.45525 0.49428478 0.119139932
ARHGEF10 NM_014629_bp4520_R AGCTAAAAAGCTGGATGCATACAGTGAATATCTCTTGAATATTCACTGTATGCATCCAGCGG Hs.98594 8039 1.323116667 0.45207176 0.006533449 -0.3816 0.58101688 0.212176924
ARHGEF10 NM_014629_bp4520_R AGCTAAAAAGCTGGATGCATACAGTGAATATCTCTTGAATATTCACTGTATGCATCCAGCGG Hs.98594 13415 1.3244125 0.43753493 0.001743072 -0.412075 0.57374726 0.179348194
ARHGEF10 NM_014629_bp5657_R AGCTAAAAAGCAGCAGGAGTTCAAGATTGATCTCTTGAATCAATCTTGAACTCCTGCTGCGG Hs.98594 1319 -0.0356375 0.68510495 0.813866033 -0.244675 0.70036936 0.456055213
ARHGEF10 NM_014629_bp5657_R AGCTAAAAAGCAGCAGGAGTTCAAGATTGATCTCTTGAATCAATCTTGAACTCCTGCTGCGG Hs.98594 6695 -0.0943875 0.60955991 0.6446589 -0.18295 0.74220054 0.589788758
ARHGEF10 NM_014629_bp5657_R AGCTAAAAAGCAGCAGGAGTTCAAGATTGATCTCTTGAATCAATCTTGAACTCCTGCTGCGG Hs.98594 12071 0.0335625 0.66734282 0.989262496 -0.098675 0.73452319 0.771685272
ARHGEF10 NM_014629_bp7072_R AGCTAAAAAGGCAGATCCCTCTGCTGAATATCTCTTGAATATTCAGCAGAGGGATCTGCCGG Hs.98594 6694 1.7799625 0.46077979 0.000510674 0.599625 0.57407287 0.065499786
ARHGEF10 NM_014629_bp7072_R AGCTAAAAAGGCAGATCCCTCTGCTGAATATCTCTTGAATATTCAGCAGAGGGATCTGCCGG Hs.98594 12070 1.7181875 0.33956402 0.00026045 0.60285 0.45269201 0.04370717
ARHGEF10 NM_014629_bp7072_R AGCTAAAAAGGCAGATCCCTCTGCTGAATATCTCTTGAATATTCAGCAGAGGGATCTGCCGG Hs.98594 1318 1.7100375 0.44130397 0.00054468 0.9817 0.45283118 0.0455947
ARHGEF2 BC020567_bp1093_R AGCTAAAAAGGAGCAGATGTGTAAGACCTATCTCTTGAATAGGTCTTACACATCTGCTCCGG Hs.568509 4377 1.49865 1.86429364 0.095925164 0.708775 0.32887859 0.015301855 -0.4493 0.7133847 0.247600721
ARHGEF2 BC020567_bp1093_R AGCTAAAAAGGAGCAGATGTGTAAGACCTATCTCTTGAATAGGTCTTACACATCTGCTCCGG Hs.568509 9753 1.531475 1.91264116 0.096717808 0.476275 0.66980205 0.182531325 -0.24226667 0.44940896 0.425345871
ARHGEF2 BC020567_bp1093_R AGCTAAAAAGGAGCAGATGTGTAAGACCTATCTCTTGAATAGGTCTTACACATCTGCTCCGG Hs.568509 15129 1.7847 1.6095251 0.037522406 0.42125 0.40782627 0.108351836 -0.20556667 0.38792166 0.476143515
ARHGEF2 BC020567_bp1658_R AGCTAAAAAGTGGTATCGCTGCAGAATCTATCTCTTGAATAGATTCTGCAGCGATACCACGG Hs.568509 4375 0.77725 1.08989879 0.137983711 -1.16485 0.9139908 0.036305627 -0.19166667 0.4065349 0.51043306
ARHGEF2 BC020567_bp1658_R AGCTAAAAAGTGGTATCGCTGCAGAATCTATCTCTTGAATAGATTCTGCAGCGATACCACGG Hs.568509 9751 0.611875 0.97689709 0.185796651 -0.799 0.42406833 0.016920648 -0.59803333 0.44652769 0.084051494
ARHGEF2 BC020567_bp1658_R AGCTAAAAAGTGGTATCGCTGCAGAATCTATCTCTTGAATAGATTCTGCAGCGATACCACGG Hs.568509 15127 0.22315 1.35071515 0.695486728 -0.45655 0.18182566 0.032047874 -0.52253333 0.40536021 0.110474635
ARHGEF2 BC020567_bp2774_R AGCTAAAAAGCCCTGTACTTGAGTTTCAACTCTCTTGAAGTTGAAACTCAAGTACAGGGCGG Hs.568509 4379 0.161 0.25877165 0.369899476 0.77785 0.31372396 0.009966105 -1.08393333 0.92083474 0.04271623
ARHGEF2 BC020567_bp2774_R AGCTAAAAAGCCCTGTACTTGAGTTTCAACTCTCTTGAAGTTGAAACTCAAGTACAGGGCGG Hs.568509 9755 0.055475 0.23702403 0.740574014 1.07195 0.51787941 0.009547318 -1.078 0.94215602 0.045742491
ARHGEF2 BC020567_bp2774_R AGCTAAAAAGCCCTGTACTTGAGTTTCAACTCTCTTGAAGTTGAAACTCAAGTACAGGGCGG Hs.568509 15131 0.545875 0.58009794 0.088644268 0.7659 1.37392307 0.29524187 -0.1224 1.6011726 0.857531201
ARHGEF3 AF433662_bp1108_R AGCTAAAAAGCGGCTTCTTTACTTGGAAGATCTCTTGAATCTTCCAAGTAAAGAAGCCGCGG Hs.476402 3722 -0.9090125 0.47047169 0.009546973 -0.01935 0.33472292 0.931198948
ARHGEF3 AF433662_bp1108_R AGCTAAAAAGCGGCTTCTTTACTTGGAAGATCTCTTGAATCTTCCAAGTAAAGAAGCCGCGG Hs.476402 9098 -0.7883125 0.47727716 0.017230538 -0.22625 0.27133347 0.308792109
ARHGEF3 AF433662_bp1108_R AGCTAAAAAGCGGCTTCTTTACTTGGAAGATCTCTTGAATCTTCCAAGTAAAGAAGCCGCGG Hs.476402 14474 -0.9110625 0.42755073 0.00737207 0.054975 0.1606208 0.780552679
ARHGEF3 AF433662_bp237_R AGCTAAAAAGCCTTTGCAGTCTCGACATAATCTCTTGAATTATGTCGAGACTGCAAAGGCGG Hs.476402 3724 0.0584625 0.31204309 0.754359569 0.280825 0.17949225 0.1908917
ARHGEF3 AF433662_bp237_R AGCTAAAAAGCCTTTGCAGTCTCGACATAATCTCTTGAATTATGTCGAGACTGCAAAGGCGG Hs.476402 9100 0.0159875 0.34408794 0.934670697 0.428575 0.47606183 0.130997858
ARHGEF3 AF433662_bp237_R AGCTAAAAAGCCTTTGCAGTCTCGACATAATCTCTTGAATTATGTCGAGACTGCAAAGGCGG Hs.476402 14476 0.0133875 0.27023661 0.938939487 0.4909 0.34797834 0.064306545
ARHGEF4 AK127124_bp1131_R AGCTAAAAAGTCACCATAGTGCCCCAGAAATCTCTTGAATTTCTGGGGCACTATGGTGACGG Hs.469935 4013 -1.21305 1.1766964 0.10730726 -0.207625 0.51832177 0.447905999
ARHGEF4 AK127124_bp1131_R AGCTAAAAAGTCACCATAGTGCCCCAGAAATCTCTTGAATTTCTGGGGCACTATGGTGACGG Hs.469935 9389 -0.6653125 0.80304569 0.104682086 -0.3071 0.76785103 0.379486559
ARHGEF4 AK127124_bp1131_R AGCTAAAAAGTCACCATAGTGCCCCAGAAATCTCTTGAATTTCTGGGGCACTATGGTGACGG Hs.469935 14765 -0.116983333 0.77512689 0.759652378 -0.182075 0.55018527 0.515926041
ARHGEF4 AK127124_bp2955_R AGCTAAAAAGAGTCGATAGTTCTAGAGAAATCTCTTGAATTTCTCTAGAACTATCGACTCGG Hs.469935 4011 -0.290425 0.34876988 0.230107494
ARHGEF4 AK127124_bp2955_R AGCTAAAAAGAGTCGATAGTTCTAGAGAAATCTCTTGAATTTCTCTAGAACTATCGACTCGG Hs.469935 9387 -0.5888 -0.407175 0.30494081 0.099301053
ARHGEF4 AK127124_bp2955_R AGCTAAAAAGAGTCGATAGTTCTAGAGAAATCTCTTGAATTTCTCTAGAACTATCGACTCGG Hs.469935 14763 -0.305025 0.30268713 0.194293324
ARHGEF4 AK127124_bp607_R AGCTAAAAAGTCCCCTAGCTTAGAGGATGATCTCTTGAATCATCCTCTAAGCTAGGGGACGG Hs.469935 4015 -0.7801 0.44547727 0.078449593 -0.1534 0.12565973 0.439422335
ARHGEF4 AK127124_bp607_R AGCTAAAAAGTCCCCTAGCTTAGAGGATGATCTCTTGAATCATCCTCTAAGCTAGGGGACGG Hs.469935 9391 -0.7004 0.25682118 0.072457945 0.0426 0.17488715 0.830219421
ARHGEF4 AK127124_bp607_R AGCTAAAAAGTCCCCTAGCTTAGAGGATGATCTCTTGAATCATCCTCTAAGCTAGGGGACGG Hs.469935 14767 -0.7597 0.26912484 0.061048934 0.37935 0.6768401 0.249630643
ARID3A BC060828_bp1232_R AGCTAAAAAGCGGACCCAATACATGGAGTATCTCTTGAATACTCCATGTATTGGGTCCGCGG Hs.501296 10429 0.8000125 0.16827838 0.002633174 -0.2634875 0.33497891 0.226249281
ARID3A BC060828_bp1232_R AGCTAAAAAGCGGACCCAATACATGGAGTATCTCTTGAATACTCCATGTATTGGGTCCGCGG Hs.501296 15805 -0.0964125 0.07950585 0.50069247 -0.1611625 0.34895626 0.444096419
ARID3A BC060828_bp1232_R AGCTAAAAAGCGGACCCAATACATGGAGTATCTCTTGAATACTCCATGTATTGGGTCCGCGG Hs.501296 5053 1.1126 -0.2673375 0.37485037 0.245350479
ARID3A BC060828_bp1470_R AGCTAAAAAGCCCCTAAGATCAAGAAAGAGTCTCTTGAACTCTTTCTTGATCTTAGGGGCGG Hs.501296 5049 -0.1533125 0.19784804 0.35424663 0.1733375 0.47549101 0.494145563
ARID3A BC060828_bp1470_R AGCTAAAAAGCCCCTAAGATCAAGAAAGAGTCTCTTGAACTCTTTCTTGATCTTAGGGGCGG Hs.501296 10425 -0.1290625 0.09873055 0.382331446 0.1486875 0.3984102 0.50939719
ARID3A BC060828_bp1470_R AGCTAAAAAGCCCCTAAGATCAAGAAAGAGTCTCTTGAACTCTTTCTTGATCTTAGGGGCGG Hs.501296 15801 -0.0937375 0.3184895 0.622024074 0.1832875 0.17122083 0.272792902
ARID3A BC060828_bp719_R AGCTAAAAAGGAGGAGGATTACGAGGATGATCTCTTGAATCATCCTCGTAATCCTCCTCCGG Hs.501296 5051 2.2860125 0.36912004 7.33E-05 1.0460875 0.35829483 0.004159785
ARID3A BC060828_bp719_R AGCTAAAAAGGAGGAGGATTACGAGGATGATCTCTTGAATCATCCTCGTAATCCTCCTCCGG Hs.501296 10427 2.3629125 0.39165322 7.34E-05 1.0868875 0.3491394 0.003369136
ARID3A BC060828_bp719_R AGCTAAAAAGGAGGAGGATTACGAGGATGATCTCTTGAATCATCCTCGTAATCCTCCTCCGG Hs.501296 15803 2.181675 2.60020841 0.137319634 1.304725 0.07859492 0.020749228
ARID3B BC045545_bp1308_R AGCTAAAAAGCTCCAGCAGTGGTACCAATATCTCTTGAATATTGGTACCACTGCTGGAGCGG Hs.10431 4344 -0.399075 0.37838794 0.096244949 -0.164 0.4190611 0.48234348 0.091666667 1.63174236 0.89039407
ARID3B BC045545_bp1308_R AGCTAAAAAGCTCCAGCAGTGGTACCAATATCTCTTGAATATTGGTACCACTGCTGGAGCGG Hs.10431 9720 -0.405575 0.38068602 0.093081632 -0.42475 0.50590235 0.148151755 -0.2051 1.51176858 0.743093222
ARID3B BC045545_bp1308_R AGCTAAAAAGCTCCAGCAGTGGTACCAATATCTCTTGAATATTGGTACCACTGCTGGAGCGG Hs.10431 15096 -0.299825 0.46794152 0.235313894 -0.2412 0.37018477 0.284762797 0.143033333 1.36731173 0.803145644
ARID3B BC045545_bp2802_R AGCTAAAAAGATGTCAGGTTCATTGAAATATCTCTTGAATATTTCAATGAACCTGACATCGG Hs.10431 4372 5.61395 3.58379566 0.009921177 -0.2018 0.43382656 0.40385973 0.1757 1.88343038 0.816392237
ARID3B BC045545_bp2802_R AGCTAAAAAGATGTCAGGTTCATTGAAATATCTCTTGAATATTTCAATGAACCTGACATCGG Hs.10431 9748 5.20005 3.07956217 0.007366225 -0.254775 0.47611299 0.329903092 0.275833333 1.8533115 0.712707382
ARID3B BC045545_bp2802_R AGCTAAAAAGATGTCAGGTTCATTGAAATATCTCTTGAATATTTCAATGAACCTGACATCGG Hs.10431 15124 5.13045 3.05579294 0.007544068 -0.22825 0.34655303 0.498832068 0.0527 1.85099228 0.94345934
ARID3B BC045545_bp871_R AGCTAAAAAGGATGACCTCTTCGTCTTTATTCTCTTGAAATAAAGACGAAGAGGTCATCCGG Hs.10431 4370 -0.263975 0.465253 0.286799764 -0.201425 0.54667795 0.473775762 0.2591 0.51617204 0.418434903
ARID3B BC045545_bp871_R AGCTAAAAAGGATGACCTCTTCGTCTTTATTCTCTTGAAATAAAGACGAAGAGGTCATCCGG Hs.10431 9746 -0.32185 0.35768874 0.149747733 -0.2511 0.47521806 0.335621303 -0.02723333 0.35887589 0.921189917
ARID3B BC045545_bp871_R AGCTAAAAAGGATGACCTCTTCGTCTTTATTCTCTTGAAATAAAGACGAAGAGGTCATCCGG Hs.10431 15122 -0.335675 0.42311497 0.168226575 -0.4318 0.58900952 0.24274703 -0.304 0.26220414 0.271464438
ARID5B BX641020_bp1302_R AGCTAAAAAGACCTTGTGATTGCAGGGAAATCTCTTGAATTTCCCTGCAATCACAAGGTCGG Hs.535297 4785 0.9509125 0.31404722 0.003009893 0.2179375 0.8263499 0.57544271
ARID5B BX641020_bp1302_R AGCTAAAAAGACCTTGTGATTGCAGGGAAATCTCTTGAATTTCCCTGCAATCACAAGGTCGG Hs.535297 10161 0.8785625 0.306617 0.004042712 0.1517625 0.49714191 0.558751758
ARID5B BX641020_bp1302_R AGCTAAAAAGACCTTGTGATTGCAGGGAAATCTCTTGAATTTCCCTGCAATCACAAGGTCGG Hs.535297 15537 0.9942375 0.26428008 0.001782964 0.2291375 0.71999584 0.510732119
ARID5B BX641020_bp1532_R AGCTAAAAAGGCTGGGTATTCTCATTCTCTTCTCTTGAAAGAGAATGAGAATACCCAGCCGG Hs.535297 4644 -0.1881625 0.21313062 0.274286454 -0.2510625 0.91522612 0.556303915
ARID5B BX641020_bp1532_R AGCTAAAAAGGCTGGGTATTCTCATTCTCTTCTCTTGAAAGAGAATGAGAATACCCAGCCGG Hs.535297 10020 -0.2166125 0.27853253 0.254269815 -0.2464125 1.0172052 0.598113778
ARID5B BX641020_bp1532_R AGCTAAAAAGGCTGGGTATTCTCATTCTCTTCTCTTGAAAGAGAATGAGAATACCCAGCCGG Hs.535297 15396 0.0302875 0.26437431 0.861425745 0.3193125 0.48140036 0.23862108
ARID5B BX641020_bp636_R AGCTAAAAAGACTCCTACGTCCTGAAGCAATCTCTTGAATTGCTTCAGGACGTAGGAGTCGG Hs.535297 4783 -0.0940375 0.42892815 0.673438323 -0.0103875 1.11665549 0.98345015
ARID5B BX641020_bp636_R AGCTAAAAAGACTCCTACGTCCTGAAGCAATCTCTTGAATTGCTTCAGGACGTAGGAGTCGG Hs.535297 10159 -0.2794375 0.6062816 0.344303175 -0.1210625 0.95382192 0.781075155
ARID5B BX641020_bp636_R AGCTAAAAAGACTCCTACGTCCTGAAGCAATCTCTTGAATTGCTTCAGGACGTAGGAGTCGG Hs.535297 15535 -0.1969625 0.55447409 0.46702366 -0.0892125 1.047604 0.850450509
ARK5 XM_374996_bp2261_R AGCTAAAAAGGGCCACTATTGAGGACATTGTCTCTTGAACAATGTCCTCAATAGTGGCCCGG 6269 0.1482 -0.1282
ARK5 XM_374996_bp2261_R AGCTAAAAAGGGCCACTATTGAGGACATTGTCTCTTGAACAATGTCCTCAATAGTGGCCCGG 11645 0.1734 0.0084
ARK5 XM_374996_bp2261_R AGCTAAAAAGGGCCACTATTGAGGACATTGTCTCTTGAACAATGTCCTCAATAGTGGCCCGG 893
ARK5 XM_374996_bp2292_R AGCTAAAAAGTGGGTGAACTGGGGCTATAATCTCTTGAATTATAGCCCCAGTTCACCCACGG 2070 0.0707 0.15468725 0.640746225 -0.358875 0.47325842 0.189551286
ARK5 XM_374996_bp2292_R AGCTAAAAAGTGGGTGAACTGGGGCTATAATCTCTTGAATTATAGCCCCAGTTCACCCACGG 7446 0.2545 0.29682086 0.200860958 0.03415 0.62677978 0.910296856
ARK5 XM_374996_bp2292_R AGCTAAAAAGTGGGTGAACTGGGGCTATAATCTCTTGAATTATAGCCCCAGTTCACCCACGG 12822 0.501125 0.58012351 0.110547054 -0.2546 0.43236559 0.30234038
ARK5 XM_374996_bp2796_R AGCTAAAAAGCAGAGAGAATCAGGTTACTATCTCTTGAATAGTAACCTGATTCTCTCTGCGG 12824 5.511075 3.27405912 0.007441542
ARK5 XM_374996_bp2796_R AGCTAAAAAGCAGAGAGAATCAGGTTACTATCTCTTGAATAGTAACCTGATTCTCTCTGCGG 7448
ARL8B BC063125_bp346_R AGCTAAAAAGTCAGGTCAATTCAGTGAAGATCTCTTGAATCTTCACTGAATTGACCTGACGG Hs.250009 4568 0.168275 0.69481037 0.596820305 0.6679 0.64110166 0.076672597 -0.69153333 1.00069269 0.165808051
ARL8B BC063125_bp346_R AGCTAAAAAGTCAGGTCAATTCAGTGAAGATCTCTTGAATCTTCACTGAATTGACCTGACGG Hs.250009 9944 0.144975 0.65898651 0.633433968 0.5165 0.70505818 0.169016531 -0.67403333 1.18961162 0.223926474
ARL8B BC063125_bp346_R AGCTAAAAAGTCAGGTCAATTCAGTGAAGATCTCTTGAATCTTCACTGAATTGACCTGACGG Hs.250009 15320 0.413 0.56472975 0.164416517 0.758375 0.68021626 0.061594987 -0.70926667 1.17300391 0.199849681
ARL8B BC063125_bp383_R AGCTAAAAAGGCTTCAACATGAGGAAGGTATCTCTTGAATACCTTCCTCATGTTGAAGCCGG Hs.250009 4566 0.078875 0.36677734 0.698084327 0.219775 0.78529518 0.555817791 -0.43653333 0.78918921 0.284637592
ARL8B BC063125_bp383_R AGCTAAAAAGGCTTCAACATGAGGAAGGTATCTCTTGAATACCTTCCTCATGTTGAAGCCGG Hs.250009 9942 0.234125 0.32772325 0.252347046 0.42955 0.40890519 0.103724641 -0.70296667 0.53250152 0.064054945
ARL8B BC063125_bp383_R AGCTAAAAAGGCTTCAACATGAGGAAGGTATCTCTTGAATACCTTCCTCATGTTGAAGCCGG Hs.250009 15318 0.537575 0.31799812 0.029554669 0.33835 0.41452471 0.179232126 -1.03456667 1.22868413 0.09210846
ARL8B BC063125_bp486_R AGCTAAAAAGAGTCAATGCTATTGTTTACATCTCTTGAATGTAAACAATAGCATTGACTCGG Hs.250009 4564 -0.411575 0.51273406 0.142400901 -0.47875 0.37182132 0.06707134 -0.32363333 0.35246301 0.268877457
ARL8B BC063125_bp486_R AGCTAAAAAGAGTCAATGCTATTGTTTACATCTCTTGAATGTAAACAATAGCATTGACTCGG Hs.250009 9940 -0.1613 0.94887714 0.695562871 -0.5845 0.32230188 0.028711197 -0.41576667 0.3444972 0.168951238
ARL8B BC063125_bp486_R AGCTAAAAAGAGTCAATGCTATTGTTTACATCTCTTGAATGTAAACAATAGCATTGACTCGG Hs.250009 15316 -0.300175 0.49650669 0.251170336 -0.588725 0.47162324 0.057270546 -0.57413333 0.26644004 0.066877021
ARNT NM_001668_bp2230_R AGCTAAAAAGTCTCACCAATCGTGGATCTATCTCTTGAATAGATCCACGATTGGTGAGACGG Hs.181301 1317 -0.3323125 0.44098083 0.14403759 0.050325 0.27118645 0.799121373
ARNT NM_001668_bp2230_R AGCTAAAAAGTCTCACCAATCGTGGATCTATCTCTTGAATAGATCCACGATTGGTGAGACGG Hs.181301 6693 -0.4155875 0.47563093 0.099370933 -0.149425 0.22654682 0.487420288
ARNT NM_001668_bp2230_R AGCTAAAAAGTCTCACCAATCGTGGATCTATCTCTTGAATAGATCCACGATTGGTGAGACGG Hs.181301 12069 -0.3454125 0.39227146 0.11233747 -0.08145 0.22774454 0.706625918
ARNT NM_001668_bp843_R AGCTAAAAAGGGCGTATCCTGGATCTAAAGTCTCTTGAACTTTAGATCCAGGATACGCCCGG Hs.181301 1316 1.5718125 0.1906877 0.00014393 1.353 0.4640206 0.001339826
ARNT NM_001668_bp843_R AGCTAAAAAGGGCGTATCCTGGATCTAAAGTCTCTTGAACTTTAGATCCAGGATACGCCCGG Hs.181301 6692 1.5140375 0.1885217 0.000170405 1.27905 0.39373201 0.001262871
ARNT NM_001668_bp843_R AGCTAAAAAGGGCGTATCCTGGATCTAAAGTCTCTTGAACTTTAGATCCAGGATACGCCCGG Hs.181301 12068 1.5486375 0.23788116 0.000210012 1.371675 0.43961496 0.001093613
ARNT NM_001668_bp965_R AGCTAAAAAGGACCCAGTTTCTGTGAATAGTCTCTTGAACTATTCACAGAAACTGGGTCCGG Hs.181301 2661 -0.3142875 0.14850302 0.055710608 0.714925 0.50013426 0.028263302
ARNT NM_001668_bp965_R AGCTAAAAAGGACCCAGTTTCTGTGAATAGTCTCTTGAACTATTCACAGAAACTGGGTCCGG Hs.181301 8037 -0.3031125 0.14908018 0.061536495 0.64305 0.3199127 0.022135723
ARNT NM_001668_bp965_R AGCTAAAAAGGACCCAGTTTCTGTGAATAGTCTCTTGAACTATTCACAGAAACTGGGTCCGG Hs.181301 13413 -0.2380625 0.26128106 0.154323842 0.71315 0.66850512 0.051326048
ARNTL2 AF231338_bp1104_R AGCTAAAAAGGGAACTTCTTGTTATGAATATCTCTTGAATATTCATAACAAGAAGTTCCCGG Hs.434269 3640 0.52055 0.37257606 0.057345375
ARNTL2 AF231338_bp1104_R AGCTAAAAAGGGAACTTCTTGTTATGAATATCTCTTGAATATTCATAACAAGAAGTTCCCGG Hs.434269 9016 0.45535 0.26511767 0.065184935
ARNTL2 AF231338_bp1104_R AGCTAAAAAGGGAACTTCTTGTTATGAATATCTCTTGAATATTCATAACAAGAAGTTCCCGG Hs.434269 14392 0.487825 0.4452186 0.08607456
ARNTL2 AF231338_bp1465_R AGCTAAAAAGCAAATGAAATTCTGGATTTATCTCTTGAATAAATCCAGAATTTCATTTGCGG Hs.434269 3642 -0.4476125 0.23862643 0.037087337 -0.072475 0.29510343 0.739014262
ARNTL2 AF231338_bp1465_R AGCTAAAAAGCAAATGAAATTCTGGATTTATCTCTTGAATAAATCCAGAATTTCATTTGCGG Hs.434269 9018 -0.5167125 0.1997091 0.018534589 -0.0659 0.30789005 0.764226241
ARNTL2 AF231338_bp1465_R AGCTAAAAAGCAAATGAAATTCTGGATTTATCTCTTGAATAAATCCAGAATTTCATTTGCGG Hs.434269 14394 -0.4410375 0.36766964 0.070064192 0.001975 0.33113444 0.992944283
ARNTL2 AF231338_bp610_R AGCTAAAAAGTTGCCAAAGTAAAGGAACAATCTCTTGAATTGTTCCTTTACTTTGGCAACGG Hs.434269 3638 -0.056225 0.34201931 0.803639943
ARNTL2 AF231338_bp610_R AGCTAAAAAGTTGCCAAAGTAAAGGAACAATCTCTTGAATTGTTCCTTTACTTTGGCAACGG Hs.434269 9014 0.1477 0.358556 0.526178354
ARNTL2 AF231338_bp610_R AGCTAAAAAGTTGCCAAAGTAAAGGAACAATCTCTTGAATTGTTCCTTTACTTTGGCAACGG Hs.434269 14390 0.016275 0.26315697 0.93850584
ASB13 BC012056_bp1020_R AGCTAAAAAGCAGCGTGATTGCTGTAGATATCTCTTGAATATCTACAGCAATCACGCTGCGG Hs.445899 4289 -0.8926 0.63055734 0.022996504 0.079525 0.69514276 0.809932904 0.3569 0.17852431 0.190721788
ASB13 BC012056_bp1020_R AGCTAAAAAGCAGCGTGATTGCTGTAGATATCTCTTGAATATCTACAGCAATCACGCTGCGG Hs.445899 9665 -0.837875 0.75127074 0.04611443 0.2284 0.85138389 0.567762194 0.2482 0.18187378 0.341932493
ASB13 BC012056_bp1020_R AGCTAAAAAGCAGCGTGATTGCTGTAGATATCTCTTGAATATCTACAGCAATCACGCTGCGG Hs.445899 15041 -0.788325 0.56821788 0.026983747 0.21025 0.79581155 0.576626342 0.171266667 0.06905174 0.487490921
ASB13 BC012056_bp399_R AGCTAAAAAGAGCGGGAGTTCCGAATGTGTTCTCTTGAAACACATTCGGAACTCCCGCTCGG Hs.445899 4287 -0.467425 0.69927581 0.179447146 1.0421 0.46810367 0.008105291 -0.4564 0.53741387 0.186842491
ASB13 BC012056_bp399_R AGCTAAAAAGAGCGGGAGTTCCGAATGTGTTCTCTTGAAACACATTCGGAACTCCCGCTCGG Hs.445899 9663 -0.4753 0.68438088 0.167337134 1.124325 0.60928957 0.012640819 -0.43423333 0.42091477 0.172630557
ASB13 BC012056_bp399_R AGCTAAAAAGAGCGGGAGTTCCGAATGTGTTCTCTTGAAACACATTCGGAACTCCCGCTCGG Hs.445899 15039 -0.3857 0.70968512 0.259356047 1.003975 0.57362486 0.016063911 -0.42843333 0.50979555 0.202469478
ASB13 BC012056_bp504_R AGCTAAAAAGCATCTGGACTGTGTCAAAGTTCTCTTGAAACTTTGACACAGTCCAGATGCGG Hs.445899 4285 -0.820725 0.7139291 0.043045489 -0.310375 0.12249915 0.080948107 -0.50693333 0.76573712 0.215583214
ASB13 BC012056_bp504_R AGCTAAAAAGCATCTGGACTGTGTCAAAGTTCTCTTGAAACTTTGACACAGTCCAGATGCGG Hs.445899 9661 -0.690925 0.74288066 0.079601231 -0.2313 0.38228158 0.310567323 -0.67016667 1.20067375 0.229118317
ASB13 BC012056_bp504_R AGCTAAAAAGCATCTGGACTGTGTCAAAGTTCTCTTGAAACTTTGACACAGTCCAGATGCGG Hs.445899 15037 -0.736975 0.83418078 0.087258082 -0.47975 0.13797209 0.022552443 -0.57096667 1.45689017 0.364982203
ASB2 NM_016150_bp1956_R AGCTAAAAAGGTGCAGTTCTGTGAGTTCGTTCTCTTGAAACGAACTCACAGAACTGCACCGG Hs.510327 3360 1.09155 0.22251914 0.000888936 0.1690875 0.60343213 0.565062562 0.2925 0.29031244 0.137308593 0.24285 0.74036118 0.558629481
ASB2 NM_016150_bp1956_R AGCTAAAAAGGTGCAGTTCTGTGAGTTCGTTCTCTTGAAACGAACTCACAGAACTGCACCGG Hs.510327 8736 0.50915 0.47621047 0.072936814 0.0792125 0.43951678 0.749589234 0.305425 0.29401555 0.129297404 0.201275 0.73920172 0.623917308
ASB2 NM_016150_bp1956_R AGCTAAAAAGGTGCAGTTCTGTGAGTTCGTTCTCTTGAAACGAACTCACAGAACTGCACCGG Hs.510327 14112 0.7552 0.29222497 0.006987215 -0.0901875 0.97674281 0.823467762 0.373125 0.29383592 0.084703032 0.2441 0.78224093 0.576797681
ASB2 NM_016150_bp2217_R AGCTAAAAAGCTGATTAGATACCTGAAATATCTCTTGAATATTTCAGGTATCTAATCAGCGG Hs.510327 3358 -0.454533333 0.30016904 0.092716536 0.5375875 0.14412116 0.027855101 0.6533 0.55632355 0.100430382 1.052075 0.2683375 0.004319413
ASB2 NM_016150_bp2217_R AGCTAAAAAGCTGATTAGATACCTGAAATATCTCTTGAATATTTCAGGTATCTAATCAGCGG Hs.510327 8734 -0.62725 0.20556016 0.009005854 0.6011125 0.16979131 0.018988437 0.649075 0.55216114 0.100211604 1.13845 0.18939429 0.001238301
ASB2 NM_016150_bp2217_R AGCTAAAAAGCTGATTAGATACCTGAAATATCTCTTGAATATTTCAGGTATCTAATCAGCGG Hs.510327 14110 -0.384433333 0.06269714 0.084810504 0.3764 0.08838835 0.29336588 0.73515 0.48012622 0.054892762 1.1556 0.30579495 0.004803244
ASB2 NM_016150_bp936_R AGCTAAAAAGCCGGACATCTCCAACAAATCTCTCTTGAAGATTTGTTGGAGATGTCCGGCGG Hs.510327 3356 0.56255 0.5336189 0.068735559 -0.3931625 0.44222383 0.14860165 -0.1555 0.29262305 0.365840793 -0.451275 1.0725889 0.461869247
ASB2 NM_016150_bp936_R AGCTAAAAAGCCGGACATCTCCAACAAATCTCTCTTGAAGATTTGTTGGAGATGTCCGGCGG Hs.510327 8732 0.772233333 0.68637451 0.076462425 -0.3511875 0.45161803 0.192933245 -0.07655 0.28751668 0.631302691 -0.346975 0.90169994 0.497580598
ASB2 NM_016150_bp936_R AGCTAAAAAGCCGGACATCTCCAACAAATCTCTCTTGAAGATTTGTTGGAGATGTCCGGCGG Hs.510327 14108 0.688 0.3945638 0.040980173 -0.3081375 0.34435859 0.204612959 0.0017 0.29215732 0.991445423 -0.353925 0.97653025 0.520957272
ASNS NM_133436_bp1705_R AGCTAAAAAGCCCATGGTCTTGAACTGAGATCTCTTGAATCTCAGTTCAAGACCATGGGCGG Hs.489207 1314 -0.4306875 0.42674393 0.075100562 -0.163575 0.44457756 0.524466011
ASNS NM_133436_bp1705_R AGCTAAAAAGCCCATGGTCTTGAACTGAGATCTCTTGAATCTCAGTTCAAGACCATGGGCGG Hs.489207 6690 -0.4284875 0.42672611 0.076090424 -0.198625 0.48517911 0.458375668
ASNS NM_133436_bp1705_R AGCTAAAAAGCCCATGGTCTTGAACTGAGATCTCTTGAATCTCAGTTCAAGACCATGGGCGG Hs.489207 12066 -0.4482625 0.4338725 0.069682775 -0.204875 0.4884268 0.446095196
ASNS NM_133436_bp902_R AGCTAAAAAGACCTTTGTTTAAAGCAATGATCTCTTGAATCATTGCTTTAAACAAAGGTCGG Hs.489207 1315 0.7919125 0.08971258 0.002411021 0.052 0.59321323 0.845615524
ASNS NM_133436_bp902_R AGCTAAAAAGACCTTTGTTTAAAGCAATGATCTCTTGAATCATTGCTTTAAACAAAGGTCGG Hs.489207 6691 0.7564625 0.38644032 0.014823736 -0.11755 0.75548159 0.73378646
ASNS NM_133436_bp902_R AGCTAAAAAGACCTTTGTTTAAAGCAATGATCTCTTGAATCATTGCTTTAAACAAAGGTCGG Hs.489207 12067 0.7935125 0.07222043 0.002264404 0.078225 0.61296233 0.779173093
ASNS NM_133436_bp939_R AGCTAAAAAGGCTGTATGTTCAGAAGCTAATCTCTTGAATTAGCTTCTGAACATACAGCCGG Hs.489207 2659 0.7154125 0.6329254 0.057606098 -0.1649 0.77537697 0.640863471
ASNS NM_133436_bp939_R AGCTAAAAAGGCTGTATGTTCAGAAGCTAATCTCTTGAATTAGCTTCTGAACATACAGCCGG Hs.489207 8035 0.8562125 0.27521844 0.004417002 -0.13655 0.72717262 0.687709361
ASNS NM_133436_bp939_R AGCTAAAAAGGCTGTATGTTCAGAAGCTAATCTCTTGAATTAGCTTCTGAACATACAGCCGG Hs.489207 13411 0.8794625 0.36380536 0.006836914 -0.2921 0.99557778 0.489612321
ATBF1 NM_006885_bp2371_R AGCTAAAAAGAGGAATCGTTTAAGCTTTAATCTCTTGAATTAAAGCTTAAACGATTCCTCGG Hs.461285 4624 -2.1398875 1.35041311 0.01048668 0.095283333 0.33696927 0.695452659 -0.276675 0.17840714 0.053228467 0.174775 0.33236264 0.370167142
ATBF1 NM_006885_bp2371_R AGCTAAAAAGAGGAATCGTTTAAGCTTTAATCTCTTGAATTAAAGCTTAAACGATTCCTCGG Hs.461285 10000 -1.5149875 1.28214724 0.03151299 0.5645125 0.61208236 0.107379576 -0.205275 0.2145012 0.151532273 0.225275 0.25917548 0.180528009



ATBF1 NM_006885_bp2371_R AGCTAAAAAGAGGAATCGTTTAAGCTTTAATCTCTTGAATTAAAGCTTAAACGATTCCTCGG Hs.461285 15376 -1.7119375 2.18374442 0.101240147 0.2136875 0.27426084 0.272188148 -0.045375 0.27823697 0.765730527 0.286875 0.25772746 0.112394061
ATBF1 NM_006885_bp3247_R AGCTAAAAAGGCCGAGCTCTACCAATACTATCTCTTGAATAGTATTGGTAGAGCTCGGCCGG Hs.461285 4620 -1.3964875 0.92196102 0.01417833 0.0369625 0.90790214 0.929029215 1.065575 0.66560926 0.04926384 0.060075 0.9944724 0.911473019
ATBF1 NM_006885_bp3247_R AGCTAAAAAGGCCGAGCTCTACCAATACTATCTCTTGAATAGTATTGGTAGAGCTCGGCCGG Hs.461285 9996 -0.6542875 0.95180756 0.154162979 0.9442 1.08975 0.67603218 0.048437981 0.144725 0.90271943 0.769518526
ATBF1 NM_006885_bp3247_R AGCTAAAAAGGCCGAGCTCTACCAATACTATCTCTTGAATAGTATTGGTAGAGCTCGGCCGG Hs.461285 15372 -0.9266125 1.95951929 0.281790426 -0.061733333 0.03392791 0.736812149 1.0725 0.75752283 0.066102519 0.18745 0.80277362 0.672321457
ATBF1 NM_006885_bp6517_R AGCTAAAAAGCTGGAGAACTTTGGCTTTGATCTCTTGAATCAAAGCCAAAGTTCTCCAGCGG Hs.461285 4622 -1.1078375 1.6506143 0.149471838 -0.2140875 0.38716611 0.347214294 0.120575 0.50469804 0.665440768 -0.04295 0.4069668 0.846354531
ATBF1 NM_006885_bp6517_R AGCTAAAAAGCTGGAGAACTTTGGCTTTGATCTCTTGAATCAAAGCCAAAGTTCTCCAGCGG Hs.461285 9998 -0.4728375 0.3536677 0.053536945 -0.4073875 0.4595063 0.140150257 0.252475 0.46729207 0.359003175 0.00465 0.4613415 0.985182644
ATBF1 NM_006885_bp6517_R AGCTAAAAAGCTGGAGAACTTTGGCTTTGATCTCTTGAATCAAAGCCAAAGTTCTCCAGCGG Hs.461285 15374 -1.3956375 2.61976189 0.229818586 0.239775 0.41416268 0.330723664 0.081075 0.37857395 0.697309836
ATF1 NM_005171_bp321_R AGCTAAAAAGCTCAACAGGTATCATCTTTATCTCTTGAATAAAGATGATACCTGTTGAGCGG Hs.435267 1312 -0.3815625 0.2716965 0.053282112 -0.01765 0.72033657 0.965864106
ATF1 NM_005171_bp321_R AGCTAAAAAGCTCAACAGGTATCATCTTTATCTCTTGAATAAAGATGATACCTGTTGAGCGG Hs.435267 6688 -1.0421625 1.20514421 0.075553966 -0.400125 1.01019101 0.35614622
ATF1 NM_005171_bp321_R AGCTAAAAAGCTCAACAGGTATCATCTTTATCTCTTGAATAAAGATGATACCTGTTGAGCGG Hs.435267 12064 -0.3331375 0.88019735 0.353846282 0.070875 0.80445106 0.830966452
ATF1 NM_005171_bp669_R AGCTAAAAAGGTACAACTATTCTTCAGTATTCTCTTGAAATACTGAAGAATAGTTGTACCGG Hs.435267 6689 -0.8354625 0.18697048 0.001973002 -0.6787 0.11380688 0.010494845
ATF1 NM_005171_bp669_R AGCTAAAAAGGTACAACTATTCTTCAGTATTCTCTTGAAATACTGAAGAATAGTTGTACCGG Hs.435267 12065 -0.5635875 0.1558196 0.008418815 -0.488425 0.19293449 0.044302785
ATF1 NM_005171_bp669_R AGCTAAAAAGGTACAACTATTCTTCAGTATTCTCTTGAAATACTGAAGAATAGTTGTACCGG Hs.435267 1313 -0.6079 -0.63083333 0.34272482 0.058696464
ATF2 NM_001880_bp526_R AGCTAAAAAGGCGAGTCCATTTGAGAATGATCTCTTGAATCATTCTCAAATGGACTCGCCGG Hs.591614 1311 -0.1282875 0.13775695 0.287958525 0.033225 0.6360439 0.901096399
ATF2 NM_001880_bp526_R AGCTAAAAAGGCGAGTCCATTTGAGAATGATCTCTTGAATCATTCTCAAATGGACTCGCCGG Hs.591614 6687 -0.1459125 0.10924365 0.234211845 -0.014425 0.59939197 0.970456012
ATF2 NM_001880_bp526_R AGCTAAAAAGGCGAGTCCATTTGAGAATGATCTCTTGAATCATTCTCAAATGGACTCGCCGG Hs.591614 12063 -0.0980625 0.1543695 0.383332635 -0.096325 0.63398499 0.756249993
ATF2 NM_001880_bp635_R AGCTAAAAAGAGCCTTCTGTTGTAGAAACATCTCTTGAATGTTTCTACAACAGAAGGCTCGG Hs.591614 1310 0.6946875 0.36955253 0.019119865 -0.120825 0.31141161 0.596425898
ATF2 NM_001880_bp635_R AGCTAAAAAGAGCCTTCTGTTGTAGAAACATCTCTTGAATGTTTCTACAACAGAAGGCTCGG Hs.591614 6686 0.6401125 0.37172686 0.026456912 -0.04305 0.34288395 0.861221556
ATF2 NM_001880_bp635_R AGCTAAAAAGAGCCTTCTGTTGTAGAAACATCTCTTGAATGTTTCTACAACAGAAGGCTCGG Hs.591614 12062 0.6804625 0.39759978 0.024082373 -0.0984 0.39487356 0.689608322
ATF2 NM_001880_bp773_R AGCTAAAAAGTTCCCAATGTGCTGCTTACATCTCTTGAATGTAAGCAGCACATTGGGAACGG Hs.591614 2657 2.2245375 2.01253128 0.039200003 0.54275 0.39056449 0.051801238
ATF2 NM_001880_bp773_R AGCTAAAAAGTTCCCAATGTGCTGCTTACATCTCTTGAATGTAAGCAGCACATTGGGAACGG Hs.591614 8033 2.0463875 1.86633502 0.040743558 0.52185 0.39398657 0.059326888
ATF2 NM_001880_bp773_R AGCTAAAAAGTTCCCAATGTGCTGCTTACATCTCTTGAATGTAAGCAGCACATTGGGAACGG Hs.591614 13409 1.7863375 1.23065251 0.016427724 0.528125 0.35251829 0.050764986
ATG16L1 NM_030803_bp1249_R AGCTAAAAAGGGTTCCCTATCTGGCAGTAATCTCTTGAATTACTGCCAGATAGGGAACCCGG Hs.529322 2526 -0.50655 0.33743816 0.057626073 -0.1841375 0.74090917 0.670711371
ATG16L1 NM_030803_bp1249_R AGCTAAAAAGGGTTCCCTATCTGGCAGTAATCTCTTGAATTACTGCCAGATAGGGAACCCGG Hs.529322 7902 -0.51245 0.3544965 0.059223679 -0.0827875 0.76394222 0.905448897
ATG16L1 NM_030803_bp1249_R AGCTAAAAAGGGTTCCCTATCTGGCAGTAATCTCTTGAATTACTGCCAGATAGGGAACCCGG Hs.529322 13278 -0.542475 0.38353325 0.057724454 -0.2252125 0.72957617 0.581239091
ATG16L1 NM_030803_bp1435_R AGCTAAAAAGCGGATTGTCTCAGGAAGTCATCTCTTGAATGACTTCCTGAGACAATCCGCGG Hs.529322 2528 0.50655 0.74540129 0.128756985 0.4349375 1.07883765 0.294784193
ATG16L1 NM_030803_bp1435_R AGCTAAAAAGCGGATTGTCTCAGGAAGTCATCTCTTGAATGACTTCCTGAGACAATCCGCGG Hs.529322 7904 0.43225 0.63484454 0.135451474 0.0903875 0.70550245 0.676607966
ATG16L1 NM_030803_bp1435_R AGCTAAAAAGCGGATTGTCTCAGGAAGTCATCTCTTGAATGACTTCCTGAGACAATCCGCGG Hs.529322 13280 0.4701 0.61822897 0.108761469 0.0974375 0.81372045 0.69031414
ATG16L1 NM_030803_bp1894_R AGCTAAAAAGCAGCACAGCTCATCCATCAATCTCTTGAATTGATGGATGAGCTGTGCTGCGG Hs.529322 2524 0.412125 0.98098161 0.294893609 -0.07995 0.96213058 0.930840674
ATG16L1 NM_030803_bp1894_R AGCTAAAAAGCAGCACAGCTCATCCATCAATCTCTTGAATTGATGGATGAGCTGTGCTGCGG Hs.529322 7900 0.42485 0.76369366 0.196724892 -0.01998333 1.11723005 0.963813832
ATG16L1 NM_030803_bp1894_R AGCTAAAAAGCAGCACAGCTCATCCATCAATCTCTTGAATTGATGGATGAGCTGTGCTGCGG Hs.529322 13276 0.370775 0.79813202 0.260084014 -0.04148333 1.08291243 0.998993989
ATG7 AL122075_bp1225_R AGCTAAAAAGCCGTGGAATTGATGGTATCTTCTCTTGAAAGATACCATCAATTCCACGGCGG Hs.38032 3878 -0.6251625 0.41193687 0.028407943 -0.0054 0.59880204 0.985058762
ATG7 AL122075_bp1225_R AGCTAAAAAGCCGTGGAATTGATGGTATCTTCTCTTGAAAGATACCATCAATTCCACGGCGG Hs.38032 9254 -0.4859125 0.15657716 0.019097661 -0.299875 0.42747992 0.247441547
ATG7 AL122075_bp1225_R AGCTAAAAAGCCGTGGAATTGATGGTATCTTCTCTTGAAAGATACCATCAATTCCACGGCGG Hs.38032 14630 -0.4343875 0.61614169 0.169788779 -0.511 0.08716945 0.030827802
ATG7 AL122075_bp1385_R AGCTAAAAAGCCTGGCATTTGACAAATGTATCTCTTGAATACATTTGTCAAATGCCAGGCGG Hs.38032 3876 0.4297875 0.25794627 0.046303246 -0.01255 0.23920632 0.951676302
ATG7 AL122075_bp1385_R AGCTAAAAAGCCTGGCATTTGACAAATGTATCTCTTGAATACATTTGTCAAATGCCAGGCGG Hs.38032 9252 0.3412875 0.30268718 0.107571097 0.13115 0.1200294 0.504653185
ATG7 AL122075_bp1385_R AGCTAAAAAGCCTGGCATTTGACAAATGTATCTCTTGAATACATTTGTCAAATGCCAGGCGG Hs.38032 14628 0.5217375 0.34860785 0.038178524 0.242425 0.1668342 0.247243583
ATG7 AL122075_bp657_R AGCTAAAAAGCAGCCTCTCTATGAGTTTGATCTCTTGAATCAAACTCATAGAGAGGCTGCGG Hs.38032 3874 -1.1910875 0.11599056 0.000326455 -0.731675 0.28805819 0.011895363
ATG7 AL122075_bp657_R AGCTAAAAAGCAGCCTCTCTATGAGTTTGATCTCTTGAATCAAACTCATAGAGAGGCTGCGG Hs.38032 9250 -1.1056125 0.17439722 0.000625178 -0.815125 0.22913659 0.005942676
ATG7 AL122075_bp657_R AGCTAAAAAGCAGCCTCTCTATGAGTTTGATCTCTTGAATCAAACTCATAGAGAGGCTGCGG Hs.38032 14626 -1.0265625 0.18803032 0.000954667 -0.699575 0.25699632 0.012954671
ATM NM_000051_bp5283_R AGCTAAAAAGGCCCTTAAGTTATTTGAAGATCTCTTGAATCTTCAAATAACTTAAGGGCCGG Hs.435561 2655 -1.05445 0.20323209 0.004126533 -0.62063333 0.33280016 0.059147035
ATM NM_000051_bp5283_R AGCTAAAAAGGCCCTTAAGTTATTTGAAGATCTCTTGAATCTTCAAATAACTTAAGGGCCGG Hs.435561 8031 -0.8749625 0.15567433 0.001352783 -0.357375 0.86470133 0.356385906
ATM NM_000051_bp5283_R AGCTAAAAAGGCCCTTAAGTTATTTGAAGATCTCTTGAATCTTCAAATAACTTAAGGGCCGG Hs.435561 13407 -0.8337625 0.13938559 0.001535184 -0.5336 0.19696912 0.033353644
ATM NM_000051_bp6034_R AGCTAAAAAGCTGCTCACTTTACAGCTTTATCTCTTGAATAAAGCTGTAAAGTGAGCAGCGG Hs.435561 1296 -0.4602875 0.28719156 0.032856569 -0.376375 0.56565963 0.215198852
ATM NM_000051_bp6034_R AGCTAAAAAGCTGCTCACTTTACAGCTTTATCTCTTGAATAAAGCTGTAAAGTGAGCAGCGG Hs.435561 6672 -0.4858125 0.29712159 0.029040943 -0.4447 0.59773078 0.162544599
ATM NM_000051_bp6034_R AGCTAAAAAGCTGCTCACTTTACAGCTTTATCTCTTGAATAAAGCTGTAAAGTGAGCAGCGG Hs.435561 12048 -0.4433375 0.40932765 0.064794774 -0.341525 0.56761913 0.256473567
ATM NM_000051_bp7519_R AGCTAAAAAGAGCTGGAGTTGGATGAATTATCTCTTGAATAATTCATCCAACTCCAGCTCGG Hs.435561 1309 0.7355375 0.40251814 0.018206863 0.440325 0.38900011 0.094173825
ATM NM_000051_bp7519_R AGCTAAAAAGAGCTGGAGTTGGATGAATTATCTCTTGAATAATTCATCCAACTCCAGCTCGG Hs.435561 6685 0.7847375 0.42855704 0.016302275 0.415675 0.40317809 0.113530386
ATM NM_000051_bp7519_R AGCTAAAAAGAGCTGGAGTTGGATGAATTATCTCTTGAATAATTCATCCAACTCCAGCTCGG Hs.435561 12061 1.0659375 0.55557406 0.009336182 0.62615 0.54230234 0.051000828
ATP1B1 NM_001677_bp416_R AGCTAAAAAGAGGCATATGTACTGAACATATCTCTTGAATATGTTCAGTACATATGCCTCGG Hs.291196 3288 1.035225 0.99275031 0.050767471 1.3592 0.77213665 0.005644529
ATP1B1 NM_001677_bp416_R AGCTAAAAAGAGGCATATGTACTGAACATATCTCTTGAATATGTTCAGTACATATGCCTCGG Hs.291196 8664 1.183775 0.99867784 0.033400528 1.376175 0.75692923 0.004989078
ATP1B1 NM_001677_bp416_R AGCTAAAAAGAGGCATATGTACTGAACATATCTCTTGAATATGTTCAGTACATATGCCTCGG Hs.291196 14040 1.252775 0.78975883 0.0128471 1.225525 0.35886938 0.001344282
ATP1B1 NM_001677_bp634_R AGCTAAAAAGGGCAAACCGTGCATTATTATTCTCTTGAAATAATAATGCACGGTTTGCCCGG Hs.291196 3284 -0.217175 0.46199013 0.369842454 -0.6226 0.4164604 0.035829989
ATP1B1 NM_001677_bp634_R AGCTAAAAAGGGCAAACCGTGCATTATTATTCTCTTGAAATAATAATGCACGGTTTGCCCGG Hs.291196 8660 -0.160625 0.37484091 0.445843216 -0.4537 0.47836568 0.114268912
ATP1B1 NM_001677_bp634_R AGCTAAAAAGGGCAAACCGTGCATTATTATTCTCTTGAAATAATAATGCACGGTTTGCCCGG Hs.291196 14036 -0.069875 0.49563669 0.774616596 -0.5041 0.37533073 0.064014378
ATP1B1 NM_001677_bp898_R AGCTAAAAAGGCCGTACAGTTCACCAATCTTCTCTTGAAAGATTGGTGAACTGTACGGCCGG Hs.291196 3286 -1.4018 0.29727892 0.000457687 -0.6315 1.39427935 0.270733586
ATP1B1 NM_001677_bp898_R AGCTAAAAAGGCCGTACAGTTCACCAATCTTCTCTTGAAAGATTGGTGAACTGTACGGCCGG Hs.291196 8662 -1.57985 0.31648853 0.000297529 -0.72865 1.46631913 0.229157661
ATP1B1 NM_001677_bp898_R AGCTAAAAAGGCCGTACAGTTCACCAATCTTCTCTTGAAAGATTGGTGAACTGTACGGCCGG Hs.291196 14038 -1.428725 0.26171666 0.000326672 -0.579925 1.26371969 0.270599025
ATP2C1 NM_014382_bp1518_R AGCTAAAAAGGGCCTTAATTGCTCTTGCAATCTCTTGAATTGCAAGAGCAATTAAGGCCCGG Hs.584884 2729 -1.00975 0.51176805 0.007872905 -0.777775 0.42105806 0.015306821
ATP2C1 NM_014382_bp1518_R AGCTAAAAAGGGCCTTAATTGCTCTTGCAATCTCTTGAATTGCAAGAGCAATTAAGGCCCGG Hs.584884 8105 -0.791775 0.81441377 0.067404603 -0.43 0.67695519 0.198629333
ATP2C1 NM_014382_bp1518_R AGCTAAAAAGGGCCTTAATTGCTCTTGCAATCTCTTGAATTGCAAGAGCAATTAAGGCCCGG Hs.584884 13481 -1.04565 0.32300971 0.002099211 -0.547975 0.60246719 0.09527887
ATP2C1 NM_014382_bp2783_R AGCTAAAAAGGATCCATCATGGGACAATTATCTCTTGAATAATTGTCCCATGATGGATCCGG Hs.584884 2731 0.575 0.48787159 0.053416932 -0.029375 0.61542753 0.920172813
ATP2C1 NM_014382_bp2783_R AGCTAAAAAGGATCCATCATGGGACAATTATCTCTTGAATAATTGTCCCATGATGGATCCGG Hs.584884 8107 0.586925 0.47776742 0.047949993 -0.0478 0.63029199 0.872359029
ATP2C1 NM_014382_bp2783_R AGCTAAAAAGGATCCATCATGGGACAATTATCTCTTGAATAATTGTCCCATGATGGATCCGG Hs.584884 13483 0.6295 0.49558516 0.041494411 -0.034475 0.67034104 0.911118707
ATP2C1 NM_014382_bp399_R AGCTAAAAAGAGCCTTTCATGGCTGGAATATCTCTTGAATATTCCAGCCATGAAAGGCTCGG Hs.584884 2727 -0.292575 0.38781462 0.199414481 -0.472725 0.42348738 0.08869482
ATP2C1 NM_014382_bp399_R AGCTAAAAAGAGCCTTTCATGGCTGGAATATCTCTTGAATATTCCAGCCATGAAAGGCTCGG Hs.584884 8103 -0.278225 0.40226183 0.227260782 -0.454575 0.32145494 0.075634521
ATP2C1 NM_014382_bp399_R AGCTAAAAAGAGCCTTTCATGGCTGGAATATCTCTTGAATATTCCAGCCATGAAAGGCTCGG Hs.584884 13479 -0.24985 0.38135636 0.25855533 -0.4252 0.31408325 0.090051942
ATR NM_001184_bp1945_R AGCTAAAAAGCCGCTAATCTTCTAACATTATCTCTTGAATAATGTTAGAAGATTAGCGGCGG Hs.271791 2651 -0.1002875 0.30574386 0.46818988 -0.71745 0.1720159 0.00927324
ATR NM_001184_bp1945_R AGCTAAAAAGCCGCTAATCTTCTAACATTATCTCTTGAATAATGTTAGAAGATTAGCGGCGG Hs.271791 8027 -0.0468625 0.27724173 0.636620885 -0.912825 0.14959611 0.002795339
ATR NM_001184_bp1945_R AGCTAAAAAGCCGCTAATCTTCTAACATTATCTCTTGAATAATGTTAGAAGATTAGCGGCGG Hs.271791 13403 -0.0378625 0.279893 0.674010189 -0.832575 0.41980965 0.011755523
ATR NM_001184_bp3754_R AGCTAAAAAGTAGCTTTGTTACCTCTTATATCTCTTGAATATAAGAGGTAACAAAGCTACGG Hs.271791 2653 1.6564125 0.71844024 0.003175416 1.138425 0.5530406 0.004929829
ATR NM_001184_bp3754_R AGCTAAAAAGTAGCTTTGTTACCTCTTATATCTCTTGAATATAAGAGGTAACAAAGCTACGG Hs.271791 8029 1.4696375 0.89228071 0.011414851 1.0639 0.58220737 0.007704119
ATR NM_001184_bp3754_R AGCTAAAAAGTAGCTTTGTTACCTCTTATATCTCTTGAATATAAGAGGTAACAAAGCTACGG Hs.271791 13405 1.5838375 0.65418413 0.002780879 1.03885 0.55961322 0.007773455
ATR NM_001184_bp6124_R AGCTAAAAAGGCCGATTTATGGAAGAAACATCTCTTGAATGTTTCTTCCATAAATCGGCCGG Hs.271791 1295 -0.1367875 0.21220549 0.304762466 -0.4902 0.0931541 0.036954348
ATR NM_001184_bp6124_R AGCTAAAAAGGCCGATTTATGGAAGAAACATCTCTTGAATGTTTCTTCCATAAATCGGCCGG Hs.271791 6671 -0.1501875 0.14755939 0.239881119 -0.502175 0.07347042 0.033066214
ATR NM_001184_bp6124_R AGCTAAAAAGGCCGATTTATGGAAGAAACATCTCTTGAATGTTTCTTCCATAAATCGGCCGG Hs.271791 12047 -0.1483125 0.15736085 0.248536569 -0.48235 0.09718085 0.039272438
AURKB NM_004217_bp555_R AGCTAAAAAGCAGAAGAGCTGCACATTTGATCTCTTGAATCAAATGTGCAGCTCTTCTGCGG Hs.442658 253 2.479425 2.44408101 0.048144928 -1.836066667 1.31230961 0.044390431
AURKB NM_004217_bp555_R AGCTAAAAAGCAGAAGAGCTGCACATTTGATCTCTTGAATCAAATGTGCAGCTCTTCTGCGG Hs.442658 5629 3.93755 3.65567237 0.039047914 -3.818466667 3.20845714 0.062086233
AURKB NM_004217_bp555_R AGCTAAAAAGCAGAAGAGCTGCACATTTGATCTCTTGAATCAAATGTGCAGCTCTTCTGCGG Hs.442658 11005 4.271325 4.00497345 0.04024428 -3.999766667 3.10060839 0.050390972
AURKB NM_004217_bp922_R AGCTAAAAAGACCTAAAGTTCCCCGCTTCTTCTCTTGAAAGAAGCGGGGAACTTTAGGTCGG Hs.442658 1740 -0.3872 0.58555513 0.331507308 4.2738
AURKB NM_004217_bp922_R AGCTAAAAAGACCTAAAGTTCCCCGCTTCTTCTCTTGAAAGAAGCGGGGAACTTTAGGTCGG Hs.442658 7116 -0.38825 0.51095536 0.304493556 6.092
AURKB NM_004217_bp922_R AGCTAAAAAGACCTAAAGTTCCCCGCTTCTTCTCTTGAAAGAAGCGGGGAACTTTAGGTCGG Hs.442658 12492 -0.3242 0.82738565 0.48777861
AURKC NM_003160_bp1012_R AGCTAAAAAGATGTGAGGTTTCCACTATCATCTCTTGAATGATAGTGGAAACCTCACATCGG Hs.98338 1548 -0.15905 0.63554164 0.591543917 0.9227875 0.20421606 0.002634601
AURKC NM_003160_bp1012_R AGCTAAAAAGATGTGAGGTTTCCACTATCATCTCTTGAATGATAGTGGAAACCTCACATCGG Hs.98338 6924 -0.19575 0.54864369 0.466369378 0.9830625 0.17485629 0.001716461
AURKC NM_003160_bp1012_R AGCTAAAAAGATGTGAGGTTTCCACTATCATCTCTTGAATGATAGTGGAAACCTCACATCGG Hs.98338 12300 -0.142675 0.56727696 0.599378768 0.9592375 0.1871816 0.002036402
AURKC NM_003160_bp1050_R AGCTAAAAAGGACTTGATTTCCAGGCTTCTTCTCTTGAAAGAAGCCTGGAAATCAAGTCCGG Hs.98338 317 1.804225 0.76584617 0.002515867 0.1788125 0.18364215 0.290193491
AURKC NM_003160_bp1050_R AGCTAAAAAGGACTTGATTTCCAGGCTTCTTCTCTTGAAAGAAGCCTGGAAATCAAGTCCGG Hs.98338 5693 1.830375 0.73353891 0.002011782 0.1781375 0.20107994 0.30219355
AURKC NM_003160_bp1050_R AGCTAAAAAGGACTTGATTTCCAGGCTTCTTCTCTTGAAAGAAGCCTGGAAATCAAGTCCGG Hs.98338 11069 1.8288 0.73398266 0.002024055 0.1998875 0.24904963 0.283723421
AURKC NM_003160_bp457_R AGCTAAAAAGCCCTGAAGGTTCTCTTCAAGTCTCTTGAACTTGAAGAGAACCTTCAGGGCGG Hs.98338 1550 3.6383 3.6319 6.5364518 0.281803952
AURKC NM_003160_bp457_R AGCTAAAAAGCCCTGAAGGTTCTCTTCAAGTCTCTTGAACTTGAAGAGAACCTTCAGGGCGG Hs.98338 6926 3.8832 3.554966667 6.34140921 0.278279868
AURKC NM_003160_bp457_R AGCTAAAAAGCCCTGAAGGTTCTCTTCAAGTCTCTTGAACTTGAAGAGAACCTTCAGGGCGG Hs.98338 12302 3.6593 3.586566667 6.38469334 0.277449477
AUTS2 AF326917_bp1123_R AGCTAAAAAGTCCCCAAGATATCGGGTCTATCTCTTGAATAGACCCGATATCTTGGGGACGG Hs.21631 3684 -0.2178625 0.36773183 0.30827464 -0.37375 0.49533078 0.185353402
AUTS2 AF326917_bp1123_R AGCTAAAAAGTCCCCAAGATATCGGGTCTATCTCTTGAATAGACCCGATATCTTGGGGACGG Hs.21631 9060 -0.2292125 0.27617096 0.229809856 -0.618725 0.41479484 0.036435579
AUTS2 AF326917_bp1123_R AGCTAAAAAGTCCCCAAGATATCGGGTCTATCTCTTGAATAGACCCGATATCTTGGGGACGG Hs.21631 14436 -0.1619125 0.35977377 0.432790813 -0.315025 0.56571143 0.283854505
AUTS2 AF326917_bp1161_R AGCTAAAAAGAGCCAGGACTGTTGCAAAGATCTCTTGAATCTTTGCAACAGTCCTGGCTCGG Hs.21631 3680 0.662625 0.44618771 0.031670049
AUTS2 AF326917_bp1161_R AGCTAAAAAGAGCCAGGACTGTTGCAAAGATCTCTTGAATCTTTGCAACAGTCCTGGCTCGG Hs.21631 9056 0.528775 0.56477343 0.095085493
AUTS2 AF326917_bp1161_R AGCTAAAAAGAGCCAGGACTGTTGCAAAGATCTCTTGAATCTTTGCAACAGTCCTGGCTCGG Hs.21631 14432 0.44855 0.41911658 0.101327099
AUTS2 AF326917_bp1999_R AGCTAAAAAGCACCTCCCATGTTTGACAAATCTCTTGAATTTGTCAAACATGGGAGGTGCGG Hs.21631 3682 -0.680466667 0.44449644 0.050469891 -0.83005 0.53339985 0.018339858
AUTS2 AF326917_bp1999_R AGCTAAAAAGCACCTCCCATGTTTGACAAATCTCTTGAATTTGTCAAACATGGGAGGTGCGG Hs.21631 9058 -0.3857125 0.47964473 0.148559549 -0.78425 0.42838284 0.015224838
AUTS2 AF326917_bp1999_R AGCTAAAAAGCACCTCCCATGTTTGACAAATCTCTTGAATTTGTCAAACATGGGAGGTGCGG Hs.21631 14434 -0.2372625 0.39300089 0.287664535 -0.756525 0.47256508 0.020993963
AUTS2 BQ005359_bp210_R AGCTAAAAAGGGGAGTATTTATTAAAGATATCTCTTGAATATCTTTAATAAATACTCCCCGG Hs.21631 4507 -1.127 0.058666667 0.88799251 0.887288948
AUTS2 BQ005359_bp210_R AGCTAAAAAGGGGAGTATTTATTAAAGATATCTCTTGAATATCTTTAATAAATACTCCCCGG Hs.21631 9883 -0.5454 0.47460543 0.059276331 0.59605 0.23951236 0.017226991 0.161366667 1.2686965 0.765339974
AUTS2 BQ005359_bp210_R AGCTAAAAAGGGGAGTATTTATTAAAGATATCTCTTGAATATCTTTAATAAATACTCCCCGG Hs.21631 15259 -0.42125 0.39833526 0.090206746 0.601975 0.3011617 0.023245724 0.132066667 0.84140661 0.742185342
AUTS2 BQ005359_bp276_R AGCTAAAAAGAAATTTCTATCCTGAATAAATCTCTTGAACTTATTCAGGATAGAAATTTCGG Hs.21631 4509 -0.5594 0.56595538 0.078861446 0.33395 0.35572976 0.152811054 -0.27896667 0.24821242 0.304966683
AUTS2 BQ005359_bp276_R AGCTAAAAAGAAATTTCTATCCTGAATAAATCTCTTGAACTTATTCAGGATAGAAATTTCGG Hs.21631 9885 -0.77415 0.61387072 0.035118189 0.33735 0.39480109 0.169737875 0.2863 0.23297217 0.290280022
AUTS2 BQ005359_bp276_R AGCTAAAAAGAAATTTCTATCCTGAATAAATCTCTTGAACTTATTCAGGATAGAAATTTCGG Hs.21631 15261 -0.634675 0.39609174 0.024814628 0.173725 0.40741091 0.450826174 0.414166667 0.42798302 0.191751561
AUTS2 BQ005359_bp94_R AGCTAAAAAAGGTCTGGAGTGGGTTATAAATCTCTTGAATTTATAACCCACTCCAGACCTGG Hs.21631 4511 0.8151 0.98535887 0.098465627 -0.506875 0.42087459 0.070614647 0.182133333 0.53739645 0.569024507
AUTS2 BQ005359_bp94_R AGCTAAAAAAGGTCTGGAGTGGGTTATAAATCTCTTGAATTTATAACCCACTCCAGACCTGG Hs.21631 9887 1.0743 0.93729379 0.061236064 -0.303325 0.63813952 0.349665608 0.4909 1.19182775 0.359546275
AUTS2 BQ005359_bp94_R AGCTAAAAAAGGTCTGGAGTGGGTTATAAATCTCTTGAATTTATAACCCACTCCAGACCTGG Hs.21631 15263 0.568266667 0.74234297 0.175030886 0.8942 0.63535 0.34089618 0.127457232
AVEN NM_020371_bp405_R AGCTAAAAAGGGATCGATATCAAGATATTGTCTCTTGAACAATATCTTGATATCGATCCCGG Hs.555966 2260 3.7982 -0.045475 0.14230967 0.568210514 -0.12005 0.03985311 0.009166411
AVEN NM_020371_bp405_R AGCTAAAAAGGGATCGATATCAAGATATTGTCTCTTGAACAATATCTTGATATCGATCCCGG Hs.555966 7636 3.7021 -0.139566667 0.24739568 0.431555449 -0.152875 0.31241266 0.399915004
AVEN NM_020371_bp405_R AGCTAAAAAGGGATCGATATCAAGATATTGTCTCTTGAACAATATCTTGATATCGATCCCGG Hs.555966 13012 4.6133 -0.108825 0.23508834 0.422825341 -0.229425 0.16961606 0.073460317
AVEN NM_020371_bp497_R AGCTAAAAAGGGGACTCATTCTCACAGTTCTCTCTTGAAGAACTGTGAGAATGAGTCCCCGG Hs.555966 2262 1.0978875 0.27053809 0.001185513 1.4798875 0.59496088 0.001638527 1.601525 0.98600374 0.047542914 2.063925 0.41554276 0.002170325
AVEN NM_020371_bp497_R AGCTAAAAAGGGGACTCATTCTCACAGTTCTCTCTTGAAGAACTGTGAGAATGAGTCCCCGG Hs.555966 7638 1.0687125 0.35038458 0.002285341 1.5422125 0.6478677 0.001719188 1.638525 0.9769668 0.043918159 2.111425 0.36080138 0.001340174
AVEN NM_020371_bp497_R AGCTAAAAAGGGGACTCATTCTCACAGTTCTCTCTTGAAGAACTGTGAGAATGAGTCCCCGG Hs.555966 13014 1.0847375 0.29274365 0.001453372 1.5358125 0.66852725 0.001940738 1.6206 1.01215326 0.049245818 2.188 0.3707787 0.001307589
AVEN NM_020371_bp767_R AGCTAAAAAGGGCCCATCTTTGAGCTGAAATCTCTTGAATTTCAGCTCAAAGATGGGCCCGG Hs.555966 881 0.1510375 0.71023497 0.639842862 -0.5253 0.86928594 0.233068828 0.1066 0.65545753 0.804651768 0.4024 0.2000012 0.073393208
AVEN NM_020371_bp767_R AGCTAAAAAGGGCCCATCTTTGAGCTGAAATCTCTTGAATTTCAGCTCAAAGATGGGCCCGG Hs.555966 6257 0.1886375 0.7402956 0.574253849 -0.51823333 0.93914824 0.260033038 0.0668 0.438964 0.780749643 0.091375 0.28916466 0.572268225
AVEN NM_020371_bp767_R AGCTAAAAAGGGCCCATCTTTGAGCTGAAATCTCTTGAATTTCAGCTCAAAGATGGGCCCGG Hs.555966 11633 0.2022125 0.760888 0.556771763 -0.5214 1.0072337 0.278278172 0.053675 0.65148518 0.879596266 0.228525 0.40317349 0.339348557
AXL NM_021913_bp1902_R AGCTAAAAAGGAGAAGTGTTTGAACCAACATCTCTTGAATGTTGGTTCAAACACTTCTCCGG Hs.466791 1898 0.9423 0.57195429 0.014243339 -0.077025 0.74933176 0.826754929
AXL NM_021913_bp1902_R AGCTAAAAAGGAGAAGTGTTTGAACCAACATCTCTTGAATGTTGGTTCAAACACTTCTCCGG Hs.466791 7274 0.7876 0.51854912 0.042808896 0.1184 0.72846027 0.731524756
AXL NM_021913_bp1902_R AGCTAAAAAGGAGAAGTGTTTGAACCAACATCTCTTGAATGTTGGTTCAAACACTTCTCCGG Hs.466791 12650 0.9099 0.47708632 0.023609678 0.1486 0.77713648 0.684451819
AXL NM_021913_bp2783_R AGCTAAAAAGGATGGACTGTATGCCTTGATTCTCTTGAAATCAAGGCATACAGTCCATCCGG Hs.466791 1900 -0.2159
AXL NM_021913_bp2783_R AGCTAAAAAGGATGGACTGTATGCCTTGATTCTCTTGAAATCAAGGCATACAGTCCATCCGG Hs.466791 7276 -0.0854 -0.6953
AXL NM_021913_bp2783_R AGCTAAAAAGGATGGACTGTATGCCTTGATTCTCTTGAAATCAAGGCATACAGTCCATCCGG Hs.466791 12652 -0.1743 -0.7695
AXL NM_021913_bp800_R AGCTAAAAAGTACCAGTGTTTGGTGTTTCTTCTCTTGAAAGAAACACCAAACACTGGTACGG Hs.466791 12654 1.2905
AXL NM_021913_bp800_R AGCTAAAAAGTACCAGTGTTTGGTGTTTCTTCTCTTGAAAGAAACACCAAACACTGGTACGG Hs.466791 1902 0.232
AZI2 NM_022461_bp1456_R AGCTAAAAAGAGAGATCCATTCCTAATGATTCTCTTGAAATCATTAGGAATGGATCTCTCGG Hs.444724 2522 -0.37165 -0.32658333 0.47504184 0.370457391
AZI2 NM_022461_bp1456_R AGCTAAAAAGAGAGATCCATTCCTAATGATTCTCTTGAAATCATTAGGAATGGATCTCTCGG Hs.444724 7898 -0.443525 0.47988569 0.142219294 0.0588625 0.67605228 0.743174461
AZI2 NM_022461_bp1456_R AGCTAAAAAGAGAGATCCATTCCTAATGATTCTCTTGAAATCATTAGGAATGGATCTCTCGG Hs.444724 13274 -0.358875 0.54232071 0.266073526 -0.1085375 0.30185872 0.762506647
AZI2 NM_022461_bp556_R AGCTAAAAAGTGACTCCAGTTTCAATATATTCTCTTGAAATATATTGAAACTGGAGTCACGG Hs.444724 2494 -0.404275 0.20663166 0.071792642 0.0666625 0.19692002 0.591352009
AZI2 NM_022461_bp556_R AGCTAAAAAGTGACTCCAGTTTCAATATATTCTCTTGAAATATATTGAAACTGGAGTCACGG Hs.444724 7870 -0.07085 0.20089907 0.928760848 0.0493375 0.15066635 0.640910286
AZI2 NM_022461_bp556_R AGCTAAAAAGTGACTCCAGTTTCAATATATTCTCTTGAAATATATTGAAACTGGAGTCACGG Hs.444724 13246 0.29775 0.2463635 0.084708243 0.1573125 0.26410229 0.361056405
AZI2 NM_022461_bp657_R AGCTAAAAAGAAAGAGAACTCTTTGTTAAATCTCTTGAATTTAACAAAGAGTTCTCTTTCGG Hs.444724 2496 -0.3784 0.68093733 0.388556907 0.532275 0.05144202 0.1379563
AZI2 NM_022461_bp657_R AGCTAAAAAGAAAGAGAACTCTTTGTTAAATCTCTTGAATTTAACAAAGAGTTCTCTTTCGG Hs.444724 7872 -0.40745 0.59597672 0.244859708 0.175775 0.25049258 0.535954379
AZI2 NM_022461_bp657_R AGCTAAAAAGAAAGAGAACTCTTTGTTAAATCTCTTGAATTTAACAAAGAGTTCTCTTTCGG Hs.444724 13248 -0.33585 0.56550105 0.326083815 0.455275 0.10433361 0.18684553
BACH2 AJ271878_bp1389_R AGCTAAAAAGTACCCCAGATACAAGAAATATCTCTTGAATATTTCTTGTATCTGGGGTACGG Hs.269764 3786 0.0193625 0.45993318 0.933242949 1.064525 0.7916755 0.017879777
BACH2 AJ271878_bp1389_R AGCTAAAAAGTACCCCAGATACAAGAAATATCTCTTGAATATTTCTTGTATCTGGGGTACGG Hs.269764 9162 -0.0253875 0.64894566 0.931823328 0.842025 0.38137284 0.009233917
BACH2 AJ271878_bp1389_R AGCTAAAAAGTACCCCAGATACAAGAAATATCTCTTGAATATTTCTTGTATCTGGGGTACGG Hs.269764 14538 0.0063125 0.51140021 0.979716869 0.7942 0.44800072 0.015628237
BACH2 AJ271878_bp1468_R AGCTAAAAAGCAAGCACATTCCGGGAAGATTCTCTTGAAATCTTCCCGGAATGTGCTTGCGG Hs.269764 3790 1.0162125 0.68535715 0.01822173 0.3983 0.48781689 0.159404808



BACH2 AJ271878_bp1468_R AGCTAAAAAGCAAGCACATTCCGGGAAGATTCTCTTGAAATCTTCCCGGAATGTGCTTGCGG Hs.269764 9166 0.9945875 0.7793017 0.028864054 0.54595 0.44258717 0.060871951
BACH2 AJ271878_bp1468_R AGCTAAAAAGCAAGCACATTCCGGGAAGATTCTCTTGAAATCTTCCCGGAATGTGCTTGCGG Hs.269764 14542 0.9900875 0.69916415 0.021288471 0.4382 0.42937942 0.110618432
BACH2 AJ271878_bp2058_R AGCTAAAAAGGTGAGCAGTTTGGACAAAGATCTCTTGAATCTTTGTCCAAACTGCTCACCGG Hs.269764 3788 0.5517125 0.23946931 0.017785041 0.520025 0.400345 0.062492348
BACH2 AJ271878_bp2058_R AGCTAAAAAGGTGAGCAGTTTGGACAAAGATCTCTTGAATCTTTGTCCAAACTGCTCACCGG Hs.269764 9164 0.619233333 0.35804761 0.048913058 0.482375 0.43571262 0.086587119
BACH2 AJ271878_bp2058_R AGCTAAAAAGGTGAGCAGTTTGGACAAAGATCTCTTGAATCTTTGTCCAAACTGCTCACCGG Hs.269764 14540 0.3598625 0.09691301 0.044067045 0.413675 0.37438176 0.112250311
BAD NM_004322_bp201_R AGCTAAAAAGTGCCTTGACTACGTAACATCTCTCTTGAAGATGTTACGTAGTCAAGGCACGG Hs.370254 839 1.3022125 0.39029839 0.001225975 -0.5402375 0.21624639 0.032205431
BAD NM_004322_bp201_R AGCTAAAAAGTGCCTTGACTACGTAACATCTCTCTTGAAGATGTTACGTAGTCAAGGCACGG Hs.370254 6215 1.2772875 0.29794895 0.000710746 -0.6301375 0.27647017 0.021268826
BAD NM_004322_bp201_R AGCTAAAAAGTGCCTTGACTACGTAACATCTCTCTTGAAGATGTTACGTAGTCAAGGCACGG Hs.370254 11591 1.3292875 0.39025888 0.001115577 -0.6288875 0.25343318 0.019927576
BAD NM_004322_bp233_R AGCTAAAAAGCCCAGAGCATGTTCCAGATCTCTCTTGAAGATCTGGAACATGCTCTGGGCGG Hs.370254 2184 -0.7347125 0.16759954 0.003803334 -0.7693375 0.13631982 0.005971963
BAD NM_004322_bp233_R AGCTAAAAAGCCCAGAGCATGTTCCAGATCTCTCTTGAAGATCTGGAACATGCTCTGGGCGG Hs.370254 7560 -0.7959375 0.29438207 0.005691203 -0.8777875 0.31292127 0.005752741
BAD NM_004322_bp233_R AGCTAAAAAGCCCAGAGCATGTTCCAGATCTCTCTTGAAGATCTGGAACATGCTCTGGGCGG Hs.370254 12936 -0.8020125 0.28070855 0.005062313 -0.7805375 0.24490295 0.007662059
BAD NM_004322_bp585_R AGCTAAAAAGGAGGATGAGTGACGAGTTTGTCTCTTGAACAAACTCGTCACTCATCCTCCGG Hs.370254 12962 1.07345
BAG1 NM_004323_bp681_R AGCTAAAAAGCACTTGGAATACAAGATGGTTCTCTTGAAACCATCTTGTATTCCAAGTGCGG Hs.377484 2649 0.909083333 0.48693093 0.027879986 0.808433333 0.29707175 0.021948944
BAG1 NM_004323_bp681_R AGCTAAAAAGCACTTGGAATACAAGATGGTTCTCTTGAAACCATCTTGTATTCCAAGTGCGG Hs.377484 8025 0.75915 0.49057491 0.049729269 0.57785 0.32113968 0.033196332
BAG1 NM_004323_bp681_R AGCTAAAAAGCACTTGGAATACAAGATGGTTCTCTTGAAACCATCTTGTATTCCAAGTGCGG Hs.377484 13401 0.90875 0.53168825 0.032930906 0.684775 0.28275005 0.014974536
BAG1 NM_004323_bp744_R AGCTAAAAAGAGGTTGAACTAAAGAAGTTGTCTCTTGAACAACTTCTTTAGTTCAACCTCGG Hs.377484 2647 -0.1843875 0.44578645 0.350732742 -0.7247 0.57041011 0.034979379
BAG1 NM_004323_bp744_R AGCTAAAAAGAGGTTGAACTAAAGAAGTTGTCTCTTGAACAACTTCTTTAGTTCAACCTCGG Hs.377484 8023 -0.3938875 0.16558995 0.030604827 -0.738125 0.58793474 0.034798188
BAG1 NM_004323_bp744_R AGCTAAAAAGAGGTTGAACTAAAGAAGTTGTCTCTTGAACAACTTCTTTAGTTCAACCTCGG Hs.377484 13399 -0.3160625 0.21427661 0.069762897 -0.43175 0.60166851 0.170103945
BAG1 NM_004323_bp880_R AGCTAAAAAGCAAACTTGATAGGAGAGTAATCTCTTGAATTACTCTCCTATCAAGTTTGCGG Hs.377484 2645 -1.015416667 0.35951695 0.008938706 -0.803225 0.42975676 0.014120594
BAG1 NM_004323_bp880_R AGCTAAAAAGCAAACTTGATAGGAGAGTAATCTCTTGAATTACTCTCCTATCAAGTTTGCGG Hs.377484 8021 -0.8801375 0.10287056 0.001036239 -0.6489 0.4833553 0.040058882
BAG1 NM_004323_bp880_R AGCTAAAAAGCAAACTTGATAGGAGAGTAATCTCTTGAATTACTCTCCTATCAAGTTTGCGG Hs.377484 13397 -0.9520625 0.1061848 0.000746585 -0.612575 0.26615509 0.023883696
BAG3 NM_004281_bp1665_R AGCTAAAAAGATCGAAGAGTATTTGACCAATCTCTTGAATTGGTCAAATACTCTTCGATCGG Hs.591924 2643 -0.8181875 0.31779913 0.004842233 -0.061675 0.12148927 0.765388601
BAG3 NM_004281_bp1665_R AGCTAAAAAGATCGAAGAGTATTTGACCAATCTCTTGAATTGGTCAAATACTCTTCGATCGG Hs.591924 8019 -0.7978875 0.26216323 0.003771871 -0.003025 0.19005837 0.996978662
BAG3 NM_004281_bp1665_R AGCTAAAAAGATCGAAGAGTATTTGACCAATCTCTTGAATTGGTCAAATACTCTTCGATCGG Hs.591924 13395 -0.7738875 0.25591611 0.00410351 -0.051825 0.16253622 0.808713539
BAG3 NM_004281_bp627_R AGCTAAAAAGGTGCACCCTTTCCATGTCTATCTCTTGAATAGACATGGAAAGGGTGCACCGG Hs.591924 1293 1.4904875 0.77923914 0.006774045 -0.4568 0.36607616 0.087812141
BAG3 NM_004281_bp627_R AGCTAAAAAGGTGCACCCTTTCCATGTCTATCTCTTGAATAGACATGGAAAGGGTGCACCGG Hs.591924 6669 1.4315375 0.80217333 0.008875584 -0.490375 0.31329227 0.06149867
BAG3 NM_004281_bp627_R AGCTAAAAAGGTGCACCCTTTCCATGTCTATCTCTTGAATAGACATGGAAAGGGTGCACCGG Hs.591924 12045 1.4045125 0.80431688 0.009679813 -0.494375 0.29084796 0.056210025
BAG3 NM_004281_bp660_R AGCTAAAAAGATGCAGCGATTCCGAACTGATCTCTTGAATCAGTTCGGAATCGCTGCATCGG Hs.591924 1294 -0.427383333 0.99260633 0.348814625 -0.131375 1.0393419 0.76346216
BAG3 NM_004281_bp660_R AGCTAAAAAGATGCAGCGATTCCGAACTGATCTCTTGAATCAGTTCGGAATCGCTGCATCGG Hs.591924 6670 -0.408616667 1.03347969 0.381443812 -0.16365 1.0237734 0.703274315
BAG3 NM_004281_bp660_R AGCTAAAAAGATGCAGCGATTCCGAACTGATCTCTTGAATCAGTTCGGAATCGCTGCATCGG Hs.591924 12046 -0.4904125 0.83943943 0.191010318 -0.132875 1.01541527 0.756309576
BAG4 NM_004874_bp1312_R AGCTAAAAAGAGCCTCAGCTGTATGGTAATTCTCTTGAAATTACCATACAGCTGAGGCTCGG Hs.194726 2641 -0.471216667 0.13078469 0.043977329 -0.25515 0.28197882 0.26358019
BAG4 NM_004874_bp1312_R AGCTAAAAAGAGCCTCAGCTGTATGGTAATTCTCTTGAAATTACCATACAGCTGAGGCTCGG Hs.194726 8017 -0.52535 0.17398777 0.036080919 -0.2243 0.10283388 0.273360624
BAG4 NM_004874_bp1312_R AGCTAAAAAGAGCCTCAGCTGTATGGTAATTCTCTTGAAATTACCATACAGCTGAGGCTCGG Hs.194726 13393 -0.62765 0.15840436 0.020487263 -0.192525 0.14573317 0.352797049
BAG4 NM_004874_bp555_R AGCTAAAAAGCAGCCACCATATCCTAGCTATCTCTTGAATAGCTAGGATATGGTGGCTGCGG Hs.194726 1292 0.8678625 0.70692762 0.040000091 -0.315625 0.52949694 0.274757039
BAG4 NM_004874_bp555_R AGCTAAAAAGCAGCCACCATATCCTAGCTATCTCTTGAATAGCTAGGATATGGTGGCTGCGG Hs.194726 6668 0.8488375 0.74563487 0.049609176 -0.2826 0.55982371 0.336494904
BAG4 NM_004874_bp555_R AGCTAAAAAGCAGCCACCATATCCTAGCTATCTCTTGAATAGCTAGGATATGGTGGCTGCGG Hs.194726 12044 0.8385625 0.73939078 0.050499336 -0.193725 0.59044781 0.51593113
BAG4 NM_004874_bp716_R AGCTAAAAAGGGCAAATACTGCCTCATACTTCTCTTGAAAGTATGAGGCAGTATTTGCCCGG Hs.194726 2615 2.2217375 0.91437633 0.002136448 0.9678 1.36572451 0.105987963
BAG4 NM_004874_bp716_R AGCTAAAAAGGGCAAATACTGCCTCATACTTCTCTTGAAAGTATGAGGCAGTATTTGCCCGG Hs.194726 7991 2.2640125 0.91051741 0.001929382 0.946175 1.34962862 0.109411824
BAG4 NM_004874_bp716_R AGCTAAAAAGGGCAAATACTGCCTCATACTTCTCTTGAAAGTATGAGGCAGTATTTGCCCGG Hs.194726 13367 2.1741625 0.83384767 0.001645259 0.9082 1.21503712 0.095734691
BAK1 NM_001188_bp626_R AGCTAAAAAGCCCTACACGTCTACCAGCATTCTCTTGAAATGCTGGTAGACGTGTAGGGCGG Hs.485139 805 -1.4784875 0.63479149 0.003087811 -0.7703875 0.46880412 0.019234854
BAK1 NM_001188_bp626_R AGCTAAAAAGCCCTACACGTCTACCAGCATTCTCTTGAAATGCTGGTAGACGTGTAGGGCGG Hs.485139 6181 -1.7207375 0.3997714 0.000357263 -0.8613875 0.41814953 0.009739302
BAK1 NM_001188_bp626_R AGCTAAAAAGCCCTACACGTCTACCAGCATTCTCTTGAAATGCTGGTAGACGTGTAGGGCGG Hs.485139 11557 -1.5029375 0.51450342 0.001430203 -0.8078875 0.42049209 0.013004782
BAK1 NM_001188_bp683_R AGCTAAAAAGTGGTCGACTTCATGCTGCATTCTCTTGAAATGCAGCATGAAGTCGACCACGG Hs.485139 806 -1.866033333 0.99175212 0.012857599
BAK1 NM_001188_bp683_R AGCTAAAAAGTGGTCGACTTCATGCTGCATTCTCTTGAAATGCAGCATGAAGTCGACCACGG Hs.485139 6182 -1.37885 0.64537636 0.029539602
BAK1 NM_001188_bp683_R AGCTAAAAAGTGGTCGACTTCATGCTGCATTCTCTTGAAATGCAGCATGAAGTCGACCACGG Hs.485139 11558 -1.37225 0.66347829 0.031144967
BAK1 NM_001188_bp749_R AGCTAAAAAGCCCTGAACTTGGGCAATGGTTCTCTTGAAACCATTGCCCAAGTTCAGGGCGG Hs.485139 2162 3.2104 -0.9223
BAK1 NM_001188_bp749_R AGCTAAAAAGCCCTGAACTTGGGCAATGGTTCTCTTGAAACCATTGCCCAAGTTCAGGGCGG Hs.485139 7538 3.4673
BAK1 NM_001188_bp749_R AGCTAAAAAGCCCTGAACTTGGGCAATGGTTCTCTTGAAACCATTGCCCAAGTTCAGGGCGG Hs.485139 12914 4.8469
BANK1 BC032241_bp884_R AGCTAAAAAGTCTGGTGCATGAAAGCTTTATCTCTTGAATAAAGCTTTCATGCACCAGACGG Hs.480400 15277 0.2678 0.49098616 0.296130198 0.52405 0.14792238 0.017279789 -0.38606667 0.70737748 0.309997885
BANK1 BC032241_bp884_R AGCTAAAAAGTCTGGTGCATGAAAGCTTTATCTCTTGAATAAAGCTTTCATGCACCAGACGG Hs.480400 4525 0.209366667 0.58193601 0.510055526 0.0177 -0.6769
BANK1 BC032241_bp884_R AGCTAAAAAGTCTGGTGCATGAAAGCTTTATCTCTTGAATAAAGCTTTCATGCACCAGACGG Hs.480400 9901 0.36115 0.4564058 0.159543731 0.5522 0.37504944 0.177999477 -0.3098
BANK1 BC032241_bp914_R AGCTAAAAAGCTGGTTCAGTCCATGTCAATTCTCTTGAAATTGACATGGACTGAACCAGCGG Hs.480400 4523 -0.1554 0.83820763 0.70353224 0.2246 0.69632893 0.507569241 1.0673 1.00232711 0.054137698
BANK1 BC032241_bp914_R AGCTAAAAAGCTGGTTCAGTCCATGTCAATTCTCTTGAAATTGACATGGACTGAACCAGCGG Hs.480400 9899 -0.0783 0.92526591 0.858585535 0.05395 0.55843146 0.845852873 1.2082 1.06120714 0.04167618
BANK1 BC032241_bp914_R AGCTAAAAAGCTGGTTCAGTCCATGTCAATTCTCTTGAAATTGACATGGACTGAACCAGCGG Hs.480400 15275 -0.2197 0.60677599 0.449388291 0.084675 0.49599549 0.740307218 0.968366667 1.16316114 0.097903312
BARD1 NM_000465_bp1653_R AGCTAAAAAGTCTGCGGCCTGTCGATTATATCTCTTGAATATAATCGACAGGCCGCAGACGG Hs.591642 1290 -0.7731 -0.6695 0.16361269 0.012246807
BARD1 NM_000465_bp1653_R AGCTAAAAAGTCTGCGGCCTGTCGATTATATCTCTTGAATATAATCGACAGGCCGCAGACGG Hs.591642 6666 -1.1776 -0.70823333 0.22065676 0.032374769
BARD1 NM_000465_bp1653_R AGCTAAAAAGTCTGCGGCCTGTCGATTATATCTCTTGAATATAATCGACAGGCCGCAGACGG Hs.591642 12042 -1.0809 -0.6551 0.15991025 0.013293692
BARD1 NM_000465_bp1772_R AGCTAAAAAGATGGACCTCTTGTACTTATATCTCTTGAATATAAGTACAAGAGGTCCATCGG Hs.591642 1291 0.1858625 0.77619003 0.668172097 -0.411375 0.43447394 0.135793004
BARD1 NM_000465_bp1772_R AGCTAAAAAGATGGACCTCTTGTACTTATATCTCTTGAATATAAGTACAAGAGGTCCATCGG Hs.591642 6667 0.2766375 0.76115942 0.489556684 0.08345 0.39478536 0.714232262
BARD1 NM_000465_bp1772_R AGCTAAAAAGATGGACCTCTTGTACTTATATCTCTTGAATATAAGTACAAGAGGTCCATCGG Hs.591642 12043 0.2092875 0.73777364 0.606092345 -0.33635 0.38258114 0.189924272
BARD1 NM_000465_bp219_R AGCTAAAAAGCTGCTCGCGTTGTACTAACATCTCTTGAATGTTAGTACAACGCGAGCAGCGG Hs.591642 2613 -0.0773375 0.362887 0.574391678 -0.609875 0.72301934 0.100514841
BARD1 NM_000465_bp219_R AGCTAAAAAGCTGCTCGCGTTGTACTAACATCTCTTGAATGTTAGTACAACGCGAGCAGCGG Hs.591642 7989 -0.0228875 0.3282168 0.752697036 -0.6273 0.61635741 0.069448859
BARD1 NM_000465_bp219_R AGCTAAAAAGCTGCTCGCGTTGTACTAACATCTCTTGAATGTTAGTACAACGCGAGCAGCGG Hs.591642 13365 -0.0516375 0.40723557 0.680579617 -0.579175 0.67970844 0.103712314
BATF BQ053419_bp215_R AGCTAAAAAGTCGTGACAGTTCCCGTGTTCTCTCTTGAAGAACACGGGAACTGTCACGACGG Hs.509964 4539 -0.275725 0.48762662 0.281640249 0.4927 1.11409938 0.350172668 -0.20046667 1.06213408 0.672055107
BATF BQ053419_bp215_R AGCTAAAAAGTCGTGACAGTTCCCGTGTTCTCTCTTGAAGAACACGGGAACTGTCACGACGG Hs.509964 9915 -0.2951 0.27607733 0.138586052 0.090625 1.35063861 0.879813835 -0.21816667 0.91733739 0.610667807
BATF BQ053419_bp215_R AGCTAAAAAGTCGTGACAGTTCCCGTGTTCTCTCTTGAAGAACACGGGAACTGTCACGACGG Hs.509964 15291 -0.322975 0.37711119 0.158223951 -0.0597 0.26067821 0.737307074 0.1622 0.70789069 0.655565054
BATF BQ053419_bp381_R AGCTAAAAAGACATGAGGTTGGTGGAATACTCTCTTGAAGCATTCCACCAACCTCATGTCGG Hs.509964 4541 0.1153 0.46578825 0.625195345 0.22605 0.2133175 0.212518519 -0.83546667 0.17535211 0.016136948
BATF BQ053419_bp381_R AGCTAAAAAGACATGAGGTTGGTGGAATACTCTCTTGAAGCATTCCACCAACCTCATGTCGG Hs.509964 9917 0.053825 0.27331363 0.760246859 0.00305 0.44689824 0.989696403 -0.74496667 0.12093082 0.023011514
BATF BQ053419_bp381_R AGCTAAAAAGACATGAGGTTGGTGGAATACTCTCTTGAAGCATTCCACCAACCTCATGTCGG Hs.509964 15293 0.346275 0.94279894 0.411587741 -0.00435 0.15025848 0.977018119 -0.8528 0.7568871 0.103450912
BATF BQ053419_bp99_R AGCTAAAAAGACTTGAGCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGCTCAAGTCGG Hs.509964 4537 -0.56455 0.48918486 0.05681054 0.025825 0.81922868 0.94567163 -0.37763333 0.77864709 0.344098718
BATF BQ053419_bp99_R AGCTAAAAAGACTTGAGCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGCTCAAGTCGG Hs.509964 9913 -0.15825 0.63149361 0.591560277 -0.07105 0.09142891 0.796798382 -0.8136
BATF BQ053419_bp99_R AGCTAAAAAGACTTGAGCATCTTTCTTAATTCTCTTGAAATTAAGAAAGATGCTCAAGTCGG Hs.509964 15289 -0.344566667 0.41399363 0.219843196 -1.008233333 0.80590705 0.069843133 0.2434 0.49143921 0.530090272
BAX NM_138764_bp268_R AGCTAAAAAGGGGACGAACTGGACAGTAACTCTCTTGAAGTTACTGTCCAGTTCGTCCCCGG Hs.433670 932 -0.4206875 0.32152909 0.065805206 -0.3453625 0.33538284 0.158926221 -0.172675 0.63648703 0.625127352 0.712225 0.58022451 0.091272556
BAX NM_138764_bp268_R AGCTAAAAAGGGGACGAACTGGACAGTAACTCTCTTGAAGTTACTGTCCAGTTCGTCCCCGG Hs.433670 6308 -0.4324875 0.31387571 0.058605901 -0.2652875 0.40621935 0.29149754 -0.03705 0.59523565 0.908801547 0.824175 0.68570983 0.095542448
BAX NM_138764_bp268_R AGCTAAAAAGGGGACGAACTGGACAGTAACTCTCTTGAAGTTACTGTCCAGTTCGTCCCCGG Hs.433670 11684 -0.4065125 0.38030719 0.092379085 -0.3734625 0.39141927 0.149629535 0.016775 0.55947611 0.955953272 0.891475 0.60928438 0.061183311
BAX NM_138764_bp418_R AGCTAAAAAGCCAGCAAACTGGTGCTCAAGTCTCTTGAACTTGAGCACCAGTTTGCTGGCGG Hs.433670 933 -0.9111875 0.12381731 0.001179687 -0.3449125 1.07969312 0.442008817 0.065575 0.30116786 0.692648884 0.9045 0.90996639 0.140959348
BAX NM_138764_bp418_R AGCTAAAAAGCCAGCAAACTGGTGCTCAAGTCTCTTGAACTTGAGCACCAGTTTGCTGGCGG Hs.433670 6309 -0.9872875 0.11348034 0.00077957 -0.4200125 1.1185518 0.367843983 0.0713 0.28866795 0.655217346 0.97345 0.8784702 0.113439857
BAX NM_138764_bp418_R AGCTAAAAAGCCAGCAAACTGGTGCTCAAGTCTCTTGAACTTGAGCACCAGTTTGCTGGCGG Hs.433670 11685 -0.9688375 0.16028192 0.001065653 -0.4309625 1.10964395 0.353400817 0.082225 0.23466368 0.533897932 1.040225 0.90909792 0.106104752
BAX NM_138764_bp578_R AGCTAAAAAGGGCTGGACATTGGACTTCCTTCTCTTGAAAGGAAGTCCAATGTCCAGCCCGG Hs.433670 934 -0.1365375 0.53561743 0.600086577 -0.6485375 0.74674162 0.086826265 0.841375 0.50610691 0.044889921 0.714125 0.13481888 0.001797015
BAX NM_138764_bp578_R AGCTAAAAAGGGCTGGACATTGGACTTCCTTCTCTTGAAAGGAAGTCCAATGTCCAGCCCGG Hs.433670 6310 -0.1875375 0.51079983 0.462903656 -0.7683875 0.76707219 0.054739582 0.80165 0.36495131 0.021853587 0.647675 0.15267518 0.003438038
BAX NM_138764_bp578_R AGCTAAAAAGGGCTGGACATTGGACTTCCTTCTCTTGAAAGGAAGTCCAATGTCCAGCCCGG Hs.433670 11686 -0.2050625 0.5629041 0.454675566 -0.7302875 0.77962503 0.066676483 0.76885 0.45183062 0.042359538 0.67085 0.18410755 0.005333803
BBC3 NM_014417_bp1718_R AGCTAAAAAGCCTGTAAGATACTGTATATGTCTCTTGAACATATACAGTATCTTACAGGCGG Hs.467020 861 -0.8732875 0.23781002 0.002681379 -0.0535625 0.89074282 0.886775208
BBC3 NM_014417_bp1718_R AGCTAAAAAGCCTGTAAGATACTGTATATGTCTCTTGAACATATACAGTATCTTACAGGCGG Hs.467020 6237 -0.8445625 0.2809552 0.004067752 -0.0855625 0.75415795 0.798097977
BBC3 NM_014417_bp1718_R AGCTAAAAAGCCTGTAAGATACTGTATATGTCTCTTGAACATATACAGTATCTTACAGGCGG Hs.467020 11613 -0.8285125 0.2895132 0.004660262 -0.0467875 0.80730429 0.893663695
BBC3 NM_014417_bp785_R AGCTAAAAAGAGGGTCCTGTACAATCTCATTCTCTTGAAATGAGATTGTACAGGACCCTCGG Hs.467020 7598
BBC3 NM_014417_bp785_R AGCTAAAAAGAGGGTCCTGTACAATCTCATTCTCTTGAAATGAGATTGTACAGGACCCTCGG Hs.467020 12974
BBC3 NM_014417_bp943_R AGCTAAAAAGGACTTTCTCTGCACCATGTATCTCTTGAATACATGGTGCAGAGAAAGTCCGG Hs.467020 862 -0.4527875 0.77935806 0.225726665 -0.0131875 0.81821807 0.970211358
BBC3 NM_014417_bp943_R AGCTAAAAAGGACTTTCTCTGCACCATGTATCTCTTGAATACATGGTGCAGAGAAAGTCCGG Hs.467020 6238 -0.3769875 0.65008086 0.239697636 -0.1216875 0.65925882 0.692373819
BBC3 NM_014417_bp943_R AGCTAAAAAGGACTTTCTCTGCACCATGTATCTCTTGAATACATGGTGCAGAGAAAGTCCGG Hs.467020 11614 -0.4334125 0.75265294 0.231503112 -0.0571375 0.79632413 0.869128759
BCAT1 NM_005504_bp1405_R AGCTAAAAAGGCGAGACAATACACATTCCATCTCTTGAATGGAATGTGTATTGTCTCGCCGG Hs.438993 3359 0.032475 0.19475243 0.836760079 0.2404875 0.45853274 0.357367678 -0.014775 0.4238073 0.948800021 0.863525 0.37656221 0.019467848
BCAT1 NM_005504_bp1405_R AGCTAAAAAGGCGAGACAATACACATTCCATCTCTTGAATGGAATGTGTATTGTCTCGCCGG Hs.438993 8735 -0.016425 0.20092768 0.917528691 0.1049625 0.4138122 0.665842133 -0.004925 0.35426459 0.979564589 0.98185 0.46814717 0.024715795
BCAT1 NM_005504_bp1405_R AGCTAAAAAGGCGAGACAATACACATTCCATCTCTTGAATGGAATGTGTATTGTCTCGCCGG Hs.438993 14111 0.041 0.15607286 0.7853851 0.1851375 0.39514641 0.446128117 0.05095 0.42191647 0.824721397 0.980025 0.45806014 0.023443313
BCAT1 NM_005504_bp842_R AGCTAAAAAGTCTGTATATTCGTCCTACATTCTCTTGAAATGTAGGACGAATATACAGACGG Hs.438993 3385 -0.586025 0.21482329 0.01239254 0.6472875 0.44397682 0.034242818 -0.0188 0.47895434 0.942369932 0.6524 0.613381 0.123334773
BCAT1 NM_005504_bp842_R AGCTAAAAAGTCTGTATATTCGTCCTACATTCTCTTGAAATGTAGGACGAATATACAGACGG Hs.438993 8761 -0.582025 0.20395953 0.012022382 0.5887375 0.51282831 0.059477303 0.037575 0.43370527 0.873467386 0.60715 0.63419605 0.151423207
BCAT1 NM_005504_bp842_R AGCTAAAAAGTCTGTATATTCGTCCTACATTCTCTTGAAATGTAGGACGAATATACAGACGG Hs.438993 14137 -0.598075 0.16628854 0.008928256 0.6521125 0.46504321 0.035885565 0.029525 0.43088851 0.899677496 0.707825 0.59157338 0.096478123
BCCIP NM_078469_bp425_R AGCTAAAAAGTACCCAGTGTGTTGAACAAATCTCTTGAATTTGTTCAACACACTGGGTACGG Hs.370292 2611 2.6434375 1.15660344 0.002476503 0.7469 1.0436559 0.115433745
BCCIP NM_078469_bp425_R AGCTAAAAAGTACCCAGTGTGTTGAACAAATCTCTTGAATTTGTTCAACACACTGGGTACGG Hs.370292 7987 2.6501875 1.15093129 0.002399726 0.679575 1.02354495 0.139687147
BCCIP NM_078469_bp425_R AGCTAAAAAGTACCCAGTGTGTTGAACAAATCTCTTGAATTTGTTCAACACACTGGGTACGG Hs.370292 13363 0.4240375 0.30703487 0.07790034 0.439 0.88953094 0.265917845
BCCIP NM_078469_bp541_R AGCTAAAAAGGCCTTCTCCTAAGTGAAAGATCTCTTGAATCTTTCACTTAGGAGAAGGCCGG Hs.370292 1289 0.5847875 0.51638357 0.0694801 -0.24805 0.5060199 0.369989089
BCCIP NM_078469_bp541_R AGCTAAAAAGGCCTTCTCCTAAGTGAAAGATCTCTTGAATCTTTCACTTAGGAGAAGGCCGG Hs.370292 6665 -0.1894625 0.208317 0.196899349 -0.255075 0.39110773 0.308317144
BCCIP NM_078469_bp541_R AGCTAAAAAGGCCTTCTCCTAAGTGAAAGATCTCTTGAATCTTTCACTTAGGAGAAGGCCGG Hs.370292 12041 -0.0678125 0.17255566 0.501446021 -0.258475 0.42662329 0.316813585
BCCIP NM_078469_bp742_R AGCTAAAAAGCTGCGTTAATGTTTGCAAATTCTCTTGAAATTTGCAAACATTAACGCAGCGG Hs.370292 13361 -0.3367 0.4179
BCCIP NM_078469_bp742_R AGCTAAAAAGCTGCGTTAATGTTTGCAAATTCTCTTGAAATTTGCAAACATTAACGCAGCGG Hs.370292 2609 0.2632
BCCIP NM_078469_bp742_R AGCTAAAAAGCTGCGTTAATGTTTGCAAATTCTCTTGAAATTTGCAAACATTAACGCAGCGG Hs.370292 7985 0.2086
BCL10 NM_003921_bp1006_R AGCTAAAAAGATGAAGTGCTGAAACTTAGATCTCTTGAATCTAAGTTTCAGCACTTCATCGG Hs.193516 2381
BCL10 NM_003921_bp1006_R AGCTAAAAAGATGAAGTGCTGAAACTTAGATCTCTTGAATCTAAGTTTCAGCACTTCATCGG Hs.193516 7757
BCL10 NM_003921_bp1006_R AGCTAAAAAGATGAAGTGCTGAAACTTAGATCTCTTGAATCTAAGTTTCAGCACTTCATCGG Hs.193516 13133
BCL10 NM_003921_bp1095_R AGCTAAAAAGAACAACCTCTCCAGATCAAATCTCTTGAATTTGATCTGGAGAGGTTGTTCGG Hs.193516 2383
BCL10 NM_003921_bp1095_R AGCTAAAAAGAACAACCTCTCCAGATCAAATCTCTTGAATTTGATCTGGAGAGGTTGTTCGG Hs.193516 7759
BCL10 NM_003921_bp1095_R AGCTAAAAAGAACAACCTCTCCAGATCAAATCTCTTGAATTTGATCTGGAGAGGTTGTTCGG Hs.193516 13135
BCL10 NM_003921_bp1363_R AGCTAAAAAGAGATGTTTCTTCCCTTAAGATCTCTTGAATCTTAAGGGAAGAAACATCTCGG Hs.193516 2379
BCL10 NM_003921_bp1363_R AGCTAAAAAGAGATGTTTCTTCCCTTAAGATCTCTTGAATCTTAAGGGAAGAAACATCTCGG Hs.193516 7755
BCL10 NM_003921_bp1363_R AGCTAAAAAGAGATGTTTCTTCCCTTAAGATCTCTTGAATCTTAAGGGAAGAAACATCTCGG Hs.193516 13131
BCL2 NM_000633_bp551_R AGCTAAAAAGCCCTGTGGATGACTGAGTACTCTCTTGAAGTACTCAGTCATCCACAGGGCGG Hs.592350 2124 1.0919625 0.67119501 0.013004171 -0.5107875 0.11705678 0.032174064
BCL2 NM_000633_bp551_R AGCTAAAAAGCCCTGTGGATGACTGAGTACTCTCTTGAAGTACTCAGTCATCCACAGGGCGG Hs.592350 7500 1.0008125 0.60636859 0.013387997 -0.2576625 0.24054916 0.242236727
BCL2 NM_000633_bp551_R AGCTAAAAAGCCCTGTGGATGACTGAGTACTCTCTTGAAGTACTCAGTCATCCACAGGGCGG Hs.592350 12876 1.1517875 0.63635356 0.008906898 -0.2824125 0.28676081 0.219491238
BCL2 NM_000633_bp617_R AGCTAAAAAGATGCCTTTGTGGAACTGTACTCTCTTGAAGTACAGTTCCACAAAGGCATCGG Hs.592350 785 0.990816667 0.47511776 0.017759956 1.833925 0.71852656 0.00960321
BCL2 NM_000633_bp617_R AGCTAAAAAGATGCCTTTGTGGAACTGTACTCTCTTGAAGTACAGTTCCACAAAGGCATCGG Hs.592350 6161 1.227125 0.62646125 0.038255831 1.909225 0.79418698 0.009662107
BCL2 NM_000633_bp617_R AGCTAAAAAGATGCCTTTGTGGAACTGTACTCTCTTGAAGTACAGTTCCACAAAGGCATCGG Hs.592350 11537 1.239425 0.68698959 0.042516562 1.922725 0.80634922 0.009653744
BCL2 NM_000633_bp649_R AGCTAAAAAGCGGCCTCTGTTTGATTTCTCTCTCTTGAAGAGAAATCAAACAGAGGCCGCGG Hs.592350 786 0.4616375 0.79718531 0.225650556 0.0199875 1.50285779 0.972537827
BCL2 NM_000633_bp649_R AGCTAAAAAGCGGCCTCTGTTTGATTTCTCTCTCTTGAAGAGAAATCAAACAGAGGCCGCGG Hs.592350 6162 0.4916375 0.74923712 0.181747699 -0.0150375 1.51238488 0.979453373
BCL2 NM_000633_bp649_R AGCTAAAAAGCGGCCTCTGTTTGATTTCTCTCTCTTGAAGAGAAATCAAACAGAGGCCGCGG Hs.592350 11538 0.4720875 0.75806506 0.200440595 -0.0772625 1.59241367 0.899548926
BCL2A1 NM_004049_bp382_R AGCTAAAAAGCCAGAACACTATTCAACCAATCTCTTGAATTGGTTGAATAGTGTTCTGGCGG Hs.227817 2176 0.4486
BCL2A1 NM_004049_bp382_R AGCTAAAAAGCCAGAACACTATTCAACCAATCTCTTGAATTGGTTGAATAGTGTTCTGGCGG Hs.227817 7552 0.9547
BCL2A1 NM_004049_bp440_R AGCTAAAAAGGGGAAGAATTGTAACCATATTCTCTTGAAATATGGTTACAATTCTTCCCCGG Hs.227817 834 0.0996375 0.29764954 0.589794674 -0.7792375 0.72577976 0.046091231
BCL2A1 NM_004049_bp440_R AGCTAAAAAGGGGAAGAATTGTAACCATATTCTCTTGAAATATGGTTACAATTCTTCCCCGG Hs.227817 6210 0.0275625 0.27476392 0.875629381 -0.7911625 0.72362758 0.043455731
BCL2A1 NM_004049_bp440_R AGCTAAAAAGGGGAAGAATTGTAACCATATTCTCTTGAAATATGGTTACAATTCTTCCCCGG Hs.227817 11586 0.1168375 0.33389293 0.550646211 -0.7853625 0.66743941 0.037105176
BCL2A1 NM_004049_bp550_R AGCTAAAAAGCGGAGTTCATAATGAATAACTCTCTTGAAGTTATTCATTATGAACTCCGCGG Hs.227817 2178 -0.2638875 0.67764019 0.407759878 -0.63851667 0.66780097 0.111397561
BCL2A1 NM_004049_bp550_R AGCTAAAAAGCGGAGTTCATAATGAATAACTCTCTTGAAGTTATTCATTATGAACTCCGCGG Hs.227817 7554 -0.2373125 0.60084659 0.412906095 -0.61281667 0.65568365 0.120322678
BCL2A1 NM_004049_bp550_R AGCTAAAAAGCGGAGTTCATAATGAATAACTCTCTTGAAGTTATTCATTATGAACTCCGCGG Hs.227817 12930 -0.2943875 0.66052069 0.350821482 -0.60671667 0.62788949 0.116842013
BCL2L1 NM_138578_bp1045_R AGCTAAAAAGGCTCACTCTTCAGTCGGAAATCTCTTGAATTTCCGACTGAAGAGTGAGCCGG Hs.516966 2280 -1.2690875 0.97793594 0.024554666 0.161833333 0.87310878 0.694640559 0.06215 0.62354872 0.854740791 0.698 0.40499682 0.041027955
BCL2L1 NM_138578_bp1045_R AGCTAAAAAGGCTCACTCTTCAGTCGGAAATCTCTTGAATTTCCGACTGAAGAGTGAGCCGG Hs.516966 7656 -1.1523875 0.86974555 0.02393637 0.808666667 1.39094353 0.202110718 -0.0774 0.62911791 0.82151115 0.8074 0.51545502 0.051953951
BCL2L1 NM_138578_bp1045_R AGCTAAAAAGGCTCACTCTTCAGTCGGAAATCTCTTGAATTTCCGACTGAAGAGTGAGCCGG Hs.516966 13032 -0.8731625 1.05557226 0.096777238 0.060233333 0.76154534 0.872660852 0.072 0.57066662 0.81708169 0.62685 0.36784983 0.04220688
BCL2L1 NM_138578_bp674_R AGCTAAAAAGGGCATTCAGTGACCTGACATTCTCTTGAAATGTCAGGTCACTGAATGCCCGG Hs.516966 11680 -0.2439 0.92644764 0.586206029 2.1639 0.0026
BCL2L1 NM_138578_bp674_R AGCTAAAAAGGGCATTCAGTGACCTGACATTCTCTTGAAATGTCAGGTCACTGAATGCCCGG Hs.516966 928 -0.293633333 0.81314898 0.472762397 1.6826 0.0719 -0.72606667 1.08215813 0.365119558
BCL2L1 NM_138578_bp674_R AGCTAAAAAGGGCATTCAGTGACCTGACATTCTCTTGAAATGTCAGGTCACTGAATGCCCGG Hs.516966 6304 -0.290733333 0.87103186 0.49950008 2.8745 -0.0917 0.1475
BCL2L1 NM_138578_bp832_R AGCTAAAAAGACAAGGAGATGCAGGTATTGTCTCTTGAACAATACCTGCATCTCCTTGTCGG Hs.516966 929 2.0424625 1.34556597 0.012430975 0.4385125 0.68986805 0.195704878 0.34275 0.1322586 0.013943752 1.272375 0.25779672 0.002210805
BCL2L1 NM_138578_bp832_R AGCTAAAAAGACAAGGAGATGCAGGTATTGTCTCTTGAACAATACCTGCATCTCCTTGTCGG Hs.516966 6305 2.8829125 1.14999094 0.001546716 1.5021625 1.11393824 0.012675335 0.45515 0.16594976 0.011917415 1.442425 0.25105262 0.00141475
BCL2L1 NM_138578_bp832_R AGCTAAAAAGACAAGGAGATGCAGGTATTGTCTCTTGAACAATACCTGCATCTCCTTGTCGG Hs.516966 11681 2.8549125 1.06533556 0.001175802 1.3837375 0.97708931 0.01145794 0.524925 0.14685572 0.00563618 1.2168 0.29579758 0.003759049



BCL2L10 NM_020396_bp694_R AGCTAAAAAGCCCAACTGTGACCAACTAAATCTCTTGAATTTAGTTGGTCACAGTTGGGCGG Hs.283672 882 -0.8744625 0.44702506 0.009754857 0.942766667 1.05495685 0.086399938 -0.22305 0.36451355 0.545866206 0.182033333 0.21068558 0.273193534
BCL2L10 NM_020396_bp694_R AGCTAAAAAGCCCAACTGTGACCAACTAAATCTCTTGAATTTAGTTGGTCACAGTTGGGCGG Hs.283672 11634 -0.8537375 0.47465481 0.012523143 1.149566667 1.41555477 0.094554062 -0.3636 0.32243673 0.10939762 -0.2447 0.20689197 0.098907215
BCL2L10 NM_020396_bp694_R AGCTAAAAAGCCCAACTGTGACCAACTAAATCTCTTGAATTTAGTTGGTCACAGTTGGGCGG Hs.283672 6258 -0.8201875 0.47057606 0.014302221 0.34325 0.45445753 0.380089349 -0.4059 0.23459932 0.095643452 -0.245225 0.31136836 0.213301098
BCL2L10 NM_020396_bp716_R AGCTAAAAAGACAGATGTGTGAGAACAAGATCTCTTGAATCTTGTTCTCACACATCTGTCGG Hs.283672 2264 4.1085875 0.47116062 8.51E-06 0.3329625 0.45768402 0.216256955 0.06085 0.26337697 0.67547581 0.206375 0.53403614 0.495898362
BCL2L10 NM_020396_bp716_R AGCTAAAAAGACAGATGTGTGAGAACAAGATCTCTTGAATCTTGTTCTCACACATCTGTCGG Hs.283672 7640 4.0792875 0.43491386 6.82E-06 0.3652875 0.37421518 0.151711365 0.028525 0.20557225 0.799407815 0.239825 0.51862781 0.423260377
BCL2L10 NM_020396_bp716_R AGCTAAAAAGACAGATGTGTGAGAACAAGATCTCTTGAATCTTGTTCTCACACATCTGTCGG Hs.283672 13016 4.0721625 0.41614682 6.01E-06 0.2900875 0.56811228 0.321235735 0.085125 0.24414992 0.535785661 0.215125 0.44311851 0.403185672
BCL2L10 NM_020396_bp866_R AGCTAAAAAGGCTCTTCCTTGAGTGAAAGATCTCTTGAATCTTTCACTCAAGGAAGAGCCGG Hs.283672 883 1.8768625 0.95342327 0.004826494 1.9314875 1.10468514 0.003878837 1.2417 0.3281226 0.004784065 1.211325 0.55973331 0.022740487
BCL2L10 NM_020396_bp866_R AGCTAAAAAGGCTCTTCCTTGAGTGAAAGATCTCTTGAATCTTTCACTCAAGGAAGAGCCGG Hs.283672 6259 1.8765625 0.92843299 0.004368394 1.9150875 1.11842231 0.00424635 1.179475 0.34766352 0.006543847 1.1982 0.45262543 0.013148222
BCL2L10 NM_020396_bp866_R AGCTAAAAAGGCTCTTCCTTGAGTGAAAGATCTCTTGAATCTTTCACTCAAGGAAGAGCCGG Hs.283672 11635 1.9226375 1.00783777 0.005378419 1.9263125 1.13586264 0.004391208 1.316575 0.33716368 0.004370271 1.331875 0.46462112 0.01053548
BCL2L11 NM_138622_bp1586_R AGCTAAAAAGTTCGAGCGATCTGTTATTAATCTCTTGAATTAATAACAGATCGCTCGAACGG Hs.591553 1945 -2.1807375 0.66777742 0.00063651 0.733525 4.48323377 0.669560959 0.16065 0.35022999 0.633651285 0.2311 0.30406629 0.318655831
BCL2L11 NM_138622_bp1586_R AGCTAAAAAGTTCGAGCGATCTGTTATTAATCTCTTGAATTAATAACAGATCGCTCGAACGG Hs.591553 7321 -2.2787125 0.78305542 0.000953653 0.694825 4.51180088 0.687444632 0.4877 0.0533 0.63554758 0.924846324
BCL2L11 NM_138622_bp1586_R AGCTAAAAAGTTCGAGCGATCTGTTATTAATCTCTTGAATTAATAACAGATCGCTCGAACGG Hs.591553 12697 -2.0296875 0.60698246 0.000627615 0.726975 4.44978762 0.670096585 0.5636 0.02285 0.54892699 0.962566038
BCL2L11 NM_138622_bp480_R AGCTAAAAAGAGACGAGTTTAACGCTTACTTCTCTTGAAAGTAAGCGTTAAACTCGTCTCGG Hs.591553 1947 -0.0002625 0.16131724 0.998611803 -0.6240875 0.53792325 0.053298308 0.649775 0.48102241 0.073683575 0.150225 0.34059863 0.442667548
BCL2L11 NM_138622_bp480_R AGCTAAAAAGAGACGAGTTTAACGCTTACTTCTCTTGAAAGTAAGCGTTAAACTCGTCTCGG Hs.591553 7323 -0.0144625 0.16421702 0.92393056 -0.5978625 0.5343298 0.06053802 0.80935 0.47060448 0.041247439 0.1328 0.3368925 0.48802979
BCL2L11 NM_138622_bp480_R AGCTAAAAAGAGACGAGTTTAACGCTTACTTCTCTTGAAAGTAAGCGTTAAACTCGTCTCGG Hs.591553 12699 0.0130875 0.12466646 0.928126756 -0.6262625 0.52497811 0.05053796 0.749375 0.4942041 0.056192817 0.171675 0.32199792 0.364481336
BCL2L11 NM_138622_bp806_R AGCTAAAAAGGTCTCCTGGTGCCATTATTATCTCTTGAATAATAATGGCACCAGGAGACCGG Hs.591553 930 0.5256875 0.29245075 0.0279877 0.1919625 0.40536997 0.434605747 0.685825 0.39963605 0.0414699 0.52665 0.34053697 0.053585441
BCL2L11 NM_138622_bp806_R AGCTAAAAAGGTCTCCTGGTGCCATTATTATCTCTTGAATAATAATGGCACCAGGAGACCGG Hs.591553 6306 0.5178625 0.34371748 0.038197231 0.2308375 0.26469366 0.297594087 0.70105 0.3635015 0.030790666 0.5879 0.32083632 0.035127295
BCL2L11 NM_138622_bp806_R AGCTAAAAAGGTCTCCTGGTGCCATTATTATCTCTTGAATAATAATGGCACCAGGAGACCGG Hs.591553 11682 0.5121875 0.347509 0.04035051 0.1667875 0.28472365 0.448653342 0.7045 0.37430101 0.032792246 0.624375 0.30251774 0.025786149
BCL2L12 NM_138639_bp1663_R AGCTAAAAAGGACTTGAACTTGCCATTGGATCTCTTGAATCCAATGGCAAGTTCAAGTCCGG Hs.289052 1949 3.5324375 0.62500184 4.90E-05 0.8262625 1.36437669 0.156677428 -0.238125 0.11597504 0.026141345 0.376225 0.80907051 0.420963321
BCL2L12 NM_138639_bp1663_R AGCTAAAAAGGACTTGAACTTGCCATTGGATCTCTTGAATCCAATGGCAAGTTCAAGTCCGG Hs.289052 7325 3.7450875 0.74469788 7.34E-05 0.8155875 1.40931061 0.171515314 -0.3115 0.07565038 0.00374847 0.41655 0.78785883 0.367932961
BCL2L12 NM_138639_bp1663_R AGCTAAAAAGGACTTGAACTTGCCATTGGATCTCTTGAATCCAATGGCAAGTTCAAGTCCGG Hs.289052 12701 3.9038375 0.81808549 8.83E-05 0.7863625 1.44788802 0.194228353 -0.295725 0.08393296 0.005873427 0.31565 0.74616381 0.459664258
BCL2L12 NM_138639_bp752_R AGCTAAAAAGAGCGTCACATGCAAATTGAGTCTCTTGAACTCAATTTGCATGTGACGCTCGG Hs.289052 931 0.6975125 0.7394802 0.076708326 0.7054875 0.54524237 0.035800231 0.996866667 0.95587135 0.212613535 0.107275 1.04345693 0.850253887
BCL2L12 NM_138639_bp752_R AGCTAAAAAGAGCGTCACATGCAAATTGAGTCTCTTGAACTCAATTTGCATGTGACGCTCGG Hs.289052 6307 0.6633125 0.73484451 0.086815845 0.6512625 0.59204731 0.055040141 1.003766667 0.99674918 0.223235707 -0.039675 0.96534589 0.939665986
BCL2L12 NM_138639_bp752_R AGCTAAAAAGAGCGTCACATGCAAATTGAGTCTCTTGAACTCAATTTGCATGTGACGCTCGG Hs.289052 11683 0.6961375 0.77029704 0.084736338 0.7178375 0.50428163 0.028994308 1.063466667 0.9956955 0.205549446 0.05565 1.13798425 0.928255786
BCL2L12 NM_138639_bp837_R AGCTAAAAAGCGGGAAAGTTGAACTAATAATCTCTTGAATTATTAGTTCAACTTTCCCGCGG Hs.289052 1951 2.2635 0.58477731 0.006520948 -0.78375 0.95112933 0.4514832
BCL2L12 NM_138639_bp837_R AGCTAAAAAGCGGGAAAGTTGAACTAATAATCTCTTGAATTATTAGTTCAACTTTCCCGCGG Hs.289052 7327 2.487 1.16573624 0.018087686 -0.5585 1.08357043 0.599009679
BCL2L12 NM_138639_bp837_R AGCTAAAAAGCGGGAAAGTTGAACTAATAATCTCTTGAATTATTAGTTCAACTTTCCCGCGG Hs.289052 12703 2.6879 1.61008214 0.030486211 -0.45785 0.94250263 0.61678891
BCL2L13 NM_015367_bp239_R AGCTAAAAAGCCTCTGGGATTTCACTATGATCTCTTGAATCATAGTGAAATCCCAGAGGCGG Hs.118681 2224 -1.5077625 0.18455887 0.000152091 -0.1259625 0.50877687 0.636885961
BCL2L13 NM_015367_bp239_R AGCTAAAAAGCCTCTGGGATTTCACTATGATCTCTTGAATCATAGTGAAATCCCAGAGGCGG Hs.118681 7600 -1.5201125 0.14191477 0.000114777 -0.1370125 0.50021243 0.605325237
BCL2L13 NM_015367_bp239_R AGCTAAAAAGCCTCTGGGATTTCACTATGATCTCTTGAATCATAGTGAAATCCCAGAGGCGG Hs.118681 12976 -1.5004875 0.17191137 0.000144337 -0.0076125 0.65801878 0.980095153
BCL2L13 NM_015367_bp776_R AGCTAAAAAGGAGGACTATTCGGCAGAGTATCTCTTGAATACTCTGCCGAATAGTCCTCCGG Hs.118681 863 2.1462125 0.66708264 0.00068302 0.9583375 1.12483739 0.0686158
BCL2L13 NM_015367_bp776_R AGCTAAAAAGGAGGACTATTCGGCAGAGTATCTCTTGAATACTCTGCCGAATAGTCCTCCGG Hs.118681 6239 2.1835625 0.67025443 0.000641482 0.9384875 1.09861496 0.068929267
BCL2L13 NM_015367_bp776_R AGCTAAAAAGGAGGACTATTCGGCAGAGTATCTCTTGAATACTCTGCCGAATAGTCCTCCGG Hs.118681 11615 2.1692625 0.63313645 0.000535716 0.9914375 1.15036225 0.065450286
BCL2L13 NM_015367_bp818_R AGCTAAAAAGGGCACTGTGTTTAGTCTTGATCTCTTGAATCAAGACTAAACACAGTGCCCGG Hs.118681 864 -0.4539875 0.17108379 0.025985935 -0.2027125 0.51779707 0.457987771
BCL2L13 NM_015367_bp818_R AGCTAAAAAGGGCACTGTGTTTAGTCTTGATCTCTTGAATCAAGACTAAACACAGTGCCCGG Hs.118681 6240 -0.4323125 0.15752316 0.029158839 -0.1194625 0.51431007 0.655765982
BCL2L13 NM_015367_bp818_R AGCTAAAAAGGGCACTGTGTTTAGTCTTGATCTCTTGAATCAAGACTAAACACAGTGCCCGG Hs.118681 11616 -0.4552125 0.1789333 0.026630911 -0.1329875 0.47120283 0.605893296
BCL2L2 NM_004050_bp1282_R AGCTAAAAAGTGGGATTCCTCAAGGAGAAATCTCTTGAATTTCTCCTTGAGGAATCCCACGG Hs.410026 835 -0.4298125 0.45046564 0.104240354 -0.6091375 0.51432833 0.053522139
BCL2L2 NM_004050_bp1282_R AGCTAAAAAGTGGGATTCCTCAAGGAGAAATCTCTTGAATTTCTCCTTGAGGAATCCCACGG Hs.410026 6211 -0.4743875 0.4323085 0.074619356 -0.6177875 0.46316058 0.043158701
BCL2L2 NM_004050_bp1282_R AGCTAAAAAGTGGGATTCCTCAAGGAGAAATCTCTTGAATTTCTCCTTGAGGAATCCCACGG Hs.410026 11587 -0.4302125 0.45048006 0.104000047 -0.6634375 0.53420661 0.042832893
BCL2L2 NM_004050_bp219_R AGCTAAAAAGCAGACTTTGTAGGTTATAAGTCTCTTGAACTTATAACCTACAAAGTCTGCGG Hs.410026 836 -0.0161125 0.68826689 0.958676929 -1.1288875 0.67516937 0.008796748
BCL2L2 NM_004050_bp219_R AGCTAAAAAGCAGACTTTGTAGGTTATAAGTCTCTTGAACTTATAACCTACAAAGTCTGCGG Hs.410026 6212 0.0435625 0.8138367 0.903095073 -1.2255125 0.5646455 0.003646275
BCL2L2 NM_004050_bp219_R AGCTAAAAAGCAGACTTTGTAGGTTATAAGTCTCTTGAACTTATAACCTACAAAGTCTGCGG Hs.410026 11588 -0.0588375 0.70102 0.852376851 -1.2712375 0.52369435 0.002497639
BCL2L2 NM_004050_bp2599_R AGCTAAAAAGCTGGGCAATTTGCCCTCAAATCTCTTGAATTTGAGGGCAAATTGCCCAGCGG Hs.410026 2180 0.6750125 0.74990775 0.086671367 0.1151875 1.10999099 0.797257548
BCL2L2 NM_004050_bp2599_R AGCTAAAAAGCTGGGCAATTTGCCCTCAAATCTCTTGAATTTGAGGGCAAATTGCCCAGCGG Hs.410026 7556 0.6766875 0.90356222 0.128832846 0.1775875 0.84789334 0.627648581
BCL2L2 NM_004050_bp2599_R AGCTAAAAAGCTGGGCAATTTGCCCTCAAATCTCTTGAATTTGAGGGCAAATTGCCCAGCGG Hs.410026 12932 0.5772875 0.67726436 0.104868477 0.2275375 0.93355327 0.564797712
BCL3 NM_005178_bp273_R AGCTAAAAAGGAGCCTTACTGCCTTTGTACTCTCTTGAAGTACAAAGGCAGTAAGGCTCCGG Hs.31210 2435
BCL3 NM_005178_bp273_R AGCTAAAAAGGAGCCTTACTGCCTTTGTACTCTCTTGAAGTACAAAGGCAGTAAGGCTCCGG Hs.31210 7811
BCL3 NM_005178_bp273_R AGCTAAAAAGGAGCCTTACTGCCTTTGTACTCTCTTGAAGTACAAAGGCAGTAAGGCTCCGG Hs.31210 13187
BCL3 NM_005178_bp421_R AGCTAAAAAGAGACACGCCTCTCCATATTGTCTCTTGAACAATATGGAGAGGCGTGTCTCGG Hs.31210 2437
BCL3 NM_005178_bp421_R AGCTAAAAAGAGACACGCCTCTCCATATTGTCTCTTGAACAATATGGAGAGGCGTGTCTCGG Hs.31210 7813
BCL3 NM_005178_bp421_R AGCTAAAAAGAGACACGCCTCTCCATATTGTCTCTTGAACAATATGGAGAGGCGTGTCTCGG Hs.31210 13189
BCL3 NM_005178_bp509_R AGCTAAAAAGCTCGACATCTACAACAACCTTCTCTTGAAAGGTTGTTGTAGATGTCGAGCGG Hs.31210 1430
BCL3 NM_005178_bp509_R AGCTAAAAAGCTCGACATCTACAACAACCTTCTCTTGAAAGGTTGTTGTAGATGTCGAGCGG Hs.31210 6806
BCL3 NM_005178_bp509_R AGCTAAAAAGCTCGACATCTACAACAACCTTCTCTTGAAAGGTTGTTGTAGATGTCGAGCGG Hs.31210 12182
BCL6 BX649185_bp3572_R AGCTAAAAAGGCAGAGTTGTAAATATATAATCTCTTGAATTATATATTTACAACTCTGCCGG Hs.478588 4619 -0.111125 0.53377711 0.667299086 0.1711 0.21245434 0.326558132 -0.81923333 1.93614148 0.315879991
BCL6 BX649185_bp3572_R AGCTAAAAAGGCAGAGTTGTAAATATATAATCTCTTGAATTATATATTTACAACTCTGCCGG Hs.478588 9995 -0.2537 1.13787623 0.658837581 -0.39195 0.37148327 0.112569216 -0.08793333 0.91479267 0.835245434
BCL6 BX649185_bp3572_R AGCTAAAAAGGCAGAGTTGTAAATATATAATCTCTTGAATTATATATTTACAACTCTGCCGG Hs.478588 15371 -0.23275 0.31558176 0.449638797 0.2306 0.95968532 0.678431496 -0.30085 0.42942595 0.43172285
BCL7A NM_020993_bp1073_R AGCTAAAAAGACACATCCCTACGAATCTACTCTCTTGAAGTAGATTCGTAGGGATGTGTCGG Hs.530970 2534 1.4521 0.56548676 0.001690767 -0.3684875 1.23582309 0.511543161
BCL7A NM_020993_bp1073_R AGCTAAAAAGACACATCCCTACGAATCTACTCTCTTGAAGTAGATTCGTAGGGATGTGTCGG Hs.530970 7910 1.711325 0.44747237 0.000385812 -0.5515875 0.74202833 0.157983556
BCL7A NM_020993_bp1073_R AGCTAAAAAGACACATCCCTACGAATCTACTCTCTTGAAGTAGATTCGTAGGGATGTGTCGG Hs.530970 13286 1.513875 0.44529693 0.000679625 -0.6390125 0.80694704 0.124684772
BCL7A NM_020993_bp1112_R AGCTAAAAAGAGCCCAAGGTTGATGACAAATCTCTTGAATTTGTCATCAACCTTGGGCTCGG Hs.530970 2530 3.11795 0.3636699 1.46E-05 -0.0838375 0.35359976 0.858315969
BCL7A NM_020993_bp1112_R AGCTAAAAAGAGCCCAAGGTTGATGACAAATCTCTTGAATTTGTCATCAACCTTGGGCTCGG Hs.530970 7906 3.119825 0.41252164 2.08E-05 -0.0675125 0.3375129 0.913072626
BCL7A NM_020993_bp1112_R AGCTAAAAAGAGCCCAAGGTTGATGACAAATCTCTTGAATTTGTCATCAACCTTGGGCTCGG Hs.530970 13282 3.043525 0.33519408 1.36E-05 -0.0674125 0.31201858 0.911445359
BCL7A NM_020993_bp993_R AGCTAAAAAGGGCCAAAGATGATATCAAGATCTCTTGAATCTTGATATCATCTTTGGCCCGG Hs.530970 7908 1.4446 0.84759412 0.007545915 1.4354125 0.58845694 0.00154081
BCL7A NM_020993_bp993_R AGCTAAAAAGGGCCAAAGATGATATCAAGATCTCTTGAATCTTGATATCATCTTTGGCCCGG Hs.530970 13284 1.46345 0.73216468 0.004258666 1.5210375 0.65627318 0.001609067
BCL7A NM_020993_bp993_R AGCTAAAAAGGGCCAAAGATGATATCAAGATCTCTTGAATCTTGATATCATCTTTGGCCCGG Hs.530970 2532 1.748133333 1.17958216 0.021359715 1.475616667 0.62583767 0.004830192
BCL9 NM_004326_bp1052_R AGCTAAAAAGCCGACTCCTTTGATCAGAGATCTCTTGAATCTCTGATCAAAGGAGTCGGCGG Hs.415209 1287 -1.0943875 0.57332964 0.006791279 0.482125 0.35674128 0.069341479
BCL9 NM_004326_bp1052_R AGCTAAAAAGCCGACTCCTTTGATCAGAGATCTCTTGAATCTCTGATCAAAGGAGTCGGCGG Hs.415209 6663 -1.1164125 0.52212815 0.004705346 0.4204 0.29211032 0.087271305
BCL9 NM_004326_bp1052_R AGCTAAAAAGCCGACTCCTTTGATCAGAGATCTCTTGAATCTCTGATCAAAGGAGTCGGCGG Hs.415209 12039 -1.1080875 0.5438354 0.005490357 0.4905 0.27390366 0.05209245
BCL9 NM_004326_bp3265_R AGCTAAAAAGCGGAAGCCCTTGGATATATCTCTCTTGAAGATATATCCAAGGGCTTCCGCGG Hs.415209 1286 -0.058616667 0.73053173 0.794932167 -0.3465 0.17708523 0.121188767
BCL9 NM_004326_bp3265_R AGCTAAAAAGCGGAAGCCCTTGGATATATCTCTCTTGAAGATATATCCAAGGGCTTCCGCGG Hs.415209 6662 -0.308725 0.8187943 0.459384722 -0.3375 0.25021753 0.146339145
BCL9 NM_004326_bp3265_R AGCTAAAAAGCGGAAGCCCTTGGATATATCTCTCTTGAAGATATATCCAAGGGCTTCCGCGG Hs.415209 12038 0.018083333 0.80039816 0.962944546 -0.306425 0.19449942 0.166625022
BCL9 NM_004326_bp4186_R AGCTAAAAAGCAGGTTCCATTCCCTCACAATCTCTTGAATTGTGAGGGAATGGAACCTGCGG Hs.415209 1288 -0.3426875 0.31662603 0.084827908 0.245825 0.60458116 0.401056664
BCL9 NM_004326_bp4186_R AGCTAAAAAGCAGGTTCCATTCCCTCACAATCTCTTGAATTGTGAGGGAATGGAACCTGCGG Hs.415209 6664 -0.3496125 0.31158343 0.079094505 0.164175 0.62799131 0.574093189
BCL9 NM_004326_bp4186_R AGCTAAAAAGCAGGTTCCATTCCCTCACAATCTCTTGAATTGTGAGGGAATGGAACCTGCGG Hs.415209 12040 -0.3480375 0.3008049 0.076592569 0.23745 0.58351819 0.407624591
BECN1 NM_003766_bp1085_R AGCTAAAAAGCCAATAAGATGGGTCTGAAATCTCTTGAATTTCAGACCCATCTTATTGGCGG Hs.12272 813 -1.1837625 0.39854464 0.001992853 -0.2285375 1.00514885 0.584627089
BECN1 NM_003766_bp1085_R AGCTAAAAAGCCAATAAGATGGGTCTGAAATCTCTTGAATTTCAGACCCATCTTATTGGCGG Hs.12272 6189 -1.152183333 0.40519833 0.007916725 -0.4465625 0.85972785 0.250184942
BECN1 NM_003766_bp1085_R AGCTAAAAAGCCAATAAGATGGGTCTGAAATCTCTTGAATTTCAGACCCATCTTATTGGCGG Hs.12272 11565 -1.2263375 0.44518675 0.00230355 -0.5009125 0.80911713 0.186198908
BECN1 NM_003766_bp1174_R AGCTAAAAAGGAGCTGCCGTTATACTGTTCTCTCTTGAAGAACAGTATAACGGCAGCTCCGG Hs.12272 814 2.0282375 0.64653258 0.000791388 1.6613375 1.39918093 0.018777421
BECN1 NM_003766_bp1174_R AGCTAAAAAGGAGCTGCCGTTATACTGTTCTCTCTTGAAGAACAGTATAACGGCAGCTCCGG Hs.12272 6190 1.9076125 0.67755868 0.001245827 1.8197875 1.32907406 0.010561856
BECN1 NM_003766_bp1174_R AGCTAAAAAGGAGCTGCCGTTATACTGTTCTCTCTTGAAGAACAGTATAACGGCAGCTCCGG Hs.12272 11566 2.0528625 0.64627076 0.000747181 2.0857875 1.8341696 0.020170344
BECN1 NM_003766_bp329_R AGCTAAAAAGAGGAGCCATTTATTGAAACTTCTCTTGAAAGTTTCAATAAATGGCTCCTCGG Hs.12272 815 -0.2039125 0.49154168 0.415590005 0.1908125 0.57285757 0.505799506
BECN1 NM_003766_bp329_R AGCTAAAAAGAGGAGCCATTTATTGAAACTTCTCTTGAAAGTTTCAATAAATGGCTCCTCGG Hs.12272 6191 -0.1911625 0.55084644 0.477537251 0.2056625 0.5499951 0.46520152
BECN1 NM_003766_bp329_R AGCTAAAAAGAGGAGCCATTTATTGAAACTTCTCTTGAAAGTTTCAATAAATGGCTCCTCGG Hs.12272 11567 -0.1404625 0.48950264 0.566775136 0.1925625 0.58373687 0.506368768
BID NM_197966_bp1018_R AGCTAAAAAGTGAGGAGCTTAGCCAGAAATTCTCTTGAAATTTCTGGCTAAGCTCCTCACGG Hs.591054 952 0.8696375 1.3832486 0.174687401 0.1907625 0.85657319 0.605556475 0.79945 1.27657538 0.299138643 0.586075 0.75760873 0.219561484
BID NM_197966_bp1018_R AGCTAAAAAGTGAGGAGCTTAGCCAGAAATTCTCTTGAAATTTCTGGCTAAGCTCCTCACGG Hs.591054 6328 0.8533625 1.48946083 0.207720211 0.2276625 0.91705965 0.559414285 0.827925 1.21942878 0.267604635 0.711575 0.69081153 0.131481646
BID NM_197966_bp1018_R AGCTAAAAAGTGAGGAGCTTAGCCAGAAATTCTCTTGAAATTTCTGGCTAAGCTCCTCACGG Hs.591054 11704 0.8999125 1.28637568 0.140164449 0.1851125 0.86839774 0.619523323 0.915075 1.30296325 0.254771883 0.724725 0.66648148 0.117925467
BID NM_197966_bp459_R AGCTAAAAAGGCCATGGACTGTGAGGTCAATCTCTTGAATTGACCTCACAGTCCATGGCCGG Hs.591054 1961 -0.84685 0.4812025 0.03006504 2.4818 0.48861079 0.002021406 0.82185 0.40623285 0.214059498 -0.2596 0.91009835 0.670195456
BID NM_197966_bp459_R AGCTAAAAAGGCCATGGACTGTGAGGTCAATCTCTTGAATTGACCTCACAGTCCATGGCCGG Hs.591054 7337 -0.83825 0.59556967 0.046356468 2.93655 0.00304056 0.000629273 0.9075 0.43529493 0.208173081 -0.19376667 1.13047623 0.794553473
BID NM_197966_bp459_R AGCTAAAAAGGCCATGGACTGTGAGGTCAATCTCTTGAATTGACCTCACAGTCCATGGCCGG Hs.591054 12713 -0.81605 0.55744155 0.044112842 3.2175 0.14523973 0.000462005 1.00825 0.35800816 0.156604364 -0.26483333 1.01724447 0.696214179
BIK NM_001197_bp189_R AGCTAAAAAGGACTTCGATTCTTTGGAATGTCTCTTGAACATTCCAAAGAATCGAAGTCCGG Hs.475055 2164 -0.3292875 0.72266684 0.333629655 -0.76001667 1.1518379 0.169397988
BIK NM_001197_bp189_R AGCTAAAAAGGACTTCGATTCTTTGGAATGTCTCTTGAACATTCCAAAGAATCGAAGTCCGG Hs.475055 7540 -0.2711875 0.73879629 0.426571917 -1.08535 1.04472773 0.056392923
BIK NM_001197_bp189_R AGCTAAAAAGGACTTCGATTCTTTGGAATGTCTCTTGAACATTCCAAAGAATCGAAGTCCGG Hs.475055 12916 -0.3696625 0.71430339 0.279472575 -0.95388333 1.26002885 0.119120489
BIK NM_001197_bp362_R AGCTAAAAAGGGATGTTCTTAGAAGTTTCATCTCTTGAATGAAACTTCTAAGAACATCCCGG Hs.475055 807 2.2027
BIK NM_001197_bp362_R AGCTAAAAAGGGATGTTCTTAGAAGTTTCATCTCTTGAATGAAACTTCTAAGAACATCCCGG Hs.475055 6183 3.0709
BIK NM_001197_bp362_R AGCTAAAAAGGGATGTTCTTAGAAGTTTCATCTCTTGAATGAAACTTCTAAGAACATCCCGG Hs.475055 11559 3.3002
BIK NM_001197_bp914_R AGCTAAAAAGGAGCAGGAGTGCTCAATAAATCTCTTGAATTTATTGAGCACTCCTGCTCCGG Hs.475055 808 0.0263375 0.28942392 0.883617818 -0.5595625 0.49371699 0.065820372
BIK NM_001197_bp914_R AGCTAAAAAGGAGCAGGAGTGCTCAATAAATCTCTTGAATTTATTGAGCACTCCTGCTCCGG Hs.475055 6184 -0.0530875 0.24979382 0.755530811 -0.5445125 0.52673779 0.078746162
BIK NM_001197_bp914_R AGCTAAAAAGGAGCAGGAGTGCTCAATAAATCTCTTGAATTTATTGAGCACTCCTGCTCCGG Hs.475055 11560 -0.0744375 0.25807528 0.667665708 -0.5274875 0.47293642 0.0740853
BIRC2 NM_001166_bp2295_R AGCTAAAAAGTCGCAATGATGATGTCAAATTCTCTTGAAATTTGACATCATCATTGCGACGG Hs.503704 791 -0.0328625 0.81575207 0.926940909 0.4779125 2.37532775 0.595210953
BIRC2 NM_001166_bp2295_R AGCTAAAAAGTCGCAATGATGATGTCAAATTCTCTTGAAATTTGACATCATCATTGCGACGG Hs.503704 6167 -0.0355375 0.75383355 0.915590158 0.4675125 2.61079379 0.63417104
BIRC2 NM_001166_bp2295_R AGCTAAAAAGTCGCAATGATGATGTCAAATTCTCTTGAAATTTGACATCATCATTGCGACGG Hs.503704 11543 -0.0487875 0.74055887 0.882663548 0.5433875 2.83786958 0.610365593
BIRC2 NM_001166_bp2594_R AGCTAAAAAGCCTTGGAAATGGGCTTTAATTCTCTTGAAATTAAAGCCCATTTCCAAGGCGG Hs.503704 792 -0.4815125 0.15311578 0.019464688 -0.3117375 0.37448201 0.210939955
BIRC2 NM_001166_bp2594_R AGCTAAAAAGCCTTGGAAATGGGCTTTAATTCTCTTGAAATTAAAGCCCATTTCCAAGGCGG Hs.503704 6168 -0.4693625 0.13324593 0.019759381 -0.2870125 0.38790732 0.250108917
BIRC2 NM_001166_bp2594_R AGCTAAAAAGCCTTGGAAATGGGCTTTAATTCTCTTGAAATTAAAGCCCATTTCCAAGGCGG Hs.503704 11544 -0.5070375 0.18178965 0.018250876 -0.3289125 0.35635605 0.183631598
BIRC2 NM_001166_bp2822_R AGCTAAAAAGTGCTTCCTATCCTGGATAATTCTCTTGAAATTATCCAGGATAGGAAGCACGG Hs.503704 2136 0.1862375 0.04280213 0.212368572 -0.2029875 0.37974453 0.399457492
BIRC2 NM_001166_bp2822_R AGCTAAAAAGTGCTTCCTATCCTGGATAATTCTCTTGAAATTATCCAGGATAGGAAGCACGG Hs.503704 7512 0.1570875 0.18266001 0.335012566 -0.2078875 0.35205489 0.377517684
BIRC2 NM_001166_bp2822_R AGCTAAAAAGTGCTTCCTATCCTGGATAATTCTCTTGAAATTATCCAGGATAGGAAGCACGG Hs.503704 12888 0.2877875 0.08546214 0.083435721 -0.1779875 0.32681208 0.436090732
BIRC3 NM_001165_bp3576_R AGCTAAAAAGGCCCTCTAGTGTTCTAGTTATCTCTTGAATAACTAGAACACTAGAGGGCCGG Hs.127799 790 -1.0328875 0.36459614 0.002916524 0.2317375 0.3488151 0.327724586
BIRC3 NM_001165_bp3576_R AGCTAAAAAGGCCCTCTAGTGTTCTAGTTATCTCTTGAATAACTAGAACACTAGAGGGCCGG Hs.127799 6166 -1.0496625 0.31254977 0.001924541 0.1649375 0.40190808 0.497723896
BIRC3 NM_001165_bp3576_R AGCTAAAAAGGCCCTCTAGTGTTCTAGTTATCTCTTGAATAACTAGAACACTAGAGGGCCGG Hs.127799 11542 -1.0516375 0.29101643 0.001652706 0.1979875 0.34173304 0.395079736
BIRC3 NM_001165_bp3935_R AGCTAAAAAGCCGTGGAAATGGGCTTTAGTTCTCTTGAAACTAAAGCCCATTTCCACGGCGG Hs.127799 2132 -0.5601875 1.30319446 0.330627866 0.3536 0.20095975 0.328216863
BIRC3 NM_001165_bp3935_R AGCTAAAAAGCCGTGGAAATGGGCTTTAGTTCTCTTGAAACTAAAGCCCATTTCCACGGCGG Hs.127799 7508 -0.6223625 1.1748089 0.244593695
BIRC3 NM_001165_bp3935_R AGCTAAAAAGCCGTGGAAATGGGCTTTAGTTCTCTTGAAACTAAAGCCCATTTCCACGGCGG Hs.127799 12884 -0.7985375 1.08489241 0.128384589
BIRC3 NM_001165_bp4193_R AGCTAAAAAGCCGGAATTATTAATGAACAATCTCTTGAATTGTTCATTAATAATTCCGGCGG Hs.127799 2134 1.0688 1.98087451 0.264179572 -0.896375 0.52859767 0.066961467
BIRC3 NM_001165_bp4193_R AGCTAAAAAGCCGGAATTATTAATGAACAATCTCTTGAATTGTTCATTAATAATTCCGGCGG Hs.127799 7510 1.40595 2.65780226 0.293406513 -0.766925 0.12561752 0.069627194
BIRC3 NM_001165_bp4193_R AGCTAAAAAGCCGGAATTATTAATGAACAATCTCTTGAATTGTTCATTAATAATTCCGGCGG Hs.127799 12886 0.656366667 1.62168888 0.38981944 -0.729225 0.225461 0.08393031
BIRC4BP BX649188_bp3847_R AGCTAAAAAGCAGACGATATGATTCTATATTCTCTTGAAATATAGAATCATATCGTCTGCGG Hs.441975 4625 -0.679975 0.28936908 0.010504119 0.613025 0.3407746 0.027003775 -0.8645 1.21052853 0.139271874
BIRC4BP BX649188_bp3847_R AGCTAAAAAGCAGACGATATGATTCTATATTCTCTTGAAATATAGAATCATATCGTCTGCGG Hs.441975 10001 -0.728125 0.16757383 0.003953224 0.575775 0.39467522 0.043279723 -0.80766667 1.07191299 0.131430793
BIRC4BP BX649188_bp3847_R AGCTAAAAAGCAGACGATATGATTCTATATTCTCTTGAAATATAGAATCATATCGTCTGCGG Hs.441975 15377 -0.390625 0.69564 0.247363915 1.0255 -0.6671 0.83917862 0.138069228
BIRC4BP BX649188_bp4472_R AGCTAAAAAGGCCCAGAAATAAAGCTACACTCTCTTGAAGTGTAGCTTTATTTCTGGGCCGG Hs.441975 4623 0.9252 -0.82545 0.95609934 0.107303011 -0.9575 0.16475588 0.037746993
BIRC4BP BX649188_bp4472_R AGCTAAAAAGGCCCAGAAATAAAGCTACACTCTCTTGAAGTGTAGCTTTATTTCTGGGCCGG Hs.441975 15375 -0.56305 0.2463844 0.017098466 -1.2368 0.27900862 0.006101717 -0.4916 0.07665038 0.188750182
BIRC4BP BX649188_bp4472_R AGCTAAAAAGGCCCAGAAATAAAGCTACACTCTCTTGAAGTGTAGCTTTATTTCTGGGCCGG Hs.441975 9999 -0.081433333 0.68895338 0.815319201 -0.6223 1.10114788 0.246864147
BIRC4BP BX649188_bp5714_R AGCTAAAAAGCCCAAGGACTACAAATAAACTCTCTTGAAGTTTATTTGTAGTCCTTGGGCGG Hs.441975 4621 -0.35295 0.4356171 0.15721921 -0.2852 0.22800952 0.13958015 -1.3932 0.7524621 0.010732514
BIRC4BP BX649188_bp5714_R AGCTAAAAAGCCCAAGGACTACAAATAAACTCTCTTGAAGTTTATTTGTAGTCCTTGGGCGG Hs.441975 9997 -0.385475 0.35334654 0.095592457 -0.4026 0.17965736 0.047125186 -1.65616667 0.63784163 0.003554527
BIRC4BP BX649188_bp5714_R AGCTAAAAAGCCCAAGGACTACAAATAAACTCTCTTGAAGTTTATTTGTAGTCCTTGGGCGG Hs.441975 15373 -0.36475 0.38731412 0.124432348 -0.440975 0.17077696 0.034169799 -1.5267 0.55167781 0.003762874
BLK NM_001715_bp1014_R AGCTAAAAAGCCGGCTCCTTTCTTATCAGATCTCTTGAATCTGATAAGAAAGGAGCCGGCGG Hs.146591 70 -0.401925 0.31996711 0.074514146 0.0149375 0.26940901 0.933592134
BLK NM_001715_bp1014_R AGCTAAAAAGCCGGCTCCTTTCTTATCAGATCTCTTGAATCTGATAAGAAAGGAGCCGGCGG Hs.146591 5446 -0.1098 0.56262526 0.682437473 0.1989625 0.23634531 0.27753015
BLK NM_001715_bp1014_R AGCTAAAAAGCCGGCTCCTTTCTTATCAGATCTCTTGAATCTGATAAGAAAGGAGCCGGCGG Hs.146591 10822 -0.1198 0.49521946 0.626196274 0.2285875 0.19331277 0.197528637
BLK NM_001715_bp1092_R AGCTAAAAAGGGGAGCTGATCAAGCACTATTCTCTTGAAATAGTGCTTGATCAGCTCCCCGG Hs.146591 71 2.0167 0.97156472 0.021807371 0.3083375 0.36249442 0.183605692
BLK NM_001715_bp1092_R AGCTAAAAAGGGGAGCTGATCAAGCACTATTCTCTTGAAATAGTGCTTGATCAGCTCCCCGG Hs.146591 5447 2.07 1.09488414 0.025914145 0.3007375 0.35259049 0.186975201
BLK NM_001715_bp1092_R AGCTAAAAAGGGGAGCTGATCAAGCACTATTCTCTTGAAATAGTGCTTGATCAGCTCCCCGG Hs.146591 10823 2.0602 1.05924596 0.024515468 0.2422875 0.07033724 0.132826001
BLK NM_001715_bp1848_R AGCTAAAAAGTCCTCCTGATGGAAGTTGTCTCTCTTGAAGACAACTTCCATCAGGAGGACGG Hs.146591 72 0.146275 0.26997695 0.418973741 0.4302125 0.26436788 0.056140894
BLK NM_001715_bp1848_R AGCTAAAAAGTCCTCCTGATGGAAGTTGTCTCTCTTGAAGACAACTTCCATCAGGAGGACGG Hs.146591 5448 0.277875 0.30657614 0.173888895 0.6207125 0.21642564 0.013148969
BLK NM_001715_bp1848_R AGCTAAAAAGTCCTCCTGATGGAAGTTGTCTCTCTTGAAGACAACTTCCATCAGGAGGACGG Hs.146591 10824 0.207625 0.32210157 0.299624097 0.5354125 0.26624172 0.02865396
BMF NM_033503_bp2406_R AGCTAAAAAGGCCTCAAACTGTGCATGTAATCTCTTGAATTACATGCACAGTTTGAGGCCGG Hs.591104 912 -0.4789125 0.50627026 0.096545989 0.3709125 0.10119515 0.089218873 0.67155 0.20495226 0.007225119 -0.29965 0.96434669 0.578323703
BMF NM_033503_bp2406_R AGCTAAAAAGGCCTCAAACTGTGCATGTAATCTCTTGAATTACATGCACAGTTTGAGGCCGG Hs.591104 6288 -0.4209125 0.54245635 0.148135751 0.2938625 0.05676471 0.155377113 0.73895 0.31370951 0.018105257 -0.28465 0.91269167 0.576996381
BMF NM_033503_bp2406_R AGCTAAAAAGGCCTCAAACTGTGCATGTAATCTCTTGAATTACATGCACAGTTTGAGGCCGG Hs.591104 11664 -0.5053875 0.5188374 0.087632038 0.3420125 0.06198449 0.107737428 0.786675 0.37336471 0.024416257 -0.23185 0.88246303 0.635626149
BMF NM_033503_bp3285_R AGCTAAAAAGGGTGGAGAATCAGATTTAGATCTCTTGAATCTAAATCTGATTCTCCACCCGG Hs.591104 925 0.5378125 0.94667218 0.224410384 -1.0550875 0.73740601 0.015151209 0.364775 0.61228807 0.319123027 0.0182 0.62195198 0.957010374



BMF NM_033503_bp3285_R AGCTAAAAAGGGTGGAGAATCAGATTTAGATCTCTTGAATCTAAATCTGATTCTCCACCCGG Hs.591104 6301 0.5180625 0.9492432 0.240421814 -1.1166375 0.73686684 0.011875637 0.373425 0.61118193 0.308973812 0.0444 0.6250611 0.896032037
BMF NM_033503_bp3285_R AGCTAAAAAGGGTGGAGAATCAGATTTAGATCTCTTGAATCTAAATCTGATTCTCCACCCGG Hs.591104 11677 0.4902875 0.9409681 0.259921396 -1.1493125 0.73871526 0.010549326 0.422 0.65765451 0.289522348 0.081425 0.71648408 0.834806491
BMF NM_033503_bp484_R AGCTAAAAAGAGGTACAGATTGCCCGAAAGTCTCTTGAACTTTCGGGCAATCTGTACCTCGG Hs.591104 7652 0.8182
BMF NM_033503_bp484_R AGCTAAAAAGAGGTACAGATTGCCCGAAAGTCTCTTGAACTTTCGGGCAATCTGTACCTCGG Hs.591104 13028 1.0855
BMP2K NM_198892_bp1492_R AGCTAAAAAGCAGGGAGATTGGAGATTACATCTCTTGAATGTAATCTCCAATCTCCCTGCGG Hs.146551 820 0.460625 0.16944677 0.024506842 -0.43385 0.33158539 0.073918744
BMP2K NM_198892_bp1492_R AGCTAAAAAGCAGGGAGATTGGAGATTACATCTCTTGAATGTAATCTCCAATCTCCCTGCGG Hs.146551 6196 0.885775 0.18062623 0.001790299 0.298125 0.40134515 0.218547634
BMP2K NM_198892_bp1492_R AGCTAAAAAGCAGGGAGATTGGAGATTACATCTCTTGAATGTAATCTCCAATCTCCCTGCGG Hs.146551 11572 0.999625 0.15265834 0.000886293 0.31975 0.50898316 0.25402418
BMP2K NM_198892_bp569_R AGCTAAAAAGCTGGACAGGTAGTGAATCAATCTCTTGAATTGATTCACTACCTGTCCAGCGG Hs.146551 7360 -0.461325 0.9729577 0.298419007 -0.1505 0.30740251 0.445284456
BMP2K NM_198892_bp569_R AGCTAAAAAGCTGGACAGGTAGTGAATCAATCTCTTGAATTGATTCACTACCTGTCCAGCGG Hs.146551 12736 0.06955 0.57738858 0.798240638 0.211966667 0.31706899 0.394055686
BMP2K NM_198892_bp569_R AGCTAAAAAGCTGGACAGGTAGTGAATCAATCTCTTGAATTGATTCACTACCTGTCCAGCGG Hs.146551 1984 -1.1611 -0.3214
BMP2K NM_198892_bp768_R AGCTAAAAAGTGCCACTAATAAATTTCTTATCTCTTGAATAAGAAATTTATTAGTGGCACGG Hs.146551 821 -0.046 0.2920947 0.799443973 -0.021325 0.42802499 0.926030285
BMP2K NM_198892_bp768_R AGCTAAAAAGTGCCACTAATAAATTTCTTATCTCTTGAATAAGAAATTTATTAGTGGCACGG Hs.146551 6197 0.0519 0.18250532 0.738952575 0.13405 0.39427416 0.547600566
BMP2K NM_198892_bp768_R AGCTAAAAAGTGCCACTAATAAATTTCTTATCTCTTGAATAAGAAATTTATTAGTGGCACGG Hs.146551 11573 0.062375 0.20157649 0.696615192 0.0395 0.3848781 0.854448624
BMPR1A NM_004329_bp1887_R AGCTAAAAAGGAGGGATCGTGGAAGAATACTCTCTTGAAGTATTCTTCCACGATCCCTCCGG Hs.524477 1748 4.99325 5.97915844 0.110053906 5.1798
BMPR1A NM_004329_bp1887_R AGCTAAAAAGGAGGGATCGTGGAAGAATACTCTCTTGAAGTATTCTTCCACGATCCCTCCGG Hs.524477 7124 5.59605 6.43508478 0.099930009 5.0119
BMPR1A NM_004329_bp1887_R AGCTAAAAAGGAGGGATCGTGGAAGAATACTCTCTTGAAGTATTCTTCCACGATCCCTCCGG Hs.524477 12500 3.908916667 3.9571011 0.073174618 1.146 5.94309108 0.702032775
BMPR1A NM_004329_bp551_R AGCTAAAAAGCCTCAGCTATACATTTACATTCTCTTGAAATGTAAATGTATAGCTGAGGCGG Hs.524477 1750 2.427175 3.8884134 0.168491961 0.66315 4.24964104 0.756410192
BMPR1A NM_004329_bp551_R AGCTAAAAAGCCTCAGCTATACATTTACATTCTCTTGAAATGTAAATGTATAGCTGAGGCGG Hs.524477 7126 3.399175 5.19331785 0.151796785 0.72175 4.55298985 0.752512548
BMPR1A NM_004329_bp551_R AGCTAAAAAGCCTCAGCTATACATTTACATTCTCTTGAAATGTAAATGTATAGCTGAGGCGG Hs.524477 12502 3.02275 5.47845018 0.213503104 3.1664
BMPR1A NM_004329_bp581_R AGCTAAAAAGGGAGCCTATTTGTTCATCATTCTCTTGAAATGATGAACAAATAGGCTCCCGG Hs.524477 256 -0.103825 1.71827859 0.884075747 1.5297
BMPR1A NM_004329_bp581_R AGCTAAAAAGGGAGCCTATTTGTTCATCATTCTCTTGAAATGATGAACAAATAGGCTCCCGG Hs.524477 5632 0.370625 0.93457849 0.37846004 0.2479 2.02582092 0.79854403
BMPR1A NM_004329_bp581_R AGCTAAAAAGGGAGCCTATTTGTTCATCATTCTCTTGAAATGATGAACAAATAGGCTCCCGG Hs.524477 11008 -0.211425 1.24110888 0.688198442 0.317633333 2.25634742 0.768667814
BMPR1B NM_001203_bp1328_R AGCTAAAAAGCCTGGCTGTTAAATTTATTATCTCTTGAATAATAAATTTAACAGCCAGGCGG Hs.480321 174 -0.675975 0.27040206 0.009621538 -0.6278625 0.11196054 0.007659946
BMPR1B NM_001203_bp1328_R AGCTAAAAAGCCTGGCTGTTAAATTTATTATCTCTTGAATAATAAATTTAACAGCCAGGCGG Hs.480321 5550 -0.5311 0.06090162 0.00985617 -0.6005125 0.19802939 0.013459067
BMPR1B NM_001203_bp1328_R AGCTAAAAAGCCTGGCTGTTAAATTTATTATCTCTTGAATAATAAATTTAACAGCCAGGCGG Hs.480321 10926 -0.701225 0.32980898 0.011799252 -0.5473875 0.30903013 0.033216607
BMPR1B NM_001203_bp1422_R AGCTAAAAAGGACGAGAGCTTGAACAGAAATCTCTTGAATTTCTGTTCAAGCTCTCGTCCGG Hs.480321 175 0.974266667 1.0498232 0.100849596 -0.1442375 0.33910883 0.484057119
BMPR1B NM_001203_bp1422_R AGCTAAAAAGGACGAGAGCTTGAACAGAAATCTCTTGAATTTCTGTTCAAGCTCTCGTCCGG Hs.480321 5551 0.986033333 1.01347513 0.090959643 -0.1122625 0.40851459 0.619740067
BMPR1B NM_001203_bp1422_R AGCTAAAAAGGACGAGAGCTTGAACAGAAATCTCTTGAATTTCTGTTCAAGCTCTCGTCCGG Hs.480321 10927 0.964666667 0.98596106 0.090587645 -0.0521125 0.37038611 0.804806961
BMPR1B NM_001203_bp1643_R AGCTAAAAAGGAGCAGTGATGAGTGTCTAATCTCTTGAATTAGACACTCATCACTGCTCCGG Hs.480321 176 7.162925 2.91202865 0.001444721 0.9327875 1.04145584 0.096086122
BMPR1B NM_001203_bp1643_R AGCTAAAAAGGAGCAGTGATGAGTGTCTAATCTCTTGAATTAGACACTCATCACTGCTCCGG Hs.480321 5552 7.172475 3.23859269 0.002300837 0.9474375 1.09358379 0.103376496
BMPR1B NM_001203_bp1643_R AGCTAAAAAGGAGCAGTGATGAGTGTCTAATCTCTTGAATTAGACACTCATCACTGCTCCGG Hs.480321 10928 6.704975 1.96364005 0.000325813 1.0214375 1.14697413 0.095665401
BMPR2 NM_001204_bp1504_R AGCTAAAAAGCCGTCTTGCTCATTCTGTTATCTCTTGAATAACAGAATGAGCAAGACGGCGG Hs.471119 1545 -0.867725 0.11074326 0.001394209 -0.4656125 0.16445357 0.027843531
BMPR2 NM_001204_bp1504_R AGCTAAAAAGCCGTCTTGCTCATTCTGTTATCTCTTGAATAACAGAATGAGCAAGACGGCGG Hs.471119 6921 -0.87745 0.07377979 0.001165036 -0.5037375 0.18726221 0.023691006
BMPR2 NM_001204_bp1504_R AGCTAAAAAGCCGTCTTGCTCATTCTGTTATCTCTTGAATAACAGAATGAGCAAGACGGCGG Hs.471119 12297 -0.770725 0.14137764 0.002711573 -0.2032375 0.13306494 0.212625091
BMPR2 NM_001204_bp1840_R AGCTAAAAAGGGAGATATTTATGAGATGTATCTCTTGAATACATCTCATAAATATCTCCCGG Hs.471119 177 0.11605 0.16193823 0.455873266 -0.3552875 0.16218652 0.063529166
BMPR2 NM_001204_bp1840_R AGCTAAAAAGGGAGATATTTATGAGATGTATCTCTTGAATACATCTCATAAATATCTCCCGG Hs.471119 5553 0.292025 0.22484096 0.11962144 -0.3679375 0.19413383 0.065017937
BMPR2 NM_001204_bp1840_R AGCTAAAAAGGGAGATATTTATGAGATGTATCTCTTGAATACATCTCATAAATATCTCCCGG Hs.471119 10929 0.264525 0.24490845 0.159618109 -0.3096375 0.17983425 0.097666544
BMPR2 NM_001204_bp3289_R AGCTAAAAAGTGGCCGAACTAATTCCAATATCTCTTGAATATTGGAATTAGTTCGGCCACGG Hs.471119 178 0.72575 0.41058742 0.016402256 0.2837375 0.2880198 0.171549734
BMPR2 NM_001204_bp3289_R AGCTAAAAAGTGGCCGAACTAATTCCAATATCTCTTGAATATTGGAATTAGTTCGGCCACGG Hs.471119 5554 0.8413 0.38910013 0.008109433 0.3235375 0.23758215 0.10776351
BMPR2 NM_001204_bp3289_R AGCTAAAAAGTGGCCGAACTAATTCCAATATCTCTTGAATATTGGAATTAGTTCGGCCACGG Hs.471119 10930 0.710775 0.36380619 0.01363961 0.3065875 0.2709144 0.137625031
BMX NM_001721_bp1050_R AGCTAAAAAGGAGCATTTATGGTTAGAAATTCTCTTGAAATTTCTAACCATAAATGCTCCGG Hs.495731 1637 1.3142 0.53021798 0.00286361 -0.0346625 0.19861764 0.830069939
BMX NM_001721_bp1050_R AGCTAAAAAGGAGCATTTATGGTTAGAAATTCTCTTGAAATTTCTAACCATAAATGCTCCGG Hs.495731 7013 1.3244 0.54161844 0.002960297 -0.0109875 0.21109913 0.946595251
BMX NM_001721_bp1050_R AGCTAAAAAGGAGCATTTATGGTTAGAAATTCTCTTGAAATTTCTAACCATAAATGCTCCGG Hs.495731 12389 1.370275 0.58305607 0.0032358 0.0469375 0.22356026 0.779732569
BMX NM_001721_bp1414_R AGCTAAAAAGGCAGTATGATGTTGCTGTTATCTCTTGAATAACAGCAACATCATACTGCCGG Hs.495731 85 0.6941 0.24447627 0.007425221 0.2379625 0.11304071 0.149546464
BMX NM_001721_bp1414_R AGCTAAAAAGGCAGTATGATGTTGCTGTTATCTCTTGAATAACAGCAACATCATACTGCCGG Hs.495731 5461 0.74985 0.27844902 0.006615535 0.2444125 0.12851418 0.146230863
BMX NM_001721_bp1414_R AGCTAAAAAGGCAGTATGATGTTGCTGTTATCTCTTGAATAACAGCAACATCATACTGCCGG Hs.495731 10837 0.803425 0.24430326 0.004011415 -0.3300875 1.29992948 0.574836797
BMX NM_001721_bp1446_R AGCTAAAAAGAGGGCTCCATGTCAGAAGATTCTCTTGAAATCTTCTGACATGGAGCCCTCGG Hs.495731 86 0.6606 1.85904235 0.44218373 0.7015625 0.69924408 0.081282182
BMX NM_001721_bp1446_R AGCTAAAAAGAGGGCTCCATGTCAGAAGATTCTCTTGAAATCTTCTGACATGGAGCCCTCGG Hs.495731 5462 0.6433 1.74740739 0.428507233 0.6952125 0.73888252 0.093844893
BMX NM_001721_bp1446_R AGCTAAAAAGAGGGCTCCATGTCAGAAGATTCTCTTGAAATCTTCTGACATGGAGCCCTCGG Hs.495731 10838 0.679333333 1.84244898 0.426740702 0.8089625 0.67688008 0.050410003
BNIP3 BM799844_bp201_R AGCTAAAAAGAACTGCACTTCAGCAATAATTCTCTTGAAATTATTGCTGAAGTGCAGTTCGG Hs.144873 2126 1.4377875 0.37794415 0.000713861 -0.3133625 0.64029814 0.317756819
BNIP3 BM799844_bp201_R AGCTAAAAAGAACTGCACTTCAGCAATAATTCTCTTGAAATTATTGCTGAAGTGCAGTTCGG Hs.144873 7502 1.4341125 0.42420278 0.000989438 -0.3579125 0.69434263 0.281633192
BNIP3 BM799844_bp201_R AGCTAAAAAGAACTGCACTTCAGCAATAATTCTCTTGAAATTATTGCTGAAGTGCAGTTCGG Hs.144873 12878 1.3941875 0.42750148 0.001151322 -0.3446375 0.69130467 0.296937844
BNIP3 BM799844_bp669_R AGCTAAAAAGCCATCGGATTGGGGATCTATTCTCTTGAAATAGATCCCCAATCCGATGGCGG Hs.144873 787 -0.3913125 0.53522421 0.169558318 -2.051275 0.0142482 0.002528445
BNIP3 BM799844_bp669_R AGCTAAAAAGCCATCGGATTGGGGATCTATTCTCTTGAAATAGATCCCCAATCCGATGGCGG Hs.144873 6163 -0.4553875 0.53733346 0.121675169 -2.233175 0.14767925 0.001925059
BNIP3 BM799844_bp669_R AGCTAAAAAGCCATCGGATTGGGGATCTATTCTCTTGAAATAGATCCCCAATCCGATGGCGG Hs.144873 11539 -0.4384625 0.50789859 0.121069482 -2.239225 0.30402056 0.002234203
BNIP3 BM799844_bp830_R AGCTAAAAAGGGTTATTTGTTCTGGAAATGTCTCTTGAACATTTCCAGAACAAATAACCCGG Hs.144873 2128 1.2245875 0.53787916 0.004068731 0.1512 0.4275171 0.605922641
BNIP3 BM799844_bp830_R AGCTAAAAAGGGTTATTTGTTCTGGAAATGTCTCTTGAACATTTCCAGAACAAATAACCCGG Hs.144873 7504 1.93205 0.81171985 0.006377614
BNIP3 BM799844_bp830_R AGCTAAAAAGGGTTATTTGTTCTGGAAATGTCTCTTGAACATTTCCAGAACAAATAACCCGG Hs.144873 12880 2.10345 0.77103249 0.004044568
BNIP3L NM_004331_bp387_R AGCTAAAAAGAGGCAGTTCTCACTGTGACATCTCTTGAATGTCACAGTGAGAACTGCCTCGG Hs.131226 840 1.7927125 0.87546713 0.004259192 -0.8800125 0.90104525 0.051394609
BNIP3L NM_004331_bp387_R AGCTAAAAAGAGGCAGTTCTCACTGTGACATCTCTTGAATGTCACAGTGAGAACTGCCTCGG Hs.131226 6216 1.7989375 0.91485316 0.00494674 -0.8702625 0.91984128 0.056115459
BNIP3L NM_004331_bp387_R AGCTAAAAAGAGGCAGTTCTCACTGTGACATCTCTTGAATGTCACAGTGAGAACTGCCTCGG Hs.131226 11592 1.7987125 0.92345363 0.00512542 -0.9048875 0.91338346 0.048464457
BNIP3L NM_004331_bp466_R AGCTAAAAAGGACCATAGCTCTCAGTCAGATCTCTTGAATCTGACTGAGAGCTATGGTCCGG Hs.131226 853 0.1505625 0.29048761 0.419534269 -0.1148625 0.43176903 0.642673815
BNIP3L NM_004331_bp466_R AGCTAAAAAGGACCATAGCTCTCAGTCAGATCTCTTGAATCTGACTGAGAGCTATGGTCCGG Hs.131226 6229 0.1182625 0.32143014 0.538754134 -0.0504625 0.43245052 0.837369668
BNIP3L NM_004331_bp466_R AGCTAAAAAGGACCATAGCTCTCAGTCAGATCTCTTGAATCTGACTGAGAGCTATGGTCCGG Hs.131226 11605 0.1232625 0.33469872 0.530293922 -0.1004875 0.38439587 0.670695961
BNIP3L NM_004331_bp728_R AGCTAAAAAGGGCTAGGCATCTATATTGGATCTCTTGAATCCAATATAGATGCCTAGCCCGG Hs.131226 854 0.1265125 0.80353124 0.72235991 -1.5315875 1.43429189 0.028146684
BNIP3L NM_004331_bp728_R AGCTAAAAAGGGCTAGGCATCTATATTGGATCTCTTGAATCCAATATAGATGCCTAGCCCGG Hs.131226 6230 0.0790625 0.84306962 0.830540735 -1.6699625 1.54484212 0.0260667
BNIP3L NM_004331_bp728_R AGCTAAAAAGGGCTAGGCATCTATATTGGATCTCTTGAATCCAATATAGATGCCTAGCCCGG Hs.131226 11606 0.1142875 0.81242826 0.750182298 -1.6483875 1.50618594 0.025105246
BOK NM_032515_bp1979_R AGCTAAAAAGCTGGTTGCTTAATCCGTTTCTCTCTTGAAGAAACGGATTAAGCAACCAGCGG Hs.293753 904 -0.6679625 0.55618067 0.04465101 1.0524375 1.79324516 0.158273503 0.085725 0.49838497 0.753538534 -0.15375 0.36508349 0.461482351
BOK NM_032515_bp1979_R AGCTAAAAAGCTGGTTGCTTAATCCGTTTCTCTCTTGAAGAAACGGATTAAGCAACCAGCGG Hs.293753 6280 -0.6386375 0.51129254 0.042479512 0.9781875 1.78256795 0.182901196 -0.019625 0.32027943 0.910212727 -0.171675 0.14778751 0.102777039
BOK NM_032515_bp1979_R AGCTAAAAAGCTGGTTGCTTAATCCGTTTCTCTCTTGAAGAAACGGATTAAGCAACCAGCGG Hs.293753 11656 -0.5833125 0.50382257 0.054703077 0.9096875 1.59700971 0.17250599 -0.013775 0.1933224 0.895711498 -0.151125 0.19779254 0.223942362
BOK NM_032515_bp607_R AGCTAAAAAGGCAAGGTGGTGTCCCTGTATTCTCTTGAAATACAGGGACACCACCTTGCCGG Hs.293753 2268 1.1160375 0.61377434 0.009031593 1.0323375 1.12028199 0.053624276 0.188825 0.54236687 0.536339782 0.66555 0.3257082 0.026474395
BOK NM_032515_bp607_R AGCTAAAAAGGCAAGGTGGTGTCCCTGTATTCTCTTGAAATACAGGGACACCACCTTGCCGG Hs.293753 7644 1.1300625 0.62220235 0.008961224 0.8898375 1.1267279 0.085798063 -0.148375 0.42157416 0.532206849 0.29615 0.42953273 0.26173856
BOK NM_032515_bp607_R AGCTAAAAAGGCAAGGTGGTGTCCCTGTATTCTCTTGAAATACAGGGACACCACCTTGCCGG Hs.293753 13020 1.1314125 0.58891852 0.007514359 0.9840125 1.21626598 0.077175518 -0.155375 0.54721125 0.609839047 0.29105 0.4145815 0.254916259
BOK NM_032515_bp755_R AGCTAAAAAGATGGACTGATGTCCTCAAGTTCTCTTGAAACTTGAGGACATCAGTCCATCGG Hs.293753 905 0.4180625 0.83289859 0.282110094 -0.4291875 1.00643036 0.320025197 1.251975 0.75745547 0.045537191 0.392375 0.27394916 0.064334957
BOK NM_032515_bp755_R AGCTAAAAAGATGGACTGATGTCCTCAAGTTCTCTTGAAACTTGAGGACATCAGTCCATCGG Hs.293753 6281 0.3726375 0.85232843 0.340604548 -0.06911667 0.61177509 0.836125825 1.221275 0.81356158 0.05756367 0.40375 0.33522461 0.09511664
BOK NM_032515_bp755_R AGCTAAAAAGATGGACTGATGTCCTCAAGTTCTCTTGAAACTTGAGGACATCAGTCCATCGG Hs.293753 11657 0.3640875 0.80359368 0.328607693 -0.5677125 1.06528269 0.219631893 1.273575 0.81506988 0.052265224 0.42525 0.29775223 0.064767788
BPNT1 NM_006085_bp195_R AGCTAAAAAGTTGGTAGCCTCCGCATATTCTCTCTTGAAGAATATGCGGAGGCTACCAACGG Hs.406134 3437 0.11505 0.63012314 0.693876188 -0.1232375 0.76895902 0.716976039 0.631525 0.61344177 0.131627565 0.46 0.48305301 0.152943936
BPNT1 NM_006085_bp195_R AGCTAAAAAGTTGGTAGCCTCCGCATATTCTCTCTTGAAGAATATGCGGAGGCTACCAACGG Hs.406134 8813 0.131825 0.45358703 0.571549272 0.3276125 0.33507539 0.177927059 0.67115 0.65050987 0.131060726 0.524725 0.45017646 0.102036413
BPNT1 NM_006085_bp195_R AGCTAAAAAGTTGGTAGCCTCCGCATATTCTCTCTTGAAGAATATGCGGAGGCTACCAACGG Hs.406134 14189 0.154975 0.15728285 0.32753957 -0.0169375 0.66892413 0.956187609 0.71655 0.66964105 0.121841341 0.5169 0.37411905 0.069959478
BPNT1 NM_006085_bp544_R AGCTAAAAAGAAGGTCTTCTTGACAATGTATCTCTTGAATACATTGTCAAGAAGACCTTCGG Hs.406134 3433 0.58 0.07672426 0.007161201 0.0688875 0.3389754 0.760328745 1.066925 0.59025761 0.036372248 0.095625 0.1745115 0.353210777
BPNT1 NM_006085_bp544_R AGCTAAAAAGAAGGTCTTCTTGACAATGTATCTCTTGAATACATTGTCAAGAAGACCTTCGG Hs.406134 8809 0.64215 0.11016177 0.005218319 0.0691625 0.35025061 0.761748542 1.045125 0.57820547 0.036373582 0.102075 0.25994453 0.489556287
BPNT1 NM_006085_bp544_R AGCTAAAAAGAAGGTCTTCTTGACAATGTATCTCTTGAATACATTGTCAAGAAGACCTTCGG Hs.406134 14185 0.718075 0.11692963 0.003319049 0.1399625 0.27490683 0.518642404 1.062375 0.50843425 0.024960914 0.1347 0.26568833 0.385265912
BPNT1 NM_006085_bp824_R AGCTAAAAAGAGCAGGAAATAAGATTATTCTCTCTTGAAGAATAATCTTATTTCCTGCTCGG Hs.406134 3435 -0.692575 0.27708036 0.009078093 -0.2351875 0.16187507 0.258909689 0.51865 0.67866076 0.223864479 0.3425 0.38199891 0.170840071
BPNT1 NM_006085_bp824_R AGCTAAAAAGAGCAGGAAATAAGATTATTCTCTCTTGAAGAATAATCTTATTTCCTGCTCGG Hs.406134 8811 -0.71375 0.26900497 0.007656657 -0.1411125 0.13933377 0.477926282 0.5476 0.71550489 0.223350263 0.2782 0.4050618 0.263208761
BPNT1 NM_006085_bp824_R AGCTAAAAAGAGCAGGAAATAAGATTATTCTCTCTTGAAGAATAATCTTATTTCCTGCTCGG Hs.406134 14187 -0.658125 0.24658782 0.009329731 -0.0436875 0.15000969 0.823580637 0.475875 0.65492237 0.242116327 0.33305 0.39179689 0.1876686
BRAF NM_004333_bp1157_R AGCTAAAAAGCTCCCAATGTGCATATAAACTCTCTTGAAGTTTATATGCACATTGGGAGCGG Hs.490366 1752 2.60025 -3.6355
BRAF NM_004333_bp1157_R AGCTAAAAAGCTCCCAATGTGCATATAAACTCTCTTGAAGTTTATATGCACATTGGGAGCGG Hs.490366 7128 3.34425 -4.2442
BRAF NM_004333_bp1157_R AGCTAAAAAGCTCCCAATGTGCATATAAACTCTCTTGAAGTTTATATGCACATTGGGAGCGG Hs.490366 12504 4.92035 -0.0657 6.55502128 0.983847673
BRAF NM_004333_bp270_R AGCTAAAAAGGGAGCATAATCCACCATCAATCTCTTGAATTGATGGTGGATTATGCTCCCGG Hs.490366 1778 -1.228466667 6.0920542 0.647230385
BRAF NM_004333_bp270_R AGCTAAAAAGGGAGCATAATCCACCATCAATCTCTTGAATTGATGGTGGATTATGCTCCCGG Hs.490366 7154 -0.714866667 7.28268665 0.82169293
BRAF NM_004333_bp270_R AGCTAAAAAGGGAGCATAATCCACCATCAATCTCTTGAATTGATGGTGGATTATGCTCCCGG Hs.490366 12530 -0.506133333 7.82668212 0.881713395
BRAF NM_004333_bp887_R AGCTAAAAAGTTCCACTGATGTGTGTTAATTCTCTTGAAATTAACACACATCAGTGGAACGG Hs.490366 257 0.276425 3.22777006 0.834328526 -0.751566667 2.59993233 0.553037867
BRAF NM_004333_bp887_R AGCTAAAAAGTTCCACTGATGTGTGTTAATTCTCTTGAAATTAACACACATCAGTGGAACGG Hs.490366 11009 0.5237 2.80423399 0.65171765 -1.5642 4.28670284 0.458177141
BRAF NM_004333_bp887_R AGCTAAAAAGTTCCACTGATGTGTGTTAATTCTCTTGAAATTAACACACATCAGTGGAACGG Hs.490366 5633 1.04455 5.62012124 0.672649097 -1.4008 3.74498742 0.448455599
BRCA1 NM_007295_bp1505_R AGCTAAAAAGTTCCTTGGATAACACTAAATTCTCTTGAAATTTAGTGTTATCCAAGGAACGG Hs.194143 1272 -0.5227625 0.3467267 0.029724726 -0.148575 0.28547349 0.510563532
BRCA1 NM_007295_bp1505_R AGCTAAAAAGTTCCTTGGATAACACTAAATTCTCTTGAAATTTAGTGTTATCCAAGGAACGG Hs.194143 6648 -0.3642375 0.66133579 0.219799871 -0.2071 0.32553944 0.378604349
BRCA1 NM_007295_bp1505_R AGCTAAAAAGTTCCTTGGATAACACTAAATTCTCTTGAAATTTAGTGTTATCCAAGGAACGG Hs.194143 12024 -0.5256375 0.32707107 0.026348693 -0.10905 0.29531247 0.631620736
BRCA1 NM_007295_bp1880_R AGCTAAAAAGAGCGTCCCCTCACAAATAAATCTCTTGAATTTATTTGTGAGGGGACGCTCGG Hs.194143 1271 0.1928875 0.62775578 0.59628777 -0.533225 0.37289796 0.053283063
BRCA1 NM_007295_bp1880_R AGCTAAAAAGAGCGTCCCCTCACAAATAAATCTCTTGAATTTATTTGTGAGGGGACGCTCGG Hs.194143 6647 0.1563875 0.54685376 0.651500707 -0.55935 0.43153543 0.054350475
BRCA1 NM_007295_bp1880_R AGCTAAAAAGAGCGTCCCCTCACAAATAAATCTCTTGAATTTATTTGTGAGGGGACGCTCGG Hs.194143 12023 0.1567625 0.52468418 0.641123228 -0.55955 0.47658811 0.062426403
BRCA1 NM_007295_bp3560_R AGCTAAAAAGGCTCCAGTATTAATGAAATATCTCTTGAATATTTCATTAATACTGGAGCCGG Hs.194143 2603 -0.3786625 0.95529104 0.336933139 -0.045925 0.39671364 0.859963934
BRCA1 NM_007295_bp3560_R AGCTAAAAAGGCTCCAGTATTAATGAAATATCTCTTGAATATTTCATTAATACTGGAGCCGG Hs.194143 7979 0.0518375 0.38541897 0.945448316 -0.0135 0.1871314 0.961368879
BRCA1 NM_007295_bp3560_R AGCTAAAAAGGCTCCAGTATTAATGAAATATCTCTTGAATATTTCATTAATACTGGAGCCGG Hs.194143 13355 -0.0133625 0.33418114 0.79138964 0.0135 0.18762326 0.93136984
BRCA2 NM_000059_bp3040_R AGCTAAAAAGCAACCCAAGTGTCAATTAAATCTCTTGAATTTAATTGACACTTGGGTTGCGG Hs.34012 1270 0.2604875 0.36327754 0.29689465 0.14465 0.26399223 0.489124434
BRCA2 NM_000059_bp3040_R AGCTAAAAAGCAACCCAAGTGTCAATTAAATCTCTTGAATTTAATTGACACTTGGGTTGCGG Hs.34012 6646 0.2095125 0.41414676 0.442747284 0.16025 0.30169729 0.46005017
BRCA2 NM_000059_bp3040_R AGCTAAAAAGCAACCCAAGTGTCAATTAAATCTCTTGAATTTAATTGACACTTGGGTTGCGG Hs.34012 12022 0.2842625 0.40236847 0.278275598 0.1936 0.23962251 0.357028511
BRCA2 NM_000059_bp9198_R AGCTAAAAAGCGTCCATCATCAGATTTATATCTCTTGAATATAAATCTGATGATGGACGCGG Hs.34012 2601 -0.7432125 0.43592808 0.014053813 -0.74255 0.50459823 0.026374618
BRCA2 NM_000059_bp9198_R AGCTAAAAAGCGTCCATCATCAGATTTATATCTCTTGAATATAAATCTGATGATGGACGCGG Hs.34012 7977 -0.8491375 0.37735023 0.005993488 -0.7936 0.37662373 0.012226867
BRCA2 NM_000059_bp9198_R AGCTAAAAAGCGTCCATCATCAGATTTATATCTCTTGAATATAAATCTGATGATGGACGCGG Hs.34012 13353 -0.9152625 0.29443913 0.002602116 -0.83585 0.31027439 0.00745842
BRCA2 NM_000059_bp9830_R AGCTAAAAAGGCCGTACACTGCTCAAATCATCTCTTGAATGATTTGAGCAGTGTACGGCCGG Hs.34012 1269 0.1145625 0.24430987 0.650848579 -0.681925 0.61113017 0.049705607
BRCA2 NM_000059_bp9830_R AGCTAAAAAGGCCGTACACTGCTCAAATCATCTCTTGAATGATTTGAGCAGTGTACGGCCGG Hs.34012 6645 0.0543375 0.25798723 0.922580872 -0.7246 0.62998273 0.04298472
BRCA2 NM_000059_bp9830_R AGCTAAAAAGGCCGTACACTGCTCAAATCATCTCTTGAATGATTTGAGCAGTGTACGGCCGG Hs.34012 12021 0.0480375 0.20035609 0.94787259 -0.7063 0.51319705 0.031399299
BRCC3 BC002999_bp147_R AGCTAAAAAGACTCCAAATTTGCATATACTTCTCTTGAAAGTATATGCAAATTTGGAGTCGG Hs.558537 4247 -0.238425 0.17651356 0.1637525 -0.011625 0.44336527 0.960540792 0.665333333 1.26396116 0.248637799
BRCC3 BC002999_bp147_R AGCTAAAAAGACTCCAAATTTGCATATACTTCTCTTGAAAGTATATGCAAATTTGGAGTCGG Hs.558537 9623 -0.29835 0.3949839 0.196036647 -0.09995 0.65005373 0.750103966 0.264833333 1.05575116 0.576986834
BRCC3 BC002999_bp147_R AGCTAAAAAGACTCCAAATTTGCATATACTTCTCTTGAAAGTATATGCAAATTTGGAGTCGG Hs.558537 14999 0.363066667 0.4545624 0.218755623 -0.094866667 0.36573325 0.706940321 -0.2814 1.20589991 0.619050828
BRCC3 BC002999_bp683_R AGCTAAAAAGTGCCTTGAATCAGCAGTAGATCTCTTGAATCTACTGCTGATTCAAGGCACGG Hs.558537 4243 0.2167 0.63434725 0.519914554 0.912675 0.28646272 0.004558285 0.821333333 1.55662921 0.233394685
BRCC3 BC002999_bp683_R AGCTAAAAAGTGCCTTGAATCAGCAGTAGATCTCTTGAATCTACTGCTGATTCAAGGCACGG Hs.558537 9619 0.614733333 0.29634086 0.040363384 0.6057 0.39765456 0.037482092 0.84995 1.73969481 0.279957551
BRCC3 BC002999_bp683_R AGCTAAAAAGTGCCTTGAATCAGCAGTAGATCTCTTGAATCTACTGCTGATTCAAGGCACGG Hs.558537 14995 0.8077 1.32250361 0.225176784 0.1244 0.08683271 0.656687 2.7286
BRCC3 BC002999_bp731_R AGCTAAAAAGCAGGATGCGTATAGGAGGATTCTCTTGAAATCCTCCTATACGCATCCTGCGG Hs.558537 4245 -0.713025 0.3752037 0.014383149 -0.70205 0.41564165 0.02532186 -0.09163333 0.25995754 0.724787803
BRCC3 BC002999_bp731_R AGCTAAAAAGCAGGATGCGTATAGGAGGATTCTCTTGAAATCCTCCTATACGCATCCTGCGG Hs.558537 9621 -0.4604 0.76704102 0.213876143 -0.7927 0.4102273 0.039108949 0.083066667 0.38650545 0.768148988
BRCC3 BC002999_bp731_R AGCTAAAAAGCAGGATGCGTATAGGAGGATTCTCTTGAAATCCTCCTATACGCATCCTGCGG Hs.558537 14997 -0.1686 0.83706729 0.648973273 -1.035566667 0.66802204 0.044449089 0.2864 0.40391745 0.337280059
BRDG1 BM909563_bp1083_R AGCTAAAAAGCGTCCCGTTTATTCTTTGCTTCTCTTGAAAGCAAAGAATAAACGGGACGCGG Hs.435579 4941 -0.1116875 0.36575628 0.585258402 -0.5500625 0.46338259 0.06714459
BRDG1 BM909563_bp1083_R AGCTAAAAAGCGTCCCGTTTATTCTTTGCTTCTCTTGAAAGCAAAGAATAAACGGGACGCGG Hs.435579 10317 -0.3608875 0.19811885 0.061394012 -0.5450375 0.67763753 0.140801447
BRDG1 BM909563_bp1083_R AGCTAAAAAGCGTCCCGTTTATTCTTTGCTTCTCTTGAAAGCAAAGAATAAACGGGACGCGG Hs.435579 15693 -0.97495 1.69208963 0.241011549 -1.4784
BRDG1 BM909563_bp116_R AGCTAAAAAGCTCCACCTTTGTACTTCATATCTCTTGAATATGAAGTACAAAGGTGGAGCGG Hs.435579 10315 -0.1373375 0.40869721 0.5309747 -0.1566
BRDG1 BM909563_bp116_R AGCTAAAAAGCTCCACCTTTGTACTTCATATCTCTTGAATATGAAGTACAAAGGTGGAGCGG Hs.435579 15691 -0.1905375 0.11315236 0.221472717 -0.7969125 0.53602461 0.029772742
BRDG1 BM909563_bp116_R AGCTAAAAAGCTCCACCTTTGTACTTCATATCTCTTGAATATGAAGTACAAAGGTGGAGCGG Hs.435579 4939 0.17555
BRDG1 BM909563_bp1216_R AGCTAAAAAGTGTGTGACGTGAGTATTTGTTCTCTTGAAACAAATACTCACGTCACACACGG Hs.435579 4943 0.5612375 0.47270249 0.053904455 0.9121
BRDG1 BM909563_bp1216_R AGCTAAAAAGTGTGTGACGTGAGTATTTGTTCTCTTGAAACAAATACTCACGTCACACACGG Hs.435579 10319 0.4836625 0.50609853 0.094027321 -0.1764375 0.55210379 0.530356565
BRDG1 BM909563_bp1216_R AGCTAAAAAGTGTGTGACGTGAGTATTTGTTCTCTTGAAACAAATACTCACGTCACACACGG Hs.435579 15695 0.5673375 0.53788465 0.068192592 -0.5348375 0.47292923 0.075390156
BRMS1 NM_015399_bp291_R AGCTAAAAAGCAGCGAGTGTGTCAGTGAGATCTCTTGAATCTCACTGACACACTCGCTGCGG Hs.100426 2599 2.4594125 1.24889619 0.004680217 0.8209 1.55322413 0.199189189
BRMS1 NM_015399_bp291_R AGCTAAAAAGCAGCGAGTGTGTCAGTGAGATCTCTTGAATCTCACTGACACACTCGCTGCGG Hs.100426 7975 2.3208125 1.05872894 0.003135039 0.80755 1.43346096 0.17802664
BRMS1 NM_015399_bp291_R AGCTAAAAAGCAGCGAGTGTGTCAGTGAGATCTCTTGAATCTCACTGACACACTCGCTGCGG Hs.100426 13351 2.1889125 0.92843963 0.002427084 0.7343 1.57891838 0.250493797
BRMS1 NM_015399_bp325_R AGCTAAAAAGAAGCAGTTCTCGGAGCTAAATCTCTTGAATTTAGCTCCGAGAACTGCTTCGG Hs.100426 1268 0.0798625 0.51273992 0.865574039 0.35715 0.5644241 0.222010814
BRMS1 NM_015399_bp325_R AGCTAAAAAGAAGCAGTTCTCGGAGCTAAATCTCTTGAATTTAGCTCCGAGAACTGCTTCGG Hs.100426 6644 -0.1631875 0.67871319 0.523274167 0.31095 0.6830391 0.329788347
BRMS1 NM_015399_bp325_R AGCTAAAAAGAAGCAGTTCTCGGAGCTAAATCTCTTGAATTTAGCTCCGAGAACTGCTTCGG Hs.100426 12020 -0.0270625 0.41994006 0.767872084 0.343575 0.56038974 0.236041138
BRMS1 NM_015399_bp749_R AGCTAAAAAGGCCCATACATCGTGTACATGTCTCTTGAACATGTACACGATGTATGGGCCGG Hs.100426 1267 -0.5587875 0.34861158 0.024413057 -0.0394 1.16835395 0.938890419
BRMS1 NM_015399_bp749_R AGCTAAAAAGGCCCATACATCGTGTACATGTCTCTTGAACATGTACACGATGTATGGGCCGG Hs.100426 6643 -0.5561375 0.33858108 0.023558753 -0.110175 1.30229766 0.834915168
BRMS1 NM_015399_bp749_R AGCTAAAAAGGCCCATACATCGTGTACATGTCTCTTGAACATGTACACGATGTATGGGCCGG Hs.100426 12019 -0.8580375 0.68001974 0.028412309 -0.08785 1.33575138 0.871929495



BRSK1 NM_032430_bp1417_R AGCTAAAAAGCGTGTGGATTCTCCCATGCTTCTCTTGAAAGCATGGGAGAATCCACACGCGG Hs.182081 2017
BRSK1 NM_032430_bp359_R AGCTAAAAAGCCCAATATGTGGGCCCCTATTCTCTTGAAATAGGGGCCCACATATTGGGCGG Hs.182081 753 -0.614975 0.12920576 0.00674134 -0.27055 0.48255544 0.308098991
BRSK1 NM_032430_bp359_R AGCTAAAAAGCCCAATATGTGGGCCCCTATTCTCTTGAAATAGGGGCCCACATATTGGGCGG Hs.182081 6129 -0.631725 0.12776933 0.005993124 -0.250325 0.60932756 0.417015661
BRSK1 NM_032430_bp359_R AGCTAAAAAGCCCAATATGTGGGCCCCTATTCTCTTGAAATAGGGGCCCACATATTGGGCGG Hs.182081 11505 -0.490875 0.37763764 0.053249333 -0.009975 0.8505289 0.979674006
BRSK1 NM_032430_bp622_R AGCTAAAAAGGGTGAGCTATTCGACTACCTTCTCTTGAAAGGTAGTCGAATAGCTCACCCGG Hs.182081 754 -0.720825 0.49213912 0.025763384 -0.2396 0.29578395 0.23931403
BRSK1 NM_032430_bp622_R AGCTAAAAAGGGTGAGCTATTCGACTACCTTCTCTTGAAAGGTAGTCGAATAGCTCACCCGG Hs.182081 6130 -0.694575 0.54751969 0.03787503 -0.130025 0.27135371 0.482751869
BRSK1 NM_032430_bp622_R AGCTAAAAAGGGTGAGCTATTCGACTACCTTCTCTTGAAAGGTAGTCGAATAGCTCACCCGG Hs.182081 11506 -0.141075 1.21034071 0.783031051 -0.093975 0.15671282 0.545994973
BST2 NM_004335_bp12_R AGCTAAAAAGGCATCTACTTCGTATGACTATCTCTTGAATAGTCATACGAAGTAGATGCCGG Hs.118110 2765 -0.373775 0.13162108 0.04319 0.026175 0.32854016 0.906544169
BST2 NM_004335_bp12_R AGCTAAAAAGGCATCTACTTCGTATGACTATCTCTTGAATAGTCATACGAAGTAGATGCCGG Hs.118110 8141 -0.3677 0.14540291 0.047672237 0.003925 0.32937329 0.985956661
BST2 NM_004335_bp12_R AGCTAAAAAGGCATCTACTTCGTATGACTATCTCTTGAATAGTCATACGAAGTAGATGCCGG Hs.118110 13517 -0.294375 0.15229334 0.092878439 0.044625 0.30239609 0.837967159
BST2 NM_004335_bp358_R AGCTAAAAAGAGGGAGAGATCACTACATTATCTCTTGAATAATGTAGTGATCTCTCCCTCGG Hs.118110 2763 -0.170575 0.12818878 0.272704383 0.019525 0.23194225 0.924499224
BST2 NM_004335_bp358_R AGCTAAAAAGAGGGAGAGATCACTACATTATCTCTTGAATAATGTAGTGATCTCTCCCTCGG Hs.118110 8139 -0.408 0.42395897 0.107940981 0.13695 0.19736066 0.504255607
BST2 NM_004335_bp358_R AGCTAAAAAGAGGGAGAGATCACTACATTATCTCTTGAATAATGTAGTGATCTCTCCCTCGG Hs.118110 13515 -0.03655 0.40585208 0.86439816 0.13915 0.17537979 0.492009514
BST2 NM_004335_bp603_R AGCTAAAAAGCTTGAACATTCCCTTGATCTTCTCTTGAAAGATCAAGGGAATGTTCAAGCGG Hs.118110 2767 1.614375 0.23834469 0.000155132 1.180425 0.69720412 0.007891326
BST2 NM_004335_bp603_R AGCTAAAAAGCTTGAACATTCCCTTGATCTTCTCTTGAAAGATCAAGGGAATGTTCAAGCGG Hs.118110 8143 1.7632 0.58325216 0.00104678 1.10775 0.53363849 0.005128542
BST2 NM_004335_bp603_R AGCTAAAAAGCTTGAACATTCCCTTGATCTTCTCTTGAAAGATCAAGGGAATGTTCAAGCGG Hs.118110 13519 1.70125 0.18973702 8.76E-05 1.022325 0.54509752 0.007840572
BTBD12 AB058687_bp114_R AGCTAAAAAGCCCACAAGTTCGTGCTTTATTCTCTTGAAATAAAGCACGAACTTGTGGGCGG Hs.513297 4884 -0.7775875 0.3513251 0.008887067 0.2127375 0.6853684 0.523983411
BTBD12 AB058687_bp114_R AGCTAAAAAGCCCACAAGTTCGTGCTTTATTCTCTTGAAATAAAGCACGAACTTGTGGGCGG Hs.513297 10260 -0.8331875 0.29322391 0.004657652 0.1331875 0.46702506 0.5907232
BTBD12 AB058687_bp114_R AGCTAAAAAGCCCACAAGTTCGTGCTTTATTCTCTTGAAATAAAGCACGAACTTGTGGGCGG Hs.513297 15636 -0.5402625 0.24912676 0.020226104 0.3928125 0.36291357 0.108415737
BTBD12 AB058687_bp1403_R AGCTAAAAAGAGCTCCAGATCTCAGAAATCTCTCTTGAAGATTTCTGAGATCTGGAGCTCGG Hs.513297 4888 0.7910125 0.55061578 0.024559045 0.4445875 0.51782426 0.139150237
BTBD12 AB058687_bp1403_R AGCTAAAAAGAGCTCCAGATCTCAGAAATCTCTCTTGAAGATTTCTGAGATCTGGAGCTCGG Hs.513297 10264 0.8007625 0.50819292 0.01907436 0.4080875 0.55126871 0.183007911
BTBD12 AB058687_bp1403_R AGCTAAAAAGAGCTCCAGATCTCAGAAATCTCTCTTGAAGATTTCTGAGATCTGGAGCTCGG Hs.513297 15640 1.0159875 0.58160962 0.011154973 0.4886875 0.40255241 0.072292839
BTBD12 AB058687_bp2687_R AGCTAAAAAGATGCCACAGTATTCCATTATTCTCTTGAAATAATGGAATACTGTGGCATCGG Hs.513297 4886 0.0987375 0.2481877 0.566540583 0.2266625 0.32474454 0.280833278
BTBD12 AB058687_bp2687_R AGCTAAAAAGATGCCACAGTATTCCATTATTCTCTTGAAATAATGGAATACTGTGGCATCGG Hs.513297 10262 0.1540125 0.27594965 0.400334902 0.2059875 0.35897265 0.344862774
BTBD12 AB058687_bp2687_R AGCTAAAAAGATGCCACAGTATTCCATTATTCTCTTGAAATAATGGAATACTGTGGCATCGG Hs.513297 15638 0.2993625 0.23350853 0.115984548 0.4729625 0.20344762 0.031538018
BTK NM_000061_bp1149_R AGCTAAAAAGGGTGATACGTCATTATGTTGTCTCTTGAACAACATAATGACGTATCACCCGG Hs.159494 5450 -0.57745 0.17669313 0.010804689 -0.2461125 0.35414534 0.265873319
BTK NM_000061_bp1149_R AGCTAAAAAGGGTGATACGTCATTATGTTGTCTCTTGAACAACATAATGACGTATCACCCGG Hs.159494 10826 -0.4936 0.33258083 0.042320682 -0.1562875 0.24116146 0.384514723
BTK NM_000061_bp1149_R AGCTAAAAAGGGTGATACGTCATTATGTTGTCTCTTGAACAACATAATGACGTATCACCCGG Hs.159494 74 -0.814533333 0.27131453 0.015114913 -0.2659125 0.28905919 0.195238121
BTK NM_000061_bp430_R AGCTAAAAAGGAGCAAATTTCAATCATTGATCTCTTGAATCAATGATTGAAATTTGCTCCGG Hs.159494 76 0.70795 1.1938031 0.199597082 -0.6800375 0.21848205 0.009484658
BTK NM_000061_bp430_R AGCTAAAAAGGAGCAAATTTCAATCATTGATCTCTTGAATCAATGATTGAAATTTGCTCCGG Hs.159494 5452 0.493575 1.44188043 0.427784545 -0.6570125 0.36486449 0.024296544
BTK NM_000061_bp430_R AGCTAAAAAGGAGCAAATTTCAATCATTGATCTCTTGAATCAATGATTGAAATTTGCTCCGG Hs.159494 10828 0.89695 1.31127322 0.146992657 -0.5325625 0.35721846 0.045964509
BTRC NM_033637_bp1298_R AGCTAAAAAGATGGTGACCTGCTCCAAAGATCTCTTGAATCTTTGGAGCAGGTCACCATCGG Hs.591927 2389 0.159275 0.47452379 0.376447348 -0.7124125 0.25900986 0.015938184
BTRC NM_033637_bp1298_R AGCTAAAAAGATGGTGACCTGCTCCAAAGATCTCTTGAATCTTTGGAGCAGGTCACCATCGG Hs.591927 7765 0.066775 0.67025772 0.687665832 -0.7006875 0.48039769 0.037362075
BTRC NM_033637_bp1298_R AGCTAAAAAGATGGTGACCTGCTCCAAAGATCTCTTGAATCTTTGGAGCAGGTCACCATCGG Hs.591927 13141 0.106325 0.67015426 0.598499195 -0.6397375 0.51621096 0.058368943
BTRC NM_033637_bp1599_R AGCTAAAAAGGTGCATGTTTACGAGTGTTATCTCTTGAATAACACTCGTAAACATGCACCGG Hs.591927 1385 0.099 0.18946214 0.340320622 0.9931875 0.16970141 0.001475903
BTRC NM_033637_bp1599_R AGCTAAAAAGGTGCATGTTTACGAGTGTTATCTCTTGAATAACACTCGTAAACATGCACCGG Hs.591927 6761 0.028175 0.16433765 0.583613179 0.9775375 0.30893874 0.002675922
BTRC NM_033637_bp1599_R AGCTAAAAAGGTGCATGTTTACGAGTGTTATCTCTTGAATAACACTCGTAAACATGCACCGG Hs.591927 12137 -0.009875 0.21143925 0.771592348 0.9522375 0.26246759 0.002511372
BTRC NM_033637_bp1638_R AGCTAAAAAGTGCGTTGTATTCGATTTGATTCTCTTGAAATCAAATCGAATACAACGCACGG Hs.591927 2387 -0.733825 0.23975142 0.007713625 -0.4663625 0.22124844 0.072619015
BTRC NM_033637_bp1638_R AGCTAAAAAGTGCGTTGTATTCGATTTGATTCTCTTGAAATCAAATCGAATACAACGCACGG Hs.591927 7763 -0.658525 0.17003391 0.008918688 -0.5364125 0.20163474 0.042660239
BTRC NM_033637_bp1638_R AGCTAAAAAGTGCGTTGTATTCGATTTGATTCTCTTGAAATCAAATCGAATACAACGCACGG Hs.591927 13139 -0.77225 0.31854229 0.009850195 -0.5564625 0.25213486 0.041973878
BUB1 NM_004336_bp2041_R AGCTAAAAAGGCCTTGTCGTCTCACATGTATCTCTTGAATACATGTGAGACGACAAGGCCGG Hs.469649 258 0.69035 1.43184577 0.278730996 1.43
BUB1 NM_004336_bp2041_R AGCTAAAAAGGCCTTGTCGTCTCACATGTATCTCTTGAATACATGTGAGACGACAAGGCCGG Hs.469649 5634 0.824716667 2.31544421 0.437692707 1.588166667 5.1236067 0.523225773
BUB1 NM_004336_bp2041_R AGCTAAAAAGGCCTTGTCGTCTCACATGTATCTCTTGAATACATGTGAGACGACAAGGCCGG Hs.469649 11010 0.55745 2.11568147 0.55986737 1.646033333 5.70665052 0.550599964
BUB1 NM_004336_bp2549_R AGCTAAAAAGGGACCCAGTTGATGGAAAGATCTCTTGAATCTTTCCATCAACTGGGTCCCGG Hs.469649 5635 4.7168 1.85655085 0.001301796 4.5366 3.39454741 0.045679871
BUB1 NM_004336_bp2549_R AGCTAAAAAGGGACCCAGTTGATGGAAAGATCTCTTGAATCTTTCCATCAACTGGGTCCCGG Hs.469649 11011 1.329975 0.63901572 0.004979019 3.1719 1.75226896 0.020195769
BUB1 NM_004336_bp3249_R AGCTAAAAAGGGCCCTACGTAATAGGCTAATCTCTTGAATTAGCCTATTACGTAGGGCCCGG Hs.469649 1780 0.7233 1.52665065 0.284847271 1.400033333 1.1082412 0.060618997
BUB1 NM_004336_bp3249_R AGCTAAAAAGGGCCCTACGTAATAGGCTAATCTCTTGAATTAGCCTATTACGTAGGGCCCGG Hs.469649 7156 0.927625 1.63548413 0.210024201 1.163066667 0.85181649 0.054443759
BUB1 NM_004336_bp3249_R AGCTAAAAAGGGCCCTACGTAATAGGCTAATCTCTTGAATTAGCCTATTACGTAGGGCCCGG Hs.469649 12532 0.847225 1.73062805 0.268804751 1.3986 1.03878768 0.052362588
BUB1B NM_001211_bp269_R AGCTAAAAAGGCACAAGAATCTGCCTGTAATCTCTTGAATTACAGGCAGATTCTTGTGCCGG Hs.36708 1547 3.343 0.0565 0.67472129 0.895341281
BUB1B NM_001211_bp269_R AGCTAAAAAGGCACAAGAATCTGCCTGTAATCTCTTGAATTACAGGCAGATTCTTGTGCCGG Hs.36708 6923 3.5255 0.00075 0.7641703 0.998709569
BUB1B NM_001211_bp269_R AGCTAAAAAGGCACAAGAATCTGCCTGTAATCTCTTGAATTACAGGCAGATTCTTGTGCCGG Hs.36708 12299 3.4241 0.22595 0.38190837 0.51416157
BUB1B NM_001211_bp3099_R AGCTAAAAAGATGGTGAATTGTGGAATAAATCTCTTGAATTTATTCCACAATTCACCATCGG Hs.36708 1549 1.8505 1.08529563 0.008318544 3.1541375 3.80773302 0.105477169
BUB1B NM_001211_bp3099_R AGCTAAAAAGATGGTGAATTGTGGAATAAATCTCTTGAATTTATTCCACAATTCACCATCGG Hs.36708 6925 1.8218 0.94812022 0.005360233 3.2509875 4.0769706 0.115491505
BUB1B NM_001211_bp3099_R AGCTAAAAAGATGGTGAATTGTGGAATAAATCTCTTGAATTTATTCCACAATTCACCATCGG Hs.36708 12301 1.825325 1.05109409 0.007810845 3.3903125 4.28937906 0.117844498
BUB1B NM_001211_bp808_R AGCTAAAAAGCACACTAGCTGAACTAAAGATCTCTTGAATCTTTAGTTCAGCTAGTGTGCGG Hs.36708 1551 1.71755 0.80339864 0.003723317 0.3104875 0.29381705 0.144857631
BUB1B NM_001211_bp808_R AGCTAAAAAGCACACTAGCTGAACTAAAGATCTCTTGAATCTTTAGTTCAGCTAGTGTGCGG Hs.36708 6927 1.844775 0.65817969 0.001305679 0.3633625 0.26052332 0.087963434
BUB1B NM_001211_bp808_R AGCTAAAAAGCACACTAGCTGAACTAAAGATCTCTTGAATCTTTAGTTCAGCTAGTGTGCGG Hs.36708 12303 1.873325 0.61603367 0.000959694 0.3864125 0.27955127 0.080920755
C12orf40 BF967871_bp1059_R AGCTAAAAAGGTAAACACATACCTTAATAATCTCTTGAATTATTAAGGTATGTGTTTACCGG Hs.558595 9743 0.374925 0.54206625 0.188253032 2.1899 1.1329658 0.007830896 2.15155 0.2615588 0.002468052
C12orf40 BF967871_bp1059_R AGCTAAAAAGGTAAACACATACCTTAATAATCTCTTGAATTATTAAGGTATGTGTTTACCGG Hs.558595 15119 -0.244475 0.75184223 0.476890211 2.1914 1.27241768 0.02486125 2.53325 0.43621417 0.001703353
C12orf40 BF967871_bp1059_R AGCTAAAAAGGTAAACACATACCTTAATAATCTCTTGAATTATTAAGGTATGTGTTTACCGG Hs.558595 4367 0.3613 0.37341345 0.121178337 2.07955 0.97758597 0.005670954 1.01275 3.70276466 0.488361617
C12orf40 BF967871_bp673_R AGCTAAAAAGACCCTTCTATACACAAACCTTCTCTTGAAAGGTTTGTGTATAGAAGGGTCGG Hs.558595 4393 1.4923 0.40288927 0.000712641 0.301 0.44597597 0.241378474 0.637866667 0.66941886 0.112036348
C12orf40 BF967871_bp673_R AGCTAAAAAGACCCTTCTATACACAAACCTTCTCTTGAAAGGTTTGTGTATAGAAGGGTCGG Hs.558595 9769 1.512825 0.46337474 0.001002499 0.44265 0.53118799 0.146335834 0.1839 0.73583998 0.621640471
C12orf40 BF967871_bp673_R AGCTAAAAAGACCCTTCTATACACAAACCTTCTCTTGAAAGGTTTGTGTATAGAAGGGTCGG Hs.558595 15145 1.667775 0.95048024 0.007804213 0.821633333 0.39739188 0.033780708 0.097733333 0.90029111 0.815352566
C13orf18 BC032311_bp1014_R AGCTAAAAAGTCAGCCCAGTGACTGAAACATCTCTTGAATGTTTCAGTCACTGGGCTGACGG Hs.98117 9903 0.2731 0.67315902 0.390432852 1.324075 0.35628684 0.001571536 -0.7837 0.53273425 0.095131286
C13orf18 BC032311_bp1014_R AGCTAAAAAGTCAGCCCAGTGACTGAAACATCTCTTGAATGTTTCAGTCACTGGGCTGACGG Hs.98117 15279 0.353425 0.50582988 0.19192727 1.088225 0.84733506 0.036418535 -0.1083 0.22302148 0.752095721
C13orf18 BC032311_bp1014_R AGCTAAAAAGTCAGCCCAGTGACTGAAACATCTCTTGAATGTTTCAGTCACTGGGCTGACGG Hs.98117 4527 0.402125 0.44772875 0.121656374 1.238675 0.48251541 0.004493018 -0.3395
C13orf18 BC032311_bp807_R AGCTAAAAAGTTGCAGATATGATTATATCATCTCTTGAATGATATAATCATATCTGCAACGG Hs.98117 4529 0.110466667 1.44804375 0.865748678 -0.325 0.20138923 0.093253824 -0.7703 0.38841628 0.03388102
C13orf18 BC032311_bp807_R AGCTAAAAAGTTGCAGATATGATTATATCATCTCTTGAATGATATAATCATATCTGCAACGG Hs.98117 9905 0.233233333 1.31880549 0.699676361 -0.1337 0.59822279 0.692450763 -0.7561 0.09006947 0.02117034
C13orf18 BC032311_bp807_R AGCTAAAAAGTTGCAGATATGATTATATCATCTCTTGAATGATATAATCATATCTGCAACGG Hs.98117 15281 0.707933333 1.10911397 0.215343715 -0.3332 0.02602153 0.283798092
C13orf18 BC032311_bp895_R AGCTAAAAAGTGGGTTACTTGGGAGTGATCTCTCTTGAAGATCACTCCCAAGTAACCCACGG Hs.98117 4531 1.5182 1.10652788 0.019229312 0.23155 0.22086051 0.207625513 -0.68643333 0.27761107 0.039100497
C13orf18 BC032311_bp895_R AGCTAAAAAGTGGGTTACTTGGGAGTGATCTCTCTTGAAGATCACTCCCAAGTAACCCACGG Hs.98117 9907 1.487475 1.11299982 0.02114002 -0.082175 0.34035929 0.684788691 -0.57166667 0.57960965 0.122973439
C13orf18 BC032311_bp895_R AGCTAAAAAGTGGGTTACTTGGGAGTGATCTCTCTTGAAGATCACTCCCAAGTAACCCACGG Hs.98117 15283 1.732133333 1.27020113 0.033176597 0.11595 0.24014266 0.50975756 -0.3832 0.0999849 0.286477227
C14orf20 NM_174944_bp1128_R AGCTAAAAAGCACCAATCCTTGCAAATTACTCTCTTGAAGTAATTTGCAAGGATTGGTGCGG Hs.314432 761 -0.088325 0.13315243 0.553550655 0.127425 0.43410453 0.589022497
C14orf20 NM_174944_bp1128_R AGCTAAAAAGCACCAATCCTTGCAAATTACTCTCTTGAAGTAATTTGCAAGGATTGGTGCGG Hs.314432 6137 -0.513275 0.4094762 0.053634312 0.307125 0.22387592 0.116194811
C14orf20 NM_174944_bp1128_R AGCTAAAAAGCACCAATCCTTGCAAATTACTCTCTTGAAGTAATTTGCAAGGATTGGTGCGG Hs.314432 11513 -0.17255 0.29032732 0.359773966 0.35405 0.49793215 0.207761151
C14orf20 NM_174944_bp278_R AGCTAAAAAGGTCGGTATATGAGGCTTTCTTCTCTTGAAAGAAAGCCTCATATACCGACCGG Hs.314432 6138 0.489366667 0.45548151 0.121175893 -0.14455 0.5698331 0.612757641
C14orf20 NM_174944_bp278_R AGCTAAAAAGGTCGGTATATGAGGCTTTCTTCTCTTGAAAGAAAGCCTCATATACCGACCGG Hs.314432 11514 0.631566667 0.70177357 0.128814562 -0.357925 0.78956141 0.354889721
C14orf20 NM_174944_bp278_R AGCTAAAAAGGTCGGTATATGAGGCTTTCTTCTCTTGAAAGAAAGCCTCATATACCGACCGG Hs.314432 762 0.36325 0.37200888 0.285285429 -0.504333333 0.44043436 0.130232157
C14orf20 NM_174944_bp408_R AGCTAAAAAGCGGCACAAGTACCTCATCAATCTCTTGAATTGATGAGGTACTTGTGCCGCGG Hs.314432 6139 0.629166667 0.25449382 0.032649152 0.164266667 0.11459783 0.411017147
C14orf20 NM_174944_bp408_R AGCTAAAAAGCGGCACAAGTACCTCATCAATCTCTTGAATTGATGAGGTACTTGTGCCGCGG Hs.314432 11515 0.28905 0.48367384 0.259423785 0.369666667 0.03316208 0.104541075
C14orf20 NM_174944_bp408_R AGCTAAAAAGCGGCACAAGTACCTCATCAATCTCTTGAATTGATGAGGTACTTGTGCCGCGG Hs.314432 763 -0.44
C14orf4 NM_024496_bp3052_R AGCTAAAAAGCCACGAACGTTTGGAGGATATCTCTTGAATATCCTCCAAACGTTCGTGGCGG Hs.179260 3611 -0.231175 0.13382298 0.157704771 0.2010875 0.29270388 0.369161643
C14orf4 NM_024496_bp3052_R AGCTAAAAAGCCACGAACGTTTGGAGGATATCTCTTGAATATCCTCCAAACGTTCGTGGCGG Hs.179260 8987 -0.350975 0.21498097 0.071111294 -0.0890125 0.44298312 0.721038449
C14orf4 NM_024496_bp3052_R AGCTAAAAAGCCACGAACGTTTGGAGGATATCTCTTGAATATCCTCCAAACGTTCGTGGCGG Hs.179260 14363 -0.654375 0.4489049 0.029196631 0.2013625 0.28804417 0.366814919
C14orf4 NM_024496_bp3206_R AGCTAAAAAGAATGTACCTTGGGCCTTCATTCTCTTGAAATGAAGGCCCAAGGTACATTCGG Hs.179260 3613 0.415875 1.24063336 0.440630525 0.0456875 0.559349 0.869407639
C14orf4 NM_024496_bp3206_R AGCTAAAAAGAATGTACCTTGGGCCTTCATTCTCTTGAAATGAAGGCCCAAGGTACATTCGG Hs.179260 8989 0.18765 0.76753245 0.587227519 0.0856875 0.66871465 0.781710718
C14orf4 NM_024496_bp3206_R AGCTAAAAAGAATGTACCTTGGGCCTTCATTCTCTTGAAATGAAGGCCCAAGGTACATTCGG Hs.179260 14365 0.085575 0.47563549 0.719080849 0.0288875 0.54721214 0.916168901
C14orf4 NM_024496_bp3252_R AGCTAAAAAGCTGGGGATGTTAAAGTGAAATCTCTTGAATTTCACTTTAACATCCCCAGCGG Hs.179260 3609 -0.27325 0.69700464 0.402487955 0.2664375 0.41877412 0.294838746
C14orf4 NM_024496_bp3252_R AGCTAAAAAGCTGGGGATGTTAAAGTGAAATCTCTTGAATTTCACTTTAACATCCCCAGCGG Hs.179260 8985 -0.048966667 1.05738181 0.920677383 0.4617625 0.23684931 0.058233273
C14orf4 NM_024496_bp3252_R AGCTAAAAAGCTGGGGATGTTAAAGTGAAATCTCTTGAATTTCACTTTAACATCCCCAGCGG Hs.179260 14361 -0.210175 0.5863683 0.575351772 0.2164875 0.39370639 0.376633176
C16orf44 AK074056_bp396_R AGCTAAAAAGCGGGCACCATCTACAAAGACTCTCTTGAAGTCTTTGTAGATGGTGCCCGCGG Hs.578546 4055 -0.0282125 0.52405956 0.911130788 -0.060725 0.28125581 0.777358069
C16orf44 AK074056_bp396_R AGCTAAAAAGCGGGCACCATCTACAAAGACTCTCTTGAAGTCTTTGTAGATGGTGCCCGCGG Hs.578546 9431 -0.1559875 0.68164837 0.617892565 -0.2182 0.25794458 0.320147521
C16orf44 AK074056_bp396_R AGCTAAAAAGCGGGCACCATCTACAAAGACTCTCTTGAAGTCTTTGTAGATGGTGCCCGCGG Hs.578546 14807 0.0843125 0.67055863 0.78271683 -0.2412 0.34792201 0.309594426
C16orf44 AK074056_bp434_R AGCTAAAAAGGGCCACGACTACCAAATTGGTCTCTTGAACCAATTTGGTAGTCGTGGCCCGG Hs.578546 4053 -1.0934625 0.30331782 0.001504901 -0.2988 0.22654202 0.179261684
C16orf44 AK074056_bp434_R AGCTAAAAAGGGCCACGACTACCAAATTGGTCTCTTGAACCAATTTGGTAGTCGTGGCCCGG Hs.578546 9429 -1.1412125 0.27572227 0.001027998 -0.269525 0.22177766 0.218069763
C16orf44 AK074056_bp434_R AGCTAAAAAGGGCCACGACTACCAAATTGGTCTCTTGAACCAATTTGGTAGTCGTGGCCCGG Hs.578546 14805 -1.0879375 0.32728983 0.001809059 -0.25785 0.20275571 0.230811344
C16orf44 AK074056_bp95_R AGCTAAAAAGCAGTTCCCTTTCCCAAACATTCTCTTGAAATGTTTGGGAAAGGGAACTGCGG Hs.578546 4051 -0.7174875 0.89601496 0.109876732 -0.1674 0.13316313 0.402612386
C16orf44 AK074056_bp95_R AGCTAAAAAGCAGTTCCCTTTCCCAAACATTCTCTTGAAATGTTTGGGAAAGGGAACTGCGG Hs.578546 9427 -0.7953625 0.24194506 0.004129043 -0.07945 0.11238145 0.681459471
C16orf44 AK074056_bp95_R AGCTAAAAAGCAGTTCCCTTTCCCAAACATTCTCTTGAAATGTTTGGGAAAGGGAACTGCGG Hs.578546 14803 -0.8407625 0.56037413 0.020639252 -0.187675 0.2327129 0.378858952
C19orf10 BQ073612_bp1151_R AGCTAAAAAGGGGGAGAAATACCCACTTTCTCTCTTGAAGAAAGTGGGTATTTCTCCCCCGG Hs.465645 4743 1.4758375 1.04745132 0.017736671 0.5899625 0.43206617 0.04782261
C19orf10 BQ073612_bp1151_R AGCTAAAAAGGGGGAGAAATACCCACTTTCTCTCTTGAAGAAAGTGGGTATTTCTCCCCCGG Hs.465645 10119 1.4051875 1.11232743 0.025886361 0.209566667 0.44466753 0.467257509
C19orf10 BQ073612_bp1151_R AGCTAAAAAGGGGGAGAAATACCCACTTTCTCTCTTGAAGAAAGTGGGTATTTCTCCCCCGG Hs.465645 15495 1.4238125 1.05694705 0.02087581 0.5603875 0.52773669 0.08205698
C19orf10 BQ073612_bp1277_R AGCTAAAAAGGGGCCCAAATAACACCAACATCTCTTGAATGTTGGTGTTATTTGGGCCCCGG Hs.465645 4741 -0.403225 0.25402811 0.21493905 0.5487
C19orf10 BQ073612_bp1277_R AGCTAAAAAGGGGCCCAAATAACACCAACATCTCTTGAATGTTGGTGTTATTTGGGCCCCGG Hs.465645 10117 -0.570425 0.47195842 0.156999232 0.4624
C19orf10 BQ073612_bp1277_R AGCTAAAAAGGGGCCCAAATAACACCAACATCTCTTGAATGTTGGTGTTATTTGGGCCCCGG Hs.465645 15493 -0.7642625 0.78069821 0.067289816 -0.165716667 0.89341301 0.719181686
C19orf10 BQ073612_bp685_R AGCTAAAAAGACCTGGGTTTCCCCTGGAAATCTCTTGAATTTCCAGGGGAAACCCAGGTCGG Hs.465645 4745 -0.4163875 0.24472665 0.048200102 -0.7099375 2.24065962 0.480650432
C19orf10 BQ073612_bp685_R AGCTAAAAAGACCTGGGTTTCCCCTGGAAATCTCTTGAATTTCCAGGGGAAACCCAGGTCGG Hs.465645 10121 -0.6656125 0.3601601 0.017154032 -4.1258
C19orf10 BQ073612_bp685_R AGCTAAAAAGACCTGGGTTTCCCCTGGAAATCTCTTGAATTTCCAGGGGAAACCCAGGTCGG Hs.465645 15497 -0.538283333 0.16509705 0.040077702
C1orf165 AK027348_bp710_R AGCTAAAAAGGACCACACTTCCTATTGCTATCTCTTGAATAGCAATAGGAAGTGTGGTCCGG Hs.475348 3937 -0.3519625 0.46973495 0.175102752 -0.561725 0.17019635 0.024857991
C1orf165 AK027348_bp710_R AGCTAAAAAGGACCACACTTCCTATTGCTATCTCTTGAATAGCAATAGGAAGTGTGGTCCGG Hs.475348 9313 -0.3662125 0.51877834 0.185349355 -0.538 0.15024156 0.028108524
C1orf165 AK027348_bp710_R AGCTAAAAAGGACCACACTTCCTATTGCTATCTCTTGAATAGCAATAGGAAGTGTGGTCCGG Hs.475348 14689 -0.2969125 0.46153235 0.23558699 -0.543525 0.1178927 0.02548963
C1orf165 AK027348_bp740_R AGCTAAAAAGGTCTCCTTCTACAGCTACATTCTCTTGAAATGTAGCTGTAGAAGGAGACCGG Hs.475348 3939 -0.6268875 0.26118432 0.012294363 -0.0306 0.08891783 0.872513416
C1orf165 AK027348_bp740_R AGCTAAAAAGGTCTCCTTCTACAGCTACATTCTCTTGAAATGTAGCTGTAGAAGGAGACCGG Hs.475348 9315 -0.5953375 0.23013349 0.012653122 -0.029875 0.15307909 0.878883074
C1orf165 AK027348_bp740_R AGCTAAAAAGGTCTCCTTCTACAGCTACATTCTCTTGAAATGTAGCTGTAGAAGGAGACCGG Hs.475348 14691 -0.6107125 0.27952748 0.015082517 -0.031275 0.11207112 0.870822591
C1orf165 AK027348_bp847_R AGCTAAAAAGCCGAGAGTATCCAAGTCTGATCTCTTGAATCAGACTTGGATACTCTCGGCGG Hs.475348 3911 0.8453 0.39396081 0.021612653 -0.45735 0.20438489 0.055782926
C1orf165 AK027348_bp847_R AGCTAAAAAGCCGAGAGTATCCAAGTCTGATCTCTTGAATCAGACTTGGATACTCTCGGCGG Hs.475348 9287 0.7127 0.17171747 0.016854393 -0.389025 0.24336399 0.098191283
C1orf165 AK027348_bp847_R AGCTAAAAAGCCGAGAGTATCCAAGTCTGATCTCTTGAATCAGACTTGGATACTCTCGGCGG Hs.475348 14663 0.873366667 0.31884257 0.014381819 -0.303675 0.18482239 0.163132597
C1orf166 NM_024544_bp284_R AGCTAAAAAGGGTGAAGATTTAAAGAGTATTCTCTTGAAATACTCTTTAAATCTTCACCCGG Hs.10101 2715 0.035325 0.21797739 0.828035871 0.2102 1.32168873 0.68721049
C1orf166 NM_024544_bp284_R AGCTAAAAAGGGTGAAGATTTAAAGAGTATTCTCTTGAAATACTCTTTAAATCTTCACCCGG Hs.10101 8091 0.0301 0.34865453 0.878289145 0.2715 1.21874685 0.579553185
C1orf166 NM_024544_bp284_R AGCTAAAAAGGGTGAAGATTTAAAGAGTATTCTCTTGAAATACTCTTTAAATCTTCACCCGG Hs.10101 13467 0.024675 0.36791929 0.902868087 0.32725 1.22559536 0.508728747
C1orf166 NM_024544_bp328_R AGCTAAAAAGCGTGCCTTATGCTGTTATAGTCTCTTGAACTATAACAGCATAAGGCACGCGG Hs.10101 2717 0.35425 0.81264629 0.344797363 0.06315 0.67298196 0.83858143
C1orf166 NM_024544_bp328_R AGCTAAAAAGCGTGCCTTATGCTGTTATAGTCTCTTGAACTATAACAGCATAAGGCACGCGG Hs.10101 8093 -0.6046 0.89781693 0.163432729 0.694775 0.68759833 0.059869866
C1orf166 NM_024544_bp328_R AGCTAAAAAGCGTGCCTTATGCTGTTATAGTCTCTTGAACTATAACAGCATAAGGCACGCGG Hs.10101 13469 -0.481375 0.85760629 0.234025895 0.088675 0.78907756 0.797239237
C1orf166 NM_024544_bp357_R AGCTAAAAAGTGCGGTCTGTTAAAGAAACGTCTCTTGAACGTTTCTTTAACAGACCGCACGG Hs.10101 2719 -0.048475 0.27208154 0.782872254 0.09905 0.77040937 0.77061475
C1orf166 NM_024544_bp357_R AGCTAAAAAGTGCGGTCTGTTAAAGAAACGTCTCTTGAACGTTTCTTTAACAGACCGCACGG Hs.10101 8095 -0.033325 0.21299979 0.836503877 0.140375 0.76649454 0.679522602
C1orf166 NM_024544_bp357_R AGCTAAAAAGTGCGGTCTGTTAAAGAAACGTCTCTTGAACGTTTCTTTAACAGACCGCACGG Hs.10101 13471 0.001125 0.25389498 0.994738958 0.150975 0.79276655 0.664538732
C20orf100 AK055135_bp866_R AGCTAAAAAGAGTCGGAAGTGCATTTCAAGTCTCTTGAACTTGAAATGCACTTCCGACTCGG Hs.26608 5063 0.906683333 0.53411292 0.029587464 -0.4377625 0.46890703 0.122920832
C20orf100 AK055135_bp989_R AGCTAAAAAGCCTACGCACTCTTCTTCAGATCTCTTGAATCTGAAGAAGAGTGCGTAGGCGG Hs.26608 5061 0.2505125 0.5214826 0.343438409 0.2779125 0.44444894 0.273058445
C20orf100 AK055135_bp989_R AGCTAAAAAGCCTACGCACTCTTCTTCAGATCTCTTGAATCTGAAGAAGAGTGCGTAGGCGG Hs.26608 10437 -0.0029625 0.31851977 0.987404911 0.2633875 0.61583016 0.398666957
C20orf100 AK055135_bp989_R AGCTAAAAAGCCTACGCACTCTTCTTCAGATCTCTTGAATCTGAAGAAGAGTGCGTAGGCGG Hs.26608 15813 -0.0072625 0.430626 0.97385048 0.3025375 0.6066913 0.333381338
C20orf11 NM_017896_bp420_R AGCTAAAAAGGCCATCGCCTTGATCAACAGTCTCTTGAACTGTTGATCAAGGCGATGGCCGG Hs.353013 4632 -1.7637125 1.34606307 0.021647376 0.2147 0.43636431 0.4529159 -0.068775 0.52029691 0.808617907 0.044675 0.67295733 0.90277883
C20orf11 NM_017896_bp420_R AGCTAAAAAGGCCATCGCCTTGATCAACAGTCTCTTGAACTGTTGATCAAGGCGATGGCCGG Hs.353013 10008 -1.0657125 1.04514878 0.053575233 0.5679625 0.43816042 0.055026496 0.117075 0.44952245 0.63845039 0.172875 0.5886975 0.598269357
C20orf11 NM_017896_bp420_R AGCTAAAAAGGCCATCGCCTTGATCAACAGTCTCTTGAACTGTTGATCAAGGCGATGGCCGG Hs.353013 15384 -1.2533125 2.18822312 0.20284119 0.4212625 0.51011689 0.152719739 0.17525 0.44519917 0.48858189 0.2686 0.55429306 0.403951056
C20orf11 NM_017896_bp538_R AGCTAAAAAGCGCTGGAGTTTGCACAGACTTCTCTTGAAAGTCTGTGCAAACTCCAGCGCGG Hs.353013 4658 -0.7571875 0.35985966 0.010403056 -1.0210625 0.28687839 0.002914572 -0.5404 0.8379449 0.287546069 -0.1735 0.5389167 0.565490399
C20orf11 NM_017896_bp538_R AGCTAAAAAGCGCTGGAGTTTGCACAGACTTCTCTTGAAAGTCTGTGCAAACTCCAGCGCGG Hs.353013 10034 -0.9681125 0.36202887 0.003801154 -1.1566625 0.24515895 0.001333496 -0.55955 0.88588768 0.295747919 -0.228125 0.52686357 0.450209178
C20orf11 NM_017896_bp538_R AGCTAAAAAGCGCTGGAGTTTGCACAGACTTCTCTTGAAAGTCTGTGCAAACTCCAGCGCGG Hs.353013 15410 -0.8018125 0.34939474 0.007754591 -0.9011125 0.34368028 0.006821908 -0.476925 0.79041853 0.3139998 -0.082025 0.48449198 0.757223072
C20orf133 AK125899_bp1573_R AGCTAAAAAGGCCCTTTGCTAGGTGTTACATCTCTTGAATGTAACACCTAGCAAAGGGCCGG Hs.357662 3921 -0.2085875 0.48269513 0.400332552 -0.669875 0.16984666 0.012067927
C20orf133 AK125899_bp1573_R AGCTAAAAAGGCCCTTTGCTAGGTGTTACATCTCTTGAATGTAACACCTAGCAAAGGGCCGG Hs.357662 9297 -0.3166375 0.21788888 0.095292637 -0.819075 0.34740272 0.009087279
C20orf133 AK125899_bp1573_R AGCTAAAAAGGCCCTTTGCTAGGTGTTACATCTCTTGAATGTAACACCTAGCAAAGGGCCGG Hs.357662 14673 -0.3583375 0.21440284 0.066827488 -0.7212 0.16444758 0.008595735



C20orf133 AK125899_bp428_R AGCTAAAAAGGCGGTGAAGTGACAGATCATTCTCTTGAAATGATCTGTCACTTCACCGCCGG Hs.357662 3925 0.5483125 0.81594636 0.168561028 0.03535 0.35241319 0.876726054
C20orf133 AK125899_bp428_R AGCTAAAAAGGCGGTGAAGTGACAGATCATTCTCTTGAAATGATCTGTCACTTCACCGCCGG Hs.357662 9301 -0.0712625 0.66085606 0.813368427 -0.160025 0.19175588 0.436780972
C20orf133 AK125899_bp428_R AGCTAAAAAGGCGGTGAAGTGACAGATCATTCTCTTGAAATGATCTGTCACTTCACCGCCGG Hs.357662 14677 0.24525 0.43800493 0.372094624 -0.001175 0.31439685 0.995740139
C20orf133 AK125899_bp995_R AGCTAAAAAGACGCATCTTTCAGGCATTATTCTCTTGAAATAATGCCTGAAAGATGCGTCGG Hs.357662 3923 -0.11185 0.17939299 0.681167228 0.749075 0.23116071 0.008812343
C20orf133 AK125899_bp995_R AGCTAAAAAGACGCATCTTTCAGGCATTATTCTCTTGAAATAATGCCTGAAAGATGCGTCGG Hs.357662 9299 0.069266667 0.18765149 0.725027527 0.68095 0.25680767 0.014518686
C20orf133 AK125899_bp995_R AGCTAAAAAGACGCATCTTTCAGGCATTATTCTCTTGAAATAATGCCTGAAAGATGCGTCGG Hs.357662 14675 0.040033333 0.36552292 0.866624428 0.68615 0.21866494 0.012459954
C20orf77 NM_021215_bp1060_R AGCTAAAAAGCTCGGATGTTGGTGGAGTATTCTCTTGAAATACTCCACCAACATCCGAGCGG Hs.278839 4926 -0.3972125 0.30057569 0.07097849 0.1273875 0.73704452 0.714988452
C20orf77 NM_021215_bp1060_R AGCTAAAAAGCTCGGATGTTGGTGGAGTATTCTCTTGAAATACTCCACCAACATCCGAGCGG Hs.278839 10302 -0.4822875 0.23645841 0.028469047 0.0251625 0.85238965 0.94886522
C20orf77 NM_021215_bp1060_R AGCTAAAAAGCTCGGATGTTGGTGGAGTATTCTCTTGAAATACTCCACCAACATCCGAGCGG Hs.278839 15678 -0.3658625 0.28319538 0.083121776 0.1272125 0.94883586 0.769322328
C20orf77 NM_021215_bp877_R AGCTAAAAAGATGCTACTGTCCGACAGAAATCTCTTGAATTTCTGTCGGACAGTAGCATCGG Hs.278839 4928 -0.4752375 0.08034423 0.015906257 -0.2630375 0.33935445 0.229627453
C20orf77 NM_021215_bp877_R AGCTAAAAAGATGCTACTGTCCGACAGAAATCTCTTGAATTTCTGTCGGACAGTAGCATCGG Hs.278839 10304 -0.5770625 0.07579483 0.007294191 -0.1857625 0.30682257 0.35399424
C20orf77 NM_021215_bp877_R AGCTAAAAAGATGCTACTGTCCGACAGAAATCTCTTGAATTTCTGTCGGACAGTAGCATCGG Hs.278839 15680 -0.4989625 0.04911204 0.012334407 -0.1735375 0.21391663 0.321385784
C20orf77 NM_021215_bp919_R AGCTAAAAAGTGCAAGATGTTTCTCTATTGTCTCTTGAACAATAGAGAAACATCTTGCACGG Hs.278839 4930 -0.5864125 0.1146822 0.007739699 -0.7177625 0.06688552 0.00392367
C20orf77 NM_021215_bp919_R AGCTAAAAAGTGCAAGATGTTTCTCTATTGTCTCTTGAACAATAGAGAAACATCTTGCACGG Hs.278839 10306 -0.7013375 0.24616186 0.007186065 -0.7954625 0.07855365 0.002677773
C20orf77 NM_021215_bp919_R AGCTAAAAAGTGCAAGATGTTTCTCTATTGTCTCTTGAACAATAGAGAAACATCTTGCACGG Hs.278839 15682 -0.5780875 0.08046681 0.007333834 -0.8411625 0.24896546 0.004994254
C21orf7 AF269162_bp133_R AGCTAAAAAGTTCAGCTGATTGCACCTTTATCTCTTGAATAAAGGTGCAATCAGCTGAACGG Hs.222802 3648 -0.6294875 0.14105108 0.006440286 0.141175 0.4286669 0.569218396
C21orf7 AF269162_bp133_R AGCTAAAAAGTTCAGCTGATTGCACCTTTATCTCTTGAATAAAGGTGCAATCAGCTGAACGG Hs.222802 9024 -0.6616375 0.16934389 0.00598652 0.077275 0.37874938 0.741592216
C21orf7 AF269162_bp133_R AGCTAAAAAGTTCAGCTGATTGCACCTTTATCTCTTGAATAAAGGTGCAATCAGCTGAACGG Hs.222802 14400 -0.6012875 0.10585638 0.006760657 0.113 0.37499736 0.630332329
C21orf7 AF269162_bp220_R AGCTAAAAAGGTGGAATCATGGCTCACTACTCTCTTGAAGTAGTGAGCCATGATTCCACCGG Hs.222802 3646 1.4428 0.40290944 0.015018286 0.211625 0.13250425 0.298159737
C21orf7 AF269162_bp220_R AGCTAAAAAGGTGGAATCATGGCTCACTACTCTCTTGAAGTAGTGAGCCATGATTCCACCGG Hs.222802 9022 1.5525 0.59990939 0.01940732 0.23495 0.16713776 0.260613814
C21orf7 AF269162_bp220_R AGCTAAAAAGGTGGAATCATGGCTCACTACTCTCTTGAAGTAGTGAGCCATGATTCCACCGG Hs.222802 14398 1.6617125 0.44004589 0.000555269 0.335375 0.1087994 0.11772526
C21orf7 AF269162_bp342_R AGCTAAAAAGTGCTTGGATTACAGTATTTCTCTCTTGAAGAAATACTGTAATCCAAGCACGG Hs.222802 3644 -0.037933333 0.35047297 0.871240634 -0.06213333 0.33025255 0.818427817
C21orf7 AF269162_bp342_R AGCTAAAAAGTGCTTGGATTACAGTATTTCTCTCTTGAAGAAATACTGTAATCCAAGCACGG Hs.222802 9020 -0.1436 0.68905503 0.682800966 0.090933333 0.309748 0.734382072
C21orf7 AF269162_bp342_R AGCTAAAAAGTGCTTGGATTACAGTATTTCTCTCTTGAAGAAATACTGTAATCCAAGCACGG Hs.222802 14396 0.018433333 0.34632029 0.936820533 -0.1692 0.12006673 0.617693114
C2orf10 AY327407_bp2076_R AGCTAAAAAGGGACCACTTTCAGATTACAATCTCTTGAATTGTAATCTGAAAGTGGTCCCGG Hs.159528 4224 -0.404975 0.14294739 0.034483715 -0.506433333 0.73616452 0.245098212 -0.2251 1.32601367 0.689004278
C2orf10 AY327407_bp2076_R AGCTAAAAAGGGACCACTTTCAGATTACAATCTCTTGAATTGTAATCTGAAAGTGGTCCCGG Hs.159528 9600 -0.357133333 0.52702291 0.259127653 0.5802 -0.40846667 1.53585679 0.526144816
C2orf10 AY327407_bp2076_R AGCTAAAAAGGGACCACTTTCAGATTACAATCTCTTGAATTGTAATCTGAAAGTGGTCCCGG Hs.159528 14976 -0.08535 0.88000266 0.823898635 -0.8576 0.62225 0.97361533 0.246978688
C2orf10 AY327407_bp880_R AGCTAAAAAGCTCGAAATGTAGCATCTAAATCTCTTGAATTTAGATGCTACATTTCGAGCGG Hs.159528 4222 -0.03195 0.4606652 0.89025028 0.7996 0.19078905 0.004342826 0.042533333 1.09211251 0.929255891
C2orf10 AY327407_bp880_R AGCTAAAAAGCTCGAAATGTAGCATCTAAATCTCTTGAATTTAGATGCTACATTTCGAGCGG Hs.159528 9598 -0.167425 0.6595893 0.583581188 0.618825 0.56947058 0.073276321 -0.0073 1.41229662 0.990085675
C2orf10 AY327407_bp880_R AGCTAAAAAGCTCGAAATGTAGCATCTAAATCTCTTGAATTTAGATGCTACATTTCGAGCGG Hs.159528 14974 0.0383 0.5196222 0.87891307 0.736075 0.28129967 0.0101172 0.193166667 1.38641491 0.739922761
C2orf10 AY327407_bp994_R AGCTAAAAAGGCCCCATGTTCAAATCAACATCTCTTGAATGTTGATTTGAACATGGGGCCGG Hs.159528 14972 0.361375 0.63253674 0.248196462 0.169275 0.28956158 0.382548319 -0.3836 0.91559516 0.383022988
C2orf10 AY327407_bp994_R AGCTAAAAAGGCCCCATGTTCAAATCAACATCTCTTGAATGTTGATTTGAACATGGGGCCGG Hs.159528 4220 0.623766667 0.78162805 0.157497195 -0.1875 -0.3377
C2orf10 AY327407_bp994_R AGCTAAAAAGGCCCCATGTTCAAATCAACATCTCTTGAATGTTGATTTGAACATGGGGCCGG Hs.159528 9596 0.4796 0.74432434 0.188816147 0.033733333 0.93103647 0.943090759 -0.271
C3orf63 AF180425_bp1235_R AGCTAAAAAGAAGCATAGTTACTTCACAAATCTCTTGAATTTGTGAAGTAACTATGCTTCGG Hs.116877 3600 0.7303 0.45170799 0.022287579
C3orf63 AF180425_bp1235_R AGCTAAAAAGAAGCATAGTTACTTCACAAATCTCTTGAATTTGTGAAGTAACTATGCTTCGG Hs.116877 8976 0.8345 0.51588613 0.016730589
C3orf63 AF180425_bp1235_R AGCTAAAAAGAAGCATAGTTACTTCACAAATCTCTTGAATTTGTGAAGTAACTATGCTTCGG Hs.116877 14352 0.7394 0.47800461 0.023464073
C3orf63 AF180425_bp3338_R AGCTAAAAAGTGTGCTCTGTAAAGAAATAATCTCTTGAATTATTTCTTTACAGAGCACACGG Hs.116877 3598 -0.0304375 0.20772461 0.849389031 0.459125 0.34493178 0.07811685
C3orf63 AF180425_bp3338_R AGCTAAAAAGTGTGCTCTGTAAAGAAATAATCTCTTGAATTATTTCTTTACAGAGCACACGG Hs.116877 8974 0.1272375 0.1974445 0.43542127 0.328 0.53381537 0.253134492
C3orf63 AF180425_bp3338_R AGCTAAAAAGTGTGCTCTGTAAAGAAATAATCTCTTGAATTATTTCTTTACAGAGCACACGG Hs.116877 14350 -0.1010375 0.18257786 0.523285178 0.286275 0.60597211 0.343415533
C5orf13 CR607755_bp1069_R AGCTAAAAAGAGGTAGCTCTGATGGAGTTATCTCTTGAATAACTCCATCAGAGCTACCTCGG Hs.36053 4665 -0.373725 0.47574484 0.157228375 -0.00445 0.6494231 0.988607094 -0.94525 0.13399674 0.038578205
C5orf13 CR607755_bp1069_R AGCTAAAAAGAGGTAGCTCTGATGGAGTTATCTCTTGAATAACTCCATCAGAGCTACCTCGG Hs.36053 10041 -0.539875 0.49260695 0.065816522 0.181175 0.12703909 0.255402181 -0.42626667 0.48911129 0.198306509
C5orf13 CR607755_bp1069_R AGCTAAAAAGAGGTAGCTCTGATGGAGTTATCTCTTGAATAACTCCATCAGAGCTACCTCGG Hs.36053 15417 -0.785425 0.44864528 0.014981039 0.28835 0.18659962 0.118765583 -0.6737 0.45345561 0.06063346
C5orf13 CR607755_bp1490_R AGCTAAAAAGGCATCTGAGTGGGAATATGATCTCTTGAATCATATTCCCACTCAGATGCCGG Hs.36053 4663 1.7951 1.51855309 0.030484343 0.72285 0.50475972 0.035427617 0.2897 1.05965121 0.544085674
C5orf13 CR607755_bp1490_R AGCTAAAAAGGCATCTGAGTGGGAATATGATCTCTTGAATCATATTCCCACTCAGATGCCGG Hs.36053 10039 1.83215 1.59591314 0.033437717 0.643125 0.48971213 0.047645476 0.278633333 0.95073698 0.528855757
C5orf13 CR607755_bp1490_R AGCTAAAAAGGCATCTGAGTGGGAATATGATCTCTTGAATCATATTCCCACTCAGATGCCGG Hs.36053 15415 1.81115 1.47886661 0.027071504 0.7215 0.51309224 0.037004693 0.874333333 1.12895396 0.119452096
C5orf13 CR607755_bp1782_R AGCTAAAAAGTTTCGCTTCTGACTGTTAAATCTCTTGAATTTAACAGTCAGAAGCGAAACGG Hs.36053 4667 -1.3175 0.3251259 0.000742891 -0.660275 0.21397652 0.010331541 0.6531 0.99658746 0.18520012
C5orf13 CR607755_bp1782_R AGCTAAAAAGTTTCGCTTCTGACTGTTAAATCTCTTGAATTTAACAGTCAGAAGCGAAACGG Hs.36053 10043 -0.987575 0.28397451 0.002090827 -0.82835 0.32401281 0.008359927 0.427733333 0.95738135 0.348648455
C5orf13 CR607755_bp1782_R AGCTAAAAAGTTTCGCTTCTGACTGTTAAATCTCTTGAATTTAACAGTCAGAAGCGAAACGG Hs.36053 15419 -0.922633333 0.6295679 0.039159416 -0.636625 0.42120251 0.035879741 0.396 0.91813751 0.369863867
C6orf32 NM_015864_bp1084_R AGCTAAAAAGTCCTGGAGATCAATATGAAATCTCTTGAATTTCATATTGATCTCCAGGACGG Hs.484915 5301 -0.6901875 0.33761131 0.013136516 -0.0465125 0.70770376 0.889514981
C6orf32 NM_015864_bp1084_R AGCTAAAAAGTCCTGGAGATCAATATGAAATCTCTTGAATTTCATATTGATCTCCAGGACGG Hs.484915 10677 -0.4512375 0.44224639 0.089054504 0.0346125 0.56907901 0.902013295
C6orf32 NM_015864_bp1084_R AGCTAAAAAGTCCTGGAGATCAATATGAAATCTCTTGAATTTCATATTGATCTCCAGGACGG Hs.484915 16053 -0.6227125 0.41353213 0.029033488 -0.0625625 0.71872567 0.853784829
C6orf32 NM_015864_bp767_R AGCTAAAAAGGGTGTACTGTATGACCTAGATCTCTTGAATCTAGGTCATACAGTACACCCGG Hs.484915 5303 -0.0535375 0.47937101 0.822128122 -0.2346625 0.43858588 0.341460045
C6orf32 NM_015864_bp767_R AGCTAAAAAGGGTGTACTGTATGACCTAGATCTCTTGAATCTAGGTCATACAGTACACCCGG Hs.484915 10679 0.0899125 0.41938597 0.682679991 -0.3266125 0.58892256 0.290644235
C6orf32 NM_015864_bp767_R AGCTAAAAAGGGTGTACTGTATGACCTAGATCTCTTGAATCTAGGTCATACAGTACACCCGG Hs.484915 16055 0.1524375 0.45518154 0.516246537 -0.2469625 0.55249859 0.390220611
C6orf32 NM_015864_bp823_R AGCTAAAAAGCCTGGAGTTTCATATAAGTATCTCTTGAATACTTATATGAAACTCCAGGCGG Hs.484915 5299 -0.3597875 0.37445047 0.122852386 -0.5465625 0.36538098 0.044154233
C6orf32 NM_015864_bp823_R AGCTAAAAAGCCTGGAGTTTCATATAAGTATCTCTTGAATACTTATATGAAACTCCAGGCGG Hs.484915 10675 -0.1640625 0.26657458 0.36659899 -0.4218625 0.24169049 0.053663763
C6orf32 NM_015864_bp823_R AGCTAAAAAGCCTGGAGTTTCATATAAGTATCTCTTGAATACTTATATGAAACTCCAGGCGG Hs.484915 16051 -0.1234125 0.29081819 0.503609852 -0.3211375 0.28517942 0.130423369
C9orf96 XM_376921_bp2587_R AGCTAAAAACACCAGAATGCGCACCTCACATCTCTTGAATGTGAGGTGCGCATTCTGGTGGG Hs.512466 2080 -0.233233333 0.64808535 0.496619206 -0.0675 0.47976644 0.786327351
C9orf96 XM_376921_bp2587_R AGCTAAAAACACCAGAATGCGCACCTCACATCTCTTGAATGTGAGGTGCGCATTCTGGTGGG Hs.512466 7456 -0.0718 0.67205221 0.81444086 -0.099025 0.62933756 0.746082387
C9orf96 XM_376921_bp2587_R AGCTAAAAACACCAGAATGCGCACCTCACATCTCTTGAATGTGAGGTGCGCATTCTGGTGGG Hs.512466 12832 0.80335 0.14460153 0.002292681 0.09275 0.64535355 0.766061507
C9orf96 XM_376921_bp375_R AGCTAAAAAGAGCTGTTCATCACGTGGAATTCTCTTGAAATTCCACGTGATGAACAGCTCGG Hs.512466 896 0.024525 0.15391661 0.869961839 -0.290375 0.27190466 0.155285377
C9orf96 XM_376921_bp375_R AGCTAAAAAGAGCTGTTCATCACGTGGAATTCTCTTGAAATTCCACGTGATGAACAGCTCGG Hs.512466 6272 0.31135 0.1777639 0.086685457 -0.022025 0.25129415 0.899496336
C9orf96 XM_376921_bp375_R AGCTAAAAAGAGCTGTTCATCACGTGGAATTCTCTTGAAATTCCACGTGATGAACAGCTCGG Hs.512466 11648 0.31765 0.19797782 0.088039772 0.121825 0.2398545 0.489515515
C9orf96 XM_376921_bp892_R AGCTAAAAAAGCAGATCCCGGATGTGGAAATCTCTTGAATTTCCACATCCGGGATCTGCTGG Hs.512466 897 -0.702266667 0.24628411 0.022480436 -0.356966667 1.15104877 0.542570535
C9orf96 XM_376921_bp892_R AGCTAAAAAAGCAGATCCCGGATGTGGAAATCTCTTGAATTTCCACATCCGGGATCTGCTGG Hs.512466 6273 -0.2621 0.14317915 0.212073333 -0.2445 0.39041537 0.373529175
C9orf96 XM_376921_bp892_R AGCTAAAAAAGCAGATCCCGGATGTGGAAATCTCTTGAATTTCCACATCCGGGATCTGCTGG Hs.512466 11649 -0.307 0.2288527 0.183298403 -0.124766667 0.77138495 0.759398411
CABC1 NM_020247_bp140_R AGCTAAAAAGACACCATCATGGTGGCTAAATCTCTTGAATTTAGCCACCATGATGGTGTCGG Hs.118241 5987 -0.20955 0.12612387 0.18975488 0.2242 0.40534566 0.339359111
CABC1 NM_020247_bp140_R AGCTAAAAAGACACCATCATGGTGGCTAAATCTCTTGAATTTAGCCACCATGATGGTGTCGG Hs.118241 11363 -0.34355 0.34056179 0.121580936 -0.237133333 0.51721757 0.454050453
CABC1 NM_020247_bp140_R AGCTAAAAAGACACCATCATGGTGGCTAAATCTCTTGAATTTAGCCACCATGATGGTGTCGG Hs.118241 611 -0.134166667 0.35475385 0.576085892
CABC1 NM_020247_bp1732_R AGCTAAAAAGCGGGCGAAATCCATAGAGATTCTCTTGAAATCTCTATGGATTTCGCCCGCGG Hs.118241 612 -0.00585 0.30854651 0.974760069 -0.415125 0.20036053 0.046879792
CABC1 NM_020247_bp1732_R AGCTAAAAAGCGGGCGAAATCCATAGAGATTCTCTTGAAATCTCTATGGATTTCGCCCGCGG Hs.118241 5988 0.20005 0.38757009 0.358450043 -0.23755 0.18233691 0.178173524
CABC1 NM_020247_bp1732_R AGCTAAAAAGCGGGCGAAATCCATAGAGATTCTCTTGAAATCTCTATGGATTTCGCCCGCGG Hs.118241 11364 0.354575 0.37910213 0.129250611 0.013375 0.21600089 0.935487149
CABC1 NM_020247_bp966_R AGCTAAAAAGCATCCAGGATGATGCCTTTATCTCTTGAATAAAGGCATCATCCTGGATGCGG Hs.118241 625 0.295175 0.32515153 0.162479233 0.80195 0.18639654 0.004189375
CABC1 NM_020247_bp966_R AGCTAAAAAGCATCCAGGATGATGCCTTTATCTCTTGAATAAAGGCATCATCCTGGATGCGG Hs.118241 6001 0.5716 0.33294635 0.025778393 0.834 0.07451743 0.002180475
CABC1 NM_020247_bp966_R AGCTAAAAAGCATCCAGGATGATGCCTTTATCTCTTGAATAAAGGCATCATCCTGGATGCGG Hs.118241 11377 0.537325 0.24489528 0.020182029 0.798775 0.21681449 0.00505688
CACNA1E L27745_bp1876_R AGCTAAAAAGGAGGCAGGTTTAACTTTAATTCTCTTGAAATTAAAGTTAAACCTGCCTCCGG Hs.437444 4811 -1.1554875 1.34447736 0.083345304 -0.3133125 0.50077431 0.257557929 -0.203025 0.61663115 0.557244218 0.07725 0.44362274 0.750644449
CACNA1E L27745_bp1876_R AGCTAAAAAGGAGGCAGGTTTAACTTTAATTCTCTTGAAATTAAAGTTAAACCTGCCTCCGG Hs.437444 10187 -0.2181375 0.2911153 0.259069119 -0.3344625 0.59811647 0.285716662 -0.10295 0.58840578 0.749517798 0.0475 0.39567874 0.825728319
CACNA1E L27745_bp1876_R AGCTAAAAAGGAGGCAGGTTTAACTTTAATTCTCTTGAAATTAAAGTTAAACCTGCCTCCGG Hs.437444 15563 -0.9200875 1.63516762 0.213117264 -0.2062625 0.69161666 0.539020454 -0.002325 0.6652669 0.994861909 0.015775 0.45439404 0.949013948
CACNA1E L27745_bp3381_R AGCTAAAAAGCCCCACAGCTCAATGTTCATTCTCTTGAAATGAACATTGAGCTGTGGGGCGG Hs.437444 4809 0.2365375 0.16612583 0.162153547 -0.2074625 0.4169303 0.380760174 0.162425 0.54179986 0.591049924 0.51085 0.26449931 0.030675763
CACNA1E L27745_bp3381_R AGCTAAAAAGCCCCACAGCTCAATGTTCATTCTCTTGAAATGAACATTGAGCTGTGGGGCGG Hs.437444 10185 0.2159375 0.14089952 0.184305968 -0.1888125 0.39552315 0.40736337 0.2209 0.46635056 0.413348141 0.57015 0.21979218 0.013906321
CACNA1E L27745_bp3381_R AGCTAAAAAGCCCCACAGCTCAATGTTCATTCTCTTGAAATGAACATTGAGCTGTGGGGCGG Hs.437444 15561 -0.3052125 1.13088147 0.53287073 -0.1915625 0.33796816 0.362035102 0.13235 0.42963281 0.581416333 0.51035 0.07490338 0.000854918
CACNA1E L27745_bp5896_R AGCTAAAAAGAGCCAGAGGTTAGTGAATTATCTCTTGAATAATTCACTAACCTCTGGCTCGG Hs.437444 4807 -0.6613875 1.04349776 0.179115283 0.9604625 0.35377301 0.005664672 1.288675 0.24904564 0.001924769 0.737125 0.49474682 0.058606079
CACNA1E L27745_bp5896_R AGCTAAAAAGAGCCAGAGGTTAGTGAATTATCTCTTGAATAATTCACTAACCTCTGGCTCGG Hs.437444 10183 0.3856875 0.84038428 0.320213232 1.0123375 0.34518683 0.004366081 1.22235 0.23971489 0.002009312 0.72855 0.48490731 0.05744412
CACNA1E L27745_bp5896_R AGCTAAAAAGAGCCAGAGGTTAGTGAATTATCTCTTGAATAATTCACTAACCTCTGGCTCGG Hs.437444 15559 -0.2998625 2.06697765 0.726242128 1.0257375 0.29831463 0.00307798 1.3077 0.24319105 0.001719269 0.80725 0.48740149 0.045308553
CADPS NM_003716_bp2704_R AGCTAAAAAGGCTCCGAGTTCTGCTAGAAATCTCTTGAATTTCTAGCAGAACTCGGAGCCGG Hs.127013 3199 0.16385 -0.8122 0.1982 0.31167433 0.293070632 0.0241 0.40310721 0.912380685
CADPS NM_003716_bp2704_R AGCTAAAAAGGCTCCGAGTTCTGCTAGAAATCTCTTGAATTTCTAGCAGAACTCGGAGCCGG Hs.127013 8575 -0.158125 0.33329478 0.601764599 -0.9224 0.334975 0.18188046 0.034673638 0.001925 0.25703401 0.98898973
CADPS NM_003716_bp2704_R AGCTAAAAAGGCTCCGAGTTCTGCTAGAAATCTCTTGAATTTCTAGCAGAACTCGGAGCCGG Hs.127013 13951 -0.164225 0.23755252 0.565091671 -0.8508 0.257625 0.1984498 0.080628111 -0.02475 0.23698645 0.847925988
CADPS NM_003716_bp3282_R AGCTAAAAAGCCCCACTTGTTGTTAGATATTCTCTTGAAATATCTAACAACAAGTGGGGCGG Hs.127013 3197 -1.15895 -0.2605 0.544675 0.58740254 0.160701518 0.028975 0.16362378 0.74664503
CADPS NM_003716_bp3282_R AGCTAAAAAGCCCCACTTGTTGTTAGATATTCTCTTGAAATATCTAACAACAAGTGGGGCGG Hs.127013 8573 -0.866025 0.21725856 0.040967244 -0.2731 0.36355 0.4872218 0.232430886 0.023825 0.24652365 0.85907975
CADPS NM_003716_bp3282_R AGCTAAAAAGCCCCACTTGTTGTTAGATATTCTCTTGAAATATCTAACAACAAGTGGGGCGG Hs.127013 13949 -0.4968 0.71721851 0.213640493 -0.3006 0.40405 0.5981757 0.269571722 0.192425 0.19843021 0.147788007
CAMK1 NM_003656_bp1011_R AGCTAAAAAGAGATACAGCTCTAGATAAGATCTCTTGAATCTTATCTAGAGCTGTATCTCGG Hs.434875 1640 -1.702266667 0.53342779 0.003372416 -0.6637375 1.21816904 0.258870189
CAMK1 NM_003656_bp1011_R AGCTAAAAAGAGATACAGCTCTAGATAAGATCTCTTGAATCTTATCTAGAGCTGTATCTCGG Hs.434875 7016 -1.845633333 0.52903359 0.002448058 -0.6783125 1.23157987 0.254189567
CAMK1 NM_003656_bp1011_R AGCTAAAAAGAGATACAGCTCTAGATAAGATCTCTTGAATCTTATCTAGAGCTGTATCTCGG Hs.434875 12392 -1.742366667 0.55025905 0.003328807 -0.6590625 1.18074463 0.249861618
CAMK1 NM_003656_bp215_R AGCTAAAAAGCGGAGGACATTAGAGACATCTCTCTTGAAGATGTCTCTAATGTCCTCCGCGG Hs.434875 368 -0.45095 0.23526253 0.0356112 0.0863125 0.20986061 0.60398122
CAMK1 NM_003656_bp215_R AGCTAAAAAGCGGAGGACATTAGAGACATCTCTCTTGAAGATGTCTCTAATGTCCTCCGCGG Hs.434875 5744 -0.5364 0.07479298 0.033939465 0.1805375 0.25606135 0.331831289
CAMK1 NM_003656_bp215_R AGCTAAAAAGCGGAGGACATTAGAGACATCTCTCTTGAAGATGTCTCTAATGTCCTCCGCGG Hs.434875 11120 -0.3851 0.34372224 0.092283955 0.1117875 0.18291504 0.490746409
CAMK1 NM_003656_bp871_R AGCTAAAAAGAAGGCCGAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTCGGCCTTCGG Hs.434875 369 0.502 0.65582305 0.137921483 -0.0034375 0.18223255 0.982578052
CAMK1 NM_003656_bp871_R AGCTAAAAAGAAGGCCGAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTCGGCCTTCGG Hs.434875 5745 0.559425 0.64722045 0.10362122 0.0195375 0.15873763 0.898226307
CAMK1 NM_003656_bp871_R AGCTAAAAAGAAGGCCGAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTCGGCCTTCGG Hs.434875 11121 0.547725 0.66533789 0.115360912 0.0552625 0.1924392 0.731110471
CAMK1D NM_153498_bp1212_R AGCTAAAAAGCCTGGACAGTTCAAATGCAATCTCTTGAATTGCATTTGAACTGTCCAGGCGG Hs.156723 11487 0.3182
CAMK1D NM_153498_bp1212_R AGCTAAAAAGCCTGGACAGTTCAAATGCAATCTCTTGAATTGCATTTGAACTGTCCAGGCGG Hs.156723 6111 -0.6891
CAMK1D NM_153498_bp368_R AGCTAAAAAGGCAAGCTCTTTGCTGTGAAGTCTCTTGAACTTCACAGCAAAGAGCTTGCCGG Hs.156723 2221 1.4716 0.82715288 0.007916818 -0.046025 0.25070411 0.792316904
CAMK1D NM_153498_bp368_R AGCTAAAAAGGCAAGCTCTTTGCTGTGAAGTCTCTTGAACTTCACAGCAAAGAGCTTGCCGG Hs.156723 7597 1.3786 0.83492786 0.01063369 -0.13365 0.30701086 0.494510124
CAMK1D NM_153498_bp368_R AGCTAAAAAGGCAAGCTCTTTGCTGTGAAGTCTCTTGAACTTCACAGCAAAGAGCTTGCCGG Hs.156723 12973 1.6651 1.51210358 0.038741704 -0.170725 0.35224277 0.421675363
CAMK1G NM_020439_bp1456_R AGCTAAAAAGAGGTCATGGTACCAGTTAAATCTCTTGAATTTAACTGGTACCATGACCTCGG Hs.199068 631 3.7737 2.65896187 0.026063692 -0.48315 0.63632539 0.304509005
CAMK1G NM_020439_bp1456_R AGCTAAAAAGAGGTCATGGTACCAGTTAAATCTCTTGAATTTAACTGGTACCATGACCTCGG Hs.199068 6007 3.818466667 3.03064139 0.037296438 0.480975 0.71350555 0.197926277
CAMK1G NM_020439_bp1456_R AGCTAAAAAGAGGTCATGGTACCAGTTAAATCTCTTGAATTTAACTGGTACCATGACCTCGG Hs.199068 11383 3.806325 2.00633478 0.004677563 0.621325 0.80640876 0.145802926
CAMK1G NM_020439_bp798_R AGCTAAAAAGGAGGGCTACTATGAGTTTGATCTCTTGAATCAAACTCATAGTAGCCCTCCGG Hs.199068 1854 0.110525 0.22686904 0.510905603 -0.245075 0.40648051 0.301815497
CAMK1G NM_020439_bp798_R AGCTAAAAAGGAGGGCTACTATGAGTTTGATCTCTTGAATCAAACTCATAGTAGCCCTCCGG Hs.199068 7230 0.996375 0.76225151 0.026875449 -0.35695 0.50241313 0.207099148
CAMK1G NM_020439_bp798_R AGCTAAAAAGGAGGGCTACTATGAGTTTGATCTCTTGAATCAAACTCATAGTAGCCCTCCGG Hs.199068 12606 0.6139 0.5234455 0.050754356 -0.294775 0.40728945 0.226480003
CAMK2A NM_015981_bp1205_R AGCTAAAAAGACACCAAAGTGCGGAAACAGTCTCTTGAACTGTTTCCGCACTTTGGTGTCGG Hs.143535 1708 -0.088466667 0.9372361 0.842227415 -4.854333333 3.50919345 0.041542787
CAMK2A NM_015981_bp1205_R AGCTAAAAAGACACCAAAGTGCGGAAACAGTCTCTTGAACTGTTTCCGCACTTTGGTGTCGG Hs.143535 7084 0.132133333 0.64296062 0.692354149 -3.7686 3.69321872 0.126992335
CAMK2A NM_015981_bp1205_R AGCTAAAAAGACACCAAAGTGCGGAAACAGTCTCTTGAACTGTTTCCGCACTTTGGTGTCGG Hs.143535 12460 -0.1005 0.70992507 0.778393028 -4.3585 3.43146361 0.052306057
CAMK2A NM_015981_bp1570_R AGCTAAAAAGATCGTCCACTTCCACAGATCTCTCTTGAAGATCTGTGGAAGTGGACGATCGG Hs.143535 1710 -1.000516667 2.34944223 0.36113878 5.726
CAMK2A NM_015981_bp1570_R AGCTAAAAAGATCGTCCACTTCCACAGATCTCTCTTGAAGATCTGTGGAAGTGGACGATCGG Hs.143535 7086 -1.660983333 3.85963223 0.352614555 8.7284
CAMK2A NM_015981_bp1570_R AGCTAAAAAGATCGTCCACTTCCACAGATCTCTCTTGAAGATCTGTGGAAGTGGACGATCGG Hs.143535 12462 -2.077716667 4.79311564 0.348666827 0.95585 12.4822025 0.877103596
CAMK2A NM_015981_bp878_R AGCTAAAAAGCCAAGGATCTGATCAATAAGTCTCTTGAACTTATTGATCAGATCCTTGGCGG Hs.143535 1712 -0.1772 1.3039438 0.766190213 -4.977 3.61094064 0.041919137
CAMK2A NM_015981_bp878_R AGCTAAAAAGCCAAGGATCTGATCAATAAGTCTCTTGAACTTATTGATCAGATCCTTGGCGG Hs.143535 7088 -0.091433333 1.04589054 0.851355379 -4.432366667 2.52662291 0.021382397
CAMK2A NM_015981_bp878_R AGCTAAAAAGCCAAGGATCTGATCAATAAGTCTCTTGAACTTATTGATCAGATCCTTGGCGG Hs.143535 12464 -0.009866667 1.34533829 0.98708289 -5.396633333 3.28496447 0.025587104
CAMK2B NM_001220_bp1036_R AGCTAAAAAGTAGCATCCATGATGCACAGATCTCTTGAATCTGTGCATCATGGATGCTACGG Hs.351887 179 -0.3269 0.22218578 0.088959429 -0.2894375 0.34701231 0.197736445
CAMK2B NM_001220_bp1036_R AGCTAAAAAGTAGCATCCATGATGCACAGATCTCTTGAATCTGTGCATCATGGATGCTACGG Hs.351887 5555 -0.25025 0.21449422 0.164094315 -0.3612875 0.11957988 0.05235895
CAMK2B NM_001220_bp1036_R AGCTAAAAAGTAGCATCCATGATGCACAGATCTCTTGAATCTGTGCATCATGGATGCTACGG Hs.351887 10931 -0.316175 0.39091456 0.172667481 -0.7978625 1.18198692 0.177604395
CAMK2B NM_001220_bp243_R AGCTAAAAAGTACCAGCTCTACGAGGATATTCTCTTGAAATATCCTCGTAGAGCTGGTACGG Hs.351887 1553 1.503575 1.67011719 0.071112752 0.7407125 0.25799997 0.008616792
CAMK2B NM_001220_bp243_R AGCTAAAAAGTACCAGCTCTACGAGGATATTCTCTTGAAATATCCTCGTAGAGCTGGTACGG Hs.351887 6929 1.509325 1.64460717 0.067401892 0.7444375 0.25054034 0.008092168
CAMK2B NM_001220_bp243_R AGCTAAAAAGTACCAGCTCTACGAGGATATTCTCTTGAAATATCCTCGTAGAGCTGGTACGG Hs.351887 12305 1.51125 1.61726909 0.064069115 0.7484625 0.2733688 0.009069235
CAMK2B NM_001220_bp491_R AGCTAAAAAGGGAGCTCTTTGAAGACATTGTCTCTTGAACAATGTCTTCAAAGAGCTCCCGG Hs.351887 180 1.623775 0.89092042 0.006887713 0.1240875 0.21602948 0.4670913
CAMK2B NM_001220_bp491_R AGCTAAAAAGGGAGCTCTTTGAAGACATTGTCTCTTGAACAATGTCTTCAAAGAGCTCCCGG Hs.351887 5556 1.690525 0.90928509 0.006278213 0.1774875 0.20705234 0.30742916
CAMK2B NM_001220_bp491_R AGCTAAAAAGGGAGCTCTTTGAAGACATTGTCTCTTGAACAATGTCTTCAAAGAGCTCCCGG Hs.351887 10932 1.59135 0.89128736 0.007494736 0.1701625 0.15577919 0.29564525
CAMK2D NM_172127_bp1237_R AGCTAAAAAGCCAAAGACCTCATCAATAAATCTCTTGAATTTATTGATGAGGTCTTTGGCGG Hs.144114 739 -0.3609 0.34501878 0.173203204 -0.468975 0.64808759 0.178519276
CAMK2D NM_172127_bp1237_R AGCTAAAAAGCCAAAGACCTCATCAATAAATCTCTTGAATTTATTGATGAGGTCTTTGGCGG Hs.144114 6115 -0.2548 0.33898699 0.41959861 -0.096233333 0.75043034 0.808673418
CAMK2D NM_172127_bp1237_R AGCTAAAAAGCCAAAGACCTCATCAATAAATCTCTTGAATTTATTGATGAGGTCTTTGGCGG Hs.144114 11491 -0.4424 -0.005466667 0.59107903 0.986823125
CAMK2D NM_172127_bp1407_R AGCTAAAAAGGGTGCCATCTTGACAACTATTCTCTTGAAATAGTTGTCAAGATGGCACCCGG Hs.144114 2229 2.7802 0.84788092 0.000518819 0.388875 0.39904 0.126738952
CAMK2D NM_172127_bp1407_R AGCTAAAAAGGGTGCCATCTTGACAACTATTCTCTTGAAATAGTTGTCAAGATGGCACCCGG Hs.144114 7605 3.07025 0.85378553 0.000334109 0.81025 0.36253833 0.01140133
CAMK2D NM_172127_bp1407_R AGCTAAAAAGGGTGCCATCTTGACAACTATTCTCTTGAAATAGTTGTCAAGATGGCACCCGG Hs.144114 12981 3.10655 0.7107929 0.000150693 0.54835 0.44836216 0.063625719
CAMK2D NM_172127_bp979_R AGCTAAAAAGGCTTAGCCATAGAAGTTCAATCTCTTGAATTGAACTTCTATGGCTAAGCCGG Hs.144114 740 -0.42425 0.24586103 0.195875516 0.1718 0.22273864 0.570550218
CAMK2D NM_172127_bp979_R AGCTAAAAAGGCTTAGCCATAGAAGTTCAATCTCTTGAATTGAACTTCTATGGCTAAGCCGG Hs.144114 6116 -0.367 0.55505 0.31529891 0.162464218
CAMK2D NM_172127_bp979_R AGCTAAAAAGGCTTAGCCATAGAAGTTCAATCTCTTGAATTGAACTTCTATGGCTAAGCCGG Hs.144114 11492 -0.2648 0.7296 0.42369838 0.117173797
CAMK2G NM_172171_bp302_R AGCTAAAAAGGCTCGGATATGTCGACTTCTTCTCTTGAAAGAAGTCGACATATCCGAGCCGG Hs.523045 741 -1.2731 0.34933752 0.00102879 -0.720925 0.35782428 0.016946893
CAMK2G NM_172171_bp302_R AGCTAAAAAGGCTCGGATATGTCGACTTCTTCTCTTGAAAGAAGTCGACATATCCGAGCCGG Hs.523045 6117 -1.46385 0.13125402 0.000130503 -0.6716 0.46967661 0.038094003



CAMK2G NM_172171_bp302_R AGCTAAAAAGGCTCGGATATGTCGACTTCTTCTCTTGAAAGAAGTCGACATATCCGAGCCGG Hs.523045 11493 -0.91095 0.68215189 0.026714063 -0.486975 0.24264107 0.034652931
CAMK2G NM_172171_bp428_R AGCTAAAAAGGCCAGAGAGTACTACAGTGATCTCTTGAATCACTGTAGTACTCTCTGGCCGG Hs.523045 2257 -0.3025 0.08839087 0.073056417 0.03105 0.33098614 0.875238264
CAMK2G NM_172171_bp428_R AGCTAAAAAGGCCAGAGAGTACTACAGTGATCTCTTGAATCACTGTAGTACTCTCTGGCCGG Hs.523045 7633 -0.22075 0.07690334 0.15691256 0.253775 0.46105188 0.32207019
CAMK2G NM_172171_bp428_R AGCTAAAAAGGCCAGAGAGTACTACAGTGATCTCTTGAATCACTGTAGTACTCTCTGGCCGG Hs.523045 13009 1.5013 2.46720602 0.179465801 -0.044525 0.58768853 0.877278476
CAMK4 NM_001744_bp317_R AGCTAAAAAGCTCTCAAAGTGTTAAAGAAATCTCTTGAATTTCTTTAACACTTTGAGAGCGG Hs.220629 87 -0.42785 0.26121325 0.047679496 -0.1481125 0.14422042 0.349256294
CAMK4 NM_001744_bp317_R AGCTAAAAAGCTCTCAAAGTGTTAAAGAAATCTCTTGAATTTCTTTAACACTTTGAGAGCGG Hs.220629 5463 -0.385975 0.24849667 0.061795424 -0.1807125 0.06980808 0.235864948
CAMK4 NM_001744_bp317_R AGCTAAAAAGCTCTCAAAGTGTTAAAGAAATCTCTTGAATTTCTTTAACACTTTGAGAGCGG Hs.220629 10839 -0.280825 0.32890312 0.182064903 -0.1296875 0.12632192 0.398069565
CAMK4 NM_001744_bp384_R AGCTAAAAAGCCTCTCACATCCAAACATTATCTCTTGAATAATGTTTGGATGTGAGAGGCGG Hs.220629 88 -0.766625 0.36888973 0.010447099 -0.2172125 0.30484811 0.285501828
CAMK4 NM_001744_bp384_R AGCTAAAAAGCCTCTCACATCCAAACATTATCTCTTGAATAATGTTTGGATGTGAGAGGCGG Hs.220629 5464 -0.638275 0.41691083 0.027098084 -0.0772125 0.40286764 0.728648055
CAMK4 NM_001744_bp384_R AGCTAAAAAGCCTCTCACATCCAAACATTATCTCTTGAATAATGTTTGGATGTGAGAGGCGG Hs.220629 10840 -0.478775 0.17262463 0.021619112 0.0039625 0.20306472 0.980497277
CAMK4 NM_001744_bp550_R AGCTAAAAAGGCAGTTGCTTATCTACATGATCTCTTGAATCATGTAGATAAGCAACTGCCGG Hs.220629 1639 -0.52165 1.8091327 0.548121762 -1.0194375 0.28286322 0.00285923
CAMK4 NM_001744_bp550_R AGCTAAAAAGGCAGTTGCTTATCTACATGATCTCTTGAATCATGTAGATAAGCAACTGCCGG Hs.220629 7015 -0.53405 1.73177522 0.52422788 -0.9376125 0.23287115 0.002933525
CAMK4 NM_001744_bp550_R AGCTAAAAAGGCAGTTGCTTATCTACATGATCTCTTGAATCATGTAGATAAGCAACTGCCGG Hs.220629 12391 -1.1667 1.7300825 0.182274823 -1.0210375 0.27111314 0.002635936
CAMKK1 NM_032294_bp1439_R AGCTAAAAAGAGGAGGAGGTTAAGAACTCATCTCTTGAATGAGTTCTTAACCTCCTCCTCGG Hs.8417 12739
CAMKK1 NM_032294_bp1439_R AGCTAAAAAGAGGAGGAGGTTAAGAACTCATCTCTTGAATGAGTTCTTAACCTCCTCCTCGG Hs.8417 7363
CAMKK1 NM_032294_bp1439_R AGCTAAAAAGAGGAGGAGGTTAAGAACTCATCTCTTGAATGAGTTCTTAACCTCCTCCTCGG Hs.8417 1987
CAMKK1 NM_032294_bp212_R AGCTAAAAAGCCATCGATGTGACTCACTTGTCTCTTGAACAAGTGAGTCACATCGATGGCGG Hs.8417 1989 -0.154725 0.48485525 0.527010257 -0.50195 0.23267891 0.02990189
CAMKK1 NM_032294_bp212_R AGCTAAAAAGCCATCGATGTGACTCACTTGTCTCTTGAACAAGTGAGTCACATCGATGGCGG Hs.8417 7365 -0.2367 0.3341395 0.251790594 -0.4262 0.19435485 0.042130412
CAMKK1 NM_032294_bp212_R AGCTAAAAAGCCATCGATGTGACTCACTTGTCTCTTGAACAAGTGAGTCACATCGATGGCGG Hs.8417 12741 -0.159525 0.584829 0.566998198 -0.296525 0.14816505 0.09824701
CAMKK1 NM_032294_bp940_R AGCTAAAAAGTACTTGCACTGCCAGAAGATTCTCTTGAAATCTTCTGGCAGTGCAAGTACGG Hs.8417 747 2.69565 0.85547096 0.000621616 1.673275 0.40744962 0.000820439
CAMKK1 NM_032294_bp940_R AGCTAAAAAGTACTTGCACTGCCAGAAGATTCTCTTGAAATCTTCTGGCAGTGCAAGTACGG Hs.8417 6123 2.69365 0.69784987 0.000277801 2.034333333 0.35384428 0.001603003
CAMKK1 NM_032294_bp940_R AGCTAAAAAGTACTTGCACTGCCAGAAGATTCTCTTGAAATCTTCTGGCAGTGCAAGTACGG Hs.8417 11499 2.3902 0.23310629 2.21E-05 2.063033333 0.4173812 0.002015399
CAMKK2 NM_006549_bp1952_R AGCTAAAAAGCCATGGGTGTGACACTATACTCTCTTGAAGTATAGTGTCACACCCATGGCGG Hs.297343 1861 2.434075 3.47140354 0.130733278 0.4749 0.71700095 0.262091913
CAMKK2 NM_006549_bp1952_R AGCTAAAAAGCCATGGGTGTGACACTATACTCTCTTGAAGTATAGTGTCACACCCATGGCGG Hs.297343 7237 2.995325 4.70508445 0.161284704 0.622266667 0.90905481 0.23228449
CAMKK2 NM_006549_bp1952_R AGCTAAAAAGCCATGGGTGTGACACTATACTCTCTTGAAGTATAGTGTCACACCCATGGCGG Hs.297343 12613 3.4632 6.61112133 0.233845166 0.432633333 1.07914527 0.442584365
CAMKK2 NM_006549_bp2003_R AGCTAAAAAGACGAGCGGATCATGTGTTTATCTCTTGAATAAACACATGATCCGCTCGTCGG Hs.297343 535 -0.799225 0.71594669 0.047203378 -5.6374 0.52948156 0.001285352
CAMKK2 NM_006549_bp2003_R AGCTAAAAAGACGAGCGGATCATGTGTTTATCTCTTGAATAAACACATGATCCGCTCGTCGG Hs.297343 5911 -0.854475 0.87046869 0.063815525 -4.0723 2.71762062 0.033625626
CAMKK2 NM_006549_bp2003_R AGCTAAAAAGACGAGCGGATCATGTGTTTATCTCTTGAATAAACACATGATCCGCTCGTCGG Hs.297343 11287 -0.904825 0.89849448 0.058444985 -3.903833333 4.24021161 0.113540163
CAMKK2 NM_006549_bp970_R AGCTAAAAAGGGCATGGAGTCCTTCATTGTTCTCTTGAAACAATGAAGGACTCCATGCCCGG Hs.297343 1863 5.40805
CAMKK2 NM_006549_bp970_R AGCTAAAAAGGGCATGGAGTCCTTCATTGTTCTCTTGAAACAATGAAGGACTCCATGCCCGG Hs.297343 7239 7.22705
CAMKK2 NM_006549_bp970_R AGCTAAAAAGGGCATGGAGTCCTTCATTGTTCTCTTGAAACAATGAAGGACTCCATGCCCGG Hs.297343 12615 7.71305
CANT1 NM_138793_bp1214_R AGCTAAAAAGAACTGGGTGTCCAACTACAATCTCTTGAATTGTAGTTGGACACCCAGTTCGG Hs.8859 2868 0.7112 0.24896916 0.021785816 0.23715 0.48898705 0.37680477
CANT1 NM_138793_bp1214_R AGCTAAAAAGAACTGGGTGTCCAACTACAATCTCTTGAATTGTAGTTGGACACCCAGTTCGG Hs.8859 8244 0.3978 0.59073908 0.189913129 0.063075 0.70768591 0.843820054
CANT1 NM_138793_bp1214_R AGCTAAAAAGAACTGGGTGTCCAACTACAATCTCTTGAATTGTAGTTGGACACCCAGTTCGG Hs.8859 13620 0.4878 0.61367953 0.130730496 0.318425 0.73019605 0.348045071
CANT1 NM_138793_bp1269_R AGCTAAAAAGGCTACCTCATCCATGAGTCTTCTCTTGAAAGACTCATGGATGAGGTAGCCGG Hs.8859 2872 -0.183625 0.31476319 0.348408424 -0.675125 0.43581756 0.028451951
CANT1 NM_138793_bp1269_R AGCTAAAAAGGCTACCTCATCCATGAGTCTTCTCTTGAAAGACTCATGGATGAGGTAGCCGG Hs.8859 8248 -0.13605 0.32360435 0.483607881 -0.679575 0.45986306 0.030284367
CANT1 NM_138793_bp1269_R AGCTAAAAAGGCTACCTCATCCATGAGTCTTCTCTTGAAAGACTCATGGATGAGGTAGCCGG Hs.8859 13624 -0.1179 0.3131772 0.535138691 -0.62545 0.50829813 0.048069357
CAPN2 AK124751_bp1882_R AGCTAAAAAGAGGCCAATCTTGAAGAGTTCTCTCTTGAAGAACTCTTCAAGATTGGCCTCGG Hs.350899 4188 1.8226375 0.47538842 0.000455612 -0.116225 0.43726054 0.640542576
CAPN2 AK124751_bp1882_R AGCTAAAAAGAGGCCAATCTTGAAGAGTTCTCTCTTGAAGAACTCTTCAAGATTGGCCTCGG Hs.350899 9564 1.9371875 0.41418943 0.000224732 0.268325 0.14593383 0.201252332
CAPN2 AK124751_bp1882_R AGCTAAAAAGAGGCCAATCTTGAAGAGTTCTCTCTTGAAGAACTCTTCAAGATTGGCCTCGG Hs.350899 14940 1.9746375 0.50940911 0.000390225 0.10775 0.36787321 0.643866978
CAPN2 AK124751_bp2112_R AGCTAAAAAGCTGAAGGAGTTCTACATTCTTCTCTTGAAAGAATGTAGAACTCCTTCAGCGG Hs.350899 4186 -0.4680375 0.37070553 0.059643295 0.132625 0.32547838 0.556674712
CAPN2 AK124751_bp2112_R AGCTAAAAAGCTGAAGGAGTTCTACATTCTTCTCTTGAAAGAATGTAGAACTCCTTCAGCGG Hs.350899 9562 -0.4365125 0.33866972 0.063658818 0.064625 0.34306925 0.77543687
CAPN2 AK124751_bp2112_R AGCTAAAAAGCTGAAGGAGTTCTACATTCTTCTCTTGAAAGAATGTAGAACTCCTTCAGCGG Hs.350899 14938 -0.3402375 0.31983718 0.115478205 0.076425 0.30255045 0.727132295
CAPN2 AK124751_bp2177_R AGCTAAAAAGGTGGATCTGTGTTGGGAAACTCTCTTGAAGTTTCCCAACACAGATCCACCGG Hs.350899 4190 0.9801625 0.27655376 0.002059464 0.369075 0.32315728 0.132944064
CAPN2 AK124751_bp2177_R AGCTAAAAAGGTGGATCTGTGTTGGGAAACTCTCTTGAAGTTTCCCAACACAGATCCACCGG Hs.350899 9566 0.9021125 0.3000426 0.003457406 0.29225 0.25291153 0.195165689
CAPN2 AK124751_bp2177_R AGCTAAAAAGGTGGATCTGTGTTGGGAAACTCTCTTGAAGTTTCCCAACACAGATCCACCGG Hs.350899 14942 0.9323125 0.29265001 0.002854837 0.322475 0.28363107 0.167505387
CARD10 NM_014550_bp399_R AGCTAAAAAGACCCAATTCTTGATGACAGATCTCTTGAATCTGTCATCAAGAATTGGGTCGG Hs.57973 2533 0.485825 1.09983952 0.28269144 -0.4290375 0.2690997 0.106968658
CARD10 NM_014550_bp399_R AGCTAAAAAGACCCAATTCTTGATGACAGATCTCTTGAATCTGTCATCAAGAATTGGGTCGG Hs.57973 7909 0.577675 1.36586715 0.301502737 -0.4325125 0.26512372 0.102481362
CARD10 NM_014550_bp399_R AGCTAAAAAGACCCAATTCTTGATGACAGATCTCTTGAATCTGTCATCAAGAATTGGGTCGG Hs.57973 13285 0.659575 1.20530695 0.204592664 -0.52065 0.35663272 0.127593591
CARD10 NM_014550_bp605_R AGCTAAAAAGGCTCAAGGATGAGAACTACATCTCTTGAATGTAGTTCTCATCCTTGAGCCGG Hs.57973 2535 -0.1445 0.91394846 0.827173766 1.1462125 0.45242492 0.002549898
CARD10 NM_014550_bp605_R AGCTAAAAAGGCTCAAGGATGAGAACTACATCTCTTGAATGTAGTTCTCATCCTTGAGCCGG Hs.57973 7911 -0.252175 0.92745437 0.635183151 0.7697875 1.08718263 0.103282646
CARD10 NM_014550_bp605_R AGCTAAAAAGGCTCAAGGATGAGAACTACATCTCTTGAATGTAGTTCTCATCCTTGAGCCGG Hs.57973 13287 -0.202325 0.85059785 0.701615113 0.7665375 1.064706 0.099745723
CARD10 NM_014550_bp703_R AGCTAAAAAGTGGATCAGCTCAAGCTCAAATCTCTTGAATTTGAGCTTGAGCTGATCCACGG Hs.57973 2531 0.978275 0.29106193 0.002213085 -0.2694625 0.7874027 0.517387703
CARD10 NM_014550_bp703_R AGCTAAAAAGTGGATCAGCTCAAGCTCAAATCTCTTGAATTTGAGCTTGAGCTGATCCACGG Hs.57973 7907 0.992 0.38016627 0.003715214 -0.0197875 0.7340525 0.943792305
CARD10 NM_014550_bp703_R AGCTAAAAAGTGGATCAGCTCAAGCTCAAATCTCTTGAATTTGAGCTTGAGCTGATCCACGG Hs.57973 13283 0.94425 0.33775397 0.003409469 -0.2895875 0.76601313 0.474416093
CARD11 NM_032415_bp1368_R AGCTAAAAAGGGAAAGGACTGTGAAATGTATCTCTTGAATACATTTCACAGTCCTTTCCCGG Hs.300355 902 2.9359625 1.12303506 0.001289578 3.5055375 3.59596965 0.032784851 2.18925 1.14455479 0.031455918 1.0733 1.17597646 0.254710277
CARD11 NM_032415_bp1368_R AGCTAAAAAGGGAAAGGACTGTGAAATGTATCTCTTGAATACATTTCACAGTCCTTTCCCGG Hs.300355 6278 3.6651625 2.19195503 0.00784705 2.47965 2.22780269 0.030840622 2.08115 0.98705511 0.024371613 1.016066667 1.22688225 0.287892435
CARD11 NM_032415_bp1368_R AGCTAAAAAGGGAAAGGACTGTGAAATGTATCTCTTGAATACATTTCACAGTCCTTTCCCGG Hs.300355 11654 4.0119875 2.07159382 0.004268488 4.347 5.66915791 0.094671131 2.363933333 1.391106 0.098647373 1.0271 1.20495667 0.277849839
CARD11 NM_032415_bp2487_R AGCTAAAAAGTTGGACACATGCACCAAAGATCTCTTGAATCTTTGGTGCATGTGTCCAACGG Hs.300355 903 0.3210625 0.63084452 0.297209646 0.3529875 0.8462897 0.348197148 0.49865 0.09892424 0.088725268 0.137025 0.6957796 0.719999716
CARD11 NM_032415_bp2487_R AGCTAAAAAGTTGGACACATGCACCAAAGATCTCTTGAATCTTTGGTGCATGTGTCCAACGG Hs.300355 6279 0.2956875 0.60285058 0.317682067 0.3006125 0.91283278 0.444213755 0.41685 0.02708219 0.029225628 0.099866667 0.22352079 0.519966356
CARD11 NM_032415_bp2487_R AGCTAAAAAGTTGGACACATGCACCAAAGATCTCTTGAATCTTTGGTGCATGTGTCCAACGG Hs.300355 11655 0.3295625 0.57684047 0.257133251 0.3691875 0.9724987 0.375160531 0.6213 0.20407102 0.145282353 0.1437 0.00173494 4.86E-05
CARD11 NM_032415_bp900_R AGCTAAAAAGGACGACAACTACAACTTAGCTCTCTTGAAGCTAAGTTGTAGTTGTCGTCCGG Hs.300355 7642 0.5606 -0.8719
CARD11 NM_032415_bp900_R AGCTAAAAAGGACGACAACTACAACTTAGCTCTCTTGAAGCTAAGTTGTAGTTGTCGTCCGG Hs.300355 13018 1.0028
CARD11 NM_032415_bp900_R AGCTAAAAAGGACGACAACTACAACTTAGCTCTCTTGAAGCTAAGTTGTAGTTGTCGTCCGG Hs.300355 2266 0.8156
CARD14 NM_024110_bp1753_R AGCTAAAAAGACCCACACCTGGATTATGAGTCTCTTGAACTCATAATCCAGGTGTGGGTCGG Hs.550529 1410 -0.373475 0.45530808 0.205077071 -0.7980875 0.51851292 0.025692839
CARD14 NM_024110_bp1753_R AGCTAAAAAGACCCACACCTGGATTATGAGTCTCTTGAACTCATAATCCAGGTGTGGGTCGG Hs.550529 6786 -0.43145 0.41632305 0.128029199 -0.7070125 0.49542173 0.03794777
CARD14 NM_024110_bp1753_R AGCTAAAAAGACCCACACCTGGATTATGAGTCTCTTGAACTCATAATCCAGGTGTGGGTCGG Hs.550529 12162 -0.44855 0.44093259 0.124498347 -0.7021125 0.60667328 0.056341479
CARD14 NM_024110_bp2354_R AGCTAAAAAGCGTGAACTCTTACACCATGATCTCTTGAATCATGGTGTAAGAGTTCACGCGG Hs.550529 1409 -0.56015 0.16788626 0.019157948 -0.6409625 0.11480801 0.017157722
CARD14 NM_024110_bp2354_R AGCTAAAAAGCGTGAACTCTTACACCATGATCTCTTGAATCATGGTGTAAGAGTTCACGCGG Hs.550529 6785 -0.5215 0.25288016 0.036927491 -0.51785 0.45679122 0.148912064
CARD14 NM_024110_bp2354_R AGCTAAAAAGCGTGAACTCTTACACCATGATCTCTTGAATCATGGTGTAAGAGTTCACGCGG Hs.550529 12161 -0.62045 0.23892612 0.017814732 -0.5312375 0.22723375 0.046745724
CARD14 NM_024110_bp243_R AGCTAAAAAGGAGACACTGTGGGAGATGATTCTCTTGAAATCATCTCCCACAGTGTCTCCGG Hs.550529 6787 4.123275 2.90490072 0.041748034 2.62265 1.38886371 0.004513016
CARD14 NM_024110_bp243_R AGCTAAAAAGGAGACACTGTGGGAGATGATTCTCTTGAAATCATCTCCCACAGTGTCTCCGG Hs.550529 12163 3.541866667 1.39442294 0.003903829 2.0380625 0.41637975 9.70E-05
CARD14 NM_024110_bp243_R AGCTAAAAAGGAGACACTGTGGGAGATGATTCTCTTGAAATCATCTCCCACAGTGTCTCCGG Hs.550529 1411 3.211575 1.43850268 0.014882467 2.28775
CARD15 NM_022162_bp2559_R AGCTAAAAAGGCTCTGTATTTGCGCGATAATCTCTTGAATTATCGCGCAAATACAGAGCCGG Hs.592072 2652 -1.121233333 0.48319676 0.012593659 0.4160125 0.2971271 0.068926085
CARD15 NM_022162_bp2559_R AGCTAAAAAGGCTCTGTATTTGCGCGATAATCTCTTGAATTATCGCGCAAATACAGAGCCGG Hs.592072 8028 -1.2457 0.57985819 0.012895847 0.5441125 0.26021477 0.026574946
CARD15 NM_022162_bp2559_R AGCTAAAAAGGCTCTGTATTTGCGCGATAATCTCTTGAATTATCGCGCAAATACAGAGCCGG Hs.592072 13404 -1.093466667 0.61651441 0.023767402 0.4188875 0.22615003 0.05656546
CARD15 NM_022162_bp2735_R AGCTAAAAAGGCTGGGGAATAACTACATCATCTCTTGAATGATGTAGTTATTCCCCAGCCGG Hs.592072 1524 1.31455 0.38273997 0.000954824 -0.2080625 0.58813201 0.568556806
CARD15 NM_022162_bp2735_R AGCTAAAAAGGCTGGGGAATAACTACATCATCTCTTGAATGATGTAGTTATTCCCCAGCCGG Hs.592072 6900 1.229775 0.49071909 0.002709249 -0.2297375 0.69573108 0.561254026
CARD15 NM_022162_bp2735_R AGCTAAAAAGGCTGGGGAATAACTACATCATCTCTTGAATGATGTAGTTATTCCCCAGCCGG Hs.592072 12276 1.25515 0.37978537 0.001188737 -0.2136875 0.4841179 0.51659782
CARD15 NM_022162_bp691_R AGCTAAAAAGCTGCCTTCCTTCTACAACATTCTCTTGAAATGTTGTAGAAGGAAGGCAGCGG Hs.592072 1523 -0.514825 0.37735188 0.065316471 -0.3839375 1.11713091 0.460078985
CARD15 NM_022162_bp691_R AGCTAAAAAGCTGCCTTCCTTCTACAACATTCTCTTGAAATGTTGTAGAAGGAAGGCAGCGG Hs.592072 6899 0.016075 0.32453385 0.692783213 -0.6568125 0.87080659 0.13369234
CARD15 NM_022162_bp691_R AGCTAAAAAGCTGCCTTCCTTCTACAACATTCTCTTGAAATGTTGTAGAAGGAAGGCAGCGG Hs.592072 12275 -0.690733333 0.57613805 0.102049124 -0.0064125 0.83998724 0.919697505
CARD4 NM_006092_bp2543_R AGCTAAAAAGCCCTAGACCTAGACAACAACTCTCTTGAAGTTGTTGTCTAGGTCTAGGGCGG Hs.405153 1384 0.557925 1.60944696 0.380510769 -1.09241667 1.67016881 0.164281108
CARD4 NM_006092_bp2543_R AGCTAAAAAGCCCTAGACCTAGACAACAACTCTCTTGAAGTTGTTGTCTAGGTCTAGGGCGG Hs.405153 6760 0.674275 1.83069399 0.358558305 -0.89191667 1.52944319 0.21428003
CARD4 NM_006092_bp2543_R AGCTAAAAAGCCCTAGACCTAGACAACAACTCTCTTGAAGTTGTTGTCTAGGTCTAGGGCGG Hs.405153 12136 0.7514 1.86458542 0.322654772 -0.97818333 1.46284479 0.164766626
CARD4 NM_006092_bp3172_R AGCTAAAAAGGCAGATGCGTTACAGAGCAATCTCTTGAATTGCTCTGTAACGCATCTGCCGG Hs.405153 1383 0.268 0.23607868 0.105504678 -0.3351375 0.87974787 0.443777642
CARD4 NM_006092_bp3172_R AGCTAAAAAGGCAGATGCGTTACAGAGCAATCTCTTGAATTGCTCTGTAACGCATCTGCCGG Hs.405153 6759 0.114825 0.20806251 0.309839411 0.0948875 1.54475193 0.816859936
CARD4 NM_006092_bp3172_R AGCTAAAAAGGCAGATGCGTTACAGAGCAATCTCTTGAATTGCTCTGTAACGCATCTGCCGG Hs.405153 12135 0.095275 0.11288468 0.305664782 -0.2520125 0.95342072 0.601096735
CARD4 NM_006092_bp3242_R AGCTAAAAAGAGGCCAAAGTCTATGAAGATTCTCTTGAAATCTTCATAGACTTTGGCCTCGG Hs.405153 2385 0.234 0.41876753 0.201558138 -0.5445875 0.39361924 0.067369409
CARD4 NM_006092_bp3242_R AGCTAAAAAGAGGCCAAAGTCTATGAAGATTCTCTTGAAATCTTCATAGACTTTGGCCTCGG Hs.405153 7761 0.094775 0.56008763 0.558707413 -0.8279625 0.61266726 0.029994925
CARD4 NM_006092_bp3242_R AGCTAAAAAGAGGCCAAAGTCTATGAAGATTCTCTTGAAATCTTCATAGACTTTGGCCTCGG Hs.405153 13137 0.164875 0.4600066 0.340038964 -0.6904625 0.50399965 0.041179244
CARD8 NM_014959_bp1265_R AGCTAAAAAGGGACTTTGGTGTGGGATACTTCTCTTGAAAGTATCCCACACCAAAGTCCCGG Hs.446146 2483 0.524925 0.17304686 0.010291531 0.2544875 0.5525005 0.301779758
CARD8 NM_014959_bp1265_R AGCTAAAAAGGGACTTTGGTGTGGGATACTTCTCTTGAAAGTATCCCACACCAAAGTCCCGG Hs.446146 7859 0.5604 0.10869596 0.006383552 0.3273625 0.59236996 0.224513885
CARD8 NM_014959_bp1265_R AGCTAAAAAGGGACTTTGGTGTGGGATACTTCTCTTGAAAGTATCCCACACCAAAGTCCCGG Hs.446146 13235 0.828925 0.50780867 0.014847403 0.4195625 0.53598225 0.123376256
CARD8 NM_014959_bp1568_R AGCTAAAAAGACCCTTACCTCGTGTCCTATTCTCTTGAAATAGGACACGAGGTAAGGGTCGG Hs.446146 1459 -1.14615 0.07736518 0.000467133 -0.1536125 0.35693867 0.62975128
CARD8 NM_014959_bp1568_R AGCTAAAAAGACCCTTACCTCGTGTCCTATTCTCTTGAAATAGGACACGAGGTAAGGGTCGG Hs.446146 6835 -1.0998 0.09625187 0.000604506 -0.0958125 0.33640658 0.813132891
CARD8 NM_014959_bp1568_R AGCTAAAAAGACCCTTACCTCGTGTCCTATTCTCTTGAAATAGGACACGAGGTAAGGGTCGG Hs.446146 12211 -1.041625 0.09219563 0.000758941 -0.1748375 0.29396184 0.546474854
CARD8 NM_014959_bp502_R AGCTAAAAAGGATGTTGAGTTGATTGATAATCTCTTGAATTATCAATCAACTCAACATCCGG Hs.446146 2485 -1.6123 0.19496742 0.000147514 -1.1591875 0.91829968 0.022724792
CARD8 NM_014959_bp502_R AGCTAAAAAGGATGTTGAGTTGATTGATAATCTCTTGAATTATCAATCAACTCAACATCCGG Hs.446146 7861 -1.6733 0.24886162 0.000180525 -1.0099375 1.02990515 0.052600792
CARD8 NM_014959_bp502_R AGCTAAAAAGGATGTTGAGTTGATTGATAATCTCTTGAATTATCAATCAACTCAACATCCGG Hs.446146 13237 -1.64335 0.24609935 0.0001912 -0.56751667 0.39327651 0.105090345
CARD9 NM_022352_bp1134_R AGCTAAAAAGGCACTACGTAAGGACTCCAATCTCTTGAATTGGAGTCCTTACGTAGTGCCGG 2338 -0.5627 0.54968027 0.091162613 -0.6242 0.97552452 0.273165745
CARD9 NM_022352_bp1134_R AGCTAAAAAGGCACTACGTAAGGACTCCAATCTCTTGAATTGGAGTCCTTACGTAGTGCCGG 7714 -0.60415 0.52298128 0.066043899 -0.03365 0.12635998 0.990028687
CARD9 NM_022352_bp1134_R AGCTAAAAAGGCACTACGTAAGGACTCCAATCTCTTGAATTGGAGTCCTTACGTAGTGCCGG 13090 -0.632325 0.51654856 0.055719087 -0.5599 0.71686486 0.261518248
CARD9 NM_022352_bp2053_R AGCTAAAAAGCACACGCCATCTGTGTAACTTCTCTTGAAAGTTACACAGATGGCGTGTGCGG 2687 0.05575 0.19958377 0.504052581 0.9245875 0.75079011 0.023224452
CARD9 NM_022352_bp2053_R AGCTAAAAAGCACACGCCATCTGTGTAACTTCTCTTGAAAGTTACACAGATGGCGTGTGCGG 8063 0.0249 0.05815581 0.568598112 0.8527625 0.79682689 0.036235714
CARD9 NM_022352_bp2053_R AGCTAAAAAGCACACGCCATCTGTGTAACTTCTCTTGAAAGTTACACAGATGGCGTGTGCGG 13439 0.104025 0.09384315 0.295648598 0.8814375 0.82158135 0.034985139
CARD9 NM_022352_bp306_R AGCTAAAAAGGTCATCCGCAAACGGAAAGTTCTCTTGAAACTTTCCGTTTGCGGATGACCGG 2336 0.141625 0.16657663 0.22642491 0.5521875 1.1144192 0.216635301
CARD9 NM_022352_bp306_R AGCTAAAAAGGTCATCCGCAAACGGAAAGTTCTCTTGAAACTTTCCGTTTGCGGATGACCGG 7712 0.1112 0.27097458 0.34362668 0.7654875 1.11465772 0.109755924
CARD9 NM_022352_bp306_R AGCTAAAAAGGTCATCCGCAAACGGAAAGTTCTCTTGAAACTTTCCGTTTGCGGATGACCGG 13088 0.149425 0.16183068 0.209254113 0.7409875 1.24514908 0.148267944
CASK NM_003688_bp1706_R AGCTAAAAAGGGGGAGTATTACCTTCAAGATCTCTTGAATCTTGAAGGTAATACTCCCCCGG Hs.495984 1648 0.70115 0.2160305 0.006042476 0.8694875 0.26957928 0.004971781
CASK NM_003688_bp1706_R AGCTAAAAAGGGGGAGTATTACCTTCAAGATCTCTTGAATCTTGAAGGTAATACTCCCCCGG Hs.495984 7024 0.69445 0.24024169 0.007229039 0.9318625 0.23294408 0.003008897
CASK NM_003688_bp1706_R AGCTAAAAAGGGGGAGTATTACCTTCAAGATCTCTTGAATCTTGAAGGTAATACTCCCCCGG Hs.495984 12400 0.72955 0.24249918 0.005971726 0.9810875 0.23156414 0.002419597
CASK NM_003688_bp1861_R AGCTAAAAAGGACGACAGATCTATGTAAGATCTCTTGAATCTTACATAGATCTGTCGTCCGG Hs.495984 1650 0.745633333 1.15741054 0.210056533 0.2406875 0.24675748 0.207796037 -0.345966667 0.27327701 0.159620859 -0.40983333 0.19165097 0.065782025
CASK NM_003688_bp1861_R AGCTAAAAAGGACGACAGATCTATGTAAGATCTCTTGAATCTTACATAGATCTGTCGTCCGG Hs.495984 7026 0.678166667 1.07945903 0.222583617 0.2691375 0.24700554 0.167746456 -0.139725 0.20627345 0.268490124 -0.38506667 0.2903463 0.148443031
CASK NM_003688_bp1861_R AGCTAAAAAGGACGACAGATCTATGTAAGATCTCTTGAATCTTACATAGATCTGTCGTCCGG Hs.495984 12402 1.599225 1.98732035 0.0951951 0.3048375 0.40623963 0.212891233 -0.250133333 0.18973733 0.149849617 -0.230275 0.14369436 0.049141089
CASP1 NM_033292_bp464_R AGCTAAAAAGGCAGAGATTTATCCAATAATTCTCTTGAAATTATTGGATAAATCTCTGCCGG Hs.2490 2871 -0.211625 0.48892927 0.397818634 -0.5578 0.59809038 0.089628098
CASP1 NM_033292_bp464_R AGCTAAAAAGGCAGAGATTTATCCAATAATTCTCTTGAAATTATTGGATAAATCTCTGCCGG Hs.2490 8247 0.002525 0.52338149 0.992017217 -0.447025 0.65887423 0.177371364
CASP1 NM_033292_bp464_R AGCTAAAAAGGCAGAGATTTATCCAATAATTCTCTTGAAATTATTGGATAAATCTCTGCCGG Hs.2490 13623 0.348075 0.27237335 0.091077979 -0.9087 1.1623107 0.087004842
CASP1 NM_033292_bp558_R AGCTAAAAAGGAGCTGAGGTTGACATCACATCTCTTGAATGTGATGTCAACCTCAGCTCCGG Hs.2490 2873 -0.081725 0.52574796 0.748212116 -0.7093 0.64074623 0.048414669
CASP1 NM_033292_bp558_R AGCTAAAAAGGAGCTGAGGTTGACATCACATCTCTTGAATGTGATGTCAACCTCAGCTCCGG Hs.2490 8249 -0.252975 0.44321886 0.291558092 -0.4528 1.58003487 0.466449166
CASP1 NM_033292_bp558_R AGCTAAAAAGGAGCTGAGGTTGACATCACATCTCTTGAATGTGATGTCAACCTCAGCTCCGG Hs.2490 13625 0.1476 0.32517501 0.450305381 -0.367275 1.04705618 0.403552141
CASP1 NM_033292_bp606_R AGCTAAAAAGGGTACAGCGTAGATGTGAAATCTCTTGAATTTCACATCTACGCTGTACCCGG Hs.2490 2875 0.974025 0.67973241 0.020792285 0.638 1.33140476 0.249100398
CASP1 NM_033292_bp606_R AGCTAAAAAGGGTACAGCGTAGATGTGAAATCTCTTGAATTTCACATCTACGCTGTACCCGG Hs.2490 8251 1.20285 0.43585435 0.002364611 0.47455 0.97197897 0.26401869
CASP1 NM_033292_bp606_R AGCTAAAAAGGGTACAGCGTAGATGTGAAATCTCTTGAATTTCACATCTACGCTGTACCCGG Hs.2490 13627 1.1609 0.43604504 0.002768972 0.5732 1.07198585 0.217801613
CASP10 NM_032977_bp422_R AGCTAAAAAGCAGAACTCCTCTATATCATATCTCTTGAATATGATATAGAGGAGTTCTGCGG Hs.5353 906 0.2231375 0.60983168 0.444403687 0.91395 1.18013892 0.116547025 0.661166667 0.28387998 0.056310304 0.139525 0.52047973 0.629066117
CASP10 NM_032977_bp422_R AGCTAAAAAGCAGAACTCCTCTATATCATATCTCTTGAATATGATATAGAGGAGTTCTGCGG Hs.5353 6282 0.2156125 0.59443083 0.450705905 0.85795 1.21552152 0.142730632 0.3514 0.50626484 0.259200148 0.077 0.21806178 0.530955858
CASP10 NM_032977_bp422_R AGCTAAAAAGCAGAACTCCTCTATATCATATCTCTTGAATATGATATAGAGGAGTTCTGCGG Hs.5353 11658 0.2137625 0.57615232 0.444332451 0.881783333 1.10867192 0.113121089 0.503975 0.53682818 0.15706706 0.178 0.46714591 0.501452214
CASP10 NM_032977_bp463_R AGCTAAAAAGCACCTCAACTGTACCAAAGATCTCTTGAATCTTTGGTACAGTTGAGGTGCGG Hs.5353 907 -1.5118875 0.56975839 0.001941954 -0.4785875 0.51026013 0.10781805 0.512225 0.53706397 0.152500627 0.06445 0.37019228 0.750692977
CASP10 NM_032977_bp463_R AGCTAAAAAGCACCTCAACTGTACCAAAGATCTCTTGAATCTTTGGTACAGTTGAGGTGCGG Hs.5353 6283 -1.5947625 0.63100226 0.002166207 -0.4067625 0.53194016 0.167230524 0.542 0.71207874 0.225297943 0.002275 0.48991383 0.993172953
CASP10 NM_032977_bp463_R AGCTAAAAAGCACCTCAACTGTACCAAAGATCTCTTGAATCTTTGGTACAGTTGAGGTGCGG Hs.5353 11659 -1.5758375 0.63127906 0.002287739 -0.3943125 0.49329566 0.164877529 0.608125 0.76675938 0.21087712 0.095825 0.44317834 0.694618956
CASP10 NM_032977_bp957_R AGCTAAAAAGAGCATCTGCTAACACTCTAATCTCTTGAATTAGAGTGTTAGCAGATGCTCGG Hs.5353 908 2.5773875 1.54762886 0.008352761 2.794725 0.77912561 0.002302963 0.73425 0.25890784 0.010856779 1.14125 0.25305974 0.002877503
CASP10 NM_032977_bp957_R AGCTAAAAAGAGCATCTGCTAACACTCTAATCTCTTGAATTAGAGTGTTAGCAGATGCTCGG Hs.5353 6284 2.8808375 1.78886279 0.009349219 2.853525 0.76724621 0.002074081 0.8433 0.2460819 0.006358475 1.226475 0.25519351 0.002389711
CASP10 NM_032977_bp957_R AGCTAAAAAGAGCATCTGCTAACACTCTAATCTCTTGAATTAGAGTGTTAGCAGATGCTCGG Hs.5353 11660 2.8152125 1.92807262 0.013627067 2.734525 0.87076665 0.003038175 0.881975 0.2680957 0.007143243 1.28485 0.29572668 0.003207501
CASP3 NM_004346_bp446_R AGCTAAAAAGCAGCAAACCTCAGGGAAACATCTCTTGAATGTTTCCCTGAGGTTTGCTGCGG Hs.141125 2212 3.40715 2.15281492 0.01870624
CASP3 NM_004346_bp446_R AGCTAAAAAGCAGCAAACCTCAGGGAAACATCTCTTGAATGTTTCCCTGAGGTTTGCTGCGG Hs.141125 7588 3.614583333 2.41609252 0.022202253
CASP3 NM_004346_bp446_R AGCTAAAAAGCAGCAAACCTCAGGGAAACATCTCTTGAATGTTTCCCTGAGGTTTGCTGCGG Hs.141125 12964 2.716716667 1.37976442 0.009694797
CASP3 NM_004346_bp805_R AGCTAAAAAGGCCGACTTCTTGTATGCATATCTCTTGAATATGCATACAAGAAGTCGGCCGG Hs.141125 855 -0.8494125 0.18067686 0.002160032 -0.1265375 1.22318738 0.79474463
CASP3 NM_004346_bp805_R AGCTAAAAAGGCCGACTTCTTGTATGCATATCTCTTGAATATGCATACAAGAAGTCGGCCGG Hs.141125 6231 -0.8552875 0.19302511 0.00224649 -0.1389875 1.23927794 0.777608326
CASP3 NM_004346_bp805_R AGCTAAAAAGGCCGACTTCTTGTATGCATATCTCTTGAATATGCATACAAGAAGTCGGCCGG Hs.141125 11607 -0.8583875 0.20074264 0.002311949 -0.1462875 1.28712602 0.773557639



CASP3 NM_004346_bp914_R AGCTAAAAAGCCGACAAGCTTGAATTTATGTCTCTTGAACATAAATTCAAGCTTGTCGGCGG Hs.141125 856 -0.8552375 0.76698028 0.045650048 -0.1905875 1.75109407 0.775886426
CASP3 NM_004346_bp914_R AGCTAAAAAGCCGACAAGCTTGAATTTATGTCTCTTGAACATAAATTCAAGCTTGTCGGCGG Hs.141125 6232 -0.8722125 0.73454434 0.038097369 -0.1992625 1.77869934 0.769280751
CASP3 NM_004346_bp914_R AGCTAAAAAGCCGACAAGCTTGAATTTATGTCTCTTGAACATAAATTCAAGCTTGTCGGCGG Hs.141125 11608 -0.8746625 0.74461362 0.039180062 -0.1883625 1.77542071 0.781126392
CASP6 NM_001226_bp355_R AGCTAAAAAGCAGAAGAACTACTGCTCAAATCTCTTGAATTTGAGCAGTAGTTCTTCTGCGG Hs.3280 809 0.4261375 0.25005262 0.045887218 -0.5036625 0.23979474 0.04393747
CASP6 NM_001226_bp355_R AGCTAAAAAGCAGAAGAACTACTGCTCAAATCTCTTGAATTTGAGCAGTAGTTCTTCTGCGG Hs.3280 6185 0.4529375 0.31746512 0.051734074 -0.5789625 0.23529163 0.026131682
CASP6 NM_001226_bp355_R AGCTAAAAAGCAGAAGAACTACTGCTCAAATCTCTTGAATTTGAGCAGTAGTTCTTCTGCGG Hs.3280 11561 0.4230375 0.20185454 0.03783658 -0.5629125 0.22053888 0.027930388
CASP6 NM_001226_bp747_R AGCTAAAAAGAACGGCTCATGGTACATTCATCTCTTGAATGAATGTACCATGAGCCGTTCGG Hs.3280 810 -0.6590375 0.74932219 0.092235447 0.95565 1.58210013 0.180561572
CASP6 NM_001226_bp747_R AGCTAAAAAGAACGGCTCATGGTACATTCATCTCTTGAATGAATGTACCATGAGCCGTTCGG Hs.3280 6186 -0.7125875 0.75866855 0.076703239 0.934483333 1.55547529 0.183391839
CASP6 NM_001226_bp747_R AGCTAAAAAGAACGGCTCATGGTACATTCATCTCTTGAATGAATGTACCATGAGCCGTTCGG Hs.3280 11562 -0.6973875 0.79540413 0.090704424 0.910016667 1.55081753 0.19223968
CASP6 NM_001226_bp796_R AGCTAAAAAGGCTCCTCCTTAGAGTTCACATCTCTTGAATGTGAACTCTAAGGAGGAGCCGG Hs.3280 2166 -0.9278625 0.57222698 0.015130844 -0.7187875 0.47178859 0.025579013
CASP6 NM_001226_bp796_R AGCTAAAAAGGCTCCTCCTTAGAGTTCACATCTCTTGAATGTGAACTCTAAGGAGGAGCCGG Hs.3280 7542 -0.9484125 0.61220338 0.016904757 -0.6856375 0.40106151 0.023607166
CASP6 NM_001226_bp796_R AGCTAAAAAGGCTCCTCCTTAGAGTTCACATCTCTTGAATGTGAACTCTAAGGAGGAGCCGG Hs.3280 12918 -0.9810125 0.51806525 0.009164241 -0.7921125 0.59083302 0.027454924
CASP7 NM_033339_bp422_R AGCTAAAAAGGTTGAGGATTCAGCAAATGATCTCTTGAATCATTTGCTGAATCCTCAACCGG Hs.9216 909 2.4203125 1.49248018 0.009362856 0.423783333 0.92300004 0.34162134 0.377433333 0.41109671 0.252750708 0.298175 0.59189255 0.38789995
CASP7 NM_033339_bp422_R AGCTAAAAAGGTTGAGGATTCAGCAAATGATCTCTTGAATCATTTGCTGAATCCTCAACCGG Hs.9216 6285 3.2455125 1.95821045 0.008230318 1.571375 1.72580017 0.08013819 0.2635 0.40407565 0.283203811 0.314 0.35491539 0.174965813
CASP7 NM_033339_bp422_R AGCTAAAAAGGTTGAGGATTCAGCAAATGATCTCTTGAATCATTTGCTGAATCCTCAACCGG Hs.9216 11661 2.4860625 1.41149553 0.006763517 0.589016667 0.9826971 0.220811395 0.35345 0.41078456 0.183761298 0.1493 0.48278206 0.580032544
CASP7 NM_033339_bp584_R AGCTAAAAAGCTGGGCAAATGCATCATAATTCTCTTGAAATTATGATGCATTTGCCCAGCGG Hs.9216 910 2.0098625 1.23940934 0.009772018 0.8831125 1.07854451 0.079048091 0.4392 0.47230469 0.15985907 0.635825 0.5655229 0.110077955
CASP7 NM_033339_bp584_R AGCTAAAAAGCTGGGCAAATGCATCATAATTCTCTTGAAATTATGATGCATTTGCCCAGCGG Hs.9216 6286 2.0756625 1.30105442 0.010299394 0.8619875 1.08315829 0.085643171 0.328275 0.28560705 0.105105139 0.546225 0.34323424 0.04998597
CASP7 NM_033339_bp584_R AGCTAAAAAGCTGGGCAAATGCATCATAATTCTCTTGAAATTATGATGCATTTGCCCAGCGG Hs.9216 11662 2.1872875 1.30604529 0.008466371 0.9485875 1.03073882 0.056638382 0.58225 0.14724991 0.004214703 0.50565 0.46572573 0.118294829
CASP7 NM_033339_bp985_R AGCTAAAAAGGCCCATCAATGACACAGATGTCTCTTGAACATCTGTGTCATTGATGGGCCGG Hs.9216 13022 2.7183
CASP7 NM_033339_bp985_R AGCTAAAAAGGCCCATCAATGACACAGATGTCTCTTGAACATCTGTGTCATTGATGGGCCGG Hs.9216 7646 2.8438
CASP8 NM_033357_bp1090_R AGCTAAAAAGCAGGTACAGTAGAACCCAAATCTCTTGAATTTGGGTTCTACTGTACCTGCGG 911 0.3013375 0.80563626 0.412465553 1.7195 -0.2832 0.8906786 0.637124168 -0.1338 0.80868269 0.762478675
CASP8 NM_033357_bp1090_R AGCTAAAAAGCAGGTACAGTAGAACCCAAATCTCTTGAATTTGGGTTCTACTGTACCTGCGG 6287 0.2540125 0.75817285 0.463766997 1.7116 -0.0888 0.66595504 0.80699242 0.0734 0.66106277 0.838520492
CASP8 NM_033357_bp1090_R AGCTAAAAAGCAGGTACAGTAGAACCCAAATCTCTTGAATTTGGGTTCTACTGTACCTGCGG 11663 0.3283875 0.8001746 0.372304929 1.821 -0.027275 0.90764419 0.955855129 -0.0449 0.66773229 0.901534545
CASP8 NM_033357_bp480_R AGCTAAAAAGGAGCTGCTCTTCCGAATTAATCTCTTGAATTAATTCGGAAGAGCAGCTCCGG 2272 -0.7254125 0.43086963 0.018354397 -1.4784375 0.90572025 0.006545384 -0.973125 0.8924081 0.117250368 -0.605425 0.92093572 0.280051159
CASP8 NM_033357_bp480_R AGCTAAAAAGGAGCTGCTCTTCCGAATTAATCTCTTGAATTAATTCGGAAGAGCAGCTCCGG 7648 -0.6947875 0.35120815 0.013849451 -1.4020125 0.68894615 0.003371484 -0.859375 0.71860943 0.096587059 -0.59525 0.92963023 0.290360588
CASP8 NM_033357_bp480_R AGCTAAAAAGGAGCTGCTCTTCCGAATTAATCTCTTGAATTAATTCGGAAGAGCAGCTCCGG 13024 -0.6078125 0.35030211 0.022705806 -1.4959875 0.74323796 0.003134444 -0.74385 0.77418376 0.150395657 -0.3749 1.01488353 0.513578492
CASP8 NM_033357_bp888_R AGCTAAAAAGGAGGAGTTGTGTGGGGTAATTCTCTTGAAATTACCCCACACAACTCCTCCGG 2274 0.1251 2.7826 0.30705 0.63519402 0.618250299
CASP8 NM_033357_bp888_R AGCTAAAAAGGAGGAGTTGTGTGGGGTAATTCTCTTGAAATTACCCCACACAACTCCTCCGG 13026 0.0072 3.2695
CASP8 NM_033357_bp888_R AGCTAAAAAGGAGGAGTTGTGTGGGGTAATTCTCTTGAAATTACCCCACACAACTCCTCCGG 7650 -0.0282
CASP9 NM_001229_bp258_R AGCTAAAAAGCCAGGCAGCTGATCATAGATTCTCTTGAAATCTATGATCAGCTGCCTGGCGG Hs.329502 2168 1.739083333 2.1403058 0.12145238 3.40315
CASP9 NM_001229_bp258_R AGCTAAAAAGCCAGGCAGCTGATCATAGATTCTCTTGAAATCTATGATCAGCTGCCTGGCGG Hs.329502 7544 2.267283333 3.22337789 0.161663994 4.34345
CASP9 NM_001229_bp258_R AGCTAAAAAGCCAGGCAGCTGATCATAGATTCTCTTGAAATCTATGATCAGCTGCCTGGCGG Hs.329502 12920 2.573883333 3.66717271 0.1617769 5.59435
CASP9 NM_001229_bp510_R AGCTAAAAAGTCGGTGCTCTTGAGAGTTTGTCTCTTGAACAAACTCTCAAGAGCACCGACGG Hs.329502 811 -0.6619375 0.29429085 0.012019377 -0.0005125 0.41676863 0.998308448
CASP9 NM_001229_bp510_R AGCTAAAAAGTCGGTGCTCTTGAGAGTTTGTCTCTTGAACAAACTCTCAAGAGCACCGACGG Hs.329502 6187 -0.6381625 0.33663079 0.017608281 0.0336375 0.41278508 0.889010062
CASP9 NM_001229_bp510_R AGCTAAAAAGTCGGTGCTCTTGAGAGTTTGTCTCTTGAACAAACTCTCAAGAGCACCGACGG Hs.329502 11563 -0.6196375 0.31733059 0.017648941 0.0579375 0.38434363 0.805324125
CASP9 NM_001229_bp576_R AGCTAAAAAGGCCACTGCCTCATTATCAACTCTCTTGAAGTTGATAATGAGGCAGTGGCCGG Hs.329502 812 1.2345625 0.38367067 0.001494365 0.1574875 0.92595774 0.686227112
CASP9 NM_001229_bp576_R AGCTAAAAAGGCCACTGCCTCATTATCAACTCTCTTGAAGTTGATAATGAGGCAGTGGCCGG Hs.329502 6188 1.2339625 0.3930295 0.001594339 0.1065125 0.90983038 0.781048733
CASP9 NM_001229_bp576_R AGCTAAAAAGGCCACTGCCTCATTATCAACTCTCTTGAAGTTGATAATGAGGCAGTGGCCGG Hs.329502 11564 1.2796125 0.35160345 0.001020697 0.1919125 0.88257351 0.611219116
CAST1 NM_015576_bp2939_R AGCTAAAAAGACCGACTAGTACATCAATTATCTCTTGAATAATTGATGTACTAGTCGGTCGG Hs.476389 1464 1.332425 1.30164786 0.042790699 -0.5626625 0.32227326 0.050666883
CAST1 NM_015576_bp2939_R AGCTAAAAAGACCGACTAGTACATCAATTATCTCTTGAATAATTGATGTACTAGTCGGTCGG Hs.476389 6840 1.184575 1.16145782 0.043556266 -0.5138625 0.8946674 0.242697746
CAST1 NM_015576_bp2939_R AGCTAAAAAGACCGACTAGTACATCAATTATCTCTTGAATAATTGATGTACTAGTCGGTCGG Hs.476389 12216 1.300925 1.25255552 0.041149582 -0.6208875 0.5245684 0.066702058
CAST1 NM_015576_bp507_R AGCTAAAAAGGGCTACAAATCGAGCTGTATTCTCTTGAAATACAGCTCGATTTGTAGCCCGG Hs.476389 2491 -0.206775 0.38995335 0.474729282 -1.08255 0.8994562 0.047152426
CAST1 NM_015576_bp507_R AGCTAAAAAGGGCTACAAATCGAGCTGTATTCTCTTGAAATACAGCTCGATTTGTAGCCCGG Hs.476389 7867 -0.24085 0.55794557 0.490469091 -0.8098875 0.91237255 0.080924101
CAST1 NM_015576_bp507_R AGCTAAAAAGGGCTACAAATCGAGCTGTATTCTCTTGAAATACAGCTCGATTTGTAGCCCGG Hs.476389 13243 -0.15135 0.39611818 0.647397414 -0.34041667 0.24052787 0.274127274
CAST1 NM_015576_bp832_R AGCTAAAAAGGAGAGAGTCTTGAGGAAAGATCTCTTGAATCTTTCCTCAAGACTCTCTCCGG Hs.476389 2493 0.705275 0.45643196 0.018333904 0.4768375 0.18210684 0.034357265
CAST1 NM_015576_bp832_R AGCTAAAAAGGAGAGAGTCTTGAGGAAAGATCTCTTGAATCTTTCCTCAAGACTCTCTCCGG Hs.476389 7869 0.74975 0.41465322 0.011743743 0.4581125 0.18266888 0.039257969
CAST1 NM_015576_bp832_R AGCTAAAAAGGAGAGAGTCTTGAGGAAAGATCTCTTGAATCTTTCCTCAAGACTCTCTCCGG Hs.476389 13245 0.75955 0.39161637 0.009932039 0.4705125 0.17696824 0.035570642
CBFA2T3 NM_005187_bp1030_R AGCTAAAAAGAGCTGCTACTGGAAGTCAACTCTCTTGAAGTTGACTTCCAGTAGCAGCTCGG Hs.513811 3337 2.41415 0.62827341 0.000314222 1.0668125 0.66333412 0.010760458 0.587125 0.85183143 0.26185973 1.719525 0.4969112 0.006184104
CBFA2T3 NM_005187_bp1030_R AGCTAAAAAGAGCTGCTACTGGAAGTCAACTCTCTTGAAGTTGACTTCCAGTAGCAGCTCGG Hs.513811 8713 2.0082 0.42344468 0.000201764 1.0033125 0.61349416 0.011437146 0.584075 0.82530267 0.251896412 1.697525 0.51917613 0.007268952
CBFA2T3 NM_005187_bp1030_R AGCTAAAAAGAGCTGCTACTGGAAGTCAACTCTCTTGAAGTTGACTTCCAGTAGCAGCTCGG Hs.513811 14089 2.042775 0.34586092 0.000106904 1.0826875 0.47008732 0.004257391 0.580575 0.81931295 0.251420164 1.7881 0.52450396 0.006453613
CBFA2T3 NM_005187_bp549_R AGCTAAAAAGTCTATGGTCTGTCTCTTGATTCTCTTGAAATCAAGAGACAGACCATAGACGG Hs.513811 3339 1.098025 0.6287776 0.010389596 0.2952875 0.73315849 0.382933093 0.506975 0.36509702 0.06915147 0.38725 0.13301284 0.01008773
CBFA2T3 NM_005187_bp549_R AGCTAAAAAGTCTATGGTCTGTCTCTTGATTCTCTTGAAATCAAGAGACAGACCATAGACGG Hs.513811 8715 1.048075 0.34827782 0.002457076 0.3063625 0.07963857 0.143159358 0.549875 0.29464279 0.033517404 0.402275 0.13396371 0.009247831
CBFA2T3 NM_005187_bp549_R AGCTAAAAAGTCTATGGTCTGTCTCTTGATTCTCTTGAAATCAAGAGACAGACCATAGACGG Hs.513811 14091 0.8092 0.34440999 0.007243974 0.3343375 0.21604933 0.137305576 0.603175 0.33377507 0.03639419 0.3827 0.17953963 0.02367641
CBFA2T3 NM_005187_bp828_R AGCTAAAAAGGAGTTTCATTCCAAGCTTCATCTCTTGAATGAAGCTTGGAATGAAACTCCGG Hs.513811 3311 -0.548675 0.24970124 0.019164636 -0.5288875 0.42154873 0.063133303 0.184225 0.38404321 0.408134399 -0.2811 0.44254122 0.293520984
CBFA2T3 NM_005187_bp828_R AGCTAAAAAGGAGTTTCATTCCAAGCTTCATCTCTTGAATGAAGCTTGGAATGAAACTCCGG Hs.513811 8687 -0.496 0.19215389 0.020783152 -0.5183875 0.33344343 0.051755473 0.287775 0.36212725 0.210196207 -0.118475 0.57586952 0.708361402
CBFA2T3 NM_005187_bp828_R AGCTAAAAAGGAGTTTCATTCCAAGCTTCATCTCTTGAATGAAGCTTGGAATGAAACTCCGG Hs.513811 14063 -0.38645 0.16667874 0.043971509 -0.4767125 0.3357049 0.068054588 0.2581 0.32338385 0.208710026 -0.12235 0.60913696 0.714798781
CBL NM_005188_bp1271_R AGCTAAAAAGGCTCCACATTCCAACTATGTTCTCTTGAAACATAGTTGGAATGTGGAGCCGG Hs.504096 2597 -0.3014125 0.92614565 0.412648112 -0.6552 0.92673475 0.130711396
CBL NM_005188_bp1271_R AGCTAAAAAGGCTCCACATTCCAACTATGTTCTCTTGAAACATAGTTGGAATGTGGAGCCGG Hs.504096 7973 -0.3108375 0.9263024 0.400754185 -0.654175 0.93645907 0.13375045
CBL NM_005188_bp1271_R AGCTAAAAAGGCTCCACATTCCAACTATGTTCTCTTGAAACATAGTTGGAATGTGGAGCCGG Hs.504096 13349 -0.3135375 0.83545347 0.357716424 -0.7364 0.90638183 0.092145163
CBL NM_005188_bp673_R AGCTAAAAAGGGAGACACATTTCGGATTACTCTCTTGAAGTAATCCGAAATGTGTCTCCCGG Hs.504096 1265 0.2160375 0.76486957 0.605051546 -0.4246 0.79157293 0.249310983
CBL NM_005188_bp673_R AGCTAAAAAGGGAGACACATTTCGGATTACTCTCTTGAAGTAATCCGAAATGTGTCTCCCGG Hs.504096 6641 0.2320875 0.80719239 0.590637807 -0.49565 0.77677709 0.1814274
CBL NM_005188_bp673_R AGCTAAAAAGGGAGACACATTTCGGATTACTCTCTTGAAGTAATCCGAAATGTGTCTCCCGG Hs.504096 12017 -0.1352125 0.37831713 0.417532474 -0.57995 0.37491777 0.040296213
CBL NM_005188_bp988_R AGCTAAAAAGCTCCAGAAATTCATTCACAATCTCTTGAATTGTGAATGAATTTCTGGAGCGG Hs.504096 1266 0.1672375 0.51648674 0.608347488 0.071575 0.23107771 0.716431243
CBL NM_005188_bp988_R AGCTAAAAAGCTCCAGAAATTCATTCACAATCTCTTGAATTGTGAATGAATTTCTGGAGCGG Hs.504096 6642 0.1431375 0.4726271 0.656299469 0.058825 0.17461284 0.753079477
CBL NM_005188_bp988_R AGCTAAAAAGCTCCAGAAATTCATTCACAATCTCTTGAATTGTGAATGAATTTCTGGAGCGG Hs.504096 12018 0.1132625 0.4354837 0.735538793 0.015425 0.21199658 0.924630716
CBLB BX537484_bp1583_R AGCTAAAAAGGCTGACAAATAGCAAACTTATCTCTTGAATAAGTTTGCTATTTGTCAGCCGG Hs.430589 4589 0.633225 0.54696698 0.05085108 0.2906 0.08535912 0.087827758 -0.29756667 1.65698369 0.661857103
CBLB BX537484_bp1583_R AGCTAAAAAGGCTGACAAATAGCAAACTTATCTCTTGAATAAGTTTGCTATTTGTCAGCCGG Hs.430589 9965 0.568825 0.51181788 0.061006351 0.38395 0.29762445 0.088669735 -0.4195 1.77728167 0.565092849
CBLB BX537484_bp1583_R AGCTAAAAAGGCTGACAAATAGCAAACTTATCTCTTGAATAAGTTTGCTATTTGTCAGCCGG Hs.430589 15341 0.701225 0.60585762 0.046928734 0.316975 0.1005325 0.072105575 -0.14206667 1.229577 0.78742102
CBLB BX537484_bp2124_R AGCTAAAAAGGACCACCAATTCTTCAAATATCTCTTGAATATTTGAAGAATTGGTGGTCCGG Hs.430589 4585 -0.020025 0.41616322 0.926485661 0.4277 0.48909321 0.138472597 -0.30913333 0.62900106 0.380213193
CBLB BX537484_bp2124_R AGCTAAAAAGGACCACCAATTCTTCAAATATCTCTTGAATATTTGAAGAATTGGTGGTCCGG Hs.430589 9961 -0.08285 0.45934218 0.721540769 0.3924 0.20132364 0.055661761 -0.2285 0.51162917 0.470696553
CBLB BX537484_bp2124_R AGCTAAAAAGGACCACCAATTCTTCAAATATCTCTTGAATATTTGAAGAATTGGTGGTCCGG Hs.430589 15337 -0.040025 0.43740856 0.858257219 0.416075 0.16313686 0.039806526 -0.2364 0.40327173 0.421206232
CBLB BX537484_bp3084_R AGCTAAAAAGGATGCCCAATATAATAATAATCTCTTGAATTATTATTATATTGGGCATCCGG Hs.430589 4587 -0.6561 0.79850523 0.107116865 -0.350025 0.30972385 0.116882894 0.6186 0.52536914 0.090363803
CBLB BX537484_bp3084_R AGCTAAAAAGGATGCCCAATATAATAATAATCTCTTGAATTATTATTATATTGGGCATCCGG Hs.430589 9963 -0.5855 0.74774151 0.123602964 -0.0456 0.31666008 0.8138793 0.612933333 0.30162694 0.058605706
CBLB BX537484_bp3084_R AGCTAAAAAGGATGCCCAATATAATAATAATCTCTTGAATTATTATTATATTGGGCATCCGG Hs.430589 15339 -0.248333333 1.09627174 0.629898933 0.272766667 0.34320222 0.302384125 0.82295 0.32830968 0.066612721
CBLL1 NM_024814_bp1205_R AGCTAAAAAGATGCCACCTTATATGAATCATCTCTTGAATGATTCATATAAGGTGGCATCGG Hs.592271 1264 0.2257375 0.1523068 0.241982758 0.45475 0.54297058 0.127607096
CBLL1 NM_024814_bp1205_R AGCTAAAAAGATGCCACCTTATATGAATCATCTCTTGAATGATTCATATAAGGTGGCATCGG Hs.592271 6640 0.2329125 0.11317222 0.211471076 0.410625 0.52210534 0.15445277
CBLL1 NM_024814_bp1205_R AGCTAAAAAGATGCCACCTTATATGAATCATCTCTTGAATGATTCATATAAGGTGGCATCGG Hs.592271 12016 0.2593625 0.14414934 0.175233149 0.50435 0.48132481 0.082524176
CBLL1 NM_024814_bp1363_R AGCTAAAAAGGGGAATGAGTCCTGGTATATTCTCTTGAAATATACCAGGACTCATTCCCCGG Hs.592271 1263 1.4031875 1.78828916 0.109347724 -0.498725 1.13898169 0.303584824
CBLL1 NM_024814_bp1363_R AGCTAAAAAGGGGAATGAGTCCTGGTATATTCTCTTGAAATATACCAGGACTCATTCCCCGG Hs.592271 6639 1.3803125 2.17622248 0.175018936 -0.5279 1.23316782 0.307689481
CBLL1 NM_024814_bp1363_R AGCTAAAAAGGGGAATGAGTCCTGGTATATTCTCTTGAAATATACCAGGACTCATTCCCCGG Hs.592271 12015 0.9984625 1.14159796 0.090388328 -0.5809 1.02925708 0.20403899
CBLL1 NM_024814_bp246_R AGCTAAAAAGGGGGTGAGCTGTTTGCAAATTCTCTTGAAATTTGCAAACAGCTCACCCCCGG Hs.592271 2595 1.8147
CBX4 NM_003655_bp240_R AGCTAAAAAGAGTGGAGTATCTGGTGAAATTCTCTTGAAATTTCACCAGATACTCCACTCGG Hs.405046 4776 0.7274375 0.44860649 0.019967046 0.5339375 1.23617044 0.35736369
CBX4 NM_003655_bp240_R AGCTAAAAAGAGTGGAGTATCTGGTGAAATTCTCTTGAAATTTCACCAGATACTCCACTCGG Hs.405046 10152 0.6248625 0.34050985 0.019456589 0.1425875 0.46357542 0.563862658
CBX4 NM_003655_bp240_R AGCTAAAAAGAGTGGAGTATCTGGTGAAATTCTCTTGAAATTTCACCAGATACTCCACTCGG Hs.405046 15528 0.8665625 0.3194517 0.004653114 0.2904875 0.7206402 0.411764745
CBX4 NM_003655_bp598_R AGCTAAAAAGAGCGGCAAGTACTACTACCATCTCTTGAATGGTAGTAGTACTTGCCGCTCGG Hs.405046 4774 -0.8164375 0.15314796 0.00222578 -0.7874625 0.66062391 0.051482529
CBX4 NM_003655_bp598_R AGCTAAAAAGAGCGGCAAGTACTACTACCATCTCTTGAATGGTAGTAGTACTTGCCGCTCGG Hs.405046 10150 -0.8283375 0.09071381 0.001596557 -0.8022125 0.65976691 0.048548983
CBX4 NM_003655_bp598_R AGCTAAAAAGAGCGGCAAGTACTACTACCATCTCTTGAATGGTAGTAGTACTTGCCGCTCGG Hs.405046 15526 -0.7737625 0.11525677 0.002374954 -0.8174125 0.6757068 0.048656101
CBX4 NM_003655_bp899_R AGCTAAAAAGGGGGCAAGATGAAGATAGTCTCTCTTGAAGACTATCTTCATCTTGCCCCCGG Hs.405046 4772 1.1582125 0.24291134 0.000771159 1.9144125 0.73839076 0.002957823
CBX4 NM_003655_bp899_R AGCTAAAAAGGGGGCAAGATGAAGATAGTCTCTCTTGAAGACTATCTTCATCTTGCCCCCGG Hs.405046 10148 1.2026375 0.26737996 0.000762708 1.8699125 0.65744908 0.002198186
CBX4 NM_003655_bp899_R AGCTAAAAAGGGGGCAAGATGAAGATAGTCTCTCTTGAAGACTATCTTCATCTTGCCCCCGG Hs.405046 15524 1.2474375 0.32292032 0.000942144 1.7433125 0.51770703 0.001368056
CC2D1A NM_017721_bp1487_R AGCTAAAAAGAGCGCATCGTCAAGCAATACTCTCTTGAAGTATTGCTTGACGATGCGCTCGG Hs.269592 13629 1.205675 0.40159339 0.001873015 0.46255 1.87970196 0.558506465
CC2D1A NM_017721_bp1487_R AGCTAAAAAGAGCGCATCGTCAAGCAATACTCTCTTGAAGTATTGCTTGACGATGCGCTCGG Hs.269592 2877 1.3555 0.55384148 0.00287144 1.8447
CC2D1A NM_017721_bp1487_R AGCTAAAAAGAGCGCATCGTCAAGCAATACTCTCTTGAAGTATTGCTTGACGATGCGCTCGG Hs.269592 8253 1.545375 0.51367386 0.001253588 1.9272
CC2D1A NM_017721_bp2379_R AGCTAAAAAGCGATCTGGATGTCTTTGTTCTCTCTTGAAGAACAAAGACATCCAGATCGCGG Hs.269592 2905 -0.449275 0.59556038 0.149495154 -0.08795 1.25276544 0.859152056
CC2D1A NM_017721_bp2379_R AGCTAAAAAGCGATCTGGATGTCTTTGTTCTCTCTTGAAGAACAAAGACATCCAGATCGCGG Hs.269592 8281 -0.2845 0.54507967 0.301821005 -0.031675 1.07401751 0.941989816
CC2D1A NM_017721_bp2379_R AGCTAAAAAGCGATCTGGATGTCTTTGTTCTCTCTTGAAGAACAAAGACATCCAGATCGCGG Hs.269592 13657 -0.499525 0.33367732 0.040928921 -0.0735 1.08556012 0.867193606
CC2D1A NM_017721_bp487_R AGCTAAAAAGGCTGAGTTCTTGGCTTTGGTTCTCTTGAAACCAAAGCCAAGAACTCAGCCGG Hs.269592 2879 0.800275 0.58530655 0.02766702 0.5559 0.61836564 0.095513747
CC2D1A NM_017721_bp487_R AGCTAAAAAGGCTGAGTTCTTGGCTTTGGTTCTCTTGAAACCAAAGCCAAGAACTCAGCCGG Hs.269592 8255 1.013525 0.68777913 0.018598231 0.63475 1.04624744 0.170915425
CC2D1A NM_017721_bp487_R AGCTAAAAAGGCTGAGTTCTTGGCTTTGGTTCTCTTGAAACCAAAGCCAAGAACTCAGCCGG Hs.269592 13631 1.7157 0.64758532 0.001710751 0.388575 0.30515357 0.112440013
CCAR1 NM_018237_bp1321_R AGCTAAAAAGGGTGGATGCTTTCCCTTTGTTCTCTTGAAACAAAGGGAAAGCATCCACCCGG Hs.49853 2580 0.55555 0.29038801 0.017788702 0.4790875 0.7498625 0.150149341
CCAR1 NM_018237_bp1321_R AGCTAAAAAGGGTGGATGCTTTCCCTTTGTTCTCTTGAAACAAAGGGAAAGCATCCACCCGG Hs.49853 7956 0.5603 0.3668911 0.024890757 0.4061625 0.49868475 0.121436502
CCAR1 NM_018237_bp1321_R AGCTAAAAAGGGTGGATGCTTTCCCTTTGTTCTCTTGAAACAAAGGGAAAGCATCCACCCGG Hs.49853 13332 0.612825 0.37255947 0.019208852 0.3062625 0.39451048 0.172604713
CCAR1 NM_018237_bp226_R AGCTAAAAAGAGCATCTCCTACCATTTATATCTCTTGAATATAAATGGTAGGAGATGCTCGG Hs.49853 2578 1.584666667 0.26100346 0.001181381 0.0091375 0.30134162 0.811613943
CCAR1 NM_018237_bp226_R AGCTAAAAAGAGCATCTCCTACCATTTATATCTCTTGAATATAAATGGTAGGAGATGCTCGG Hs.49853 7954 2.025675 0.41013307 0.000184991 0.0250625 0.40658382 0.777565419
CCAR1 NM_018237_bp226_R AGCTAAAAAGAGCATCTCCTACCATTTATATCTCTTGAATATAAATGGTAGGAGATGCTCGG Hs.49853 13330 2.110375 0.46868916 0.000221072 -0.0732625 0.41754218 0.899785935
CCAR1 NM_018237_bp879_R AGCTAAAAAGCAGCTTCTATTACACCACTATCTCTTGAATAGTGGTGTAATAGAAGCTGCGG Hs.49853 2582 0.35655 0.39528405 0.090068383 -0.0935875 0.22699873 0.805248704
CCAR1 NM_018237_bp879_R AGCTAAAAAGCAGCTTCTATTACACCACTATCTCTTGAATAGTGGTGTAATAGAAGCTGCGG Hs.49853 7958 0.35445 0.33580191 0.071923906 -0.0591375 0.26240901 0.938342312
CCAR1 NM_018237_bp879_R AGCTAAAAAGCAGCTTCTATTACACCACTATCTCTTGAATAGTGGTGTAATAGAAGCTGCGG Hs.49853 13334 0.407375 0.32641235 0.047693036 -0.0566375 0.25506049 0.947482861
CCND1 NM_053056_bp2630_R AGCTAAAAAGCCTTTGATGTTACAGATTTATCTCTTGAATAAATCTGTAACATCAAAGGCGG Hs.523852 972 1.0151875 0.67167871 0.017214654 -0.2108625 0.58891003 0.47060864 0.275725 0.34413972 0.207391523 0.20115 0.2388017 0.190641836
CCND1 NM_053056_bp2630_R AGCTAAAAAGCCTTTGATGTTACAGATTTATCTCTTGAATAAATCTGTAACATCAAAGGCGG Hs.523852 6348 1.4777625 0.51724774 0.00157027 0.5980375 0.50767922 0.05564523 0.19025 0.29167312 0.283104643 0.355825 0.05572381 0.001035833
CCND1 NM_053056_bp2630_R AGCTAAAAAGCCTTTGATGTTACAGATTTATCTCTTGAATAAATCTGTAACATCAAAGGCGG Hs.523852 11724 1.4149875 0.4670491 0.001393566 0.2117375 0.33009768 0.360527889 0.336975 0.3363486 0.138824132 0.358425 0.08485263 0.003480956
CCND1 NM_053056_bp332_R AGCTAAAAAGGTGTCCTACTTCAAATGTGTTCTCTTGAAACACATTTGAAGTAGGACACCGG Hs.523852 985 1.5665375 0.52660904 0.001276616 -0.4501375 0.38286426 0.091359379 0.63445 0.2819993 0.020494616 0.6158 0.48834811 0.086027747
CCND1 NM_053056_bp332_R AGCTAAAAAGGTGTCCTACTTCAAATGTGTTCTCTTGAAACACATTTGAAGTAGGACACCGG Hs.523852 6361 1.7030375 0.61643492 0.001486649 -0.4389375 0.28835215 0.077154198 0.716925 0.28718702 0.015453865 0.672575 0.48289866 0.068671213
CCND1 NM_053056_bp332_R AGCTAAAAAGGTGTCCTACTTCAAATGTGTTCTCTTGAAACACATTTGAAGTAGGACACCGG Hs.523852 11737 1.7255875 0.63410671 0.001547189 -0.4539875 0.26101576 0.065135131 0.669225 0.24430613 0.011958704 0.6159 0.49985248 0.090518952
CCND1 NM_053056_bp570_R AGCTAAAAAGCCGAGAAGCTGTGCATCTACTCTCTTGAAGTAGATGCACAGCTTCTCGGCGG Hs.523852 986 1.7625125 1.00109331 0.007527387 1.282716667 3.1962669 0.325384534 -0.4686 0.07195 0.15573239 0.423626991
CCND1 NM_053056_bp570_R AGCTAAAAAGCCGAGAAGCTGTGCATCTACTCTCTTGAAGTAGATGCACAGCTTCTCGGCGG Hs.523852 6362 1.6623875 0.98776759 0.009090677 1.437083333 2.80694972 0.224990109 -0.186175 0.2252814 0.196937226 0.12755 0.13392019 0.152896794
CCND1 NM_053056_bp570_R AGCTAAAAAGCCGAGAAGCTGTGCATCTACTCTCTTGAAGTAGATGCACAGCTTCTCGGCGG Hs.523852 11738 1.7475125 1.0026393 0.007839567 1.300683333 2.94322531 0.285076156 -0.027675 0.12547872 0.688987391 0.318025 0.1036482 0.008702585
CCND2 NM_001759_bp473_R AGCTAAAAAGGAACAGAAGTGCGAAGAAGATCTCTTGAATCTTCTTCGCACTTCTGTTCCGG Hs.376071 970 1.2073125 0.3984785 0.00182377 1.9177125 0.96459471 0.002346904 0.653675 0.54486076 0.09592447 0.9152 0.27287058 0.006760888
CCND2 NM_001759_bp473_R AGCTAAAAAGGAACAGAAGTGCGAAGAAGATCTCTTGAATCTTCTTCGCACTTCTGTTCCGG Hs.376071 6346 1.2096625 0.35316982 0.001334083 1.8962375 1.05112806 0.003482852 0.58295 0.31483351 0.034201441 0.8755 0.25101397 0.006046084
CCND2 NM_001759_bp473_R AGCTAAAAAGGAACAGAAGTGCGAAGAAGATCTCTTGAATCTTCTTCGCACTTCTGTTCCGG Hs.376071 11722 1.1110125 0.29852214 0.001355479 1.7658625 0.93139791 0.003094679 0.72785 0.3968075 0.035035978 0.89145 0.08038592 0.00020066
CCND2 NM_001759_bp802_R AGCTAAAAAGCAAGCATGCTCAGACCTTCATCTCTTGAATGAAGGTCTGAGCATGCTTGCGG Hs.376071 2011 -0.3024875 0.28416059 0.134583324 1.4346375 0.44117761 0.000882076 1.005375 0.44483151 0.020244493 1.275975 0.47383988 0.012540404
CCND2 NM_001759_bp802_R AGCTAAAAAGCAAGCATGCTCAGACCTTCATCTCTTGAATGAAGGTCTGAGCATGCTTGCGG Hs.376071 7387 -0.2443375 0.21056673 0.170571146 1.4853375 0.48314256 0.000910197 0.995525 0.40600808 0.016231427 1.272725 0.3750695 0.006539842
CCND2 NM_001759_bp802_R AGCTAAAAAGCAAGCATGCTCAGACCTTCATCTCTTGAATGAAGGTCTGAGCATGCTTGCGG Hs.376071 12763 -0.2465625 0.21690861 0.170408899 1.4517375 0.57995236 0.001678849 1.042125 0.44129226 0.017980593 1.42855 0.40810238 0.005983958
CCND3 NM_001760_bp339_R AGCTAAAAAGATGCTGGCTTACTGGATGCTTCTCTTGAAAGCATCCAGTAAGCCAGCATCGG Hs.534307 971 0.1050375 0.2416672 0.539350395 0.4409375 0.14039147 0.055610534 0.3778 0.36866768 0.132822428 0.9913 0.32545964 0.008884875
CCND3 NM_001760_bp339_R AGCTAAAAAGATGCTGGCTTACTGGATGCTTCTCTTGAAAGCATCCAGTAAGCCAGCATCGG Hs.534307 6347 0.1298375 0.20193284 0.429248917 0.4484625 0.18070573 0.056595788 0.511425 0.35237296 0.062362774 1.109675 0.34126925 0.007384121
CCND3 NM_001760_bp339_R AGCTAAAAAGATGCTGGCTTACTGGATGCTTCTCTTGAAAGCATCCAGTAAGCCAGCATCGG Hs.534307 11723 0.1319375 0.19920058 0.420748542 0.4549875 0.23019601 0.060104026 0.6067 0.35329657 0.041401518 1.151125 0.36621606 0.008128589
CCND3 NM_001760_bp622_R AGCTAAAAAGCTGCTGTGATTGCACATGATTCTCTTGAAATCATGTGCAATCACAGCAGCGG Hs.534307 2013 1.3470125 0.72160947 0.007103135 -0.0594625 0.31260301 0.78735819 0.2625 0.37493781 0.349068267
CCND3 NM_001760_bp622_R AGCTAAAAAGCTGCTGTGATTGCACATGATTCTCTTGAAATCATGTGCAATCACAGCAGCGG Hs.534307 7389 0.6942875 1.47048675 0.287083742 0.537283333 1.09667722 0.29223792 0.361033333 0.48649765 0.327407882
CCND3 NM_001760_bp622_R AGCTAAAAAGCTGCTGTGATTGCACATGATTCTCTTGAAATCATGTGCAATCACAGCAGCGG Hs.534307 12765 1.2880375 0.7276703 0.00876986 -0.0471625 0.28715419 0.826765209 0.316133333 0.42817423 0.329289644
CCNG2 AK092638_bp1719_R AGCTAAAAAGGCGAGAGATTTGACCTTTCATCTCTTGAATGAAAGGTCAAATCTCTCGCCGG Hs.13291 4193 -0.9634625 0.25460237 0.001927921 -0.36345 0.3143127 0.13540329
CCNG2 AK092638_bp1719_R AGCTAAAAAGGCGAGAGATTTGACCTTTCATCTCTTGAATGAAAGGTCAAATCTCTCGCCGG Hs.13291 9569 -0.9020875 0.35279771 0.004847888 -0.3549 0.29308403 0.137251432
CCNG2 AK092638_bp1719_R AGCTAAAAAGGCGAGAGATTTGACCTTTCATCTCTTGAATGAAAGGTCAAATCTCTCGCCGG Hs.13291 14945 -0.9849625 0.37907595 0.003936013 -0.3275 0.28033545 0.16100352
CCNG2 AK092638_bp1861_R AGCTAAAAAGGAAGTGAGGTTAGACAAATATCTCTTGAATATTTGTCTAACCTCACTTCCGG Hs.13291 4197 0.7674625 0.16932468 0.003176473 -0.133925 0.28880253 0.540712599
CCNG2 AK092638_bp1861_R AGCTAAAAAGGAAGTGAGGTTAGACAAATATCTCTTGAATATTTGTCTAACCTCACTTCCGG Hs.13291 9573 0.8960875 0.12974164 0.001307693 -0.09765 0.21860873 0.635508708
CCNG2 AK092638_bp1861_R AGCTAAAAAGGAAGTGAGGTTAGACAAATATCTCTTGAATATTTGTCTAACCTCACTTCCGG Hs.13291 14949 0.9363875 0.29620032 0.002866172 -0.078975 0.25496552 0.707992587
CCNG2 AK092638_bp694_R AGCTAAAAAGGGCAATATATTCTGCTTTCATCTCTTGAATGAAAGCAGAATATATTGCCCGG Hs.13291 4195 -0.3952125 0.15354744 0.038895893 -0.121775 0.26646535 0.570199804
CCNG2 AK092638_bp694_R AGCTAAAAAGGGCAATATATTCTGCTTTCATCTCTTGAATGAAAGCAGAATATATTGCCCGG Hs.13291 9571 -0.4083125 0.067609 0.026904195 -0.16045 0.17885899 0.432130458
CCNG2 AK092638_bp694_R AGCTAAAAAGGGCAATATATTCTGCTTTCATCTCTTGAATGAAAGCAGAATATATTGCCCGG Hs.13291 14947 -0.4067875 0.06899672 0.027338147 -0.104325 0.22279769 0.614098843
CCR1 CR609171_bp1353_R AGCTAAAAAGGGCTTGGACTCAAGCAAGATTCTCTTGAAATCTTGCTTGAGTCCAAGCCCGG Hs.301921 4673 0.699075 0.70862341 0.068983846 0.682125 1.12273516 0.217733557 -0.50183333 0.93437066 0.272076116



CCR1 CR609171_bp1353_R AGCTAAAAAGGGCTTGGACTCAAGCAAGATTCTCTTGAAATCTTGCTTGAGTCCAAGCCCGG Hs.301921 10049 0.90595 0.52344754 0.012924027 0.5452 1.01628204 0.270884016 -0.58486667 1.07798798 0.250953883
CCR1 CR609171_bp1353_R AGCTAAAAAGGGCTTGGACTCAAGCAAGATTCTCTTGAAATCTTGCTTGAGTCCAAGCCCGG Hs.301921 15425 0.799825 0.57349763 0.026271104 0.58955 1.05003721 0.251038159 -0.42986667 1.08870352 0.387431223
CCR1 CR609171_bp1826_R AGCTAAAAAGCACGGGCCATATGAATAACATCTCTTGAATGTTATTCATATGGCCCGTGCGG Hs.301921 4671 0.4549 0.81172851 0.237746102 0.30295 0.18064362 0.103401612 0.297433333 1.52301116 0.638732409
CCR1 CR609171_bp1826_R AGCTAAAAAGCACGGGCCATATGAATAACATCTCTTGAATGTTATTCATATGGCCCGTGCGG Hs.301921 10047 0.151475 1.03871262 0.734226686 0.5331 0.44510795 0.067939003 0.237766667 1.3414376 0.675645634
CCR1 CR609171_bp1826_R AGCTAAAAAGCACGGGCCATATGAATAACATCTCTTGAATGTTATTCATATGGCCCGTGCGG Hs.301921 15423 0.333325 1.05407103 0.470849008 0.442225 0.31964356 0.066550355 0.167833333 1.19600124 0.745161676
CCR1 CR609171_bp2503_R AGCTAAAAAGGGTGCATATTTATGATAATATCTCTTGAATATTATCATAAATATGCACCCGG Hs.301921 4669 -0.188575 0.38274784 0.381265664 -0.65385 0.63227324 0.078790477 -0.565 0.8172223 0.189415116
CCR1 CR609171_bp2503_R AGCTAAAAAGGGTGCATATTTATGATAATATCTCTTGAATATTATCATAAATATGCACCCGG Hs.301921 10045 -0.052575 0.58179738 0.847405546 -0.349275 0.45825146 0.191385014 -0.4533 1.00174446 0.337233983
CCR1 CR609171_bp2503_R AGCTAAAAAGGGTGCATATTTATGATAATATCTCTTGAATATTATCATAAATATGCACCCGG Hs.301921 15421 -0.223125 0.44760458 0.348946208 -0.0815 0.27832186 0.657637177 -0.36103333 1.01463294 0.440755696
CCR7 NM_001838_bp294_R AGCTAAAAAGCTGGTCGTGTTGACCTATATTCTCTTGAAATATAGGTCAACACGACCAGCGG Hs.370036 2567 -0.5711625 0.40207314 0.029210529 -0.34915 0.53677932 0.230826677
CCR7 NM_001838_bp294_R AGCTAAAAAGCTGGTCGTGTTGACCTATATTCTCTTGAAATATAGGTCAACACGACCAGCGG Hs.370036 7943 -0.544383333 0.51130471 0.093349595 -0.545075 0.39190444 0.052735576
CCR7 NM_001838_bp294_R AGCTAAAAAGCTGGTCGTGTTGACCTATATTCTCTTGAAATATAGGTCAACACGACCAGCGG Hs.370036 13319 -0.6817125 0.46755197 0.022647424 -0.308825 0.52637317 0.281460571
CCR7 NM_001838_bp339_R AGCTAAAAAGACCGATACCTACCTGCTCAATCTCTTGAATTGAGCAGGTAGGTATCGGTCGG Hs.370036 1262 -1.3613375 0.30844878 0.000498436 -0.060325 0.55978608 0.838259004
CCR7 NM_001838_bp339_R AGCTAAAAAGACCGATACCTACCTGCTCAATCTCTTGAATTGAGCAGGTAGGTATCGGTCGG Hs.370036 6638 -1.4007375 0.2800369 0.000359349 -0.044525 0.64946451 0.892461374
CCR7 NM_001838_bp339_R AGCTAAAAAGACCGATACCTACCTGCTCAATCTCTTGAATTGAGCAGGTAGGTATCGGTCGG Hs.370036 12014 -1.4648625 0.3528501 0.00049439 -0.0189 0.60920501 0.958400914
CCR7 NM_001838_bp774_R AGCTAAAAAGGCCATGAGCTTCTGTTACCTTCTCTTGAAAGGTAACAGAAGCTCATGGCCGG Hs.370036 2593 -1.250383333 0.35176693 0.004208545 -0.658275 0.39479045 0.02716117
CCR7 NM_001838_bp774_R AGCTAAAAAGGCCATGAGCTTCTGTTACCTTCTCTTGAAAGGTAACAGAAGCTCATGGCCGG Hs.370036 7969 -1.22065 0.31571558 0.003921267 -0.670575 0.49939009 0.036590859
CCR7 NM_001838_bp774_R AGCTAAAAAGGCCATGAGCTTCTGTTACCTTCTCTTGAAAGGTAACAGAAGCTCATGGCCGG Hs.370036 13345 -1.253583333 0.30603012 0.003414412 -0.54055 0.38577125 0.053309001
CCRK NM_178432_bp1024_R AGCTAAAAAGCTGGGTCAATTCCTTCTCTATCTCTTGAATAGAGAAGGAATTGACCCAGCGG Hs.522274 770 -0.924375 0.2218867 0.001887187 -0.29025 0.11984486 0.09561871
CCRK NM_178432_bp1024_R AGCTAAAAAGCTGGGTCAATTCCTTCTCTATCTCTTGAATAGAGAAGGAATTGACCCAGCGG Hs.522274 6146 -0.828575 0.20980202 0.002850007 -0.177825 0.11020213 0.255869985
CCRK NM_178432_bp1024_R AGCTAAAAAGCTGGGTCAATTCCTTCTCTATCTCTTGAATAGAGAAGGAATTGACCCAGCGG Hs.522274 11522 -0.623475 0.33350425 0.018871829 -0.16675 0.16026365 0.306688052
CCRK NM_178432_bp375_R AGCTAAAAAGCGAGATAGTTGCCCTCAAGATCTCTTGAATCTTGAGGGCAACTATCTCGCGG Hs.522274 771 0.82025 0.73865761 0.047174928 0.613433333 0.97546954 0.260955913
CCRK NM_178432_bp375_R AGCTAAAAAGCGAGATAGTTGCCCTCAAGATCTCTTGAATCTTGAGGGCAACTATCTCGCGG Hs.522274 6147 0.996975 0.79301595 0.030128148 0.894175 0.93070821 0.082361357
CCRK NM_178432_bp375_R AGCTAAAAAGCGAGATAGTTGCCCTCAAGATCTCTTGAATCTTGAGGGCAACTATCTCGCGG Hs.522274 11523 1.179375 1.04942723 0.039271907 0.779225 0.78235752 0.079136426
CD180 NM_005582_bp1743_R AGCTAAAAAGCGACAGCATTGATTCTCTTATCTCTTGAATAAGAGAATCAATGCTGTCGCGG Hs.87205 2591 -0.46455 0.17818338 0.041266584 -0.0108625 0.55758862 0.907717315
CD180 NM_005582_bp1743_R AGCTAAAAAGCGACAGCATTGATTCTCTTATCTCTTGAATAAGAGAATCAATGCTGTCGCGG Hs.87205 7967 -0.389875 0.21107913 0.086981311 -0.0539375 0.4997354 0.965926603
CD180 NM_005582_bp1743_R AGCTAAAAAGCGACAGCATTGATTCTCTTATCTCTTGAATAAGAGAATCAATGCTGTCGCGG Hs.87205 13343 -0.442725 0.19228236 0.054496332 0.0182875 0.58570249 0.829592518
CD180 NM_005582_bp1851_R AGCTAAAAAGCACCATTAATTTAAGTCATATCTCTTGAATATGACTTAAATTAATGGTGCGG Hs.87205 2589 -0.694725 0.14646623 0.006620359 -0.4685375 0.32406761 0.092737496
CD180 NM_005582_bp1851_R AGCTAAAAAGCACCATTAATTTAAGTCATATCTCTTGAATATGACTTAAATTAATGGTGCGG Hs.87205 7965 -0.708125 0.11133883 0.005229563 -0.4807375 0.35630942 0.093098935
CD180 NM_005582_bp1851_R AGCTAAAAAGCACCATTAATTTAAGTCATATCTCTTGAATATGACTTAAATTAATGGTGCGG Hs.87205 13341 -0.71425 0.11146885 0.005056512 -0.4244875 0.35601766 0.132609227
CD180 NM_005582_bp1890_R AGCTAAAAAGCTCGAATATTCATTTCTTAATCTCTTGAATTAAGAAATGAATATTCGAGCGG Hs.87205 2617 -1.041175 0.11647565 0.000909137 -0.2232625 0.41001567 0.461064013
CD180 NM_005582_bp1890_R AGCTAAAAAGCTCGAATATTCATTTCTTAATCTCTTGAATTAAGAAATGAATATTCGAGCGG Hs.87205 7993 -1.038625 0.102185 0.000868139 -0.2894125 0.4977115 0.360916102
CD180 NM_005582_bp1890_R AGCTAAAAAGCTCGAATATTCATTTCTTAATCTCTTGAATTAAGAAATGAATATTCGAGCGG Hs.87205 13369 -0.9448 0.09234455 0.001330089 -0.2246625 0.50521476 0.496570959
CD3EAP NM_012099_bp3039_R AGCTAAAAAGTCACCTGGTTGTGTTATCAATCTCTTGAATTGATAACACAACCAGGTGACGG Hs.446684 2544 -0.27195 0.79917982 0.552373825 0.6840625 0.60050315 0.038271589
CD3EAP NM_012099_bp3039_R AGCTAAAAAGTCACCTGGTTGTGTTATCAATCTCTTGAATTGATAACACAACCAGGTGACGG Hs.446684 7920 -0.3216 0.93851573 0.524816115 0.4273125 0.44162172 0.094713822
CD3EAP NM_012099_bp3039_R AGCTAAAAAGTCACCTGGTTGTGTTATCAATCTCTTGAATTGATAACACAACCAGGTGACGG Hs.446684 13296 -0.305475 0.80662059 0.497668995 0.3828125 0.47126616 0.131105391
CD3EAP NM_012099_bp3109_R AGCTAAAAAGTGTGTGTGGTACCCATTAACTCTCTTGAAGTTAATGGGTACCACACACACGG Hs.446684 2570 0.38185 0.35582511 0.06900655 0.2502625 0.4743675 0.276887583
CD3EAP NM_012099_bp3109_R AGCTAAAAAGTGTGTGTGGTACCCATTAACTCTCTTGAAGTTAATGGGTACCACACACACGG Hs.446684 7946 0.342675 0.5498404 0.173088916 -0.1200625 0.48518689 0.765043729
CD3EAP NM_012099_bp3109_R AGCTAAAAAGTGTGTGTGGTACCCATTAACTCTCTTGAAGTTAATGGGTACCACACACACGG Hs.446684 13322 0.306625 0.57946726 0.222845094 -0.3640125 0.66832603 0.31674645
CD3EAP NM_012099_bp520_R AGCTAAAAAGGTTCTCTTGTCCCCCCAACTTCTCTTGAAAGTTGGGGGGACAAGAGAACCGG Hs.446684 2542 0.457725 0.54119066 0.08948178 -0.6823625 0.86984085 0.119084594
CD3EAP NM_012099_bp520_R AGCTAAAAAGGTTCTCTTGTCCCCCCAACTTCTCTTGAAAGTTGGGGGGACAAGAGAACCGG Hs.446684 7918 0.449825 0.63101657 0.121460252 -0.6397875 0.88216359 0.144374413
CD3EAP NM_012099_bp520_R AGCTAAAAAGGTTCTCTTGTCCCCCCAACTTCTCTTGAAAGTTGGGGGGACAAGAGAACCGG Hs.446684 13294 0.423325 0.54913523 0.110272838 -0.6069625 0.78124695 0.134015958
CD40 NM_001250_bp356_R AGCTAAAAAGAAGGGCACCTCAGAAACAGATCTCTTGAATCTGTTTCTGAGGTGCCCTTCGG Hs.472860 2091 1.5604125 0.6332851 0.002416101 0.1627375 0.62514391 0.586997261
CD40 NM_001250_bp356_R AGCTAAAAAGAAGGGCACCTCAGAAACAGATCTCTTGAATCTGTTTCTGAGGTGCCCTTCGG Hs.472860 7467 1.2974875 0.29097662 0.00062955 0.1075125 0.54175628 0.695512746
CD40 NM_001250_bp356_R AGCTAAAAAGAAGGGCACCTCAGAAACAGATCTCTTGAATCTGTTTCTGAGGTGCCCTTCGG Hs.472860 12843 1.4015375 0.34342807 0.000632703 0.0944875 0.65995097 0.758205992
CD40 NM_001250_bp480_R AGCTAAAAAGCTACAGGGGTTTCTGATACCTCTCTTGAAGGTATCAGAAACCCCTGTAGCGG Hs.472860 1058 -1.3921375 0.19875748 0.000243515 -0.0006875 0.3075887 0.997492829
CD40 NM_001250_bp480_R AGCTAAAAAGCTACAGGGGTTTCTGATACCTCTCTTGAAGGTATCAGAAACCCCTGTAGCGG Hs.472860 6434 -1.4027625 0.20946987 0.000251359 0.0188625 0.31243839 0.93160524
CD40 NM_001250_bp480_R AGCTAAAAAGCTACAGGGGTTTCTGATACCTCTCTTGAAGGTATCAGAAACCCCTGTAGCGG Hs.472860 11810 -1.4436125 0.29388578 0.000389053 -0.0125875 0.36277952 0.956325046
CD40 NM_001250_bp519_R AGCTAAAAAGTCGGCTTCTTCTCCAATGTGTCTCTTGAACACATTGGAGAAGAAGCCGACGG Hs.472860 1057 1.0005875 0.15760837 0.00090568 0.0690375 0.71304952 0.830158534
CD40 NM_001250_bp519_R AGCTAAAAAGTCGGCTTCTTCTCCAATGTGTCTCTTGAACACATTGGAGAAGAAGCCGACGG Hs.472860 6433 0.8831875 0.2120682 0.002178803 0.0231875 0.70169629 0.941858075
CD40 NM_001250_bp519_R AGCTAAAAAGTCGGCTTCTTCTCCAATGTGTCTCTTGAACACATTGGAGAAGAAGCCGACGG Hs.472860 11809 0.9360375 0.1499277 0.001182008 0.0106375 0.77155174 0.974952993
CD40LG NM_000074_bp511_R AGCTAAAAAGGGAAACAGCTGACCGTTAAATCTCTTGAATTTAACGGTCAGCTGTTTCCCGG Hs.592244 1042 -0.8690875 0.26601443 0.003269784 0.0659125 0.0920484 0.730933627
CD40LG NM_000074_bp511_R AGCTAAAAAGGGAAACAGCTGACCGTTAAATCTCTTGAATTTAACGGTCAGCTGTTTCCCGG Hs.592244 6418 -0.8330375 0.37531054 0.007767535 0.0822875 0.14213827 0.675007475
CD40LG NM_000074_bp511_R AGCTAAAAAGGGAAACAGCTGACCGTTAAATCTCTTGAATTTAACGGTCAGCTGTTTCCCGG Hs.592244 11794 -0.8286875 0.31500343 0.005465611 0.1015625 0.10617518 0.600584542
CD40LG NM_000074_bp739_R AGCTAAAAAGGTGCTTCGGTGTTTGTCAATTCTCTTGAAATTGACAAACACCGAAGCACCGG Hs.592244 1043 0.3946125 0.68949233 0.240270206 0.4112125 0.29647789 0.094777762
CD40LG NM_000074_bp739_R AGCTAAAAAGGTGCTTCGGTGTTTGTCAATTCTCTTGAAATTGACAAACACCGAAGCACCGG Hs.592244 6419 0.4882125 0.64416525 0.142248164 0.4845125 0.11829733 0.039012538
CD40LG NM_000074_bp739_R AGCTAAAAAGGTGCTTCGGTGTTTGTCAATTCTCTTGAAATTGACAAACACCGAAGCACCGG Hs.592244 11795 0.4478375 0.61293948 0.157897902 0.4870125 0.18290887 0.043140115
CD40LG NM_000074_bp85_R AGCTAAAAAGGACTGCCCATCAGCATGAAATCTCTTGAATTTCATGCTGATGGGCAGTCCGG Hs.592244 1044 1.0446625 0.32872882 0.002189847 0.3504875 0.65052042 0.272865878
CD40LG NM_000074_bp85_R AGCTAAAAAGGACTGCCCATCAGCATGAAATCTCTTGAATTTCATGCTGATGGGCAGTCCGG Hs.592244 6420 1.7966875 0.65812391 0.001471647 0.2654125 0.78636968 0.450914301
CD40LG NM_000074_bp85_R AGCTAAAAAGGACTGCCCATCAGCATGAAATCTCTTGAATTTCATGCTGATGGGCAGTCCGG Hs.592244 11796 1.1829125 0.45560701 0.002884227 0.2498875 0.92230871 0.524706138
CD44 NM_000610_bp1668_R AGCTAAAAAGGACAGGACCTCTTTCAATGATCTCTTGAATCATTGAAAGAGGTCCTGTCCGG Hs.502328 2565 -0.4108375 0.11847216 0.022322332 -0.33955 0.30723828 0.157971948
CD44 NM_000610_bp1668_R AGCTAAAAAGGACAGGACCTCTTTCAATGATCTCTTGAATCATTGAAAGAGGTCCTGTCCGG Hs.502328 7941 -0.4181375 0.14421149 0.02317852 -0.361725 0.27560796 0.127835029
CD44 NM_000610_bp1668_R AGCTAAAAAGGACAGGACCTCTTTCAATGATCTCTTGAATCATTGAAAGAGGTCCTGTCCGG Hs.502328 13317 -0.4243375 0.19675283 0.027669094 -0.3446 0.30204879 0.151622118
CD44 NM_000610_bp2284_R AGCTAAAAAGGCCAGCAAGTCTCAGGAAATTCTCTTGAAATTTCCTGAGACTTGCTGGCCGG Hs.502328 2563 0.5011375 0.41023897 0.0722416 -0.226525 0.30103515 0.328244997
CD44 NM_000610_bp2284_R AGCTAAAAAGGCCAGCAAGTCTCAGGAAATTCTCTTGAAATTTCCTGAGACTTGCTGGCCGG Hs.502328 7939 0.4118625 0.47779159 0.156871302 0.069666667 0.63911832 0.822103248
CD44 NM_000610_bp2284_R AGCTAAAAAGGCCAGCAAGTCTCAGGAAATTCTCTTGAAATTTCCTGAGACTTGCTGGCCGG Hs.502328 13315 -0.2837875 0.27081628 0.110581496 -0.0456 0.64268334 0.888574249
CD44 NM_000610_bp970_R AGCTAAAAAGGCTGGTACGTCTTCAAATACTCTCTTGAAGTATTTGAAGACGTACCAGCCGG Hs.502328 2561 -0.1124875 0.44864923 0.516997794 0.0876 0.59302161 0.751092197
CD44 NM_000610_bp970_R AGCTAAAAAGGCTGGTACGTCTTCAAATACTCTCTTGAAGTATTTGAAGACGTACCAGCCGG Hs.502328 7937 -0.0922375 0.45433073 0.57590101 0.0761 0.59631179 0.782126209
CD44 NM_000610_bp970_R AGCTAAAAAGGCTGGTACGTCTTCAAATACTCTCTTGAAGTATTTGAAGACGTACCAGCCGG Hs.502328 13313 -0.1671875 0.4391107 0.379453264 0.057075 0.54839448 0.825125205
CD82 NM_002231_bp184_R AGCTAAAAAGGGCTCAGCCTGTATCAAAGTTCTCTTGAAACTTTGATACAGGCTGAGCCCGG Hs.527778 1143 0.6313875 0.1951297 0.010518749 0.1644 0.22406599 0.42249271
CD82 NM_002231_bp184_R AGCTAAAAAGGGCTCAGCCTGTATCAAAGTTCTCTTGAAACTTTGATACAGGCTGAGCCCGG Hs.527778 6519 0.6160375 0.16641949 0.010149785 0.1577 0.2088102 0.435441925
CD82 NM_002231_bp184_R AGCTAAAAAGGGCTCAGCCTGTATCAAAGTTCTCTTGAAACTTTGATACAGGCTGAGCCCGG Hs.527778 11895 0.6921375 0.17877186 0.006530896 0.18385 0.22632308 0.374661451
CD82 NM_002231_bp490_R AGCTAAAAAGGCCCTCTTCTACTTCAACATTCTCTTGAAATGTTGAAGTAGAAGAGGGCCGG Hs.527778 1142 -1.0422625 0.26016561 0.001172422 -0.37095 0.62745079 0.242140227
CD82 NM_002231_bp490_R AGCTAAAAAGGCCCTCTTCTACTTCAACATTCTCTTGAAATGTTGAAGTAGAAGAGGGCCGG Hs.527778 6518 -1.0915875 0.20016274 0.000650249 -0.3465 0.65009715 0.280654893
CD82 NM_002231_bp490_R AGCTAAAAAGGCCCTCTTCTACTTCAACATTCTCTTGAAATGTTGAAGTAGAAGAGGGCCGG Hs.527778 11894 -1.0671875 0.17321751 0.000614811 -0.344125 0.5874272 0.258046366
CD82 NM_002231_bp943_R AGCTAAAAAGCACGTCCATTCCGAAGACTATCTCTTGAATAGTCTTCGGAATGGACGTGCGG Hs.527778 2138 -0.7475375 0.64098744 0.037573268 0.011175 0.30136566 0.945022519
CD82 NM_002231_bp943_R AGCTAAAAAGCACGTCCATTCCGAAGACTATCTCTTGAATAGTCTTCGGAATGGACGTGCGG Hs.527778 7514 -0.7726375 0.67053227 0.038124334 0.014525 0.28942464 0.93205627
CD82 NM_002231_bp943_R AGCTAAAAAGCACGTCCATTCCGAAGACTATCTCTTGAATAGTCTTCGGAATGGACGTGCGG Hs.527778 12890 -0.8149125 0.64102753 0.028419492 0.020475 0.31227875 0.911773674
CDC2 NM_001786_bp208_R AGCTAAAAAGGTCAAGTGGTAGCCATGAAATCTCTTGAATTTCATGGCTACCACTTGACCGG Hs.334562 89 4.656566667 1.06258134 0.000543279 0.3516875 0.11081467 0.055210532
CDC2 NM_001786_bp208_R AGCTAAAAAGGTCAAGTGGTAGCCATGAAATCTCTTGAATTTCATGGCTACCACTTGACCGG Hs.334562 5465 5.031325 0.95460797 4.95E-05 0.3281875 0.10209014 0.065732448
CDC2 NM_001786_bp208_R AGCTAAAAAGGTCAAGTGGTAGCCATGAAATCTCTTGAATTTCATGGCTACCACTTGACCGG Hs.334562 10841 5.24515 0.96677387 4.26E-05 0.1302375 0.58427302 0.65355043
CDC2 NM_001786_bp589_R AGCTAAAAAGGAATACCTATCAGAGTATATTCTCTTGAAATATACTCTGATAGGTATTCCGG Hs.334562 90 4.7041 3.65574206 0.052044676 0.4350375 0.98016014 0.353273271
CDC2 NM_001786_bp589_R AGCTAAAAAGGAATACCTATCAGAGTATATTCTCTTGAAATATACTCTGATAGGTATTCCGG Hs.334562 5466 6.35905 6.45001593 0.094422986 0.4995375 0.9372943 0.276816752
CDC2 NM_001786_bp589_R AGCTAAAAAGGAATACCTATCAGAGTATATTCTCTTGAAATATACTCTGATAGGTATTCCGG Hs.334562 10842 6.108466667 4.50129684 0.029286643 0.5145625 0.98301013 0.282397859
CDC2 NM_001786_bp700_R AGCTAAAAAGGCACCATATTTGCTGAACTATCTCTTGAATAGTTCAGCAAATATGGTGCCGG Hs.334562 91 0.474725 0.34163606 0.050015623 0.0576875 0.11004071 0.692318691
CDC2 NM_001786_bp700_R AGCTAAAAAGGCACCATATTTGCTGAACTATCTCTTGAATAGTTCAGCAAATATGGTGCCGG Hs.334562 5467 0.49115 0.37531902 0.052596402 0.1478125 0.11015043 0.333984961
CDC2 NM_001786_bp700_R AGCTAAAAAGGCACCATATTTGCTGAACTATCTCTTGAATAGTTCAGCAAATATGGTGCCGG Hs.334562 10843 0.54975 0.41615021 0.04458447 0.2149125 0.0499406 0.167388504
CDC25B NM_021874_bp1420_R AGCTAAAAAGCAGGATGGATTTGTCTTCAATCTCTTGAATTGAAGACAAATCCATCCTGCGG Hs.153752 2392 -0.299525 0.23303184 0.16777286 -0.5045875 0.26555823 0.063346351
CDC25B NM_021874_bp1420_R AGCTAAAAAGCAGGATGGATTTGTCTTCAATCTCTTGAATTGAAGACAAATCCATCCTGCGG Hs.153752 7768 -0.299725 0.24741913 0.174306115 -0.3905875 0.44557529 0.196571566
CDC25B NM_021874_bp1420_R AGCTAAAAAGCAGGATGGATTTGTCTTCAATCTCTTGAATTGAAGACAAATCCATCCTGCGG Hs.153752 13144 -0.2929 0.24066693 0.181161347 -0.6303875 0.41144807 0.044171499
CDC25B NM_021874_bp2113_R AGCTAAAAAGACGGGCAAGTTCAGCAACATTCTCTTGAAATGTTGCTGAACTTGCCCGTCGG Hs.153752 2394 1.411475 0.82682603 0.007295881 -0.4664625 0.46202305 0.128930855
CDC25B NM_021874_bp2113_R AGCTAAAAAGACGGGCAAGTTCAGCAACATTCTCTTGAAATGTTGCTGAACTTGCCCGTCGG Hs.153752 7770 1.41185 0.8270244 0.007342459 -0.5041125 0.45962322 0.103120163
CDC25B NM_021874_bp2113_R AGCTAAAAAGACGGGCAAGTTCAGCAACATTCTCTTGAAATGTTGCTGAACTTGCCCGTCGG Hs.153752 13146 1.403275 0.84722554 0.008174567 -0.5224625 0.46765117 0.094704074
CDC25B NM_021874_bp2135_R AGCTAAAAAGTGGATAAGTTTGTGATTGTATCTCTTGAATACAATCACAAACTTATCCACGG Hs.153752 2396 0.53235 0.23278032 0.011499435 0.5290125 0.59216331 0.081000364
CDC25B NM_021874_bp2135_R AGCTAAAAAGTGGATAAGTTTGTGATTGTATCTCTTGAATACAATCACAAACTTATCCACGG Hs.153752 7772 0.3857 0.25875954 0.03763674 0.0575125 0.31223594 0.65239099
CDC25B NM_021874_bp2135_R AGCTAAAAAGTGGATAAGTTTGTGATTGTATCTCTTGAATACAATCACAAACTTATCCACGG Hs.153752 13148 0.44255 0.25194661 0.024385756 0.1722125 0.27372424 0.334270858
CDC2L1 NM_033489_bp2030_R AGCTAAAAAGTTCCCCGGGAAGTCAGAAATTCTCTTGAAATTTCTGACTTCCCGGGGAACGG Hs.192316 613 0.101075 0.24147141 0.554073462 0.368325 0.15362045 0.055510113
CDC2L1 NM_033489_bp2030_R AGCTAAAAAGTTCCCCGGGAAGTCAGAAATTCTCTTGAAATTTCTGACTTCCCGGGGAACGG Hs.192316 5989 0.444466667 0.1670623 0.068998228 0.462225 0.29347903 0.051992571
CDC2L1 NM_033489_bp2030_R AGCTAAAAAGTTCCCCGGGAAGTCAGAAATTCTCTTGAAATTTCTGACTTCCCGGGGAACGG Hs.192316 11365 0.512466667 0.22357742 0.054131739 0.45955 0.28137267 0.049978632
CDC2L1 NM_033489_bp2118_R AGCTAAAAAGAGCTCCCAGCAGTCAAGAAGTCTCTTGAACTTCTTGACTGCTGGGAGCTCGG Hs.192316 2033 0.14855 0.00346482 0.573314652 -5.9704
CDC2L1 NM_033489_bp2118_R AGCTAAAAAGAGCTCCCAGCAGTCAAGAAGTCTCTTGAACTTCTTGACTGCTGGGAGCTCGG Hs.192316 7409 0.26485 0.00289914 0.342864235 -10.1024
CDC2L1 NM_033489_bp2118_R AGCTAAAAAGAGCTCCCAGCAGTCAAGAAGTCTCTTGAACTTCTTGACTGCTGGGAGCTCGG Hs.192316 12785 0.16955 0.13993643 0.534771667 -6.3947
CDC2L5 NM_003718_bp1855_R AGCTAAAAAGAGGAATCAGTATCTCTTAAATCTCTTGAATTTAAGAGATACTGATTCCTCGG Hs.233552 205 0.57365 0.3130744 0.022888758 0.0877375 0.14772899 0.567771978 -0.5231 0.73072415 0.496081635 -0.3208 0.1589576 0.214545971
CDC2L5 NM_003718_bp1855_R AGCTAAAAAGAGGAATCAGTATCTCTTAAATCTCTTGAATTTAAGAGATACTGATTCCTCGG Hs.233552 5581 0.631375 0.29500143 0.014494051 0.0921125 0.18696516 0.568728514 -0.242333333 0.26225921 0.250638246 -0.1265 0.08609535 0.125897833
CDC2L5 NM_003718_bp1855_R AGCTAAAAAGAGGAATCAGTATCTCTTAAATCTCTTGAATTTAAGAGATACTGATTCCTCGG Hs.233552 10957 0.7213 0.25984462 0.006942075 -0.0012375 0.1936789 0.993826503 -0.337133333 0.56450485 0.409629705 -0.04326667 0.10794301 0.559323972
CDC2L5 NM_003718_bp2601_R AGCTAAAAAGGGTCTGGATTATTGTCATAATCTCTTGAATTATGACAATAATCCAGACCCGG Hs.233552 206 1.221533333 1.17195448 0.072909616 0.5803125 0.87987765 0.195325943
CDC2L5 NM_003718_bp2601_R AGCTAAAAAGGGTCTGGATTATTGTCATAATCTCTTGAATTATGACAATAATCCAGACCCGG Hs.233552 5582 1.248066667 1.17459139 0.069258575 0.5488125 0.89972893 0.223956607
CDC2L5 NM_003718_bp2601_R AGCTAAAAAGGGTCTGGATTATTGTCATAATCTCTTGAATTATGACAATAATCCAGACCCGG Hs.233552 10958 1.3109 1.10873491 0.052647458 0.6008625 0.89342801 0.187599278
CDC2L6 NM_015076_bp123_R AGCTAAAAAGGAGGATTTGTTTGAGTACGATCTCTTGAATCGTACTCAAACAAATCCTCCGG Hs.193251 7042
CDC2L6 NM_015076_bp123_R AGCTAAAAAGGAGGATTTGTTTGAGTACGATCTCTTGAATCGTACTCAAACAAATCCTCCGG Hs.193251 12418
CDC2L6 NM_015076_bp378_R AGCTAAAAAGCATGACTTGTGGCATATTATTCTCTTGAAATAATATGCCACAAGTCATGCGG Hs.193251 518 -5.001525 2.43948304 0.016074989
CDC2L6 NM_015076_bp378_R AGCTAAAAAGCATGACTTGTGGCATATTATTCTCTTGAAATAATATGCCACAAGTCATGCGG Hs.193251 5894 -5.118825 3.78906704 0.046079963 -6.1841
CDC2L6 NM_015076_bp378_R AGCTAAAAAGCATGACTTGTGGCATATTATTCTCTTGAAATAATATGCCACAAGTCATGCGG Hs.193251 11270 -1.9912 3.062899 0.155340953 -5.5324
CDC2L6 NM_015076_bp728_R AGCTAAAAAGGGCAATAGGTTGTATATTTGTCTCTTGAACAAATATACAACCTATTGCCCGG Hs.193251 519 0.189475 0.60544069 0.510237155 0.449666667 1.78661049 0.607251242
CDC2L6 NM_015076_bp728_R AGCTAAAAAGGGCAATAGGTTGTATATTTGTCTCTTGAACAAATATACAACCTATTGCCCGG Hs.193251 5895 0.13395 0.72581356 0.682687275 0.1642 1.71094459 0.84212662
CDC2L6 NM_015076_bp728_R AGCTAAAAAGGGCAATAGGTTGTATATTTGTCTCTTGAACAAATATACAACCTATTGCCCGG Hs.193251 11271 0.057775 0.14241564 0.698027084 -0.706466667 1.78272088 0.431789115
CDC37 NM_007065_bp1194_R AGCTAAAAAGGGGACCCATTACTGGAAGCTTCTCTTGAAAGCTTCCAGTAATGGGTCCCCGG Hs.160958 2576 0.51045 0.32790792 0.028990727 0.0824625 0.5104265 0.638986493
CDC37 NM_007065_bp1194_R AGCTAAAAAGGGGACCCATTACTGGAAGCTTCTCTTGAAAGCTTCCAGTAATGGGTCCCCGG Hs.160958 7952 0.694625 0.41385302 0.016445003 0.2678625 0.50043605 0.261951649
CDC37 NM_007065_bp1194_R AGCTAAAAAGGGGACCCATTACTGGAAGCTTCTCTTGAAAGCTTCCAGTAATGGGTCCCCGG Hs.160958 13328 0.610875 0.35378923 0.018595459 0.1767875 0.49234266 0.411940107
CDC37 NM_007065_bp671_R AGCTAAAAAGACAGCCAATTACCTGGTCATTCTCTTGAAATGACCAGGTAATTGGCTGTCGG Hs.160958 2574 0.09245 0.35075767 0.481571425 0.3645875 0.74009714 0.242085179
CDC37 NM_007065_bp671_R AGCTAAAAAGACAGCCAATTACCTGGTCATTCTCTTGAAATGACCAGGTAATTGGCTGTCGG Hs.160958 7950 -0.020475 0.38154691 0.86685833 0.2379125 0.50600946 0.307014019
CDC37 NM_007065_bp671_R AGCTAAAAAGACAGCCAATTACCTGGTCATTCTCTTGAAATGACCAGGTAATTGGCTGTCGG Hs.160958 13326 0.0875 0.343821 0.489770849 0.08755 0.59899015 0.751886868
CDC37 NM_007065_bp713_R AGCTAAAAAGGAGGAGAAATGTGCACTCATTCTCTTGAAATGAGTGCACATTTCTCCTCCGG Hs.160958 2572 -0.49215 0.34295681 0.05900416 -0.5350375 0.44546892 0.084018155
CDC37 NM_007065_bp713_R AGCTAAAAAGGAGGAGAAATGTGCACTCATTCTCTTGAAATGAGTGCACATTTCTCCTCCGG Hs.160958 7948 -0.542525 0.34814969 0.043119373 -0.5806625 0.73536539 0.13599364
CDC37 NM_007065_bp713_R AGCTAAAAAGGAGGAGAAATGTGCACTCATTCTCTTGAAATGAGTGCACATTTCTCCTCCGG Hs.160958 13324 -0.478825 0.2959405 0.053148744 -0.3172125 0.18690034 0.202070579
CDC42 NM_001791_bp225_R AGCTAAAAAGCAGTCACAGTTATGATTGGTTCTCTTGAAACCAATCATAACTGTGACTGCGG Hs.487266 2559 -0.3281625 0.43041363 0.142090867 -0.076175 0.5026662 0.78314875
CDC42 NM_001791_bp225_R AGCTAAAAAGCAGTCACAGTTATGATTGGTTCTCTTGAAACCAATCATAACTGTGACTGCGG Hs.487266 7935 -0.6685125 0.37701924 0.014857601 -0.037125 0.63850929 0.911105243
CDC42 NM_001791_bp225_R AGCTAAAAAGCAGTCACAGTTATGATTGGTTCTCTTGAAACCAATCATAACTGTGACTGCGG Hs.487266 13311 -0.5836625 0.30695943 0.016262033 -0.126075 0.6421722 0.68519414
CDC42 NM_001791_bp307_R AGCTAAAAAGACCGCTGAGTTATCCACAAATCTCTTGAATTTGTGGATAACTCAGCGGTCGG Hs.487266 2557 -1.0112125 0.37384261 0.002940107 -0.2739 0.52334276 0.33766244
CDC42 NM_001791_bp307_R AGCTAAAAAGACCGCTGAGTTATCCACAAATCTCTTGAATTTGTGGATAACTCAGCGGTCGG Hs.487266 7933 -0.9021875 0.2372503 0.001957422 0.0053 0.63671607 0.975973578
CDC42 NM_001791_bp307_R AGCTAAAAAGACCGCTGAGTTATCCACAAATCTCTTGAATTTGTGGATAACTCAGCGGTCGG Hs.487266 13309 -0.9585125 0.46201922 0.006359192 -0.23325 0.54711587 0.420200331
CDC42 NM_001791_bp444_R AGCTAAAAAGGGACTCAAATTGATCTCAGATCTCTTGAATCTGAGATCAATTTGAGTCCCGG Hs.487266 1261 -0.4357875 0.2175492 0.027361234 -0.553875 0.4207572 0.054701369
CDC42 NM_001791_bp444_R AGCTAAAAAGGGACTCAAATTGATCTCAGATCTCTTGAATCTGAGATCAATTTGAGTCCCGG Hs.487266 6637 -0.4599375 0.21620633 0.022780732 -0.557725 0.43542782 0.055880003
CDC42 NM_001791_bp444_R AGCTAAAAAGGGACTCAAATTGATCTCAGATCTCTTGAATCTGAGATCAATTTGAGTCCCGG Hs.487266 12013 -0.4817875 0.21345326 0.019208099 -0.570875 0.40636244 0.047079171
CDC42BPA NM_003607_bp1025_R AGCTAAAAAGTGGAGACATTACTGGATATATCTCTTGAATATATCCAGTAATGTCTCCACGG Hs.35433 366 1.4958 1.40952468 0.044193078 0.4001875 0.15337148 0.04322863 -0.116425 0.12842682 0.167471704 -0.2798 0.11407877 0.01621863
CDC42BPA NM_003607_bp1025_R AGCTAAAAAGTGGAGACATTACTGGATATATCTCTTGAATATATCCAGTAATGTCTCCACGG Hs.35433 5742 1.679933333 1.46547698 0.053327411 0.4592625 0.22410436 0.038190649 0.01585 0.07314499 0.694005939 -0.552225 0.88325 0.299790067
CDC42BPA NM_003607_bp1025_R AGCTAAAAAGTGGAGACATTACTGGATATATCTCTTGAATATATCCAGTAATGTCTCCACGG Hs.35433 11118 1.61855 1.41190047 0.034268237 0.4443125 0.2244194 0.042410147 -0.013775 0.1099201 0.818280214 -0.21755 0.19669968 0.113888801
CDC42BPA NM_003607_bp1974_R AGCTAAAAAGTGGAATTGATTGGGATAATATCTCTTGAATATTATCCCAATCAATTCCACGG Hs.35433 1634 -0.697575 0.65012664 0.056550049 2.4134125 5.6051219 0.34566978 -0.1646
CDC42BPA NM_003607_bp1974_R AGCTAAAAAGTGGAATTGATTGGGATAATATCTCTTGAATATTATCCCAATCAATTCCACGG Hs.35433 7010 -0.72485 0.63212185 0.046885189 2.1341375 5.00080222 0.349707432
CDC42BPA NM_003607_bp1974_R AGCTAAAAAGTGGAATTGATTGGGATAATATCTCTTGAATATTATCCCAATCAATTCCACGG Hs.35433 12386 -0.682375 0.62776731 0.055622795 1.8097875 4.19941263 0.345814268



CDC42BPB NM_006035_bp3170_R AGCTAAAAAGCACATGACCTGACATTTAGATCTCTTGAATCTAAATGTCAGGTCATGTGCGG Hs.510533 5836 -0.037525 0.7801401 0.913412678 -0.7461 1.02469482 0.203699304
CDC42BPB NM_006035_bp3170_R AGCTAAAAAGCACATGACCTGACATTTAGATCTCTTGAATCTAAATGTCAGGTCATGTGCGG Hs.510533 11212 -0.20425 0.33177315 0.312978174 -0.589566667 0.64992477 0.158961408
CDC42BPB NM_006035_bp3170_R AGCTAAAAAGCACATGACCTGACATTTAGATCTCTTGAATCTAAATGTCAGGTCATGTGCGG Hs.510533 460 0.3074
CDC42BPB NM_006035_bp3195_R AGCTAAAAAGCTCAGCTAGTGAGCAAGAAATCTCTTGAATTTCTTGCTCACTAGCTGAGCGG Hs.510533 461 -0.5334 0.44165254 0.055011119 0.078333333 0.69009079 0.833216482
CDC42BPB NM_006035_bp3195_R AGCTAAAAAGCTCAGCTAGTGAGCAAGAAATCTCTTGAATTTCTTGCTCACTAGCTGAGCGG Hs.510533 5837 -1.703725 1.26202575 0.019690861 -0.617766667 0.63742824 0.140769083
CDC42BPB NM_006035_bp3195_R AGCTAAAAAGCTCAGCTAGTGAGCAAGAAATCTCTTGAATTTCTTGCTCACTAGCTGAGCGG Hs.510533 11213 -2.613775 2.0466335 0.022354614 -0.667033333 0.6887431 0.135375573
CDC42BPB NM_006035_bp4231_R AGCTAAAAAGGAAGGCAGCTTTGACATCAATCTCTTGAATTGATGTCAAAGCTGCCTTCCGG Hs.510533 462 -0.211775 1.40180384 0.754178801 -0.4356 5.79912413 0.879832412
CDC42BPB NM_006035_bp4231_R AGCTAAAAAGGAAGGCAGCTTTGACATCAATCTCTTGAATTGATGTCAAAGCTGCCTTCCGG Hs.510533 5838 -0.036433333 1.65976908 0.960783405 0.516066667 3.71811417 0.769777775
CDC42BPB NM_006035_bp4231_R AGCTAAAAAGGAAGGCAGCTTTGACATCAATCTCTTGAATTGATGTCAAAGCTGCCTTCCGG Hs.510533 11214 0.001266667 1.58274324 0.998573479 -0.1213 4.56776839 0.957389962
CDC42BPG XM_290516_bp159_R AGCTAAAAAGGCCAGCCCCTTCGTATCAAATCTCTTGAATTTGATACGAAGGGGCTGGCCGG Hs.293590 2034 -0.1024
CDC42BPG XM_290516_bp159_R AGCTAAAAAGGCCAGCCCCTTCGTATCAAATCTCTTGAATTTGATACGAAGGGGCTGGCCGG Hs.293590 7410 -0.0971
CDC42BPG XM_290516_bp159_R AGCTAAAAAGGCCAGCCCCTTCGTATCAAATCTCTTGAATTTGATACGAAGGGGCTGGCCGG Hs.293590 12786 -0.2577
CDC42BPG XM_290516_bp3166_R AGCTAAAAAGGGCTCTTTGTCATCCATCTGTCTCTTGAACAGATGGATGACAAAGAGCCCGG Hs.293590 851 -0.0571 0.15570491 0.830122725 0.415166667 0.22222426 0.109982159
CDC42BPG XM_290516_bp3166_R AGCTAAAAAGGGCTCTTTGTCATCCATCTGTCTCTTGAACAGATGGATGACAAAGAGCCCGG Hs.293590 6227 0.0078 0.38113056 0.979686778 0.792666667 0.3670551 0.033469003
CDC42BPG XM_290516_bp3166_R AGCTAAAAAGGGCTCTTTGTCATCCATCTGTCTCTTGAACAGATGGATGACAAAGAGCCCGG Hs.293590 11603 0.87395 1.54566471 0.283933347 0.727433333 0.26639678 0.029784142
CDC42BPG XM_290516_bp843_R AGCTAAAAAGGTGGAAACCTACGGCAAGATTCTCTTGAAATCTTGCCGTAGGTTTCCACCGG Hs.293590 852 -0.03605 0.87292332 0.937947623 0.0674
CDC42BPG XM_290516_bp843_R AGCTAAAAAGGTGGAAACCTACGGCAAGATTCTCTTGAAATCTTGCCGTAGGTTTCCACCGG Hs.293590 6228 -0.478233333 0.65553394 0.203235418 0.2064
CDC42BPG XM_290516_bp843_R AGCTAAAAAGGTGGAAACCTACGGCAAGATTCTCTTGAAATCTTGCCGTAGGTTTCCACCGG Hs.293590 11604 -0.3578 0.49333776 0.181071187 0.0014
CDC42EP4 BC002774_bp2299_R AGCTAAAAAGCACCTCCCATAGCTATTAACTCTCTTGAAGTTAATAGCTATGGGAGGTGCGG Hs.176479 4241 -0.58135 0.69922913 0.109936435 -0.0627 0.34604617 0.757870251 -0.22153333 0.64349115 0.525974951
CDC42EP4 BC002774_bp2299_R AGCTAAAAAGCACCTCCCATAGCTATTAACTCTCTTGAAGTTAATAGCTATGGGAGGTGCGG Hs.176479 9617 -0.553125 0.81423324 0.164897132 -0.23585 0.19113194 0.185042918 -0.3393 0.22167275 0.217674967
CDC42EP4 BC002774_bp2299_R AGCTAAAAAGCACCTCCCATAGCTATTAACTCTCTTGAAGTTAATAGCTATGGGAGGTGCGG Hs.176479 14993 -0.325 0.66931172 0.31217702 -0.211425 0.29943939 0.293295006 -0.2754 0.40135629 0.353679466
CDC42EP4 BC002774_bp546_R AGCTAAAAAGACTCGGCCCTGTTTGTCAAGTCTCTTGAACTTGACAAACAGGGCCGAGTCGG Hs.176479 4239 -0.340875 0.38045489 0.142116029 -0.8526 0.24922912 0.004742782 -0.58686667 0.96229861 0.216424585
CDC42EP4 BC002774_bp546_R AGCTAAAAAGACTCGGCCCTGTTTGTCAAGTCTCTTGAACTTGACAAACAGGGCCGAGTCGG Hs.176479 9615 -0.38005 1.4589768 0.540349211 -0.91
CDC42EP4 BC002774_bp546_R AGCTAAAAAGACTCGGCCCTGTTTGTCAAGTCTCTTGAACTTGACAAACAGGGCCGAGTCGG Hs.176479 14991 -0.2907 1.55075842 0.679365665 -0.77605 0.12533604 0.003522168 -0.19483333 0.46513033 0.521355371
CDC42EP4 BC002774_bp885_R AGCTAAAAAGTCCTCAGCATCATGGACAAGTCTCTTGAACTTGTCCATGATGCTGAGGACGG Hs.176479 4237 -1.05175 0.27117545 0.027043857
CDC42EP4 BC002774_bp885_R AGCTAAAAAGTCCTCAGCATCATGGACAAGTCTCTTGAACTTGTCCATGATGCTGAGGACGG Hs.176479 9613 -0.71095 0.37314025 0.084684811
CDC42EP4 BC002774_bp885_R AGCTAAAAAGTCCTCAGCATCATGGACAAGTCTCTTGAACTTGTCCATGATGCTGAGGACGG Hs.176479 14989 -0.9955
CDC7 NM_003503_bp479_R AGCTAAAAAGGGAGTTAAATACTGCTTTAGTCTCTTGAACTAAAGCAGTATTTAACTCCCGG Hs.533573 348 0.170475 0.28964322 0.364646096 0.6063125 0.38228287 0.034635149 0.05365 0.16227075 0.555706486 0.1017 0.12501395 0.202211456
CDC7 NM_003503_bp479_R AGCTAAAAAGGGAGTTAAATACTGCTTTAGTCTCTTGAACTAAAGCAGTATTTAACTCCCGG Hs.533573 5724 0.11855 0.37625651 0.569048154 0.5402875 0.36483262 0.04562125 0.12965 0.03156681 0.003776212 0.319925 0.09817842 0.007339171
CDC7 NM_003503_bp479_R AGCTAAAAAGGGAGTTAAATACTGCTTTAGTCTCTTGAACTAAAGCAGTATTTAACTCCCGG Hs.533573 11100 0.176875 0.37027375 0.401208512 0.6141125 0.32719436 0.024979449 0.172625 0.06173877 0.011294771 0.33325 0.10599225 0.008122714
CDC7 NM_003503_bp948_R AGCTAAAAAGAGGGATCTGTAGGCCTTTCTTCTCTTGAAAGAAAGGCCTACAGATCCCTCGG Hs.533573 1600 0.914983333 1.93051001 0.354992921
CDC7 NM_003503_bp948_R AGCTAAAAAGAGGGATCTGTAGGCCTTTCTTCTCTTGAAAGAAAGGCCTACAGATCCCTCGG Hs.533573 6976 0.975216667 2.03741386 0.350012604
CDC7 NM_003503_bp948_R AGCTAAAAAGAGGGATCTGTAGGCCTTTCTTCTCTTGAAAGAAAGGCCTACAGATCCCTCGG Hs.533573 12352 0.98345 2.00842274 0.340677247
CDH1 NM_004360_bp1712_R AGCTAAAAAGCCAACTGGCTGGAGATTAATTCTCTTGAAATTAATCTCCAGCCAGTTGGCGG Hs.461086 1248 -0.1724625 0.30678509 0.284759633 -0.396625 0.27363401 0.103589409
CDH1 NM_004360_bp1712_R AGCTAAAAAGCCAACTGGCTGGAGATTAATTCTCTTGAAATTAATCTCCAGCCAGTTGGCGG Hs.461086 6624 -0.1950125 0.29371397 0.234161293 -0.42365 0.33610785 0.10027764
CDH1 NM_004360_bp1712_R AGCTAAAAAGCCAACTGGCTGGAGATTAATTCTCTTGAAATTAATCTCCAGCCAGTTGGCGG Hs.461086 12000 -0.1676375 0.35501745 0.325745595 -0.462825 0.320053 0.074669776
CDH1 NM_004360_bp2026_R AGCTAAAAAGAGTGCCAACTGGACCATTCATCTCTTGAATGAATGGTCCAGTTGGCACTCGG Hs.461086 2555 0.4223125 0.69571685 0.25495202 -0.727825 0.58513755 0.03625489
CDH1 NM_004360_bp2026_R AGCTAAAAAGAGTGCCAACTGGACCATTCATCTCTTGAATGAATGGTCCAGTTGGCACTCGG Hs.461086 7931 0.6566625 0.84033231 0.137720087 -0.5131 0.68399211 0.137676495
CDH1 NM_004360_bp2026_R AGCTAAAAAGAGTGCCAACTGGACCATTCATCTCTTGAATGAATGGTCCAGTTGGCACTCGG Hs.461086 13307 0.7554125 0.76089978 0.076380524 -0.47585 0.71838812 0.174602478
CDH1 NM_004360_bp362_R AGCTAAAAAGATGGTGTGATTACAGTCAAATCTCTTGAATTTGACTGTAATCACACCATCGG Hs.461086 2553 0.4002625 0.52695546 0.191815572 0.38175 0.62346201 0.225024149
CDH1 NM_004360_bp362_R AGCTAAAAAGATGGTGTGATTACAGTCAAATCTCTTGAATTTGACTGTAATCACACCATCGG Hs.461086 7929 0.4034625 0.52908204 0.189679211 0.385725 0.59254098 0.209049187
CDH1 NM_004360_bp362_R AGCTAAAAAGATGGTGTGATTACAGTCAAATCTCTTGAATTTGACTGTAATCACACCATCGG Hs.461086 13305 0.6137125 0.46317805 0.047200804 0.6101 0.57207525 0.063496588
CDK10 NM_003674_bp1103_R AGCTAAAAAGGAGAGCTCCTATTTCAAGGATCTCTTGAATCCTTGAAATAGGAGCTCTCCGG Hs.77313 370 0.9469 1.69337932 0.284214953 0.1190625 0.3644073 0.574701144 -0.176875 0.09443451 0.033207766 -0.3931 0.18268583 0.023089293
CDK10 NM_003674_bp1103_R AGCTAAAAAGGAGAGCTCCTATTTCAAGGATCTCTTGAATCCTTGAAATAGGAGCTCTCCGG Hs.77313 5746 0.5046 0.081116667 0.48275466 0.780936104 -0.112175 0.20420588 0.352188922 -0.287025 0.17332052 0.045321854
CDK10 NM_003674_bp1103_R AGCTAAAAAGGAGAGCTCCTATTTCAAGGATCTCTTGAATCCTTGAAATAGGAGCTCTCCGG Hs.77313 11122 1.78955 0.7972629 0.020756922 0.0718875 0.43639761 0.758515538 -0.043525 0.1464088 0.593990587 -0.289375 0.2293758 0.085938659
CDK10 NM_003674_bp708_R AGCTAAAAAGCCTATGGTGTCCCAGTAAAGTCTCTTGAACTTTACTGGGACACCATAGGCGG Hs.77313 371 2.29185 0.60945534 0.00668821 0.9224875 0.58013359 0.022267674 0.100925 0.12607729 0.207690427 0.032275 0.06583289 0.399138808
CDK10 NM_003674_bp708_R AGCTAAAAAGCCTATGGTGTCCCAGTAAAGTCTCTTGAACTTTACTGGGACACCATAGGCGG Hs.77313 5747 2.4643 0.5006316 0.004140399 1.074416667 0.71571312 0.04637243 0.372075 0.14737866 0.014984132 0.240225 0.10196893 0.018098138
CDK10 NM_003674_bp708_R AGCTAAAAAGCCTATGGTGTCCCAGTAAAGTCTCTTGAACTTTACTGGGACACCATAGGCGG Hs.77313 11123 2.4668 0.59580817 0.005233267 1.070783333 0.70452488 0.045288948 0.3062 0.04620065 0.000927859 0.29145 0.03256957 0.000380421
CDK2 NM_001798_bp691_R AGCTAAAAAGAGTCCCTGTTCGTACTTACATCTCTTGAATGTAAGTACGAACAGGGACTCGG Hs.19192 7017 2.253675 0.87428843 0.001545522 0.0844125 0.51922702 0.749084519
CDK2 NM_001798_bp691_R AGCTAAAAAGAGTCCCTGTTCGTACTTACATCTCTTGAATGTAAGTACGAACAGGGACTCGG Hs.19192 1641 8.9999 0.79125249 0.000184611 0.6750375 1.27947103 0.270940588
CDK2 NM_001798_bp691_R AGCTAAAAAGAGTCCCTGTTCGTACTTACATCTCTTGAATGTAAGTACGAACAGGGACTCGG Hs.19192 12393 10.3751 1.01172838 0.000202484 0.6690125 1.30257342 0.281730633
CDK2 NM_001798_bp913_R AGCTAAAAAGGCCAGGAGTTACTTCTATGCTCTCTTGAAGCATAGAAGTAACTCCTGGCCGG Hs.19192 92 0.746775 0.38345423 0.012611287 0.6985125 0.74513811 0.094419001
CDK2 NM_001798_bp913_R AGCTAAAAAGGCCAGGAGTTACTTCTATGCTCTCTTGAAGCATAGAAGTAACTCCTGGCCGG Hs.19192 5468 0.69045 0.48570264 0.029035142 0.6316125 0.7104368 0.109698248
CDK2 NM_001798_bp913_R AGCTAAAAAGGCCAGGAGTTACTTCTATGCTCTCTTGAAGCATAGAAGTAACTCCTGGCCGG Hs.19192 10844 0.724025 0.41836704 0.017273029 0.6721875 0.64884147 0.077352973
CDK2 NM_001798_bp987_R AGCTAAAAAGTACCTCCCCTGGATGAAGATTCTCTTGAAATCTTCATCCAGGGGAGGTACGG Hs.19192 93 1.950325 0.76915057 0.001807451 0.2721375 0.18225835 0.133783867
CDK2 NM_001798_bp987_R AGCTAAAAAGTACCTCCCCTGGATGAAGATTCTCTTGAAATCTTCATCCAGGGGAGGTACGG Hs.19192 5469 2.221525 0.59875653 0.000390904 0.4345625 0.12348109 0.029769103
CDK2 NM_001798_bp987_R AGCTAAAAAGTACCTCCCCTGGATGAAGATTCTCTTGAAATCTTCATCCAGGGGAGGTACGG Hs.19192 10845 2.1896 0.72430377 0.000848748 0.3227375 0.09645031 0.067909247
CDK3 NM_001258_bp309_R AGCTAAAAAGGAAGCTCTATCTGGTGTTTGTCTCTTGAACAAACACCAGATAGAGCTTCCGG Hs.100009 13 -0.235025 0.38830797 0.288753001 -0.6587875 1.61273457 0.37604787
CDK3 NM_001258_bp309_R AGCTAAAAAGGAAGCTCTATCTGGTGTTTGTCTCTTGAACAAACACCAGATAGAGCTTCCGG Hs.100009 5389 -0.28085 0.39320503 0.218263258 -0.6766625 1.57659762 0.354929124
CDK3 NM_001258_bp309_R AGCTAAAAAGGAAGCTCTATCTGGTGTTTGTCTCTTGAACAAACACCAGATAGAGCTTCCGG Hs.100009 10765 -0.1338 0.52529151 0.602320684 -0.5913125 1.57020931 0.411738774
CDK3 NM_001258_bp430_R AGCTAAAAAGGTGAGTTTCTGCCACTCACATCTCTTGAATGTGAGTGGCAGAAACTCACCGG Hs.100009 1555 4.87145 6.11527158 0.146113996 0.252816667 0.5697342 0.454074074
CDK3 NM_001258_bp430_R AGCTAAAAAGGTGAGTTTCTGCCACTCACATCTCTTGAATGTGAGTGGCAGAAACTCACCGG Hs.100009 6931 5.27175 6.55169788 0.143171979 0.278583333 0.53658325 0.396624156
CDK3 NM_001258_bp430_R AGCTAAAAAGGTGAGTTTCTGCCACTCACATCTCTTGAATGTGAGTGGCAGAAACTCACCGG Hs.100009 12307 5.0777 6.00984196 0.130326051 0.01655 0.12522861 0.952381333
CDK3 NM_001258_bp648_R AGCTAAAAAGGAGCATTGGTTGCATCTTTGTCTCTTGAACAAAGATGCAACCAATGCTCCGG Hs.100009 1557 4.72235 6.10494782 0.154472885 0.65055 1.51426917 0.444948164
CDK3 NM_001258_bp648_R AGCTAAAAAGGAGCATTGGTTGCATCTTTGTCTCTTGAACAAAGATGCAACCAATGCTCCGG Hs.100009 6933 5.1381 6.48134076 0.147333864 0.62755 1.57281761 0.472568336
CDK3 NM_001258_bp648_R AGCTAAAAAGGAGCATTGGTTGCATCTTTGTCTCTTGAACAAAGATGCAACCAATGCTCCGG Hs.100009 12309 5.74055 7.22486354 0.146480874 -0.085566667 1.72219656 0.91765602
CDK4 NM_000075_bp1097_R AGCTAAAAAGCAGCACTCTTATCTACATAATCTCTTGAATTATGTAGATAAGAGTGCTGCGG Hs.95577 77 -1.3363 1.11044049 0.078542969 -0.879883333 0.71188206 0.076676787
CDK4 NM_000075_bp1097_R AGCTAAAAAGCAGCACTCTTATCTACATAATCTCTTGAATTATGTAGATAAGAGTGCTGCGG Hs.95577 5453 -1.2744 1.08215622 0.083508832 -0.785716667 0.62932528 0.080656861
CDK4 NM_000075_bp1097_R AGCTAAAAAGCAGCACTCTTATCTACATAATCTCTTGAATTATGTAGATAAGAGTGCTGCGG Hs.95577 10829 -1.32445 1.11305678 0.080474156 -0.82485 0.68951026 0.084473829
CDK4 NM_000075_bp710_R AGCTAAAAAGGCCAGAATCTACAGCTACCATCTCTTGAATGGTAGCTGTAGATTCTGGCCGG Hs.95577 5454 0.481833333 0.86905346 0.285539467 -0.2741875 0.44172448 0.276985376
CDK4 NM_000075_bp710_R AGCTAAAAAGGCCAGAATCTACAGCTACCATCTCTTGAATGGTAGCTGTAGATTCTGGCCGG Hs.95577 10830 0.427525 0.7373502 0.23013199 -0.2907375 0.43962057 0.251532366
CDK4 NM_000075_bp710_R AGCTAAAAAGGCCAGAATCTACAGCTACCATCTCTTGAATGGTAGCTGTAGATTCTGGCCGG Hs.95577 78 0.54445 1.09339922 0.358605207 -0.3161125 0.44218534 0.219865094
CDK4 NM_000075_bp860_R AGCTAAAAAGCCTCTCTTCTGTGGAAACTCTCTCTTGAAGAGTTTCCACAGAAGAGAGGCGG Hs.95577 79 0.1434 0.94825978 0.750387116 0.0561125 0.3887662 0.796015027
CDK4 NM_000075_bp860_R AGCTAAAAAGCCTCTCTTCTGTGGAAACTCTCTCTTGAAGAGTTTCCACAGAAGAGAGGCGG Hs.95577 5455 0.1674 0.85482808 0.686961183 0.0691625 0.42780685 0.764391785
CDK4 NM_000075_bp860_R AGCTAAAAAGCCTCTCTTCTGTGGAAACTCTCTCTTGAAGAGTTTCCACAGAAGAGAGGCGG Hs.95577 10831 0.194466667 0.7914381 0.620530914 0.0978375 0.42722011 0.672970072
CDK5 NM_004935_bp107_R AGCTAAAAAGGAACTGTGTTCAAGGCCAAATCTCTTGAATTTGGCCTTGAACACAGTTCCGG Hs.166071 1563 1.6983 1.14992393 0.014401488 -0.5061 1.79067012 0.565838678
CDK5 NM_004935_bp107_R AGCTAAAAAGGAACTGTGTTCAAGGCCAAATCTCTTGAATTTGGCCTTGAACACAGTTCCGG Hs.166071 6939 1.944825 0.92168612 0.003644034 -0.412966667 1.90945687 0.65610985
CDK5 NM_004935_bp107_R AGCTAAAAAGGAACTGTGTTCAAGGCCAAATCTCTTGAATTTGGCCTTGAACACAGTTCCGG Hs.166071 12315 1.98 0.94012799 0.003638072 -0.4609 2.02103016 0.638577779
CDK5 NM_004935_bp356_R AGCTAAAAAGATCCTGAGATTGTAAAGTCATCTCTTGAATGACTTTACAATCTCAGGATCGG Hs.166071 1565 0.277175 1.30648584 0.666227088 -1.7517 4.69385764 0.448608491
CDK5 NM_004935_bp356_R AGCTAAAAAGATCCTGAGATTGTAAAGTCATCTCTTGAATGACTTTACAATCTCAGGATCGG Hs.166071 6941 0.369675 1.47534294 0.606688155 -1.944966667 5.5577764 0.474644908
CDK5 NM_004935_bp356_R AGCTAAAAAGATCCTGAGATTGTAAAGTCATCTCTTGAATGACTTTACAATCTCAGGATCGG Hs.166071 12317 0.356775 1.46798903 0.617265792 -2.3354 5.48904046 0.393277157
CDK5 NM_004935_bp398_R AGCTAAAAAGGGCTGGGATTCTGTCATAGCTCTCTTGAAGCTATGACAGAATCCCAGCCCGG Hs.166071 1567 1.349025 1.00873909 0.021785604 -0.535633333 3.08230781 0.715745787
CDK5 NM_004935_bp398_R AGCTAAAAAGGGCTGGGATTCTGTCATAGCTCTCTTGAAGCTATGACAGAATCCCAGCCCGG Hs.166071 6943 1.3239 0.86735565 0.014168513 -0.5656 3.09374352 0.701945262
CDK5 NM_004935_bp398_R AGCTAAAAAGGGCTGGGATTCTGTCATAGCTCTCTTGAAGCTATGACAGAATCCCAGCCCGG Hs.166071 12319 1.263775 1.25256643 0.052962701 -0.419566667 3.23411582 0.784608489
CDK6 NM_001259_bp637_R AGCTAAAAAGTGTGCACAGTGTCACGAACATCTCTTGAATGTTCGTGACACTGTGCACACGG Hs.119882 14 7.290033333 4.99715312 0.023250923 0.6712125 1.29545098 0.278187217
CDK6 NM_001259_bp637_R AGCTAAAAAGTGTGCACAGTGTCACGAACATCTCTTGAATGTTCGTGACACTGTGCACACGG Hs.119882 5390 7.432666667 5.1256738 0.023690442 0.6501375 1.341662 0.305695654
CDK6 NM_001259_bp637_R AGCTAAAAAGTGTGCACAGTGTCACGAACATCTCTTGAATGTTCGTGACACTGTGCACACGG Hs.119882 10766 7.313033333 4.97557123 0.022701792 0.7082375 1.3452535 0.270680547
CDK6 NM_001259_bp708_R AGCTAAAAAGACCACTTACTTGGATAAAGTTCTCTTGAAACTTTATCCAAGTAAGTGGTCGG Hs.119882 15 -0.967975 0.23216259 0.0016357 -0.1070625 0.18592441 0.5099463
CDK6 NM_001259_bp708_R AGCTAAAAAGACCACTTACTTGGATAAAGTTCTCTTGAAACTTTATCCAAGTAAGTGGTCGG Hs.119882 5391 -0.81355 0.16988203 0.002466119 -0.0180625 0.23952339 0.915985495
CDK6 NM_001259_bp708_R AGCTAAAAAGACCACTTACTTGGATAAAGTTCTCTTGAAACTTTATCCAAGTAAGTGGTCGG Hs.119882 10767 -0.7779 0.14564313 0.002656697 0.0588625 0.22641074 0.727606356
CDK6 NM_001259_bp740_R AGCTAAAAAGAGTGCCCACTGAAACCATAATCTCTTGAATTATGGTTTCAGTGGGCACTCGG Hs.119882 16 1.62235 0.35563849 0.000346286 0.6224125 0.44503795 0.043100764
CDK6 NM_001259_bp740_R AGCTAAAAAGAGTGCCCACTGAAACCATAATCTCTTGAATTATGGTTTCAGTGGGCACTCGG Hs.119882 5392 1.59145 0.29866749 0.000253189 0.6729625 0.42901494 0.031165026
CDK6 NM_001259_bp740_R AGCTAAAAAGAGTGCCCACTGAAACCATAATCTCTTGAATTATGGTTTCAGTGGGCACTCGG Hs.119882 10768 1.649725 0.36534386 0.000342587 0.6246625 0.41511762 0.037004304
CDK7 NM_001799_bp576_R AGCTAAAAAGGAGCCCCAATAGAGCTTATATCTCTTGAATATAAGCTCTATTGGGGCTCCGG Hs.184298 94 3.1865 0.4672375 0.20175491 0.032552477
CDK7 NM_001799_bp576_R AGCTAAAAAGGAGCCCCAATAGAGCTTATATCTCTTGAATATAAGCTCTATTGGGGCTCCGG Hs.184298 5470 3.1977 0.4327125 0.18416001 0.038437375
CDK7 NM_001799_bp576_R AGCTAAAAAGGAGCCCCAATAGAGCTTATATCTCTTGAATATAAGCTCTATTGGGGCTCCGG Hs.184298 10846 2.9561 0.4143875 0.20672484 0.048455794
CDK7 NM_001799_bp626_R AGCTAAAAAGCCCCCGAGTTACTATTTGGATCTCTTGAATCCAAATAGTAACTCGGGGGCGG Hs.184298 95 -0.11095 0.2211115 0.50613309 -0.2934875 0.14599222 0.100147073
CDK7 NM_001799_bp626_R AGCTAAAAAGCCCCCGAGTTACTATTTGGATCTCTTGAATCCAAATAGTAACTCGGGGGCGG Hs.184298 5471 -0.1128 0.15304559 0.463560465 -0.2036625 0.28638933 0.300437084
CDK7 NM_001799_bp626_R AGCTAAAAAGCCCCCGAGTTACTATTTGGATCTCTTGAATCCAAATAGTAACTCGGGGGCGG Hs.184298 10847 0.113225 0.41613662 0.606895399 0.0577375 0.48760304 0.81844221
CDK7 NM_001799_bp686_R AGCTAAAAAGGCTGTATATTAGCAGAGTTATCTCTTGAATAACTCTGCTAATATACAGCCGG Hs.184298 1643 -0.0096 0.7680989 0.977501476 -0.1226125 0.19236644 0.457800007
CDK7 NM_001799_bp686_R AGCTAAAAAGGCTGTATATTAGCAGAGTTATCTCTTGAATAACTCTGCTAATATACAGCCGG Hs.184298 7019 0.345366667 0.3688209 0.198629879 -0.0648875 0.22283954 0.699958314
CDK7 NM_001799_bp686_R AGCTAAAAAGGCTGTATATTAGCAGAGTTATCTCTTGAATAACTCTGCTAATATACAGCCGG Hs.184298 12395 0.013775 0.75942865 0.967414264 -0.0876125 0.26414006 0.627028152
CDK8 NM_001260_bp1016_R AGCTAAAAAGCAGGACCCCTATTTCTTAGATCTCTTGAATCTAAGAAATAGGGGTCCTGCGG Hs.382306 17 0.134525 0.45990098 0.567344471 -0.3918125 0.50713757 0.175687439
CDK8 NM_001260_bp1016_R AGCTAAAAAGCAGGACCCCTATTTCTTAGATCTCTTGAATCTAAGAAATAGGGGTCCTGCGG Hs.382306 5393 0.0382 0.54767121 0.883655836 -0.3546125 0.55557881 0.23839928
CDK8 NM_001260_bp1016_R AGCTAAAAAGCAGGACCCCTATTTCTTAGATCTCTTGAATCTAAGAAATAGGGGTCCTGCGG Hs.382306 10769 0.083975 0.58153099 0.759211528 -0.4367125 0.51633831 0.144044756
CDK8 NM_001260_bp687_R AGCTAAAAAGGGTGTATATTTGCAGAACTATCTCTTGAATAGTTCTGCAAATATACACCCGG Hs.382306 18 1.063325 0.90013166 0.035125683 0.2088125 0.26925616 0.278548224
CDK8 NM_001260_bp687_R AGCTAAAAAGGGTGTATATTTGCAGAACTATCTCTTGAATAGTTCTGCAAATATACACCCGG Hs.382306 5394 1.053275 0.86317307 0.032040037 0.2252375 0.26802568 0.246619345
CDK8 NM_001260_bp687_R AGCTAAAAAGGGTGTATATTTGCAGAACTATCTCTTGAATAGTTCTGCAAATATACACCCGG Hs.382306 10770 1.13365 0.89459522 0.027679515 0.2175375 0.31184943 0.289539765
CDK8 NM_001260_bp845_R AGCTAAAAAGCCTGAACATTCAACATTAATTCTCTTGAAATTAATGTTGAATGTTCAGGCGG Hs.382306 1559 -0.7287 0.43205679 0.018163854 -0.0218125 0.26369998 0.902340927
CDK8 NM_001260_bp845_R AGCTAAAAAGCCTGAACATTCAACATTAATTCTCTTGAAATTAATGTTGAATGTTCAGGCGG Hs.382306 6935 -0.690525 0.4238279 0.02119581 0.0197875 0.23080388 0.906792514
CDK8 NM_001260_bp845_R AGCTAAAAAGCCTGAACATTCAACATTAATTCTCTTGAAATTAATGTTGAATGTTCAGGCGG Hs.382306 12311 -0.613475 0.33018663 0.019670165 0.0640625 0.22424411 0.704108726
CDK9 NM_001261_bp355_R AGCTAAAAAGAACCAAAGCTTCCCCCTATATCTCTTGAATATAGGGGGAAGCTTTGGTTCGG Hs.150423 6961 9.1927 -0.2526625 1.09166379 0.612009156
CDK9 NM_001261_bp355_R AGCTAAAAAGAACCAAAGCTTCCCCCTATATCTCTTGAATATAGGGGGAAGCTTTGGTTCGG Hs.150423 12337 9.7178 -0.2939625 1.09654283 0.558786979
CDK9 NM_001261_bp355_R AGCTAAAAAGAACCAAAGCTTCCCCCTATATCTCTTGAATATAGGGGGAAGCTTTGGTTCGG Hs.150423 1585 -0.2589625 1.10951745 0.60867246
CDK9 NM_001261_bp379_R AGCTAAAAAGCTGCAAGGGTAGTATATACCTCTCTTGAAGGTATATACTACCCTTGCAGCGG Hs.150423 19 0.858133333 1.43129181 0.229792632 -0.1241625 1.53697628 0.854787451
CDK9 NM_001261_bp379_R AGCTAAAAAGCTGCAAGGGTAGTATATACCTCTCTTGAAGGTATATACTACCCTTGCAGCGG Hs.150423 5395 0.899266667 1.27803872 0.175123412 -0.1197375 1.4968777 0.856345845
CDK9 NM_001261_bp379_R AGCTAAAAAGCTGCAAGGGTAGTATATACCTCTCTTGAAGGTATATACTACCCTTGCAGCGG Hs.150423 10771 0.932066667 1.1842567 0.141670023 -0.1562625 1.5153242 0.815616658
CDK9 NM_001261_bp552_R AGCTAAAAAGCTGCTAATGTGCTTATCACTTCTCTTGAAAGTGATAAGCACATTAGCAGCGG Hs.150423 1587 0.08085 1.69288435 0.918608194 0.6982625 0.84470891 0.122898583
CDK9 NM_001261_bp552_R AGCTAAAAAGCTGCTAATGTGCTTATCACTTCTCTTGAAAGTGATAAGCACATTAGCAGCGG Hs.150423 6963 0.1664 1.80213234 0.842848641 0.7780875 0.86089916 0.098559285
CDK9 NM_001261_bp552_R AGCTAAAAAGCTGCTAATGTGCTTATCACTTCTCTTGAAAGTGATAAGCACATTAGCAGCGG Hs.150423 12339 0.214066667 1.29782106 0.719034882 0.8062625 0.89657442 0.098653162
CDKL1 NM_004196_bp493_R AGCTAAAAAGAGTGACTACTATACAGACTATCTCTTGAATAGTCTGTATAGTAGTCACTCGG Hs.280881 5615 1.000475 5.721158 0.670502777 -4.020933333 4.2333606 0.105954513
CDKL1 NM_004196_bp493_R AGCTAAAAAGAGTGACTACTATACAGACTATCTCTTGAATAGTCTGTATAGTAGTCACTCGG Hs.280881 10991 1.085475 5.81583151 0.650183702 -3.6469 3.86494919 0.107726946
CDKL1 NM_004196_bp970_R AGCTAAAAAGCACCACTGCTTTACAGAAACTCTCTTGAAGTTTCTGTAAAGCAGTGGTGCGG Hs.280881 10992 1.5519
CDKL1 NM_004196_bp970_R AGCTAAAAAGCACCACTGCTTTACAGAAACTCTCTTGAAGTTTCTGTAAAGCAGTGGTGCGG Hs.280881 5616
CDKL1 NM_001250_bp493_R Hs.280881 239 0.9959 3.73198169 0.522340685 -1.427066667 1.74745312 0.152011346
CDKL2 NM_003948_bp1297_R AGCTAAAAAGCCAGAAATGTTTCTTTATCTTCTCTTGAAAGATAAAGAAACATTTCTGGCGG Hs.310540 1684
CDKL2 NM_003948_bp1297_R AGCTAAAAAGCCAGAAATGTTTCTTTATCTTCTCTTGAAAGATAAAGAAACATTTCTGGCGG Hs.310540 7060
CDKL2 NM_003948_bp1297_R AGCTAAAAAGCCAGAAATGTTTCTTTATCTTCTCTTGAAAGATAAAGAAACATTTCTGGCGG Hs.310540 12436
CDKL2 NM_003948_bp1822_R AGCTAAAAAGGGGCTGATTTGCCTCAAATGTCTCTTGAACATTTGAGGCAAATCAGCCCCGG Hs.310540 1686 1.627866667 1.89389447 0.107938358 1.426683333 0.12817742 0.002267746
CDKL2 NM_003948_bp1822_R AGCTAAAAAGGGGCTGATTTGCCTCAAATGTCTCTTGAACATTTGAGGCAAATCAGCCCCGG Hs.310540 7062 0.59545 1.35870568 0.394768623 0.90695 0.91642554 0.114959307 0.324733333 0.03721993 0.004350457 -0.11993333 0.22707464 0.456860583
CDKL2 NM_003948_bp1822_R AGCTAAAAAGGGGCTGATTTGCCTCAAATGTCTCTTGAACATTTGAGGCAAATCAGCCCCGG Hs.310540 12438 1.529033333 1.83793403 0.116773787 1.382783333 0.2556174 0.003863047 0.2025 0.08036125 0.048693132 0.4856
CDKL2 NM_003948_bp932_R AGCTAAAAAGGGCCATTGGTTGTCTGGTAATCTCTTGAATTACCAGACAACCAATGGCCCGG Hs.310540 7064 -1.5597
CDKL2 NM_003948_bp932_R AGCTAAAAAGGGCCATTGGTTGTCTGGTAATCTCTTGAATTACCAGACAACCAATGGCCCGG Hs.310540 12440 -1.763
CDKL2 NM_003948_bp932_R AGCTAAAAAGGGCCATTGGTTGTCTGGTAATCTCTTGAATTACCAGACAACCAATGGCCCGG Hs.310540 1688
CDKL3 NM_016508_bp1324_R AGCTAAAAAGCTGCAAATCTCAGTTCAAATTCTCTTGAAATTTGAACTGAGATTTGCAGCGG Hs.105818 1754 -1.039 -0.9397
CDKL3 NM_016508_bp1324_R AGCTAAAAAGCTGCAAATCTCAGTTCAAATTCTCTTGAAATTTGAACTGAGATTTGCAGCGG Hs.105818 7130 -1.6256 -3.5952
CDKL3 NM_016508_bp1324_R AGCTAAAAAGCTGCAAATCTCAGTTCAAATTCTCTTGAAATTTGAACTGAGATTTGCAGCGG Hs.105818 12506 -1.622 -5.11
CDKL3 NM_016508_bp660_R AGCTAAAAAGTCACCTCACTTGCAGAATATTCTCTTGAAATATTCTGCAAGTGAGGTGACGG Hs.105818 569 -0.6333 1.53317173 0.344298605 -0.842766667 4.48134207 0.69287284
CDKL3 NM_016508_bp660_R AGCTAAAAAGTCACCTCACTTGCAGAATATTCTCTTGAAATATTCTGCAAGTGAGGTGACGG Hs.105818 5945 -1.448775 1.05531084 0.019483808 -1.801166667 5.20982314 0.479726289



CDKL3 NM_016508_bp660_R AGCTAAAAAGTCACCTCACTTGCAGAATATTCTCTTGAAATATTCTGCAAGTGAGGTGACGG Hs.105818 11321 -1.176775 0.69226923 0.010693002 -1.546366667 5.00389662 0.524458878
CDKL3 NM_016508_bp79_R AGCTAAAAAGGGCAGATAGTGGCCATTAAGTCTCTTGAACTTAATGGCCACTATCTGCCCGG Hs.105818 1756 0.9425 0.1754
CDKL3 NM_016508_bp79_R AGCTAAAAAGGGCAGATAGTGGCCATTAAGTCTCTTGAACTTAATGGCCACTATCTGCCCGG Hs.105818 7132 1.3227 -0.6519
CDKL3 NM_016508_bp79_R AGCTAAAAAGGGCAGATAGTGGCCATTAAGTCTCTTGAACTTAATGGCCACTATCTGCCCGG Hs.105818 12508 1.3466
CDKL4 XM_293029_bp118_R AGCTAAAAAGATGATCCTGTTGTTAAGAAATCTCTTGAATTTCTTAACAACAGGATCATCGG Hs.403201 872 -0.9413 0.02672864 0.027980664
CDKL4 XM_293029_bp118_R AGCTAAAAAGATGATCCTGTTGTTAAGAAATCTCTTGAATTTCTTAACAACAGGATCATCGG Hs.403201 6248 -0.8025
CDKL4 XM_293029_bp118_R AGCTAAAAAGATGATCCTGTTGTTAAGAAATCTCTTGAATTTCTTAACAACAGGATCATCGG Hs.403201 11624 -0.7116
CDKL4 XM_293029_bp639_R AGCTAAAAAGGACCAACTTTATCTGATAATTCTCTTGAAATTATCAGATAAAGTTGGTCCGG Hs.403201 2040 0.4057 -0.6885
CDKL4 XM_293029_bp639_R AGCTAAAAAGGACCAACTTTATCTGATAATTCTCTTGAAATTATCAGATAAAGTTGGTCCGG Hs.403201 7416 0.2623 -0.4648
CDKL4 XM_293029_bp639_R AGCTAAAAAGGACCAACTTTATCTGATAATTCTCTTGAAATTATCAGATAAAGTTGGTCCGG Hs.403201 12792 0.2941 -0.4633
CDKL4 XM_293029_bp79_R AGCTAAAAAGGACAAGTAGTAGCTGTTAAATCTCTTGAATTTAACAGCTACTACTTGTCCGG Hs.403201 873 0.66455 0.31133912 0.088685891
CDKL4 XM_293029_bp79_R AGCTAAAAAGGACAAGTAGTAGCTGTTAAATCTCTTGAATTTAACAGCTACTACTTGTCCGG Hs.403201 6249 0.5231
CDKL4 XM_293029_bp79_R AGCTAAAAAGGACAAGTAGTAGCTGTTAAATCTCTTGAATTTAACAGCTACTACTTGTCCGG Hs.403201 11625 0.6033
CDKL5 NM_003159_bp288_R AGCTAAAAAGCCTATGGAGTTGTACTTAAATCTCTTGAATTTAAGTACAACTCCATAGGCGG Hs.435570 316 0.036375 0.30995968 0.844674101 0.8704375 0.15269483 0.00251742
CDKL5 NM_003159_bp288_R AGCTAAAAAGCCTATGGAGTTGTACTTAAATCTCTTGAATTTAAGTACAACTCCATAGGCGG Hs.435570 5692 0.07675 0.30472255 0.679144413 0.8918375 0.18680333 0.002738187
CDKL5 NM_003159_bp288_R AGCTAAAAAGCCTATGGAGTTGTACTTAAATCTCTTGAATTTAAGTACAACTCCATAGGCGG Hs.435570 11068 0.054775 0.30409025 0.76660976 0.8805125 0.19666464 0.003050382
CDKL5 NM_003159_bp3076_R AGCTAAAAAGAGCCCTTCATCGTCCAATCTTCTCTTGAAAGATTGGACGATGAAGGGCTCGG Hs.435570 1544 1.5476375 1.7812284 0.096530096
CDKL5 NM_003159_bp3076_R AGCTAAAAAGAGCCCTTCATCGTCCAATCTTCTCTTGAAAGATTGGACGATGAAGGGCTCGG Hs.435570 6920 1.5047625 1.66326396 0.08754183
CDKL5 NM_003159_bp3076_R AGCTAAAAAGAGCCCTTCATCGTCCAATCTTCTCTTGAAAGATTGGACGATGAAGGGCTCGG Hs.435570 12296 1.5533375 1.75654619 0.092407297
CDKL5 NM_003159_bp562_R AGCTAAAAAGCTACATCTATCAGCTAATCATCTCTTGAATGATTAGCTGATAGATGTAGCGG Hs.435570 1546 -0.768033333 0.84016744 0.113644175 -0.0042125 0.57691172 0.988158768
CDKL5 NM_003159_bp562_R AGCTAAAAAGCTACATCTATCAGCTAATCATCTCTTGAATGATTAGCTGATAGATGTAGCGG Hs.435570 6922 -0.711366667 0.85710849 0.139651456 -0.0016375 0.58674802 0.995456532
CDKL5 NM_003159_bp562_R AGCTAAAAAGCTACATCTATCAGCTAATCATCTCTTGAATGATTAGCTGATAGATGTAGCGG Hs.435570 12298 -0.967275 1.00840059 0.06503126 0.1568875 0.44111236 0.513897439
CDKN1A NM_078467_bp376_R AGCTAAAAAGCGATGGAACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTTCCATCGCGG Hs.370771 2549 -0.8002625 0.31936124 0.005292222 -0.546775 0.48361134 0.07002095
CDKN1A NM_078467_bp376_R AGCTAAAAAGCGATGGAACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTTCCATCGCGG Hs.370771 7925 -0.6772625 0.26634125 0.00740863 -0.508525 0.39311831 0.068539393
CDKN1A NM_078467_bp376_R AGCTAAAAAGCGATGGAACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTTCCATCGCGG Hs.370771 13301 -0.5449625 0.24019671 0.014512682 -0.436475 0.39726383 0.105988989
CDKN1A NM_078467_bp574_R AGCTAAAAAGTCACTGTCTTGTACCCTTGTTCTCTTGAAACAAGGGTACAAGACAGTGACGG Hs.370771 2551 0.6399375 0.56202309 0.063384806 -0.480025 0.50186293 0.109537788
CDKN1A NM_078467_bp574_R AGCTAAAAAGTCACTGTCTTGTACCCTTGTTCTCTTGAAACAAGGGTACAAGACAGTGACGG Hs.370771 7927 0.5032375 0.30738355 0.045292039 -0.656525 0.48858459 0.040095378
CDKN1A NM_078467_bp574_R AGCTAAAAAGTCACTGTCTTGTACCCTTGTTCTCTTGAAACAAGGGTACAAGACAGTGACGG Hs.370771 13303 0.3304125 0.49934813 0.264359322 -0.25815 0.36958493 0.298283809
CDKN1B NM_004064_bp1261_R AGCTAAAAAGGATGTAGCATTATGCAATTATCTCTTGAATAATTGCATAATGCTACATCCGG Hs.238990 3215 -0.3544 0.28627645 0.091669619 0.1687625 0.45284391 0.508328504 -0.168325 0.49860447 0.547940118 0.584075 0.31042902 0.032822153
CDKN1B NM_004064_bp1261_R AGCTAAAAAGGATGTAGCATTATGCAATTATCTCTTGAATAATTGCATAATGCTACATCCGG Hs.238990 8591 -0.403825 0.27941153 0.061742917 0.0004375 0.16124118 0.998225552 -0.073925 0.51853782 0.794097088 0.58005 0.28557079 0.026894462
CDKN1B NM_004064_bp1261_R AGCTAAAAAGGATGTAGCATTATGCAATTATCTCTTGAATAATTGCATAATGCTACATCCGG Hs.238990 13967 -0.462325 0.28092145 0.040783186 0.0640125 0.19085249 0.750279959 -0.10085 0.50949115 0.718664249 0.627625 0.30880433 0.026851345
CDKN1B NM_004064_bp2306_R AGCTAAAAAGGTTGCATACTGAGCCAAGTATCTCTTGAATACTTGGCTCAGTATGCAACCGG Hs.238990 3241 0.62955 0.24760608 0.011197974 -0.0394125 0.40313186 0.868971671 0.269675 0.4645325 0.329608446 0.445475 0.47142742 0.15517004
CDKN1B NM_004064_bp2306_R AGCTAAAAAGGTTGCATACTGAGCCAAGTATCTCTTGAATACTTGGCTCAGTATGCAACCGG Hs.238990 8617 0.601525 0.26296375 0.014568779 -0.0748125 0.38065833 0.74990051 0.150425 0.47769847 0.573530077 0.40145 0.49211312 0.201276816
CDKN1B NM_004064_bp2306_R AGCTAAAAAGGTTGCATACTGAGCCAAGTATCTCTTGAATACTTGGCTCAGTATGCAACCGG Hs.238990 13993 0.589625 0.24623322 0.014340311 -0.1045125 0.3421116 0.646151325 0.117375 0.40026169 0.598755684 0.4211 0.3561003 0.098944985
CDKN1B NM_004064_bp995_R AGCTAAAAAGTTCCCCAAATGCCGGTTCTGTCTCTTGAACAGAACCGGCATTTGGGGAACGG Hs.238990 3213 -0.697733333 0.59687851 0.076933208 -0.7519 0.1469 0.51247764 0.606600351 0.4637 0.16635687 0.011393042
CDKN1B NM_004064_bp995_R AGCTAAAAAGTTCCCCAAATGCCGGTTCTGTCTCTTGAACAGAACCGGCATTTGGGGAACGG Hs.238990 8589 -1.050125 0.20651054 0.024474527 -0.8661 0.102175 0.41698163 0.657686959 0.474375 0.07603466 0.001109427
CDKN1B NM_004064_bp995_R AGCTAAAAAGTTCCCCAAATGCCGGTTCTGTCTCTTGAACAGAACCGGCATTTGGGGAACGG Hs.238990 13965 -0.940975 0.03482501 0.028060574 -0.8363 0.1949 0.5411804 0.523402513 0.483475 0.31460809 0.054412355
CDKN1C BG714000_bp1239_R AGCTAAAAAGTCCTACGCATACAAACTAATTCTCTTGAAATTAGTTTGTATGCGTAGGACGG Hs.106070 4411 0.05375 0.13816323 0.716630162 1.3602 0.07467034 0.000273988 0.551066667 0.29628673 0.079073529
CDKN1C BG714000_bp1239_R AGCTAAAAAGTCCTACGCATACAAACTAATTCTCTTGAAATTAGTTTGTATGCGTAGGACGG Hs.106070 9787 0.046 0.20449554 0.773725249 1.301025 0.23929966 0.000781882 0.3686 0.2526284 0.192138606
CDKN1C BG714000_bp1239_R AGCTAAAAAGTCCTACGCATACAAACTAATTCTCTTGAAATTAGTTTGTATGCGTAGGACGG Hs.106070 15163 0.144575 0.24002098 0.405281892 1.3719 0.271284 0.000769973 0.407533333 0.39448352 0.188685727
CDKN1C BG714000_bp1398_R AGCTAAAAAGCACGTCATCTACTCTGTACATCTCTTGAATGTACAGAGTAGATGACGTGCGG Hs.106070 4407 0.712975 0.20290074 0.00523079 0.3109 0.31214171 0.153690818 -0.47423333 0.29172565 0.116266093
CDKN1C BG714000_bp1398_R AGCTAAAAAGCACGTCATCTACTCTGTACATCTCTTGAATGTACAGAGTAGATGACGTGCGG Hs.106070 9783 0.958966667 0.06509572 0.004701167 0.333575 0.51790226 0.242010484 -0.2017 0.42040913 0.493762006
CDKN1C BG714000_bp1398_R AGCTAAAAAGCACGTCATCTACTCTGTACATCTCTTGAATGTACAGAGTAGATGACGTGCGG Hs.106070 15159 0.754275 0.28266303 0.006624307 0.257925 0.13309895 0.131314354 -0.43585 0.56405908 0.300702644
CDKN1C BG714000_bp582_R AGCTAAAAAGAGCATCTCTTGATCATCAATTCTCTTGAAATTGATGATCAAGAGATGCTCGG Hs.106070 4409 0.82625 0.86596173 0.069450399 1.8767 0.82239317 0.004639692 2.563066667 1.28428402 0.004070429
CDKN1C BG714000_bp582_R AGCTAAAAAGAGCATCTCTTGATCATCAATTCTCTTGAAATTGATGATCAAGAGATGCTCGG Hs.106070 9785 0.943025 0.78472205 0.035320404 1.7575 0.61365256 0.002259905 2.649366667 1.31463167 0.003827099
CDKN1C BG714000_bp582_R AGCTAAAAAGAGCATCTCTTGATCATCAATTCTCTTGAAATTGATGATCAAGAGATGCTCGG Hs.106070 15161 0.68315 1.04496666 0.16808316 1.5407 0.66200069 0.004905578 2.7301 1.21798233 0.002560108
CDKN2A NM_058197_bp22_R AGCTAAAAAGTGTGCCACATTCGCTAAGTGTCTCTTGAACACTTAGCGAATGTGGCACACGG Hs.512599 1247 0.5625125 0.18239441 0.016178598 -0.4337 0.25281802 0.076235624
CDKN2A NM_058197_bp22_R AGCTAAAAAGTGTGCCACATTCGCTAAGTGTCTCTTGAACACTTAGCGAATGTGGCACACGG Hs.512599 6623 0.4438375 0.3239332 0.073720699 -0.4307 0.18871928 0.067955393
CDKN2A NM_058197_bp22_R AGCTAAAAAGTGTGCCACATTCGCTAAGTGTCTCTTGAACACTTAGCGAATGTGGCACACGG Hs.512599 11999 0.5478625 0.27295918 0.028237336 -0.4363 0.21874969 0.069235475
CDKN2A NM_058197_bp692_R AGCTAAAAAGGGGGGAACATATTTGTATTATCTCTTGAATAATACAAATATGTTCCCCCCGG Hs.512599 2545 -1.40025 0.2800723 0.002050587 1.167175 0.19105126 0.000832961
CDKN2A NM_058197_bp692_R AGCTAAAAAGGGGGGAACATATTTGTATTATCTCTTGAATAATACAAATATGTTCCCCCCGG Hs.512599 7921 -1.23465 0.18748733 0.002258486 1.097525 0.24726767 0.001403078
CDKN2A NM_058197_bp692_R AGCTAAAAAGGGGGGAACATATTTGTATTATCTCTTGAATAATACAAATATGTTCCCCCCGG Hs.512599 13297 -1.216883333 0.33194778 0.004258328 1.166875 0.134069 0.000709985
CDKN2A NM_058197_bp985_R AGCTAAAAAGCAGTAACCATGCCCGCATAGTCTCTTGAACTATGCGGGCATGGTTACTGCGG Hs.512599 2547 -0.3957375 0.5632099 0.147808831 -0.2898 0.61450006 0.345505577
CDKN2A NM_058197_bp985_R AGCTAAAAAGCAGTAACCATGCCCGCATAGTCTCTTGAACTATGCGGGCATGGTTACTGCGG Hs.512599 7923 -0.4320625 0.68717121 0.172641691 -0.2664 0.56433768 0.362331368
CDKN2A NM_058197_bp985_R AGCTAAAAAGCAGTAACCATGCCCGCATAGTCTCTTGAACTATGCGGGCATGGTTACTGCGG Hs.512599 13299 -0.3805375 0.7160816 0.229467797 -0.280925 0.57260582 0.3419048
CDKN2C AK091170_bp2213_R AGCTAAAAAGAGGTGCTAATCCCGATTTGATCTCTTGAATCAAATCGGGATTAGCACCTCGG Hs.525324 4103 0.0773 0.46416562 0.795370105
CDKN2C AK091170_bp2213_R AGCTAAAAAGAGGTGCTAATCCCGATTTGATCTCTTGAATCAAATCGGGATTAGCACCTCGG Hs.525324 9479 -0.09193333 0.70468883 0.798513127
CDKN2C AK091170_bp2213_R AGCTAAAAAGAGGTGCTAATCCCGATTTGATCTCTTGAATCAAATCGGGATTAGCACCTCGG Hs.525324 14855 0.011033333 0.56891348 0.972687024
CDKN2C AK091170_bp2525_R AGCTAAAAAGAGCCACAAATCTTCAATAAATCTCTTGAATTTATTGAAGATTTGTGGCTCGG Hs.525324 4099 -0.2915625 0.22515488 0.120204708 -0.028425 0.13520859 0.883668901
CDKN2C AK091170_bp2525_R AGCTAAAAAGAGCCACAAATCTTCAATAAATCTCTTGAATTTATTGAAGATTTGTGGCTCGG Hs.525324 9475 -0.2877375 0.25351985 0.136223243 0.012475 0.11285417 0.948248718
CDKN2C AK091170_bp2525_R AGCTAAAAAGAGCCACAAATCTTCAATAAATCTCTTGAATTTATTGAAGATTTGTGGCTCGG Hs.525324 14851 -0.2040375 0.23740889 0.254441337 0.085025 0.16625361 0.668989825
CDKN2C AK091170_bp2569_R AGCTAAAAAGCCTCTACTTTATCAATTAACTCTCTTGAAGTTAATTGATAAAGTAGAGGCGG Hs.525324 4101 -0.7285875 0.51149599 0.027258233 -0.04165 0.41562945 0.863236881
CDKN2C AK091170_bp2569_R AGCTAAAAAGCCTCTACTTTATCAATTAACTCTCTTGAAGTTAATTGATAAAGTAGAGGCGG Hs.525324 9477 -0.6916875 0.37865621 0.016463711 -0.02775 0.2796631 0.89676817
CDKN2C AK091170_bp2569_R AGCTAAAAAGCCTCTACTTTATCAATTAACTCTCTTGAAGTTAATTGATAAAGTAGAGGCGG Hs.525324 14853 -0.6881625 0.4458322 0.024072363 0.008075 0.36464767 0.972019736
CEBPA NM_004364_bp1035_R AGCTAAAAAGCCAGAGAGCTCCTTGGTCAATCTCTTGAATTGACCAAGGAGCTCTCTGGCGG Hs.590973 1245 0.1758375 0.35237343 0.495377579 0.00195 0.17505248 0.976955349
CEBPA NM_004364_bp1035_R AGCTAAAAAGCCAGAGAGCTCCTTGGTCAATCTCTTGAATTGACCAAGGAGCTCTCTGGCGG Hs.590973 6621 0.0920625 0.40167068 0.798642859 -0.006625 0.13797793 0.988377803
CEBPA NM_004364_bp1035_R AGCTAAAAAGCCAGAGAGCTCCTTGGTCAATCTCTTGAATTGACCAAGGAGCTCTCTGGCGG Hs.590973 11997 0.1841625 0.4264284 0.515450073 0.044925 0.1106856 0.800315811
CEBPA NM_004364_bp171_R AGCTAAAAAGCACGAGACGTCCATCGACATTCTCTTGAAATGTCGATGGACGTCTCGTGCGG Hs.590973 1246 1.1798625 1.47297116 0.107215711 -0.38835 0.75897132 0.274415276
CEBPA NM_004364_bp171_R AGCTAAAAAGCACGAGACGTCCATCGACATTCTCTTGAAATGTCGATGGACGTCTCGTGCGG Hs.590973 6622 1.1470625 1.4815415 0.116807241 -0.474 0.77584955 0.197462263
CEBPA NM_004364_bp171_R AGCTAAAAAGCACGAGACGTCCATCGACATTCTCTTGAAATGTCGATGGACGTCTCGTGCGG Hs.590973 11998 0.4275875 0.5993009 0.200080834 0.009475 0.36862131 0.954094406
CEBPB NM_005194_bp1447_R AGCTAAAAAGCCCGTGGTGTTATTTAAAGATCTCTTGAATCTTTAAATAACACCACGGGCGG Hs.592138 1244 -0.7702125 0.25348036 0.004123622 0.040475 0.44151554 0.859283961
CEBPB NM_005194_bp1447_R AGCTAAAAAGCCCGTGGTGTTATTTAAAGATCTCTTGAATCTTTAAATAACACCACGGGCGG Hs.592138 6620 -0.7915125 0.25164051 0.003634676 -0.0173 0.49387874 0.958910677
CEBPB NM_005194_bp1447_R AGCTAAAAAGCCCGTGGTGTTATTTAAAGATCTCTTGAATCTTTAAATAACACCACGGGCGG Hs.592138 11996 -0.7037375 0.34724557 0.010369601 -0.0631 0.47946833 0.818955103
CEBPB NM_005194_bp1632_R AGCTAAAAAGGGCCCTGAGTAATCGCTTAATCTCTTGAATTAAGCGATTACTCAGGGCCCGG Hs.592138 2519 -1.0397625 0.2802124 0.001359792 -0.822275 0.46382547 0.014790986
CEBPB NM_005194_bp1632_R AGCTAAAAAGGGCCCTGAGTAATCGCTTAATCTCTTGAATTAAGCGATTACTCAGGGCCCGG Hs.592138 7895 -1.0361875 0.24510437 0.001094493 -0.79275 0.51665792 0.021353221
CEBPB NM_005194_bp1632_R AGCTAAAAAGGGCCCTGAGTAATCGCTTAATCTCTTGAATTAAGCGATTACTCAGGGCCCGG Hs.592138 13271 -1.0517375 0.26370194 0.001161877 -0.79635 0.42421317 0.014490196
CEBPB NM_005194_bp246_R AGCTAAAAAGCCGCCTGCCTTTAAATCCATTCTCTTGAAATGGATTTAAAGGCAGGCGGCGG Hs.592138 2517 -0.5224875 0.14400823 0.010371247 -0.617625 0.84199765 0.127104448
CEBPB NM_005194_bp246_R AGCTAAAAAGCCGCCTGCCTTTAAATCCATTCTCTTGAAATGGATTTAAAGGCAGGCGGCGG Hs.592138 7893 -0.5139375 0.06831188 0.008553663 -0.3911 0.557376 0.196335518
CEBPB NM_005194_bp246_R AGCTAAAAAGCCGCCTGCCTTTAAATCCATTCTCTTGAAATGGATTTAAAGGCAGGCGGCGG Hs.592138 13269 -0.5229625 0.09317678 0.008566217 -0.326225 0.51911592 0.255709394
CEBPD NM_005195_bp1148_R AGCTAAAAAGCAGCTAAGGTACATTTGTAATCTCTTGAATTACAAATGTACCTTAGCTGCGG Hs.440829 1242 -0.5285625 0.23713916 0.015965874 0.406975 0.14289463 0.069726248
CEBPD NM_005195_bp1148_R AGCTAAAAAGCAGCTAAGGTACATTTGTAATCTCTTGAATTACAAATGTACCTTAGCTGCGG Hs.440829 6618 -0.5793875 0.23166769 0.011122828 0.395675 0.12515224 0.073822783
CEBPD NM_005195_bp1148_R AGCTAAAAAGCAGCTAAGGTACATTTGTAATCTCTTGAATTACAAATGTACCTTAGCTGCGG Hs.440829 11994 -0.6591625 0.20100285 0.005712074 0.4084 0.08541335 0.064080997
CEBPD NM_005195_bp1193_R AGCTAAAAAGACAAACCCTTTGTATTGTAATCTCTTGAACTACAATACAAAGGGTTTGTCGG Hs.440829 1243 -0.1388875 0.40449515 0.42538096 -0.07045 0.14882528 0.735045168
CEBPD NM_005195_bp1193_R AGCTAAAAAGACAAACCCTTTGTATTGTAATCTCTTGAACTACAATACAAAGGGTTTGTCGG Hs.440829 6619 -0.1728125 0.39742608 0.343881516 -0.11255 0.15347733 0.585228991
CEBPD NM_005195_bp1193_R AGCTAAAAAGACAAACCCTTTGTATTGTAATCTCTTGAACTACAATACAAAGGGTTTGTCGG Hs.440829 11995 -0.1691125 0.43311234 0.374530225 -0.117125 0.18612443 0.576956003
CEBPD NM_005195_bp335_R AGCTAAAAAGCCGACCTCTTCAACAGCAATTCTCTTGAAATTGCTGTTGAAGAGGTCGGCGG Hs.440829 2515 -0.0767625 0.33988555 0.56032702 0.04895 0.28894614 0.807635023
CEBPD NM_005195_bp335_R AGCTAAAAAGCCGACCTCTTCAACAGCAATTCTCTTGAAATTGCTGTTGAAGAGGTCGGCGG Hs.440829 7891 -0.0841375 0.56507216 0.650766765 -0.058875 0.24435205 0.79271225
CEBPD NM_005195_bp335_R AGCTAAAAAGCCGACCTCTTCAACAGCAATTCTCTTGAAATTGCTGTTGAAGAGGTCGGCGG Hs.440829 13267 -0.1205875 0.054467 0.280863489 0.051875 0.26927228 0.793923237
CEBPE NM_001805_bp1105_R AGCTAAAAAGAGACATAGACCATGGATAAATCTCTTGAATTTATCCATGGTCTATGTCTCGG Hs.558308 1240 0.9624125 0.72557206 0.030124736 1.09765 0.80814681 0.016548309
CEBPE NM_001805_bp1105_R AGCTAAAAAGAGACATAGACCATGGATAAATCTCTTGAATTTATCCATGGTCTATGTCTCGG Hs.558308 6616 1.2462125 0.87059729 0.020128137 1.214475 0.79529163 0.010279578
CEBPE NM_001805_bp1105_R AGCTAAAAAGAGACATAGACCATGGATAAATCTCTTGAATTTATCCATGGTCTATGTCTCGG Hs.558308 11992 0.5455875 0.5038951 0.081809021 0.8849 0.6818258 0.02458631
CEBPE NM_001805_bp1152_R AGCTAAAAAGGACCCAGCATAATGATTATATCTCTTGAATATAATCATTATGCTGGGTCCGG Hs.558308 1239 -1.2888375 0.24717834 0.000417013 -0.304 0.63690986 0.334852345
CEBPE NM_001805_bp1152_R AGCTAAAAAGGACCCAGCATAATGATTATATCTCTTGAATATAATCATTATGCTGGGTCCGG Hs.558308 6615 -1.3368875 0.334384 0.000647749 -0.3592 0.69635793 0.284656314
CEBPE NM_001805_bp1152_R AGCTAAAAAGGACCCAGCATAATGATTATATCTCTTGAATATAATCATTATGCTGGGTCCGG Hs.558308 11991 -1.3506875 0.32360065 0.000573256 -0.2464 0.66562427 0.441420411
CEBPE NM_001805_bp1174_R AGCTAAAAAGGCTGAATAAAGTTGCACTGTTCTCTTGAAACAGTGCAACTTTATTCAGCCGG Hs.558308 1241 -0.0118625 0.21774064 0.762161917 -0.30985 0.37378488 0.219596569
CEBPE NM_001805_bp1174_R AGCTAAAAAGGCTGAATAAAGTTGCACTGTTCTCTTGAAACAGTGCAACTTTATTCAGCCGG Hs.558308 6617 -0.0448375 0.22630915 0.621192985 -0.3156 0.40574568 0.224279773
CEBPE NM_001805_bp1174_R AGCTAAAAAGGCTGAATAAAGTTGCACTGTTCTCTTGAAACAGTGCAACTTTATTCAGCCGG Hs.558308 11993 -0.0194875 0.23862763 0.734728929 -0.32655 0.42546873 0.217812865
CEBPG NM_001806_bp326_R AGCTAAAAAGTGAACGGAATTAGTGTTATCTCTCTTGAAGATAACACTAATTCCGTTCACGG Hs.429666 1237 0.7952375 0.66717073 0.046296509 -0.5403 0.36551813 0.050667308
CEBPG NM_001806_bp326_R AGCTAAAAAGTGAACGGAATTAGTGTTATCTCTCTTGAAGATAACACTAATTCCGTTCACGG Hs.429666 6613 0.7140875 0.60160728 0.051236757 -0.522125 0.37749256 0.058879703
CEBPG NM_001806_bp326_R AGCTAAAAAGTGAACGGAATTAGTGTTATCTCTCTTGAAGATAACACTAATTCCGTTCACGG Hs.429666 11989 0.7406125 0.63776562 0.052343679 -0.516825 0.36401828 0.058641219
CEBPG NM_001806_bp622_R AGCTAAAAAGACCAAGGAATTAAGTGTACTTCTCTTGAAAGTACACTTAATTCCTTGGTCGG Hs.429666 1238 -0.3043125 0.22652136 0.079875914 0.471325 0.70908681 0.175210431
CEBPG NM_001806_bp622_R AGCTAAAAAGACCAAGGAATTAAGTGTACTTCTCTTGAAAGTACACTTAATTCCTTGGTCGG Hs.429666 6614 -0.3434625 0.21959249 0.056708896 0.429075 0.68168872 0.201105564
CEBPG NM_001806_bp622_R AGCTAAAAAGACCAAGGAATTAAGTGTACTTCTCTTGAAAGTACACTTAATTCCTTGGTCGG Hs.429666 11990 -0.3255125 0.25391582 0.075386468 0.410475 0.70101812 0.225900816
CEBPG NM_001806_bp665_R AGCTAAAAAGCACACAACCTTGCAGACAACTCTCTTGAAGTTGTCTGCAAGGTTGTGTGCGG Hs.429666 2513 1.2543625 0.53514709 0.004169401 0.56455 1.15216505 0.243020306
CEBPG NM_001806_bp665_R AGCTAAAAAGCACACAACCTTGCAGACAACTCTCTTGAAGTTGTCTGCAAGGTTGTGTGCGG Hs.429666 7889 1.1241375 0.71042929 0.015937347 0.5832 1.12620187 0.221770408
CEBPG NM_001806_bp665_R AGCTAAAAAGCACACAACCTTGCAGACAACTCTCTTGAAGTTGTCTGCAAGGTTGTGTGCGG Hs.429666 13265 1.0367875 0.50325569 0.007949653 0.3547 1.12675355 0.437541441
CENTG2 AB029022_bp1385_R AGCTAAAAAGGTGGGAGTTTAAGCGACTATTCTCTTGAAATAGTCGCTTAAACTCCCACCGG Hs.435039 3679 0.0293
CENTG2 AB029022_bp1385_R AGCTAAAAAGGTGGGAGTTTAAGCGACTATTCTCTTGAAATAGTCGCTTAAACTCCCACCGG Hs.435039 9055 0.1263
CENTG2 AB029022_bp1385_R AGCTAAAAAGGTGGGAGTTTAAGCGACTATTCTCTTGAAATAGTCGCTTAAACTCCCACCGG Hs.435039 14431 0.075
CENTG2 AB029022_bp1598_R AGCTAAAAAGGCCGAGCCATCCCAATTAAATCTCTTGAATTTAATTGGGATGGCTCGGCCGG Hs.435039 3677 -0.779475 0.68059312 0.044837822 -0.0474125 0.51012819 0.857979143
CENTG2 AB029022_bp1598_R AGCTAAAAAGGCCGAGCCATCCCAATTAAATCTCTTGAATTTAATTGGGATGGCTCGGCCGG Hs.435039 9053 -0.771475 0.54789552 0.026495501 0.2117375 0.97019112 0.602097021
CENTG2 AB029022_bp1598_R AGCTAAAAAGGCCGAGCCATCCCAATTAAATCTCTTGAATTTAATTGGGATGGCTCGGCCGG Hs.435039 14429 -0.630775 0.85031729 0.13409544 -0.2463625 0.25975351 0.26754668
CENTG2 AB029022_bp978_R AGCTAAAAAGGGTGGACGCTGTTATATTTGTCTCTTGAACAAATATAACAGCGTCCACCCGG Hs.435039 3681 -0.6391 0.68618034 0.082472695 0.1200625 0.47895738 0.643107035
CENTG2 AB029022_bp978_R AGCTAAAAAGGGTGGACGCTGTTATATTTGTCTCTTGAACAAATATAACAGCGTCCACCCGG Hs.435039 9057 -0.740725 0.54699649 0.030404832 -0.0772375 0.62666247 0.794841368
CENTG2 AB029022_bp978_R AGCTAAAAAGGGTGGACGCTGTTATATTTGTCTCTTGAACAAATATAACAGCGTCCACCCGG Hs.435039 14433 -1.00975 0.19007331 0.001042474 -0.2744875 0.21205487 0.208038953
CFLAR NM_003879_bp1086_R AGCTAAAAAGGCTCCATAATGGGAGAAGTATCTCTTGAATACTTCTCCCATTATGGAGCCGG Hs.390736 832 0.1275375 0.90125837 0.745437348 0.88015 2.12446079 0.321529344
CFLAR NM_003879_bp1086_R AGCTAAAAAGGCTCCATAATGGGAGAAGTATCTCTTGAATACTTCTCCCATTATGGAGCCGG Hs.390736 6208 0.1435625 0.91367251 0.718400268 1.06625 2.31783621 0.273607456
CFLAR NM_003879_bp1086_R AGCTAAAAAGGCTCCATAATGGGAGAAGTATCTCTTGAATACTTCTCCCATTATGGAGCCGG Hs.390736 11584 0.1149625 0.90640726 0.770661115 0.987216667 2.31843882 0.306760965
CFLAR NM_003879_bp1504_R AGCTAAAAAGGGAGATTCATGCCCTTATCTTCTCTTGAAAGATAAGGGCATGAATCTCCCGG Hs.390736 833 -0.3882375 0.74313528 0.272547298 -0.3964125 0.40139207 0.132999909
CFLAR NM_003879_bp1504_R AGCTAAAAAGGGAGATTCATGCCCTTATCTTCTCTTGAAAGATAAGGGCATGAATCTCCCGG Hs.390736 6209 -0.4614375 0.77384557 0.215898542 -0.4698625 0.38179944 0.08060962
CFLAR NM_003879_bp1504_R AGCTAAAAAGGGAGATTCATGCCCTTATCTTCTCTTGAAAGATAAGGGCATGAATCTCCCGG Hs.390736 11585 -0.3876125 0.75890371 0.280657981 -0.3722125 0.290892 0.121653763
CFLAR NM_003879_bp555_R AGCTAAAAAGCCGGGATGTTGCTATAGATGTCTCTTGAACATCTATAGCAACATCCCGGCGG Hs.390736 2174 1.07975 2.51285 1.57469104 0.009054603
CFLAR NM_003879_bp555_R AGCTAAAAAGCCGGGATGTTGCTATAGATGTCTCTTGAACATCTATAGCAACATCCCGGCGG Hs.390736 7550 1.19295 2.766616667 1.86850991 0.01127387
CFLAR NM_003879_bp555_R AGCTAAAAAGCCGGGATGTTGCTATAGATGTCTCTTGAACATCTATAGCAACATCCCGGCGG Hs.390736 12926 1.00665 3.234716667 1.67801621 0.003947493
CFTR NM_000492_bp3567_R AGCTAAAAAGGCTGTAAACTCCAGCATAGATCTCTTGAATCTATGCTGGAGTTTACAGCCGG Hs.489786 2456 2.5374125 0.66625344 0.000334061 0.727375 0.40083956 0.01862903
CFTR NM_000492_bp3567_R AGCTAAAAAGGCTGTAAACTCCAGCATAGATCTCTTGAATCTATGCTGGAGTTTACAGCCGG Hs.489786 7832 2.5105375 0.65349801 0.000326262 0.817025 0.29595426 0.007455742
CFTR NM_000492_bp3567_R AGCTAAAAAGGCTGTAAACTCCAGCATAGATCTCTTGAATCTATGCTGGAGTTTACAGCCGG Hs.489786 13208 2.5347375 0.60407892 0.000233244 1.0576 0.61478708 0.009207399
CFTR NM_000492_bp3751_R AGCTAAAAAGGGGGCCAAATGACTGTCAAATCTCTTGAATTTGACAGTCATTTGGCCCCCGG Hs.489786 2454 -0.8251875 0.31524184 0.004600211 -0.1191 0.75264446 0.790373767
CFTR NM_000492_bp3751_R AGCTAAAAAGGGGGCCAAATGACTGTCAAATCTCTTGAATTTGACAGTCATTTGGCCCCCGG Hs.489786 7830 -0.8056125 0.18759683 0.002315419 -0.02283333 0.40632008 0.937438926
CFTR NM_000492_bp3751_R AGCTAAAAAGGGGGCCAAATGACTGTCAAATCTCTTGAATTTGACAGTCATTTGGCCCCCGG Hs.489786 13206 -0.7122125 0.27519335 0.006500611 -0.01673333 0.47134705 0.956638203
CFTR NM_000492_bp886_R AGCTAAAAAGCTGGGAAGATCAGTGAAAGATCTCTTGAATCTTTCACTGATCTTCCCAGCGG Hs.489786 1422 0.7517375 0.34096204 0.011762827 0.51815 0.87766717 0.194540777
CFTR NM_000492_bp886_R AGCTAAAAAGCTGGGAAGATCAGTGAAAGATCTCTTGAATCTTTCACTGATCTTCCCAGCGG Hs.489786 6798 0.5142625 0.27341048 0.035577971 0.42925 0.49626676 0.135146207
CFTR NM_000492_bp886_R AGCTAAAAAGCTGGGAAGATCAGTGAAAGATCTCTTGAATCTTTCACTGATCTTCCCAGCGG Hs.489786 12174 0.6904125 0.31324126 0.014220065 0.55135 0.63643082 0.102335033
CHD7 XM_098762_bp5874_R AGCTAAAAAGGAGGACAGCTACAAGAAACATCTCTTGAATGTTTCTTGTAGCTGTCCTCCGG 3764 0.95885 0.16228569 0.001129561 0.4535625 0.24668962 0.063102469
CHD7 XM_098762_bp5874_R AGCTAAAAAGGAGGACAGCTACAAGAAACATCTCTTGAATGTTTCTTGTAGCTGTCCTCCGG 9140 0.796275 0.26346311 0.004689164 0.1359375 0.275373 0.530472954
CHD7 XM_098762_bp5874_R AGCTAAAAAGGAGGACAGCTACAAGAAACATCTCTTGAATGTTTCTTGTAGCTGTCCTCCGG 14516 0.227 0.23932024 0.212630243 0.1598875 0.20569965 0.441126329
CHD7 XM_098762_bp8692_R AGCTAAAAAGCGCCTCCAATGAAGGATCTATCTCTTGAATAGATCCTTCATTGGAGGCGCGG 3762 -0.840825 0.1733428 0.002170594 -0.5130125 0.47519895 0.080947525
CHD7 XM_098762_bp8692_R AGCTAAAAAGCGCCTCCAATGAAGGATCTATCTCTTGAATAGATCCTTCATTGGAGGCGCGG 9138 -0.91755 0.16765481 0.001421267 -0.2332375 0.97088344 0.566923575
CHD7 XM_098762_bp8692_R AGCTAAAAAGCGCCTCCAATGAAGGATCTATCTCTTGAATAGATCCTTCATTGGAGGCGCGG 14514 -1.34825 0.50461476 0.002192216 -0.3399375 0.82407597 0.356403426



CHEK1 NM_001274_bp1493_R AGCTAAAAAGGGTGATGGATTGGAGTTCAATCTCTTGAATTGAACTCCAATCCATCACCCGG Hs.24529 1589 9.2744 0.17239263 3.94E-05 -1.931566667 3.12827296 0.24266313
CHEK1 NM_001274_bp1493_R AGCTAAAAAGGGTGATGGATTGGAGTTCAATCTCTTGAATTGAACTCCAATCCATCACCCGG Hs.24529 6965 9.51815 0.01746554 3.21E-05 -1.535933333 2.51997912 0.249202371
CHEK1 NM_001274_bp1493_R AGCTAAAAAGGGTGATGGATTGGAGTTCAATCTCTTGAATTGAACTCCAATCCATCACCCGG Hs.24529 12341 10.1533 0.19360584 3.09E-05 -0.887433333 1.96000087 0.374039129
CHEK1 NM_001274_bp384_R AGCTAAAAAGAAGGCAATATCCAATATTTATCTCTTGAATAAATATTGGATATTGCCTTCGG 1591
CHEK1 NM_001274_bp384_R AGCTAAAAAGAAGGCAATATCCAATATTTATCTCTTGAATAAATATTGGATATTGCCTTCGG 6967
CHEK1 NM_001274_bp384_R AGCTAAAAAGAAGGCAATATCCAATATTTATCTCTTGAATAAATATTGGATATTGCCTTCGG 12343
CHEK1 NM_001274_bp611_R AGCTAAAAAGGCAACAGTATTTCGGTATAATCTCTTGAATTATACCGAAATACTGTTGCCGG Hs.24529 20 -0.83835 0.45829951 0.012282719 -0.1239875 0.45780339 0.611138039
CHEK1 NM_001274_bp611_R AGCTAAAAAGGCAACAGTATTTCGGTATAATCTCTTGAATTATACCGAAATACTGTTGCCGG Hs.24529 5396 -0.841525 0.4576037 0.012055733 -0.1009625 0.44479028 0.671452322
CHEK1 NM_001274_bp611_R AGCTAAAAAGGCAACAGTATTTCGGTATAATCTCTTGAATTATACCGAAATACTGTTGCCGG Hs.24529 10772 -0.78355 0.45273638 0.015459084 -0.0616875 0.44741079 0.794923369
CHEK2 NM_007194_bp1329_R AGCTAAAAAGCACTGTCACTAAGCAGAAATTCTCTTGAAATTTCTGCTTAGTGACAGTGCGG Hs.291363 31 -0.16555 0.91742324 0.679308893 -0.0407125 0.31430476 0.832797192
CHEK2 NM_007194_bp1329_R AGCTAAAAAGCACTGTCACTAAGCAGAAATTCTCTTGAAATTTCTGCTTAGTGACAGTGCGG Hs.291363 5407 -0.11815 0.95997349 0.775803325 -0.0323625 0.31507514 0.866756664
CHEK2 NM_007194_bp1329_R AGCTAAAAAGCACTGTCACTAAGCAGAAATTCTCTTGAAATTTCTGCTTAGTGACAGTGCGG Hs.291363 10783 -0.095375 0.99725783 0.823874858 -0.0226125 0.24524774 0.895879863
CHEK2 NM_007194_bp1692_R AGCTAAAAAGACAAAGTGGTGGGGAATAAATCTCTTGAATTTATTCCCCACCACTTTGTCGG Hs.291363 32 0.683525 0.55420631 0.041102765 -0.1002125 0.31088209 0.606233792
CHEK2 NM_007194_bp1692_R AGCTAAAAAGACAAAGTGGTGGGGAATAAATCTCTTGAATTTATTCCCCACCACTTTGTCGG Hs.291363 5408 0.895933333 0.53346311 0.030627981 -0.17745 0.3860964 0.50398634
CHEK2 NM_007194_bp1692_R AGCTAAAAAGACAAAGTGGTGGGGAATAAATCTCTTGAATTTATTCCCCACCACTTTGTCGG Hs.291363 10784 0.783425 0.55397241 0.025819853 -0.0310375 0.31660427 0.872452004
CHEK2 NM_007194_bp1842_R AGCTAAAAAGACTGTCTTATAAAGATTACTTCTCTTGAAAGTAATCTTTATAAGACAGTCGG Hs.291363 5409 -0.0773 0.21156635 0.778242828 -0.080975 0.39728795 0.809535099
CHEK2 NM_007194_bp1842_R AGCTAAAAAGACTGTCTTATAAAGATTACTTCTCTTGAAAGTAATCTTTATAAGACAGTCGG Hs.291363 10785 0.1389 0.57629203 0.704265126 0.028575 0.43257257 0.933888064
CHEK2 NM_007194_bp1842_R AGCTAAAAAGACTGTCTTATAAAGATTACTTCTCTTGAAAGTAATCTTTATAAGACAGTCGG Hs.291363 33 -0.4209 -0.179975 0.34496204 0.586159761
CHN2 AK126784_bp1343_R AGCTAAAAAGAACCTTAAATGCCAATAATATCTCTTGAATATTATTGGCATTTAAGGTTCGG 3979 1.1576125 0.33651183 0.001454909 0.1644 0.31455741 0.465679204
CHN2 AK126784_bp1343_R AGCTAAAAAGAACCTTAAATGCCAATAATATCTCTTGAATATTATTGGCATTTAAGGTTCGG 9355 1.1019375 0.30770761 0.00149685 0.2569 0.16958935 0.223839801
CHN2 AK126784_bp1343_R AGCTAAAAAGAACCTTAAATGCCAATAATATCTCTTGAATATTATTGGCATTTAAGGTTCGG 14731 1.1560875 0.33133918 0.001413189 0.26715 0.25183445 0.230770562
CHN2 AK126784_bp2351_R AGCTAAAAAGGGACTTACATACATAATCAATCTCTTGAATTGATTATGTATGTAAGTCCCGG 3977 0.6248125 0.25040412 0.011719184 0.172625 0.23027549 0.41513607
CHN2 AK126784_bp2351_R AGCTAAAAAGGGACTTACATACATAATCAATCTCTTGAATTGATTATGTATGTAAGTCCCGG 9353 0.5149375 0.30659134 0.0323178 0.24745 0.20407493 0.248356221
CHN2 AK126784_bp2351_R AGCTAAAAAGGGACTTACATACATAATCAATCTCTTGAATTGATTATGTATGTAAGTCCCGG 14729 0.3387875 0.196405 0.073283227 0.2827 0.24845838 0.206838428
CHN2 AK126784_bp851_R AGCTAAAAAGGTCGATGAATTGGTGTTATATCTCTTGAATATAACACCAATTCATCGACCGG 3975 -0.3227125 0.28256839 0.114776573 -0.103425 0.53415885 0.704352425
CHN2 AK126784_bp851_R AGCTAAAAAGGTCGATGAATTGGTGTTATATCTCTTGAATATAACACCAATTCATCGACCGG 9351 -0.4095125 0.34918083 0.079894589 0.2408 0.37949787 0.323199126
CHN2 AK126784_bp851_R AGCTAAAAAGGTCGATGAATTGGTGTTATATCTCTTGAATATAACACCAATTCATCGACCGG 14727 -0.2584875 0.29761658 0.195440204 0.08765 0.33684666 0.698096337
CHUK NM_001278_bp1420_R AGCTAAAAAGCAGGCTCTTTCAGGGACAAATCTCTTGAATTTGTCCCTGAAAGAGCCTGCGG Hs.198998 1593 1.64285 1.58953512 0.047204463 -0.3241375 0.58679227 0.292672558
CHUK NM_001278_bp1420_R AGCTAAAAAGCAGGCTCTTTCAGGGACAAATCTCTTGAATTTGTCCCTGAAAGAGCCTGCGG Hs.198998 6969 1.671575 1.74635389 0.059136414 -0.2637375 0.58130357 0.378514154
CHUK NM_001278_bp1420_R AGCTAAAAAGCAGGCTCTTTCAGGGACAAATCTCTTGAATTTGTCCCTGAAAGAGCCTGCGG Hs.198998 12345 1.594325 1.61628402 0.054466985 -0.2607125 0.58424222 0.385219104
CHUK NM_001278_bp451_R AGCTAAAAAGCCAGATACTTTCTTTACTAATCTCTTGAATTAGTAAAGAAAGTATCTGGCGG Hs.198998 21 -0.30095 0.14347438 0.085297131 -0.2334125 0.1562157 0.172321194
CHUK NM_001278_bp451_R AGCTAAAAAGCCAGATACTTTCTTTACTAATCTCTTGAATTAGTAAAGAAAGTATCTGGCGG Hs.198998 5397 -0.3152 0.13048474 0.072221905 -0.1537125 0.14565906 0.333918141
CHUK NM_001278_bp451_R AGCTAAAAAGCCAGATACTTTCTTTACTAATCTCTTGAATTAGTAAAGAAAGTATCTGGCGG Hs.198998 10773 -0.357775 0.09456777 0.044630458 -0.2452625 0.22436581 0.188306285
CHUK NM_001278_bp561_R AGCTAAAAAGGTGGAAAGATAATACATAAATCTCTTGAATTTATGTATTATCTTTCCACCGG Hs.198998 22 0.708725 0.62555731 0.049056327 0.2431875 0.22229716 0.190264446
CHUK NM_001278_bp561_R AGCTAAAAAGGTGGAAAGATAATACATAAATCTCTTGAATTTATGTATTATCTTTCCACCGG Hs.198998 5398 0.667825 0.61911186 0.057471116 0.2181375 0.19879864 0.218120084
CHUK NM_001278_bp561_R AGCTAAAAAGGTGGAAAGATAATACATAAATCTCTTGAATTTATGTATTATCTTTCCACCGG Hs.198998 10774 0.7017 0.59606941 0.045011024 0.2311875 0.14389122 0.170417225
CIT NM_007174_bp4548_R AGCTAAAAAGACGGGGATGTATCTATTCATTCTCTTGAAATGAATAGATACATCCCCGTCGG Hs.119594 5773 -0.5854 0.23328564 0.013738837 -0.456133333 0.81458671 0.31957209
CIT NM_007174_bp4548_R AGCTAAAAAGACGGGGATGTATCTATTCATTCTCTTGAAATGAATAGATACATCCCCGTCGG Hs.119594 11149 -0.676725 0.26023899 0.009025969 -0.437466667 0.88201833 0.364659673
CIT NM_007174_bp4548_R AGCTAAAAAGACGGGGATGTATCTATTCATTCTCTTGAAATGAATAGATACATCCCCGTCGG Hs.119594 397
CIT NM_007174_bp4941_R AGCTAAAAAGGAGCAGTCTTCCAAATTTATTCTCTTGAAATAAATTTGGAAGACTGCTCCGG Hs.119594 398 0.4124 1.63699129 0.551267023 0.794733333 0.87380282 0.139668069
CIT NM_007174_bp4941_R AGCTAAAAAGGAGCAGTCTTCCAAATTTATTCTCTTGAAATAAATTTGGAAGACTGCTCCGG Hs.119594 5774 0.58855 1.84410187 0.453528767 1.3208 0.98750856 0.054193302
CIT NM_007174_bp4941_R AGCTAAAAAGGAGCAGTCTTCCAAATTTATTCTCTTGAAATAAATTTGGAAGACTGCTCCGG Hs.119594 11150 0.448275 1.85563657 0.56548507 1.282866667 1.12465165 0.077943347
CIT NM_007174_bp5708_R AGCTAAAAAGGCGTCCTCATACCAGGATAATCTCTTGAATTATCCTGGTATGAGGACGCCGG Hs.119594 7285 3.36885 3.82357163 0.097690595
CIT NM_007174_bp5708_R AGCTAAAAAGGCGTCCTCATACCAGGATAATCTCTTGAATTATCCTGGTATGAGGACGCCGG Hs.119594 12661 4.11695 3.94387575 0.06317325
CIT NM_007174_bp5708_R AGCTAAAAAGGCGTCCTCATACCAGGATAATCTCTTGAATTATCCTGGTATGAGGACGCCGG Hs.119594 1909 5.482925 1.04789689 0.001471037
CITED2 AF109161_bp1468_R AGCTAAAAAGGGCAGATATTACTGCACAAATCTCTTGAATTTGTGCAGTAATATCTGCCCGG Hs.82071 3578 0.1166875 0.4721078 0.624172822 -0.424775 0.62891417 0.185851999
CITED2 AF109161_bp1468_R AGCTAAAAAGGGCAGATATTACTGCACAAATCTCTTGAATTTGTGCAGTAATATCTGCCCGG Hs.82071 8954 0.0189625 0.48790669 0.937136788 0.000875 0.45900022 0.997226884
CITED2 AF109161_bp1468_R AGCTAAAAAGGGCAGATATTACTGCACAAATCTCTTGAATTTGTGCAGTAATATCTGCCCGG Hs.82071 14330 -0.0229625 0.4434926 0.919007293 -0.62605 0.25264744 0.020243183
CITED2 AF109161_bp1740_R AGCTAAAAAGACACTGTGCTAATAGTTATATCTCTTGAATATAACTATTAGCACAGTGTCGG Hs.82071 3552 -0.1401125 0.57628646 0.609861311 0.3427 0.18539509 0.123086648
CITED2 AF109161_bp1740_R AGCTAAAAAGACACTGTGCTAATAGTTATATCTCTTGAATATAACTATTAGCACAGTGTCGG Hs.82071 8928 -0.2049625 0.46967005 0.399989435 0.285275 0.18405529 0.185963977
CITED2 AF109161_bp1740_R AGCTAAAAAGACACTGTGCTAATAGTTATATCTCTTGAATATAACTATTAGCACAGTGTCGG Hs.82071 14304 -0.0746125 0.64855823 0.801973952 0.310725 0.19214677 0.156658486
CITED2 AF109161_bp223_R AGCTAAAAAGACCATATGATGGCCATGAACTCTCTTGAAGTTCATGGCCATCATATGGTCGG Hs.82071 3550 2.0170125 0.56991506 0.000517152 -0.119175 0.28869018 0.584897891
CITED2 AF109161_bp223_R AGCTAAAAAGACCATATGATGGCCATGAACTCTCTTGAAGTTCATGGCCATCATATGGTCGG Hs.82071 8926 2.0694375 0.64737289 0.000724287 -0.12235 0.30891889 0.581535261
CITED2 AF109161_bp223_R AGCTAAAAAGACCATATGATGGCCATGAACTCTCTTGAAGTTCATGGCCATCATATGGTCGG Hs.82071 14302 2.0511375 0.64808699 0.000757857 -0.0816 0.36014532 0.723357054
CKAP4 NM_006825_bp1753_R AGCTAAAAAGTGGACAGTTTGGTTGCATACTCTCTTGAAGTATGCAACCAAACTGTCCACGG Hs.74368 2511 2.6559625 0.76077326 0.00044777 -0.433875 0.73094561 0.221847443
CKAP4 NM_006825_bp1753_R AGCTAAAAAGTGGACAGTTTGGTTGCATACTCTCTTGAAGTATGCAACCAAACTGTCCACGG Hs.74368 7887 2.7529875 1.03683756 0.001334884 -0.485625 0.93725983 0.248788762
CKAP4 NM_006825_bp1753_R AGCTAAAAAGTGGACAGTTTGGTTGCATACTCTCTTGAAGTATGCAACCAAACTGTCCACGG Hs.74368 13263 2.7679625 0.9001709 0.000724239 -0.217825 0.84025871 0.561109289
CKAP4 NM_006825_bp1813_R AGCTAAAAAGCCAAGGGTTTACTAGATGACTCTCTTGAAGTCATCTAGTAAACCCTTGGCGG Hs.74368 1224 0.0936625 0.32560349 0.769121955 0.5226 0.52476991 0.088086787
CKAP4 NM_006825_bp1813_R AGCTAAAAAGCCAAGGGTTTACTAGATGACTCTCTTGAAGTCATCTAGTAAACCCTTGGCGG Hs.74368 6600 0.0745125 0.28999104 0.838167772 0.4757 0.45837389 0.095652062
CKAP4 NM_006825_bp1813_R AGCTAAAAAGCCAAGGGTTTACTAGATGACTCTCTTGAAGTCATCTAGTAAACCCTTGGCGG Hs.74368 11976 0.1105375 0.29084636 0.6884124 0.480625 0.44430231 0.089376048
CKAP4 NM_006825_bp559_R AGCTAAAAAGAGCAGAAGGTGCAGTCTTTGTCTCTTGAACAAAGACTGCACCTTCTGCTCGG Hs.74368 2509 1.3875625 0.33119295 0.00069743 0.60095 0.92075104 0.152029978
CKAP4 NM_006825_bp559_R AGCTAAAAAGAGCAGAAGGTGCAGTCTTTGTCTCTTGAACAAAGACTGCACCTTCTGCTCGG Hs.74368 7885 1.3890375 0.21728594 0.00031881 0.606925 1.01543433 0.175719637
CKAP4 NM_006825_bp559_R AGCTAAAAAGAGCAGAAGGTGCAGTCTTTGTCTCTTGAACAAAGACTGCACCTTCTGCTCGG Hs.74368 13261 1.4784875 0.35957211 0.000630355 0.512775 1.10798004 0.271831307
CLCF1 BC012939_bp1172_R AGCTAAAAAGGATGGGTGTTGCTCCCTTATTCTCTTGAAATAAGGGAGCAACACCCATCCGG Hs.502977 4323 1.01845 1.31792939 0.110305084 0.473725 0.58224054 0.146812334 -0.6574 0.69704246 0.109751533
CLCF1 BC012939_bp1172_R AGCTAAAAAGGATGGGTGTTGCTCCCTTATTCTCTTGAAATAAGGGAGCAACACCCATCCGG Hs.502977 9699 0.960325 1.18876043 0.10032864 0.81395 0.14263231 0.003146136 -0.85976667 0.755689 0.059485429
CLCF1 BC012939_bp1172_R AGCTAAAAAGGATGGGTGTTGCTCCCTTATTCTCTTGAAATAAGGGAGCAACACCCATCCGG Hs.502977 15075 1.14255 1.25760526 0.072218367 0.631225 0.15023684 0.008830686 -0.70255 0.86783215 0.179586406
CLCF1 BC012939_bp1286_R AGCTAAAAAGCATTGGAGGTGCCCTATAAATCTCTTGAATTTATAGGGCACCTCCAATGCGG Hs.502977 4321 0.26965 0.57876964 0.344496712 -0.53025 0.3388839 0.042635924 -0.05626667 0.33647898 0.835893117
CLCF1 BC012939_bp1286_R AGCTAAAAAGCATTGGAGGTGCCCTATAAATCTCTTGAATTTATAGGGCACCTCCAATGCGG Hs.502977 9697 0.53665 0.13942196 0.012173132 -0.978525 0.73752565 0.034897059 -0.12093333 0.25369541 0.642653561
CLCF1 BC012939_bp1286_R AGCTAAAAAGCATTGGAGGTGCCCTATAAATCTCTTGAATTTATAGGGCACCTCCAATGCGG Hs.502977 15073 0.26095 1.25015274 0.624238003 -0.4346 0.51076761 0.143100833 -0.1377 0.82056858 0.727642928
CLCF1 BC012939_bp735_R AGCTAAAAAGGCTCATGGCTTCTGACTTCTTCTCTTGAAAGAAGTCAGAAGCCATGAGCCGG Hs.502977 4325 -0.7957 0.16304161 0.00262365 -1.06615 0.31846813 0.002994748 -0.49976667 0.5723244 0.164236782
CLCF1 BC012939_bp735_R AGCTAAAAAGGCTCATGGCTTCTGACTTCTTCTCTTGAAAGAAGTCAGAAGCCATGAGCCGG Hs.502977 9701 -0.616825 0.40960773 0.029414376 -1.115675 0.6113108 0.013127074 -0.46696667 0.93292138 0.302457538
CLCF1 BC012939_bp735_R AGCTAAAAAGGCTCATGGCTTCTGACTTCTTCTCTTGAAAGAAGTCAGAAGCCATGAGCCGG Hs.502977 15077 -0.686625 0.31443653 0.011710568 -0.96275 0.62543595 0.097751521 -0.50553333 0.6975372 0.19604428
CLIC4 AL117424_bp274_R AGCTAAAAAGCAGTGATGGTGAAAGCATAGTCTCTTGAACTATGCTTTCACCATCACTGCGG Hs.440544 4223 1.6606625 0.38630513 0.000384766 0.532875 0.63164416 0.110647632
CLIC4 AL117424_bp274_R AGCTAAAAAGCAGTGATGGTGAAAGCATAGTCTCTTGAACTATGCTTTCACCATCACTGCGG Hs.440544 9599 1.9210625 0.34813881 0.000146241 0.596525 0.43258232 0.043989779
CLIC4 AL117424_bp274_R AGCTAAAAAGCAGTGATGGTGAAAGCATAGTCTCTTGAACTATGCTTTCACCATCACTGCGG Hs.440544 14975 1.6065625 0.42079426 0.000570733 0.56375 0.22944113 0.028451577
CLIC4 AL117424_bp2925_R AGCTAAAAAGCCTCATAGCTTAAAGTATAATCTCTTGAATTATACTTTAAGCTATGAGGCGG Hs.440544 3866 -0.2283625 0.37998631 0.295807694 -1.15795 0.42274251 0.002442418
CLIC4 AL117424_bp2925_R AGCTAAAAAGCCTCATAGCTTAAAGTATAATCTCTTGAATTATACTTTAAGCTATGAGGCGG Hs.440544 9242 -0.3255125 0.42077661 0.177910743 -0.951125 0.48511523 0.008346607
CLIC4 AL117424_bp2925_R AGCTAAAAAGCCTCATAGCTTAAAGTATAATCTCTTGAATTATACTTTAAGCTATGAGGCGG Hs.440544 14618 -0.2698125 0.36140878 0.215486985 -0.9225 0.47307814 0.009084899
CLIC4 AL117424_bp357_R AGCTAAAAAGTGACGACTGTTGACCTGAAATCTCTTGAATTTCAGGTCAACAGTCGTCACGG Hs.440544 4221 0.286 0.95629121 0.574204035 0.29415 0.29989901 0.207581234
CLIC4 AL117424_bp357_R AGCTAAAAAGTGACGACTGTTGACCTGAAATCTCTTGAATTTCAGGTCAACAGTCGTCACGG Hs.440544 9597 0.42695 1.09311637 0.458629807 0.2856 0.27785383 0.212023709
CLIC4 AL117424_bp357_R AGCTAAAAAGTGACGACTGTTGACCTGAAATCTCTTGAATTTCAGGTCAACAGTCGTCACGG Hs.440544 14973 0.3415 1.01399112 0.524259891 0.34565 0.31816533 0.153336203
CLIC6 AF448439_bp1516_R AGCTAAAAAGTGACCACAGTGGACCTGAAATCTCTTGAATTTCAGGTCCACTGTGGTCACGG Hs.592155 3736 -0.115 0.07410479 0.661598857 0.172975 0.43441738 0.490849524
CLIC6 AF448439_bp1516_R AGCTAAAAAGTGACCACAGTGGACCTGAAATCTCTTGAATTTCAGGTCCACTGTGGTCACGG Hs.592155 9112 -0.1815 0.51966334 0.537563396 0.071675 0.2120314 0.725538446
CLIC6 AF448439_bp1516_R AGCTAAAAAGTGACCACAGTGGACCTGAAATCTCTTGAATTTCAGGTCCACTGTGGTCACGG Hs.592155 14488 0.02 0.20053548 0.941156936 0.14655 0.25611036 0.493716471
CLIC6 AF448439_bp1679_R AGCTAAAAAGGACCCAACATCCCGAATCTATCTCTTGAATAGATTCGGGATGTTGGGTCCGG Hs.592155 3732 -0.0156 0.45923024 0.95336173 -0.15305 0.15185955 0.445979883
CLIC6 AF448439_bp1679_R AGCTAAAAAGGACCCAACATCCCGAATCTATCTCTTGAATAGATTCGGGATGTTGGGTCCGG Hs.592155 9108 -0.111666667 0.30038825 0.618030928 -0.16405 0.11034982 0.407142819
CLIC6 AF448439_bp1679_R AGCTAAAAAGGACCCAACATCCCGAATCTATCTCTTGAATAGATTCGGGATGTTGGGTCCGG Hs.592155 14484 -0.1751875 0.33594127 0.382972471 -0.089125 0.10666744 0.64507432
CLIC6 AF448439_bp1826_R AGCTAAAAAGCCCTCTGCCTGATGAAATAGTCTCTTGAACTATTTCATCAGGCAGAGGGCGG Hs.592155 3734 -0.653525 0.2828203 0.01876008
CLIC6 AF448439_bp1826_R AGCTAAAAAGCCCTCTGCCTGATGAAATAGTCTCTTGAACTATTTCATCAGGCAGAGGGCGG Hs.592155 9110 0.647 -0.621375 0.28412963 0.023042209
CLIC6 AF448439_bp1826_R AGCTAAAAAGCCCTCTGCCTGATGAAATAGTCTCTTGAACTATTTCATCAGGCAGAGGGCGG Hs.592155 14486 0.0463125 0.4277311 0.834115476 -0.518275 0.27406146 0.043649785
CLK1 NM_004071_bp364_R AGCTAAAAAGACGCTACATTGATGAGTACATCTCTTGAATGTACTCATCAATGTAGCGTCGG Hs.433732 1704 1.371 1.32525953 0.101866781 0.2387625 0.69610242 0.482524988 0.2979 0.00725 0.29196439 0.977652713
CLK1 NM_004071_bp364_R AGCTAAAAAGACGCTACATTGATGAGTACATCTCTTGAATGTACTCATCAATGTAGCGTCGG Hs.433732 7080 1.29595 1.2667818 0.105982857 0.1223625 0.38944461 0.578979641 0.1115 0.1623
CLK1 NM_004071_bp364_R AGCTAAAAAGACGCTACATTGATGAGTACATCTCTTGAATGTACTCATCAATGTAGCGTCGG Hs.433732 12456 0.2129 0.4299875 0.72786825 0.247856772
CLK1 NM_004071_bp681_R AGCTAAAAAGTGGAGTGCATCGATCATAAATCTCTTGAATTTATGATCGATGCACTCCACGG Hs.433732 236 3.068766667 1.19327096 0.003904751 -0.4422625 0.21304913 0.040833573
CLK1 NM_004071_bp681_R AGCTAAAAAGTGGAGTGCATCGATCATAAATCTCTTGAATTTATGATCGATGCACTCCACGG Hs.433732 5612 3.1531 1.26862102 0.004327081 -0.4464625 0.23833739 0.04457218
CLK1 NM_004071_bp681_R AGCTAAAAAGTGGAGTGCATCGATCATAAATCTCTTGAATTTATGATCGATGCACTCCACGG Hs.433732 10988 4.710125 3.43831605 0.016722093 -0.3862625 0.23743994 0.067825904
CLK1 NM_004071_bp706_R AGCTAAAAAGAGGTAGACATGTAGCAGTAATCTCTTGAATTACTGCTACATGTCTACCTCGG Hs.433732 1730 0.53995 0.5334677 0.077179118 0.1924375 0.06684267 0.210678996 2.5649 0.6982
CLK1 NM_004071_bp706_R AGCTAAAAAGAGGTAGACATGTAGCAGTAATCTCTTGAATTACTGCTACATGTCTACCTCGG Hs.433732 7106 0.5337 0.55046889 0.084839867 0.1352875 0.11743533 0.375621056 2.9122
CLK1 NM_004071_bp706_R AGCTAAAAAGAGGTAGACATGTAGCAGTAATCTCTTGAATTACTGCTACATGTCTACCTCGG Hs.433732 12482 0.51885 0.50200184 0.076530426 0.1580625 0.15202901 0.325220057 3.5083 1.0082
CLK2 NM_003993_bp176_R AGCTAAAAAGGAGTTACCGTGAACACTATCTCTCTTGAAGATAGTGTTCACGGTAACTCCGG Hs.73986 234
CLK2 NM_003993_bp176_R AGCTAAAAAGGAGTTACCGTGAACACTATCTCTCTTGAAGATAGTGTTCACGGTAACTCCGG Hs.73986 5610
CLK2 NM_003993_bp176_R AGCTAAAAAGGAGTTACCGTGAACACTATCTCTCTTGAAGATAGTGTTCACGGTAACTCCGG Hs.73986 10986
CLK2 NM_003993_bp299_R AGCTAAAAAGCAGTTATGATGATCGTTCGTTCTCTTGAAACGAACGATCATCATAACTGCGG Hs.73986 1702 2.158025 1.94821 0.036832606 -0.0197375 1.95263966 0.981550719 1.2492
CLK2 NM_003993_bp299_R AGCTAAAAAGCAGTTATGATGATCGTTCGTTCTCTTGAAACGAACGATCATCATAACTGCGG Hs.73986 7078 2.6222 2.83303647 0.063228264 -0.0650125 1.98219683 0.940183591 1.2457
CLK2 NM_003993_bp299_R AGCTAAAAAGCAGTTATGATGATCGTTCGTTCTCTTGAAACGAACGATCATCATAACTGCGG Hs.73986 12454 2.134025 1.99187893 0.041024586 -0.0566625 1.93542041 0.946624626 1.3287
CLK2 NM_003993_bp751_R AGCTAAAAAGAGATCAACGTGCTAGAGAAATCTCTTGAATTTCTCTAGCACGTTGATCTCGG Hs.73986 235 0.0415 0.40994281 0.868989563 -0.4793375 0.44427172 0.090044573 -0.3815 0.16871568 0.19294601 -0.308425 0.15262264 0.027258032
CLK2 NM_003993_bp751_R AGCTAAAAAGAGATCAACGTGCTAGAGAAATCTCTTGAATTTCTCTAGCACGTTGATCTCGG Hs.73986 5611 0.111333333 0.34393029 0.636236402 -0.3943375 0.42524952 0.134451948 -0.136275 0.10594456 0.082308936 -0.22375 0.15960613 0.067640656
CLK2 NM_003993_bp751_R AGCTAAAAAGAGATCAACGTGCTAGAGAAATCTCTTGAATTTCTCTAGCACGTTGATCTCGG Hs.73986 10987 0.1481 0.44545205 0.58032423 -0.3171875 0.41268245 0.201635538 -0.1911 0.19874982 0.237752818 -0.086875 0.13146932 0.278047671
CLK3 NM_003992_bp1229_R AGCTAAAAAGCCCATCCCATCACACATGATTCTCTTGAAATCATGTGTGATGGGATGGGCGG Hs.511790 233 -0.302725 0.51879018 0.26036106 0.0268875 0.08949645 0.84985997
CLK3 NM_003992_bp1229_R AGCTAAAAAGCCCATCCCATCACACATGATTCTCTTGAAATCATGTGTGATGGGATGGGCGG Hs.511790 5609 -0.246275 0.49005195 0.331968136 -0.0081875 0.16482911 0.957551935 0.2214 0.0402 0.15355491 0.694677693
CLK3 NM_003992_bp1229_R AGCTAAAAAGCCCATCCCATCACACATGATTCTCTTGAAATCATGTGTGATGGGATGGGCGG Hs.511790 10985 -0.215925 0.46689353 0.375432575 -0.0522375 0.17939417 0.740702751
CLK3 NM_003992_bp1403_R AGCTAAAAAGAGGAGGATGTTAGAATTTGATCTCTTGAATCAAATTCTAACATCCTCCTCGG Hs.511790 1698 0.0868 -0.450425 0.53185037 0.295002809
CLK3 NM_003992_bp1403_R AGCTAAAAAGAGGAGGATGTTAGAATTTGATCTCTTGAATCAAATTCTAACATCCTCCTCGG Hs.511790 7074 0.0431 -0.635475 0.71845585 0.231491357
CLK3 NM_003992_bp1403_R AGCTAAAAAGAGGAGGATGTTAGAATTTGATCTCTTGAATCAAATTCTAACATCCTCCTCGG Hs.511790 12450 0.0374 -0.418475 0.46135182 0.298623725 0.0702
CLK3 NM_003992_bp864_R AGCTAAAAAGCCCTTAGATTTCTGCATGAGTCTCTTGAACTCATGCAGAAATCTAAGGGCGG Hs.511790 1700 2.519833333 5.11934659 0.294639394 -0.1200375 1.44850698 0.85146909
CLK3 NM_003992_bp864_R AGCTAAAAAGCCCTTAGATTTCTGCATGAGTCTCTTGAACTCATGCAGAAATCTAAGGGCGG Hs.511790 7076 -0.23655 1.35333167 0.719356178 -0.1833125 1.66688499 0.803001159
CLK3 NM_003992_bp864_R AGCTAAAAAGCCCTTAGATTTCTGCATGAGTCTCTTGAACTCATGCAGAAATCTAAGGGCGG Hs.511790 12452 -0.3555 1.13122943 0.541196583 -0.0982875 1.23913697 0.85889152
CLK4 NM_020666_bp1082_R AGCTAAAAAGGAGCATAGGTTGCATTCTTATCTCTTGAATAAGAATGCAACCTATGCTCCGG Hs.406557 654 0.5339 0.58310487 0.094979651 0.585175 0.19128522 0.014280603
CLK4 NM_020666_bp1082_R AGCTAAAAAGGAGCATAGGTTGCATTCTTATCTCTTGAATAAGAATGCAACCTATGCTCCGG Hs.406557 6030 0.705275 0.5859979 0.04248118 0.85915 0.18336449 0.003125052
CLK4 NM_020666_bp1082_R AGCTAAAAAGGAGCATAGGTTGCATTCTTATCTCTTGAATAAGAATGCAACCTATGCTCCGG Hs.406557 11406 0.795475 0.60349304 0.030624491 0.9229 0.23382878 0.003145811
CLK4 NM_020666_bp1354_R AGCTAAAAAGTTCGAAGAATGTTAGAATATTCTCTTGAAATATTCTAACATTCTTCGAACGG Hs.406557 655 -0.5034 0.57741883 0.155603229 -1.096733333 1.95761359 0.285503695
CLK4 NM_020666_bp1354_R AGCTAAAAAGTTCGAAGAATGTTAGAATATTCTCTTGAAATATTCTAACATTCTTCGAACGG Hs.406557 6031 -0.422366667 0.68685748 0.264364809 -0.072166667 2.27268035 0.946744167
CLK4 NM_020666_bp1354_R AGCTAAAAAGTTCGAAGAATGTTAGAATATTCTCTTGAAATATTCTAACATTCTTCGAACGG Hs.406557 11407 -0.487133333 0.66638701 0.200841418 -0.237075 1.23942691 0.670942471
CLK4 NM_020666_bp209_R AGCTAAAAAGGAGATACGTTGACGAATACATCTCTTGAATGTATTCGTCAACGTATCTCCGG Hs.406557 656 1.601125 0.25639507 0.000182727 -0.2492 0.18728499 0.164046654
CLK4 NM_020666_bp209_R AGCTAAAAAGGAGATACGTTGACGAATACATCTCTTGAATGTATTCGTCAACGTATCTCCGG Hs.406557 6032 1.758325 0.23255182 9.87E-05 -0.03265 0.38186571 0.878839682
CLK4 NM_020666_bp209_R AGCTAAAAAGGAGATACGTTGACGAATACATCTCTTGAATGTATTCGTCAACGTATCTCCGG Hs.406557 11408 1.84075 0.26963185 0.000102283 0.1217 0.273407 0.510990288
CLN8 AK096736_bp264_R AGCTAAAAAGTCAGCTGCCTTTCCTTCATGTCTCTTGAACATGAAGGAAAGGCAGCTGACGG Hs.127675 4056 0.0086375 0.6465403 0.976703174 -0.501175 0.60449072 0.121099803
CLN8 AK096736_bp264_R AGCTAAAAAGTCAGCTGCCTTTCCTTCATGTCTCTTGAACATGAAGGAAAGGCAGCTGACGG Hs.127675 9432 0.0322375 0.62385674 0.910814821 -0.3614 0.70830366 0.283055246
CLN8 AK096736_bp264_R AGCTAAAAAGTCAGCTGCCTTTCCTTCATGTCTCTTGAACATGAAGGAAAGGCAGCTGACGG Hs.127675 14808 -0.0303375 0.63017191 0.916697188 -0.344 0.53489593 0.233607171
CLN8 AK096736_bp292_R AGCTAAAAAGGAGATGTTGTGTGCATGTGATCTCTTGAATCACATGCACACAACATCTCCGG Hs.127675 9430 0.1614625 0.85935491 0.669597539 0.117325 0.33881338 0.606085299
CLN8 AK096736_bp292_R AGCTAAAAAGGAGATGTTGTGTGCATGTGATCTCTTGAATCACATGCACACAACATCTCCGG Hs.127675 14806 0.3543375 0.54539317 0.211308734 0.077675 0.56958226 0.782422656
CLN8 AK096736_bp292_R AGCTAAAAAGGAGATGTTGTGTGCATGTGATCTCTTGAATCACATGCACACAACATCTCCGG Hs.127675 4054 0.810483333 0.1081143 0.009250198 0.201633333 0.39482594 0.486234485
COLEC11 BF316150_bp826_R AGCTAAAAAGACCACCACTTATTATAATCATCTCTTGAATGATTATAATAAGTGGTGGTCGG Hs.32603 4311 -1.0296 0.55432869 0.009177007 0.243375 0.50968496 0.370712976 -0.53266667 1.03475451 0.277497583
COLEC11 BF316150_bp826_R AGCTAAAAAGACCACCACTTATTATAATCATCTCTTGAATGATTATAATAAGTGGTGGTCGG Hs.32603 9687 -0.990475 0.33916546 0.002967638 0.247525 0.44272744 0.321082541 -1.09693333 0.40001228 0.009308743
COLEC11 BF316150_bp826_R AGCTAAAAAGACCACCACTTATTATAATCATCTCTTGAATGATTATAATAAGTGGTGGTCGG Hs.32603 15063 -0.95805 0.47152643 0.007764599 0.0974 0.65067503 0.756382227 -0.58326667 0.68382665 0.142247122
COLEC11 BF316150_bp864_R AGCTAAAAAGTACACATTGTGGTGTTTGTATCTCTTGAATACAAACACCACAATGTGTACGG Hs.32603 4313 0.06725 0.7202796 0.835284407 0.6337 0.38054038 0.029743026 0.644233333 0.78052743 0.13484678
COLEC11 BF316150_bp864_R AGCTAAAAAGTACACATTGTGGTGTTTGTATCTCTTGAATACAAACACCACAATGTGTACGG Hs.32603 9689 0.006375 0.55495029 0.980681904 0.670725 0.72069924 0.097441601 1.102933333 0.7315553 0.024505666
COLEC11 BF316150_bp864_R AGCTAAAAAGTACACATTGTGGTGTTTGTATCTCTTGAATACAAACACCACAATGTGTACGG Hs.32603 15065 -0.022 0.15217904 0.882988238 0.62525 0.50998565 0.056453086 0.7507 0.68120931 0.07450024
COLEC11 BF316150_bp965_R AGCTAAAAAGAGCACACCGTGAGAGACAGATCTCTTGAATCTGTCTCTCACGGTGTGCTCGG Hs.32603 4315 0.91675 0.92868571 0.061319992 0.31925 0.25057499 0.116694652 3.687533333 3.24848412 0.026848034



COLEC11 BF316150_bp965_R AGCTAAAAAGAGCACACCGTGAGAGACAGATCTCTTGAATCTGTCTCTCACGGTGTGCTCGG Hs.32603 9691 1.175575 0.5178305 0.004315554 0.115566667 0.08593604 0.545787489 3.5419 3.12529965 0.027142789
COLEC11 BF316150_bp965_R AGCTAAAAAGAGCACACCGTGAGAGACAGATCTCTTGAATCTGTCTCTCACGGTGTGCTCGG Hs.32603 15067 0.992133333 1.35645158 0.16054489 0.034033333 0.36761884 0.891910346 3.361466667 2.3983838 0.012917405
COPB2 NM_004766_bp1256_R AGCTAAAAAGGCCCACGATTCTTCAGAGTATCTCTTGAATACTCTGAAGAATCGTGGGCCGG Hs.75724 2620 -0.019125 0.55731725 0.891059508 -0.2974625 0.31994378 0.274362244
COPB2 NM_004766_bp1256_R AGCTAAAAAGGCCCACGATTCTTCAGAGTATCTCTTGAATACTCTGAAGAATCGTGGGCCGG Hs.75724 7996 0.016925 0.69428665 0.820049272 -0.4250625 0.50880129 0.180560369
COPB2 NM_004766_bp1256_R AGCTAAAAAGGCCCACGATTCTTCAGAGTATCTCTTGAATACTCTGAAGAATCGTGGGCCGG Hs.75724 13372 -0.158025 0.42243099 0.660782932 -0.3791375 0.27023939 0.149814634
COPB2 NM_004766_bp1655_R AGCTAAAAAGGTAGGCGATTGCTTCATTTATCTCTTGAATAAATGAAGCAATCGCCTACCGG Hs.75724 2624 1.582625 0.44895792 0.000606166 1.0947625 1.14799114 0.041888802
COPB2 NM_004766_bp1655_R AGCTAAAAAGGTAGGCGATTGCTTCATTTATCTCTTGAATAAATGAAGCAATCGCCTACCGG Hs.75724 8000 1.549125 0.45672431 0.000707674 1.1893125 0.81675245 0.010779356
COPB2 NM_004766_bp1655_R AGCTAAAAAGGTAGGCGATTGCTTCATTTATCTCTTGAATAAATGAAGCAATCGCCTACCGG Hs.75724 13376 1.57735 0.29228626 0.000229578 0.9433375 1.04740307 0.052791838
COPB2 NM_004766_bp294_R AGCTAAAAAGCGGATGACATGCAGATTAGATCTCTTGAATCTAATCTGCATGTCATCCGCGG Hs.75724 2622 1.12755 1.53729311 0.104620935 1.9388375 2.51962001 0.07036141
COPB2 NM_004766_bp294_R AGCTAAAAAGCGGATGACATGCAGATTAGATCTCTTGAATCTAATCTGCATGTCATCCGCGG Hs.75724 7998 1.080325 1.5757238 0.122678544 1.8379875 2.47786093 0.07840685
COPB2 NM_004766_bp294_R AGCTAAAAAGCGGATGACATGCAGATTAGATCTCTTGAATCTAATCTGCATGTCATCCGCGG Hs.75724 13374 1.000075 1.36723027 0.105068003 1.1379625 1.81270828 0.124653125
COPS8 NM_198189_bp1047_R AGCTAAAAAGGCAAGCTGATTCCACCACAATCTCTTGAATTGTGGTGGAATCAGCTTGCCGG Hs.531713 4664 0.310633333 0.57241073 0.339443413 -0.335483333 0.76316243 0.426647093 -0.065725 1.18485702 0.918668451 -0.5455 0.71741546 0.225664905
COPS8 NM_198189_bp1047_R AGCTAAAAAGGCAAGCTGATTCCACCACAATCTCTTGAATTGTGGTGGAATCAGCTTGCCGG Hs.531713 10040 0.161633333 0.49765671 0.571410453 -0.0653 0.03125412 0.810492751 -0.4539 0.34716188 0.151807735 -0.5421 0.84457154 0.289406183
COPS8 NM_198189_bp1047_R AGCTAAAAAGGCAAGCTGATTCCACCACAATCTCTTGAATTGTGGTGGAATCAGCTTGCCGG Hs.531713 15416 0.132766667 0.53536044 0.653984526 -0.295116667 0.6489428 0.428237232 -0.487666667 0.53080255 0.2525275 -0.56435 0.70159613 0.206039355
COPS8 NM_198189_bp1098_R AGCTAAAAAGGGCCCTGGATGTTTCCTTTATCTCTTGAATAAAGGAAACATCCAGGGCCCGG Hs.531713 4660 -0.2092625 0.11915467 0.187775065 -0.5545625 0.61812772 0.1141934 0.317275 0.53765882 0.32297532 0.109825 0.44927687 0.658426285
COPS8 NM_198189_bp1098_R AGCTAAAAAGGGCCCTGGATGTTTCCTTTATCTCTTGAATAAAGGAAACATCCAGGGCCCGG Hs.531713 10036 -0.4762875 0.14226398 0.019387426 -0.6183875 0.52134446 0.06103776 0.3359 0.51425782 0.282564682 0.121675 0.46487913 0.636854655
COPS8 NM_198189_bp1098_R AGCTAAAAAGGGCCCTGGATGTTTCCTTTATCTCTTGAATAAAGGAAACATCCAGGGCCCGG Hs.531713 15412 -0.3004875 0.15810048 0.08950941 -0.1525625 0.47290885 0.543367243 0.3346 0.51811198 0.287001994 0.082675 0.5245253 0.773236849
COPS8 NM_198189_bp893_R AGCTAAAAAGTCCAGCCAATTATGGAAGCATCTCTTGAATGCTTCCATAATTGGCTGGACGG Hs.531713 4662 0.4056625 0.66369294 0.216991336 -0.1177375 0.75925805 0.741700708 0.240925 0.34656072 0.258609318 0.33855 0.57660645 0.325013096
COPS8 NM_198189_bp893_R AGCTAAAAAGTCCAGCCAATTATGGAAGCATCTCTTGAATGCTTCCATAATTGGCTGGACGG Hs.531713 10038 -0.1790625 0.24986435 0.31766997 -0.1380375 0.38964837 0.533488759 0.25555 0.36797354 0.2589952 0.383475 0.50784122 0.228145906
COPS8 NM_198189_bp893_R AGCTAAAAAGTCCAGCCAATTATGGAAGCATCTCTTGAATGCTTCCATAATTGGCTGGACGG Hs.531713 15414 -0.0578625 0.18723232 0.712270604 0.153116667 0.26935401 0.503838563 0.255075 0.37633516 0.268258614 0.387675 0.51703248 0.230676139
CPNE5 AB046819_bp1456_R AGCTAAAAAGCAGAGCCAATTCAACATCTATCTCTTGAATAGATGTTGAATTGGCTCTGCGG Hs.372129 3779 -0.346925 0.36693185 0.130379067 -0.2750625 0.56692095 0.344425951
CPNE5 AB046819_bp1456_R AGCTAAAAAGCAGAGCCAATTCAACATCTATCTCTTGAATAGATGTTGAATTGGCTCTGCGG Hs.372129 9155 -0.309725 0.37433755 0.1712736 -0.3170875 0.60853979 0.299110175
CPNE5 AB046819_bp1456_R AGCTAAAAAGCAGAGCCAATTCAACATCTATCTCTTGAATAGATGTTGAATTGGCTCTGCGG Hs.372129 14531 -0.62045 0.35400111 0.021499675 -0.4053375 0.29517607 0.098291691
CPNE5 AB046819_bp2065_R AGCTAAAAAGCTCCCCATGTCCATCATTATTCTCTTGAAATAATGATGGACATGGGGAGCGG Hs.372129 3775 -1.0904 0.5324016 0.006439518 -0.2375875 0.61287415 0.429114412
CPNE5 AB046819_bp2065_R AGCTAAAAAGCTCCCCATGTCCATCATTATTCTCTTGAAATAATGATGGACATGGGGAGCGG Hs.372129 9151 -0.967225 0.29083116 0.002399138 0.0966875 1.20433603 0.840182585
CPNE5 AB046819_bp2065_R AGCTAAAAAGCTCCCCATGTCCATCATTATTCTCTTGAAATAATGATGGACATGGGGAGCGG Hs.372129 14527 -0.558725 0.50677294 0.063028197 -0.3323625 0.24249524 0.145620707
CPNE5 AB046819_bp584_R AGCTAAAAAGCGCAGGGATTGACTAATTTGTCTCTTGAACAAATTAGTCAATCCCTGCGCGG Hs.372129 3777 -0.4748 0.51055577 0.100239396 0.6027625 0.69355195 0.092941852
CPNE5 AB046819_bp584_R AGCTAAAAAGCGCAGGGATTGACTAATTTGTCTCTTGAACAAATTAGTCAATCCCTGCGCGG Hs.372129 9153 -1.1772 0.61890546 0.007463038 1.4439375 0.40919466 0.000723516
CPNE5 AB046819_bp584_R AGCTAAAAAGCGCAGGGATTGACTAATTTGTCTCTTGAACAAATTAGTCAATCCCTGCGCGG Hs.372129 14529 -0.7038 0.21383892 0.005874423 0.2820375 0.43709032 0.277647665
CREB1 NM_134442_bp1180_R AGCTAAAAAGGACCTTTACTGCCACAAATCTCTCTTGAAGATTTGTGGCAGTAAAGGTCCGG Hs.584750 1223 -0.8050625 0.12646098 0.001700635 0.042225 0.54131965 0.866241765
CREB1 NM_134442_bp1180_R AGCTAAAAAGGACCTTTACTGCCACAAATCTCTCTTGAAGATTTGTGGCAGTAAAGGTCCGG Hs.584750 6599 -1.0294875 0.51550249 0.006513337 0.05345 0.54960842 0.835586401
CREB1 NM_134442_bp1180_R AGCTAAAAAGGACCTTTACTGCCACAAATCTCTCTTGAAGATTTGTGGCAGTAAAGGTCCGG Hs.584750 11975 -0.7398625 0.15107085 0.002732295 0.0376 0.57165827 0.883002074
CREB1 NM_134442_bp397_R AGCTAAAAAGGCCCAGCCATCAGTTATTCATCTCTTGAATGAATAACTGATGGCTGGGCCGG Hs.584750 1222 -0.1051125 0.24415251 0.414326669 0.7987 1.0162177 0.088911021
CREB1 NM_134442_bp397_R AGCTAAAAAGGCCCAGCCATCAGTTATTCATCTCTTGAATGAATAACTGATGGCTGGGCCGG Hs.584750 6598 -0.1385375 0.24042803 0.319146419 0.82435 0.9636245 0.071740579
CREB1 NM_134442_bp397_R AGCTAAAAAGGCCCAGCCATCAGTTATTCATCTCTTGAATGAATAACTGATGGCTGGGCCGG Hs.584750 11974 -0.0964125 0.18874218 0.408145152 0.8834 0.99360533 0.062497932
CREB1 NM_134442_bp717_R AGCTAAAAAGTGGACAGTATATTGCCATTATCTCTTGAATAATGGCAATATACTGTCCACGG Hs.584750 2507 1.2857375 0.65474572 0.007053192 -0.034825 0.37413908 0.893371377
CREB1 NM_134442_bp717_R AGCTAAAAAGTGGACAGTATATTGCCATTATCTCTTGAATAATGGCAATATACTGTCCACGG Hs.584750 7883 1.3580375 0.73616346 0.008266135 -0.108975 0.83307136 0.769367159
CREB1 NM_134442_bp717_R AGCTAAAAAGTGGACAGTATATTGCCATTATCTCTTGAATAATGGCAATATACTGTCCACGG Hs.584750 13259 1.2581625 0.66141464 0.008008383 0.011825 0.42591836 0.948673815
CREB3L1 BC015781_bp1066_R AGCTAAAAAGGTGGAGACATTTACATCTGATCTCTTGAATCAGATGTAAATGTCTCCACCGG Hs.405961 4337 -0.314025 0.41838229 0.189739947 0.2325 0.53441244 0.405587962 -0.65336667 0.68617714 0.109081648
CREB3L1 BC015781_bp1066_R AGCTAAAAAGGTGGAGACATTTACATCTGATCTCTTGAATCAGATGTAAATGTCTCCACCGG Hs.405961 9713 -0.14155 0.3701549 0.495927392 0.55215 0.46088139 0.065752894 -0.57033333 0.69706291 0.153004813
CREB3L1 BC015781_bp1066_R AGCTAAAAAGGTGGAGACATTTACATCTGATCTCTTGAATCAGATGTAAATGTCTCCACCGG Hs.405961 15089 -0.076425 0.32143625 0.687723281 0.51245 0.2079601 0.163579867 -0.71326667 0.97970677 0.15019609
CREB3L1 BC015781_bp1394_R AGCTAAAAAGGGGCAGGCTTATGGGAAGATTCTCTTGAAATCTTCCCATAAGCCTGCCCCGG Hs.405961 4339 0.971 1.14740062 0.089454278 0.4587 0.21791599 0.037240924 -0.539 1.36187947 0.365592638
CREB3L1 BC015781_bp1394_R AGCTAAAAAGGGGCAGGCTTATGGGAAGATTCTCTTGAAATCTTCCCATAAGCCTGCCCCGG Hs.405961 9715 0.7874 1.33325314 0.198405583 0.3867 0.27898029 0.080568497 0.122166667 0.46634153 0.683971341
CREB3L1 BC015781_bp1394_R AGCTAAAAAGGGGCAGGCTTATGGGAAGATTCTCTTGAAATCTTCCCATAAGCCTGCCCCGG Hs.405961 15091 1.4211 1.1643886 0.047333378 0.01045 0.44653793 0.976081264 0.3785 0.90085404 0.439636809
CREB3L1 BC015781_bp304_R AGCTAAAAAGAGCCCTCTATTGGACATGGATCTCTTGAATCCATGTCCAATAGAGGGCTCGG Hs.405961 4335 -0.2131 0.70919797 0.51342901 0.52995 0.76732223 0.185021916 2.325533333 4.10412425 0.181359588
CREB3L1 BC015781_bp304_R AGCTAAAAAGAGCCCTCTATTGGACATGGATCTCTTGAATCCATGTCCAATAGAGGGCTCGG Hs.405961 9711 -0.0746 0.67484202 0.808011189 0.42975 0.56630984 0.172023159 2.3694 4.73536334 0.227863377
CREB3L1 BC015781_bp304_R AGCTAAAAAGAGCCCTCTATTGGACATGGATCTCTTGAATCCATGTCCAATAGAGGGCTCGG Hs.405961 15087 -0.168875 0.78551587 0.630690385 0.364175 0.62373979 0.264035952 0.449433333 0.99037038 0.337410163
CREB3L2 BX649143_bp3699_R AGCTAAAAAGGGGCAGAAGTGAGAGAATGATCTCTTGAATCATTCTCTCACTTCTGCCCCGG Hs.593634 4608 1.05405 0.82473342 0.027893756 0.94925 0.83015261 0.052437684 5.7808
CREB3L2 BX649143_bp3699_R AGCTAAAAAGGGGCAGAAGTGAGAGAATGATCTCTTGAATCATTCTCTCACTTCTGCCCCGG Hs.593634 9984 0.9529 0.84035961 0.041409321 0.8579 0.9717782 0.101187872 4.5859
CREB3L2 BX649143_bp3699_R AGCTAAAAAGGGGCAGAAGTGAGAGAATGATCTCTTGAATCATTCTCTCACTTCTGCCCCGG Hs.593634 15360 1.022375 0.85700393 0.034702374 0.8657 0.88768553 0.080233702 5.2435
CREB3L2 BX649143_bp4525_R AGCTAAAAAGCCCTCGACTTTGCACTTAAATCTCTTGAATTTAAGTGCAAAGTCGAGGGCGG Hs.593634 4609 -0.305475 0.61728892 0.311435406 0.14915 0.41576627 0.518789005 -1.11993333 0.26196134 0.005889484
CREB3L2 BX649143_bp4525_R AGCTAAAAAGCCCTCGACTTTGCACTTAAATCTCTTGAATTTAAGTGCAAAGTCGAGGGCGG Hs.593634 9985 -0.08725 0.59798325 0.755220121 0.091475 0.27467015 0.618008287 -1.26433333 0.421171 0.005504436
CREB3L2 BX649143_bp4525_R AGCTAAAAAGCCCTCGACTTTGCACTTAAATCTCTTGAATTTAAGTGCAAAGTCGAGGGCGG Hs.593634 15361 -0.0918 0.59813655 0.743081227 0.1246 0.23234261 0.475519307 -0.94423333 0.28163299 0.012380535
CREB3L2 BX649143_bp5722_R AGCTAAAAAGTGCCTTAAATGTGCCTTATATCTCTTGAATATAAGGCACATTTAAGGCACGG Hs.593634 9987 -0.7946 0.72357365 0.049410467 0.697675 0.38534494 0.022074897 -0.0296 1.79893682 0.967398593
CREB3L2 BX649143_bp5722_R AGCTAAAAAGTGCCTTAAATGTGCCTTATATCTCTTGAATATAAGGCACATTTAAGGCACGG Hs.593634 4611 -1.061825 0.40809917 0.003422824 0.688425 0.70566554 0.087146248 0.7584 1.62507281 0.305293242
CREB3L2 BX649143_bp5722_R AGCTAAAAAGTGCCTTAAATGTGCCTTATATCTCTTGAATATAAGGCACATTTAAGGCACGG Hs.593634 15363 -0.765525 0.28455499 0.006302105 0.560825 0.54908417 0.088463552 0.8804 1.8786413 0.291020412
CREBBP NM_004380_bp1821_R AGCTAAAAAGCCCCCAAACTTGATTTCAGATCTCTTGAATCTGAAATCAAGTTTGGGGGCGG Hs.459759 1221 -0.1045625 0.39531977 0.507603036 -0.39275 0.3676249 0.126845244
CREBBP NM_004380_bp1821_R AGCTAAAAAGCCCCCAAACTTGATTTCAGATCTCTTGAATCTGAAATCAAGTTTGGGGGCGG Hs.459759 6597 -0.172533333 0.40914037 0.420685769 -0.46115 0.3189747 0.072400164
CREBBP NM_004380_bp1821_R AGCTAAAAAGCCCCCAAACTTGATTTCAGATCTCTTGAATCTGAAATCAAGTTTGGGGGCGG Hs.459759 11973 -0.178033333 0.54171773 0.476845571 -0.496925 0.32977932 0.058922302
CREBBP NM_004380_bp2204_R AGCTAAAAAGGAGGTCGCGTTTACATAAACTCTCTTGAAGTTTATGTAAACGCGACCTCCGG Hs.459759 2505 0.5052625 0.29443479 0.042338442 1.146175 0.79310281 0.012795658
CREBBP NM_004380_bp2204_R AGCTAAAAAGGAGGTCGCGTTTACATAAACTCTCTTGAAGTTTATGTAAACGCGACCTCCGG Hs.459759 7881 0.942016667 0.25459361 0.009852903 1.179575 0.73231772 0.008872163
CREBBP NM_004380_bp2204_R AGCTAAAAAGGAGGTCGCGTTTACATAAACTCTCTTGAAGTTTATGTAAACGCGACCTCCGG Hs.459759 13257 1.07805 0.43253722 0.037929542 1.16595 0.70697727 0.008425715
CREBBP NM_004380_bp4476_R AGCTAAAAAGAGGCGTGTGTACATTTCTTATCTCTTGAATAAGAAATGTACACACGCCTCGG Hs.459759 1220 2.6247875 0.51419191 0.000112159 1.2262 0.36551094 0.001310066
CREBBP NM_004380_bp4476_R AGCTAAAAAGAGGCGTGTGTACATTTCTTATCTCTTGAATAAGAAATGTACACACGCCTCGG Hs.459759 6596 2.6565625 0.46840544 7.77E-05 1.203575 0.41971063 0.001871676
CREBBP NM_004380_bp4476_R AGCTAAAAAGAGGCGTGTGTACATTTCTTATCTCTTGAATAAGAAATGTACACACGCCTCGG Hs.459759 11972 2.6492375 0.48657627 8.89E-05 1.2217 0.40328943 0.001605094
CREM NM_183013_bp544_R AGCTAAAAAGTAGCAGCAATTGCAGAGACATCTCTTGAATGTCTCTGCAATTGCTGCTACGG Hs.200250 1217 0.3868875 0.66378114 0.277503275 -0.402875 0.45237651 0.144684964
CREM NM_183013_bp544_R AGCTAAAAAGTAGCAGCAATTGCAGAGACATCTCTTGAATGTCTCTGCAATTGCTGCTACGG Hs.200250 6593 0.3243625 0.70068703 0.382408306 -0.42235 0.47296786 0.135718363
CREM NM_183013_bp544_R AGCTAAAAAGTAGCAGCAATTGCAGAGACATCTCTTGAATGTCTCTGCAATTGCTGCTACGG Hs.200250 11969 0.3437125 0.65081473 0.327710356 -0.427275 0.47063058 0.131403818
CREM NM_183013_bp679_R AGCTAAAAAGTTCCCAAGATTGAAGAAGAGTCTCTTGAACTCTTCTTCAATCTTGGGAACGG Hs.200250 1218 -0.4847125 0.53339048 0.085374734 0.399775 0.28449098 0.09563618
CREM NM_183013_bp679_R AGCTAAAAAGTTCCCAAGATTGAAGAAGAGTCTCTTGAACTCTTCTTCAATCTTGGGAACGG Hs.200250 6594 -0.6163875 0.53076046 0.043320183 0.4146 0.31550118 0.092932251
CREM NM_183013_bp679_R AGCTAAAAAGTTCCCAAGATTGAAGAAGAGTCTCTTGAACTCTTCTTCAATCTTGGGAACGG Hs.200250 11970 -0.5302625 0.4975971 0.058423833 0.4437 0.35763028 0.085268884
CREM NM_183013_bp776_R AGCTAAAAAGGCAATACAATGAGGAAACTGTCTCTTGAACAGTTTCCTCATTGTATTGCCGG Hs.200250 1219 -0.9110625 0.08513614 0.000847384 0.02455 0.29368669 0.89535173
CREM NM_183013_bp776_R AGCTAAAAAGGCAATACAATGAGGAAACTGTCTCTTGAACAGTTTCCTCATTGTATTGCCGG Hs.200250 6595 -0.9432375 0.12849277 0.000868139 0.0203 0.32823078 0.913572339
CREM NM_183013_bp776_R AGCTAAAAAGGCAATACAATGAGGAAACTGTCTCTTGAACAGTTTCCTCATTGTATTGCCGG Hs.200250 11971 -0.8892625 0.11355387 0.001046942 -0.0031 0.31761287 0.997503561
CRK7 NM_016507_bp2697_R AGCTAAAAAGAGTCGCCCTTACACAAACAATCTCTTGAATTGTTTGTGTAAGGGCGACTCGG Hs.416108 567 7.34645
CRK7 NM_016507_bp2697_R AGCTAAAAAGAGTCGCCCTTACACAAACAATCTCTTGAATTGTTTGTGTAAGGGCGACTCGG Hs.416108 5943 6.8983 0.50370806 8.10E-07 1.80085 4.22998348 0.427346306
CRK7 NM_016507_bp2697_R AGCTAAAAAGAGTCGCCCTTACACAAACAATCTCTTGAATTGTTTGTGTAAGGGCGACTCGG Hs.416108 11319 6.449875 0.70926936 4.13E-06 -1.3086
CRK7 NM_016507_bp2800_R AGCTAAAAAGGATGTATTCTTGGGGAACTATCTCTTGAATAGTTCCCCAAGAATACATCCGG Hs.416108 5944 0.683075 0.81654011 0.101502796 0.004233333 1.51272503 0.995382533
CRK7 NM_016507_bp2800_R AGCTAAAAAGGATGTATTCTTGGGGAACTATCTCTTGAATAGTTCCCCAAGAATACATCCGG Hs.416108 11320 0.3799 0.49393681 0.160291307 -0.0012 1.56478413 0.998732096
CRK7 NM_016507_bp2800_R AGCTAAAAAGGATGTATTCTTGGGGAACTATCTCTTGAATAGTTCCCCAAGAATACATCCGG Hs.416108 568
CRK7 NM_016507_bp747_R AGCTAAAAAGGGAGCTTCTTATGGCCAAGATCTCTTGAATCTTGGCCATAAGAAGCTCCCGG Hs.416108 1728 4.47435 4.91912448 0.065653675 -0.923366667 3.1895152 0.551107899
CRK7 NM_016507_bp747_R AGCTAAAAAGGGAGCTTCTTATGGCCAAGATCTCTTGAATCTTGGCCATAAGAAGCTCCCGG Hs.416108 7104 4.87525 4.63293888 0.041921036 -0.6776 3.40658177 0.677379711
CRK7 NM_016507_bp747_R AGCTAAAAAGGGAGCTTCTTATGGCCAAGATCTCTTGAATCTTGGCCATAAGAAGCTCCCGG Hs.416108 12480 3.99055 4.15047105 0.055794273 -1.985833333 2.13240677 0.113694342
CRKL NM_005207_bp1305_R AGCTAAAAAGTCACAAGGATGAATATAAATTCTCTTGAAATTTATATTCATCCTTGTGACGG Hs.592205 2503 0.5242375 0.51149383 0.094951234 0.17625 0.46782878 0.486258368
CRKL NM_005207_bp1305_R AGCTAAAAAGTCACAAGGATGAATATAAATTCTCTTGAAATTTATATTCATCCTTGTGACGG Hs.592205 7879 0.5239875 0.54139764 0.105506753 0.255075 0.51719923 0.349190649
CRKL NM_005207_bp1305_R AGCTAAAAAGTCACAAGGATGAATATAAATTCTCTTGAAATTTATATTCATCCTTGTGACGG Hs.592205 13255 0.5251125 0.58209923 0.119704165 0.2584 0.46822265 0.321716236
CRKL NM_005207_bp924_R AGCTAAAAAGCCGAAGACCTGCCCTTTAAATCTCTTGAATTTAAAGGGCAGGTCTTCGGCGG Hs.592205 1216 0.0408625 0.75948874 0.992407626 0.718225 0.74753595 0.063931182
CRKL NM_005207_bp924_R AGCTAAAAAGCCGAAGACCTGCCCTTTAAATCTCTTGAATTTAAAGGGCAGGTCTTCGGCGG Hs.592205 6592 0.0829875 0.7139435 0.887685039 0.786975 0.86986146 0.067347224
CRKL NM_005207_bp924_R AGCTAAAAAGCCGAAGACCTGCCCTTTAAATCTCTTGAATTTAAAGGGCAGGTCTTCGGCGG Hs.592205 11968 0.1179375 0.70486607 0.800910789 0.718825 0.80441141 0.074543068
CRKL NM_005207_bp948_R AGCTAAAAAGGTGAGATCCTAGTGATAATATCTCTTGAATATTATCACTAGGATCTCACCGG Hs.592205 2501 0.3977625 0.56331137 0.214970419 -0.156825 1.04127269 0.719456067
CRKL NM_005207_bp948_R AGCTAAAAAGGTGAGATCCTAGTGATAATATCTCTTGAATATTATCACTAGGATCTCACCGG Hs.592205 7877 0.3990375 0.63665971 0.250933648 -0.40425 1.15344526 0.398785646
CRKL NM_005207_bp948_R AGCTAAAAAGGTGAGATCCTAGTGATAATATCTCTTGAATATTATCACTAGGATCTCACCGG Hs.592205 13253 0.0933375 0.55402594 0.832884192 -0.53375 1.30928358 0.322122583
CRSP3 NM_004830_bp4254_R AGCTAAAAAGCCCGTGTCTTTACCAGTAACTCTCTTGAAGTTACTGGTAAAGACACGGGCGG Hs.29679 2499 -0.0001375 0.27007653 0.828723903 -0.19575 0.2094401 0.361980869
CRSP3 NM_004830_bp4254_R AGCTAAAAAGCCCGTGTCTTTACCAGTAACTCTCTTGAAGTTACTGGTAAAGACACGGGCGG Hs.29679 7875 0.0248875 0.35014667 0.948112337 -0.2337 0.19199587 0.277499985
CRSP3 NM_004830_bp4254_R AGCTAAAAAGCCCGTGTCTTTACCAGTAACTCTCTTGAAGTTACTGGTAAAGACACGGGCGG Hs.29679 13251 -0.1176375 0.22995857 0.367481283 -0.169025 0.26923939 0.449065463
CRSP3 NM_004830_bp878_R AGCTAAAAAGTGCCATTTGTAATTCATGGATCTCTTGAATCCATGAATTACAAATGGCACGG Hs.29679 1215 -0.1174125 0.18746095 0.344781795 -0.368125 0.17425714 0.102208514
CRSP3 NM_004830_bp878_R AGCTAAAAAGTGCCATTTGTAATTCATGGATCTCTTGAATCCATGAATTACAAATGGCACGG Hs.29679 6591 -0.1535125 0.12709693 0.226614124 -0.382125 0.17643519 0.092435974
CRSP3 NM_004830_bp878_R AGCTAAAAAGTGCCATTTGTAATTCATGGATCTCTTGAATCCATGAATTACAAATGGCACGG Hs.29679 11967 -0.0806875 0.14276455 0.439651769 -0.428 0.21689952 0.072443251
CRSP3 NM_004830_bp999_R AGCTAAAAAGCAGCCTTATTCCAGGGATATTCTCTTGAAATATCCCTGGAATAAGGCTGCGG Hs.29679 1214 -0.2904375 0.18019291 0.076037447 0.4516 0.35104155 0.08225233
CRSP3 NM_004830_bp999_R AGCTAAAAAGCAGCCTTATTCCAGGGATATTCTCTTGAAATATCCCTGGAATAAGGCTGCGG Hs.29679 6590 -0.3100125 0.19607769 0.06835392 0.4247 0.35475454 0.098481042
CRSP3 NM_004830_bp999_R AGCTAAAAAGCAGCCTTATTCCAGGGATATTCTCTTGAAATATCCCTGGAATAAGGCTGCGG Hs.29679 11966 -0.2800625 0.18971595 0.086035213 0.435825 0.32376171 0.084747606
CS NM_198324_bp1325_R AGCTAAAAAGGAAGACTGATCCGCGATATATCTCTTGAATATATCGCGGATCAGTCTTCCGG Hs.430606 2592 -0.48995 0.26412635 0.040357454 0.0124375 0.96319342 0.889790891
CS NM_198324_bp1325_R AGCTAAAAAGGAAGACTGATCCGCGATATATCTCTTGAATATATCGCGGATCAGTCTTCCGG Hs.430606 7968 -0.661475 0.27554666 0.012950747 -0.3443625 0.91794199 0.443285975
CS NM_198324_bp1325_R AGCTAAAAAGGAAGACTGATCCGCGATATATCTCTTGAATATATCGCGGATCAGTCTTCCGG Hs.430606 13344 -0.464625 0.19169782 0.036301258 0.1457125 0.32793946 0.409592039
CS NM_198324_bp1489_R AGCTAAAAAGGGGTGCTGCTCCAGTATTATTCTCTTGAAATAATACTGGAGCAGCACCCCGG Hs.430606 2590 1.4366 0.3518191 0.000449685 -0.6431625 0.29264942 0.026633091
CS NM_198324_bp1489_R AGCTAAAAAGGGGTGCTGCTCCAGTATTATTCTCTTGAAATAATACTGGAGCAGCACCCCGG Hs.430606 7966 1.3367 0.30059029 0.00046071 -0.5940875 0.31021695 0.038664117
CS NM_198324_bp1489_R AGCTAAAAAGGGGTGCTGCTCCAGTATTATTCTCTTGAAATAATACTGGAGCAGCACCCCGG Hs.430606 13342 1.571025 0.51975834 0.000931696 -0.5557875 0.37929919 0.060265671
CS NM_198324_bp910_R AGCTAAAAAGCAGCAAAGATCTACCGAAATTCTCTTGAAATTTCGGTAGATCTTTGCTGCGG Hs.430606 2618 -0.432766667 0.62811291 0.287533068 -1.1311125 0.59308173 0.007228415
CS NM_198324_bp910_R AGCTAAAAAGCAGCAAAGATCTACCGAAATTCTCTTGAAATTTCGGTAGATCTTTGCTGCGG Hs.430606 7994 -0.365366667 0.56108346 0.341259543 -0.9242 0.43660952 0.024063322
CS NM_198324_bp910_R AGCTAAAAAGCAGCAAAGATCTACCGAAATTCTCTTGAAATTTCGGTAGATCTTTGCTGCGG Hs.430606 13370 -0.576475 0.40858437 0.047619548 -1.38138333 0.76021649 0.012846309
CSF1R NM_005211_bp1894_R AGCTAAAAAGCTGCTATTGTACAAGTATAATCTCTTGAATTATACTTGTACAATAGCAGCGG Hs.483829 5758 4.1125 -3.4377 0.6522353 0.005725564
CSF1R NM_005211_bp1894_R AGCTAAAAAGCTGCTATTGTACAAGTATAATCTCTTGAATTATACTTGTACAATAGCAGCGG Hs.483829 11134 2.8184 -2.07995 0.28050926 0.008805854
CSF1R NM_005211_bp1894_R AGCTAAAAAGCTGCTATTGTACAAGTATAATCTCTTGAATTATACTTGTACAATAGCAGCGG Hs.483829 382 -3.8786
CSF1R NM_005211_bp1963_R AGCTAAAAAGGGCAACAGTTATACTTTCATTCTCTTGAAATGAAAGTATAACTGTTGCCCGG Hs.483829 383 -0.57135 1.0356952 0.232470559 -0.053233333 3.81481552 0.976359964
CSF1R NM_005211_bp1963_R AGCTAAAAAGGGCAACAGTTATACTTTCATTCTCTTGAAATGAAAGTATAACTGTTGCCCGG Hs.483829 5759 -0.748725 1.25459339 0.195908362 -1.2814 5.66645572 0.636220909
CSF1R NM_005211_bp1963_R AGCTAAAAAGGGCAACAGTTATACTTTCATTCTCTTGAAATGAAAGTATAACTGTTGCCCGG Hs.483829 11135 -0.93085 1.35809133 0.145665871 -2.1608 6.25235628 0.479534971
CSF1R NM_005211_bp968_R AGCTAAAAAGCCAGCAGCGTTGATGTTAACTCTCTTGAAGTTAACATCAACGCTGCTGGCGG Hs.483829 5760 1.557275 0.36675804 0.000454454 0.627966667 0.80121927 0.191354291
CSF1R NM_005211_bp968_R AGCTAAAAAGCCAGCAGCGTTGATGTTAACTCTCTTGAAGTTAACATCAACGCTGCTGGCGG Hs.483829 11136 1.52525 0.38168658 0.000556079 0.8225 0.89302714 0.135118546
CSF1R NM_005211_bp968_R AGCTAAAAAGCCAGCAGCGTTGATGTTAACTCTCTTGAAGTTAACATCAACGCTGCTGGCGG Hs.483829 384 1.305416667 0.58807047 0.010969363 0.9196 0.49950023 0.085248735
CSK NM_004383_bp435_R AGCTAAAAAGGCCATCCGGTACAGAATGTATCTCTTGAATACATTCTGTACCGGATGGCCGG Hs.77793 1782 -1.95 1.13566587 0.016489856 -4.8671
CSK NM_004383_bp435_R AGCTAAAAAGGCCATCCGGTACAGAATGTATCTCTTGAATACATTCTGTACCGGATGGCCGG Hs.77793 7158 -1.4786 -6.3054
CSK NM_004383_bp435_R AGCTAAAAAGGCCATCCGGTACAGAATGTATCTCTTGAATACATTCTGTACCGGATGGCCGG Hs.77793 12534 -1.5985 -6.8652
CSNK1A1 NM_001892_bp1801_R AGCTAAAAAGACTCTGCATTAACTCTATAATCTCTTGAATTATAGAGTTAATGCAGAGTCGG Hs.529862 96 1.279575 0.26502183 0.000562108 -0.5590375 0.18550427 0.016345843
CSNK1A1 NM_001892_bp1801_R AGCTAAAAAGACTCTGCATTAACTCTATAATCTCTTGAATTATAGAGTTAATGCAGAGTCGG Hs.529862 5472 1.304875 0.50548615 0.002547556 -0.5309125 0.3368459 0.042051118
CSNK1A1 NM_001892_bp1801_R AGCTAAAAAGACTCTGCATTAACTCTATAATCTCTTGAATTATAGAGTTAATGCAGAGTCGG Hs.529862 10848 1.387025 0.32663468 0.000590718 -0.4866375 0.0543794 0.016654961
CSNK1A1 NM_001892_bp216_R AGCTAAAAAGGGACATCTATTTGGCGATCATCTCTTGAATGATCGCCAAATAGATGTCCCGG Hs.529862 109 0.371575 0.60020498 0.220641154 -0.2341875 0.20388523 0.194170243
CSNK1A1 NM_001892_bp216_R AGCTAAAAAGGGACATCTATTTGGCGATCATCTCTTGAATGATCGCCAAATAGATGTCCCGG Hs.529862 5485 0.3664 0.61700846 0.234700293 -0.2107125 0.21597698 0.241530179
CSNK1A1 NM_001892_bp216_R AGCTAAAAAGGGACATCTATTTGGCGATCATCTCTTGAATGATCGCCAAATAGATGTCCCGG Hs.529862 10861 0.417075 0.61423828 0.183483984 -0.2268375 0.20665802 0.207516746
CSNK1A1 NM_001892_bp310_R AGCTAAAAAGAGCAAGCTCTATAAGATTCTTCTCTTGAAAGAATCTTATAGAGCTTGCTCGG Hs.529862 110 2.805725 1.20052005 0.002088884 -0.1090625 0.12289791 0.470341844
CSNK1A1 NM_001892_bp310_R AGCTAAAAAGAGCAAGCTCTATAAGATTCTTCTCTTGAAAGAATCTTATAGAGCTTGCTCGG Hs.529862 5486 2.76065 1.18516056 0.002128904 -0.0529125 0.11123434 0.716546633
CSNK1A1 NM_001892_bp310_R AGCTAAAAAGAGCAAGCTCTATAAGATTCTTCTCTTGAAAGAATCTTATAGAGCTTGCTCGG Hs.529862 10862 2.6691 1.24350565 0.003009261 -0.6982375 2.07392744 0.455983384
CSNK1A1L NM_145203_bp1274_R AGCTAAAAAGAACCACCAATATGACTACACTCTCTTGAAGTGTAGTCATATTGGTGGTTCGG Hs.512897 2177 -0.896
CSNK1A1L NM_145203_bp1274_R AGCTAAAAAGAACCACCAATATGACTACACTCTCTTGAAGTGTAGTCATATTGGTGGTTCGG Hs.512897 7553 -0.6241
CSNK1A1L NM_145203_bp1274_R AGCTAAAAAGAACCACCAATATGACTACACTCTCTTGAAGTGTAGTCATATTGGTGGTTCGG Hs.512897 12929 -0.5381
CSNK1A1L NM_145203_bp496_R AGCTAAAAAGAGACGTTTATCTGGGCATCATCTCTTGAATGATGCCCAGATAAACGTCTCGG Hs.512897 709 0.1394 0.48041694 0.564861374 -0.360075 0.33033448 0.118071066
CSNK1A1L NM_145203_bp496_R AGCTAAAAAGAGACGTTTATCTGGGCATCATCTCTTGAATGATGCCCAGATAAACGTCTCGG Hs.512897 6085 0.451375 0.24136036 0.036536145 -0.100725 0.17203677 0.526725575
CSNK1A1L NM_145203_bp496_R AGCTAAAAAGAGACGTTTATCTGGGCATCATCTCTTGAATGATGCCCAGATAAACGTCTCGG Hs.512897 11461 -0.139075 2.03150455 0.86815532 -0.179725 0.37320171 0.413699503
CSNK1A1L NM_145203_bp590_R AGCTAAAAAGAGCAAACTCTACACGATTCTTCTCTTGAAAGAATCGTGTAGAGTTTGCTCGG Hs.512897 710 -0.337275 0.14723282 0.062468925 -0.5735 0.12222605 0.011208328
CSNK1A1L NM_145203_bp590_R AGCTAAAAAGAGCAAACTCTACACGATTCTTCTCTTGAAAGAATCGTGTAGAGTTTGCTCGG Hs.512897 6086 -0.27405 0.35308566 0.204657656 -0.220675 0.17043037 0.198988574



CSNK1A1L NM_145203_bp590_R AGCTAAAAAGAGCAAACTCTACACGATTCTTCTCTTGAAAGAATCGTGTAGAGTTTGCTCGG Hs.512897 11462 -0.096775 0.116584 0.511280081 -0.250175 0.16846718 0.154327101
CSNK1D NM_139062_bp410_R AGCTAAAAAGGAGAAGAGGTTGCCATCAAGTCTCTTGAACTTGATGGCAACCTCTTCTCCGG Hs.477070 2129 2.497775 0.6149193 0.000246776 1.0714 1.54486422 0.163495394
CSNK1D NM_139062_bp410_R AGCTAAAAAGGAGAAGAGGTTGCCATCAAGTCTCTTGAACTTGATGGCAACCTCTTCTCCGG Hs.477070 7505 2.414225 0.61713471 0.000294103 1.19785 1.5639679 0.131867091
CSNK1D NM_139062_bp410_R AGCTAAAAAGGAGAAGAGGTTGCCATCAAGTCTCTTGAACTTGATGGCAACCTCTTCTCCGG Hs.477070 12881 2.74515 0.8139763 0.000466901 1.25005 1.55037621 0.117219778
CSNK1D NM_139062_bp583_R AGCTAAAAAGGAGGACCTCTTCAACTTCTGTCTCTTGAACAGAAGTTGAAGAGGTCCTCCGG Hs.477070 661 -0.4962 0.22411888 0.024229878 -0.3584 0.37801222 0.141461943
CSNK1D NM_139062_bp583_R AGCTAAAAAGGAGGACCTCTTCAACTTCTGTCTCTTGAACAGAAGTTGAAGAGGTCCTCCGG Hs.477070 6037 -0.56715 0.46012536 0.049377722 -0.15665 0.36676007 0.467838811
CSNK1D NM_139062_bp583_R AGCTAAAAAGGAGGACCTCTTCAACTTCTGTCTCTTGAACAGAAGTTGAAGAGGTCCTCCGG Hs.477070 11413 0.5646 2.35231766 0.592679951 -0.909825 0.95739256 0.084132015
CSNK1D NM_139062_bp740_R AGCTAAAAAGGCAACCTGGTGTACATCATCTCTCTTGAAGATGATGTACACCAGGTTGCCGG Hs.477070 662 1.0053 0.49647679 0.007354356 0.326825 0.20531591 0.093266633
CSNK1D NM_139062_bp740_R AGCTAAAAAGGCAACCTGGTGTACATCATCTCTCTTGAAGATGATGTACACCAGGTTGCCGG Hs.477070 6038 1.230425 0.57054742 0.004794632 0.58635 0.21509376 0.01603372
CSNK1D NM_139062_bp740_R AGCTAAAAAGGCAACCTGGTGTACATCATCTCTCTTGAAGATGATGTACACCAGGTTGCCGG Hs.477070 11414 1.306175 0.62225508 0.004922695 0.708175 0.24387243 0.009403633
CSNK1E NM_152221_bp529_R AGCTAAAAAGAGGACCTGTTCAACTTCTGTTCTCTTGAAACAGAAGTTGAACAGGTCCTCGG Hs.474833 715 0.649025 0.46287063 0.032163541 -0.02435 0.35367136 0.905371521
CSNK1E NM_152221_bp529_R AGCTAAAAAGAGGACCTGTTCAACTTCTGTTCTCTTGAAACAGAAGTTGAACAGGTCCTCGG Hs.474833 6091 -0.06445 1.82783719 0.931999344 0.012525 0.37216978 0.95260214
CSNK1E NM_152221_bp529_R AGCTAAAAAGAGGACCTGTTCAACTTCTGTTCTCTTGAAACAGAAGTTGAACAGGTCCTCGG Hs.474833 11467 0.621075 0.20622425 0.009404986 0.1644 0.33106472 0.423544996
CSNK1E NM_152221_bp926_R AGCTAAAAAGCCAGAAGTATGAACGGATCATCTCTTGAATGATCCGTTCATACTTCTGGCGG Hs.474833 716 -0.966075 0.46375639 0.007172823 -0.12145 0.20940341 0.472002977
CSNK1E NM_152221_bp926_R AGCTAAAAAGCCAGAAGTATGAACGGATCATCTCTTGAATGATCCGTTCATACTTCTGGCGG Hs.474833 6092 -0.8009 0.415794 0.011553337 0.00425 0.29719902 0.98188688
CSNK1E NM_152221_bp926_R AGCTAAAAAGCCAGAAGTATGAACGGATCATCTCTTGAATGATCCGTTCATACTTCTGGCGG Hs.474833 11468 -0.6296 0.28445698 0.013798918 0.216025 0.26639967 0.262605031
CSNK1G1 NM_022048_bp369_R AGCTAAAAAGCTCCACAGCTTCATTTAGAGTCTCTTGAACTCTAAATGAAGCTGTGGAGCGG Hs.254335 679 -0.549025 0.16993176 0.012751908 -0.3373 0.89985839 0.43019617
CSNK1G1 NM_022048_bp369_R AGCTAAAAAGCTCCACAGCTTCATTTAGAGTCTCTTGAACTCTAAATGAAGCTGTGGAGCGG Hs.254335 6055 -0.408175 0.11253181 0.030279572 -0.19435 0.81925089 0.613542099
CSNK1G1 NM_022048_bp369_R AGCTAAAAAGCTCCACAGCTTCATTTAGAGTCTCTTGAACTCTAAATGAAGCTGTGGAGCGG Hs.254335 11431 -0.254625 0.32154499 0.214856592 -0.218925 0.73101594 0.533837934
CSNK1G1 NM_022048_bp525_R AGCTAAAAAGACCGAACATTTACTTTGAAGTCTCTTGAACTTCAAAGTAAATGTTCGGTCGG Hs.254335 12656 0.0021 0.37108222 0.991745381 -0.189325 0.58934393 0.522254186
CSNK1G1 NM_022048_bp525_R AGCTAAAAAGACCGAACATTTACTTTGAAGTCTCTTGAACTTCAAAGTAAATGTTCGGTCGG Hs.254335 1904 -0.53935 0.78450715 0.162682042 -0.413566667 0.21379641 0.10865904
CSNK1G1 NM_022048_bp525_R AGCTAAAAAGACCGAACATTTACTTTGAAGTCTCTTGAACTTCAAAGTAAATGTTCGGTCGG Hs.254335 7280 -0.4872 0.65573863 0.147458915 -0.375366667 0.11518665 0.110167817
CSNK1G1 NM_022048_bp666_R AGCTAAAAAGAGCATGTTATACACATTATATCTCTTGAATATAATGTGTATAACATGCTCGG Hs.254335 1906 0.865725 0.7232998 0.037437203 -0.329375 0.44891296 0.20799844
CSNK1G1 NM_022048_bp666_R AGCTAAAAAGAGCATGTTATACACATTATATCTCTTGAATATAATGTGTATAACATGCTCGG Hs.254335 7282 1.065675 0.6125988 0.010797391 -0.189775 0.45150901 0.441592072
CSNK1G1 NM_022048_bp666_R AGCTAAAAAGAGCATGTTATACACATTATATCTCTTGAATATAATGTGTATAACATGCTCGG Hs.254335 12658 1.0724 0.90471326 0.056731669 -0.077625 0.4739534 0.753584342
CSNK1G2 NM_001319_bp317_R AGCTAAAAAGGAGTACCGGTTCTACAAGCATCTCTTGAATGCTTGTAGAACCGGTACTCCGG Hs.181390 38 1.6005 0.49313627 0.013881112 0.094283333 1.09125625 0.862338682
CSNK1G2 NM_001319_bp317_R AGCTAAAAAGGAGTACCGGTTCTACAAGCATCTCTTGAATGCTTGTAGAACCGGTACTCCGG Hs.181390 5414 1.5892 0.46004367 0.013097921 0.333683333 1.1149572 0.557243411
CSNK1G2 NM_001319_bp317_R AGCTAAAAAGGAGTACCGGTTCTACAAGCATCTCTTGAATGCTTGTAGAACCGGTACTCCGG Hs.181390 10790 1.397533333 0.18085067 0.001535957 0.087983333 1.1293085 0.875237359
CSNK1G2 NM_001319_bp357_R AGCTAAAAAGTCCCTCAGGTCTACTACTTCTCTCTTGAAGAAGTAGTAGACCTGAGGGACGG Hs.181390 1595 1.1878 1.8508125 0.53123788 0.001152448
CSNK1G2 NM_001319_bp357_R AGCTAAAAAGTCCCTCAGGTCTACTACTTCTCTCTTGAAGAAGTAGTAGACCTGAGGGACGG Hs.181390 6971 1.1667 1.9488125 0.48223845 0.000689806
CSNK1G2 NM_001319_bp357_R AGCTAAAAAGTCCCTCAGGTCTACTACTTCTCTCTTGAAGAAGTAGTAGACCTGAGGGACGG Hs.181390 12347 1.2171 1.9710625 0.48612795 0.000673185
CSNK1G2 NM_001319_bp768_R AGCTAAAAAGGCCACATGTTCATGTACTTCTCTCTTGAAGAAGTACATGAACATGTGGCCGG Hs.181390 39 0.9207 0.2316587 0.002041323 0.1594125 0.24339417 0.377394439
CSNK1G2 NM_001319_bp768_R AGCTAAAAAGGCCACATGTTCATGTACTTCTCTCTTGAAGAAGTACATGAACATGTGGCCGG Hs.181390 5415 0.94215 0.27185345 0.002381357 0.2097125 0.23240813 0.253354897
CSNK1G2 NM_001319_bp768_R AGCTAAAAAGGCCACATGTTCATGTACTTCTCTCTTGAAGAAGTACATGAACATGTGGCCGG Hs.181390 10791 0.925225 0.24657056 0.002194015 0.1817125 0.23062341 0.312293053
CSNK1G3 NM_004384_bp148_R AGCTAAAAAGGACCTAACTTTAGAGTTGGATCTCTTGAATCCAACTCTAAAGTTAGGTCCGG Hs.129206 1784 -3.6684 4.5023058 0.089426506 -5.696166667 1.7576213 0.003168756
CSNK1G3 NM_004384_bp148_R AGCTAAAAAGGACCTAACTTTAGAGTTGGATCTCTTGAATCCAACTCTAAAGTTAGGTCCGG Hs.129206 7160 -3.804275 4.91928438 0.102368904 -6.482733333 1.0161373 0.000369328
CSNK1G3 NM_004384_bp148_R AGCTAAAAAGGACCTAACTTTAGAGTTGGATCTCTTGAATCCAACTCTAAAGTTAGGTCCGG Hs.129206 12536 -3.21035 4.18940328 0.105006694 -6.291333333 1.11504012 0.000542859
CSNK1G3 NM_004384_bp838_R AGCTAAAAAGCTACACCAATAGAAGTGTTATCTCTTGAATAACACTTCTATTGGTGTAGCGG Hs.129206 260 -0.070725 1.05962888 0.875683052 -0.4992 1.50340007 0.507688956
CSNK1G3 NM_004384_bp838_R AGCTAAAAAGCTACACCAATAGAAGTGTTATCTCTTGAATAACACTTCTATTGGTGTAGCGG Hs.129206 5636 0.203425 0.52995461 0.439363509 -0.921933333 1.58738581 0.274932873
CSNK1G3 NM_004384_bp838_R AGCTAAAAAGCTACACCAATAGAAGTGTTATCTCTTGAATAACACTTCTATTGGTGTAGCGG Hs.129206 11012 -0.6137 1.40995685 0.323193322 -0.477066667 2.65825359 0.707785237
CSNK1G3 NM_004384_bp880_R AGCTAAAAAGCAACATATCTTCGTTATGTATCTCTTGAATACATAACGAAGATATGTTGCGG Hs.129206 1786 -5.15235
CSNK1G3 NM_004384_bp880_R AGCTAAAAAGCAACATATCTTCGTTATGTATCTCTTGAATACATAACGAAGATATGTTGCGG Hs.129206 7162 -8.12915
CSNK1G3 NM_004384_bp880_R AGCTAAAAAGCAACATATCTTCGTTATGTATCTCTTGAATACATAACGAAGATATGTTGCGG Hs.129206 12538 -5.03865 2.86162149 0.012758717 -6.3412
CSNK2A1 NM_177559_bp1282_R AGCTAAAAAGCCTTGGATTTCCTGGACAAATCTCTTGAATTTGTCCAGGAAATCCAAGGCGG Hs.446484 766 -0.86925 0.19427035 0.00210537 -0.828075 0.24033787 0.00504301
CSNK2A1 NM_177559_bp1282_R AGCTAAAAAGCCTTGGATTTCCTGGACAAATCTCTTGAATTTGTCCAGGAAATCCAAGGCGG Hs.446484 6142 -1.2476 0.81402683 0.014420193 -0.646325 0.17708428 0.009205357
CSNK2A1 NM_177559_bp1282_R AGCTAAAAAGCCTTGGATTTCCTGGACAAATCTCTTGAATTTGTCCAGGAAATCCAAGGCGG Hs.446484 11518 -0.484175 0.15601251 0.019306037 -0.54275 0.08229162 0.011987611
CSNK2A1 NM_177559_bp416_R AGCTAAAAAGGGCCAGAGTTTACACAGATGTCTCTTGAACATCTGTGTAAACTCTGGCCCGG Hs.446484 1924 3.586125 1.03455736 0.000358837 0.179375 0.58928981 0.543327953
CSNK2A1 NM_177559_bp416_R AGCTAAAAAGGGCCAGAGTTTACACAGATGTCTCTTGAACATCTGTGTAAACTCTGGCCCGG Hs.446484 7300 3.715125 1.0765408 0.000360213 0.4 0.38766003 0.113877413
CSNK2A1 NM_177559_bp416_R AGCTAAAAAGGGCCAGAGTTTACACAGATGTCTCTTGAACATCTGTGTAAACTCTGGCCCGG Hs.446484 12676 3.915875 0.92757426 0.000147658 0.31225 0.3902164 0.19466558
CSNK2A1 NM_177559_bp559_R AGCTAAAAAGCCATCAACATCACAAATAATTCTCTTGAAATTATTTGTGATGTTGATGGCGG Hs.446484 6143 -0.9266 -0.596 0.24593174 0.130824583
CSNK2A1 NM_177559_bp559_R AGCTAAAAAGCCATCAACATCACAAATAATTCTCTTGAAATTATTTGTGATGTTGATGGCGG Hs.446484 11519 -0.400833333 0.16145081 0.088906058 -0.39395 0.22775909 0.251420661
CSNK2A2 NM_001896_bp1034_R AGCTAAAAAGCCCTAGATCTTCTGGACAAATCTCTTGAATTTGTCCAGAAGATCTAGGGCGG Hs.82201 111 -0.16565 0.1860409 0.313713657 -0.3794125 0.17668086 0.055553908
CSNK2A2 NM_001896_bp1034_R AGCTAAAAAGCCCTAGATCTTCTGGACAAATCTCTTGAATTTGTCCAGAAGATCTAGGGCGG Hs.82201 5487 -0.185175 0.1688206 0.257123525 -0.2981375 0.18675393 0.109747128
CSNK2A2 NM_001896_bp1034_R AGCTAAAAAGCCCTAGATCTTCTGGACAAATCTCTTGAATTTGTCCAGAAGATCTAGGGCGG Hs.82201 10863 -0.144125 0.13935507 0.350648971 -0.2132125 0.12291994 0.190627742
CSNK2A2 NM_001896_bp311_R AGCTAAAAAGCCATTAATATCACCAACAATTCTCTTGAAATTGTTGGTGATATTAATGGCGG Hs.82201 1645 -0.533875 0.77400532 0.162278025 -0.0965625 0.26154026 0.591935045
CSNK2A2 NM_001896_bp311_R AGCTAAAAAGCCATTAATATCACCAACAATTCTCTTGAAATTGTTGGTGATATTAATGGCGG Hs.82201 7021 -0.5124 0.74263765 0.164489327 -0.0780375 0.25684155 0.660726351
CSNK2A2 NM_001896_bp311_R AGCTAAAAAGCCATTAATATCACCAACAATTCTCTTGAAATTGTTGGTGATATTAATGGCGG Hs.82201 12397 -0.464925 0.70197629 0.182525237 -0.0525875 0.22107698 0.753444623
CSNK2A2 NM_001896_bp466_R AGCTAAAAAGACACCAGCTTTGGTATTTGATCTCTTGAATCAAATACCAAAGCTGGTGTCGG Hs.82201 112 1.840625 0.43520776 0.000331687 0.6007375 0.1539286 0.010813962
CSNK2A2 NM_001896_bp466_R AGCTAAAAAGACACCAGCTTTGGTATTTGATCTCTTGAATCAAATACCAAAGCTGGTGTCGG Hs.82201 5488 1.848025 0.47354003 0.000421638 0.4663125 0.12964004 0.024056257
CSNK2A2 NM_001896_bp466_R AGCTAAAAAGACACCAGCTTTGGTATTTGATCTCTTGAATCAAATACCAAAGCTGGTGTCGG Hs.82201 10864 1.806025 0.47494881 0.000474298 0.8418625 1.17886419 0.158470658
CST3 BX647523_bp1373_R AGCTAAAAAGGACCACAGATGTCACCATGATCTCTTGAATCATGGTGACATCTGTGGTCCGG Hs.304682 4450 2.53025 0.82638821 0.000726494 0.759625 0.91251136 0.118426016 4.2193 3.43413479 0.026301926
CST3 BX647523_bp1373_R AGCTAAAAAGGACCACAGATGTCACCATGATCTCTTGAATCATGGTGACATCTGTGGTCCGG Hs.304682 9826 2.1546 0.82807154 0.001531032 1.2763 0.82114166 0.019520384 4.7052 5.58571931 0.074626329
CST3 BX647523_bp1373_R AGCTAAAAAGGACCACAGATGTCACCATGATCTCTTGAATCATGGTGACATCTGTGGTCCGG Hs.304682 15202 2.0963 1.35335836 0.021839921 0.75295 0.8878892 0.114155409 5.55525 5.73682803 0.050820667
CST3 BX647523_bp1459_R AGCTAAAAAGGCTGTAACTTCCCTTATTGATCTCTTGAATCAATAAGGGAAGTTACAGCCGG Hs.304682 4446 -1.1151 0.53756859 0.01535897 0.326033333 1.0569549 0.548153152 -1.2712 1.44716474 0.097514424
CST3 BX647523_bp1459_R AGCTAAAAAGGCTGTAACTTCCCTTATTGATCTCTTGAATCAATAAGGGAAGTTACAGCCGG Hs.304682 15198 -1.1585 0.45720879 0.009700541 0.664 0.60227339 0.067999941 -0.7173 1.02516341 0.203602301
CST3 BX647523_bp1459_R AGCTAAAAAGGCTGTAACTTCCCTTATTGATCTCTTGAATCAATAAGGGAAGTTACAGCCGG Hs.304682 9822 -1.015625 0.48409445 0.006566902 0.622533333 0.66876257 0.148901445 -1.1221
CST3 BX647523_bp991_R AGCTAAAAAGAGCCATGATTTCACTACTGATCTCTTGAATCAGTAGTGAAATCATGGCTCGG Hs.304682 4448 -1.048675 0.42128787 0.003925906 -0.894625 0.20360238 0.00297743 0.139633333 0.95116123 0.748584594
CST3 BX647523_bp991_R AGCTAAAAAGAGCCATGATTTCACTACTGATCTCTTGAATCAGTAGTGAAATCATGGCTCGG Hs.304682 9824 -0.6508 0.09680558 0.019048216 -0.938675 0.52496347 0.016103899 -0.21763333 1.10082216 0.654901288
CST3 BX647523_bp991_R AGCTAAAAAGAGCCATGATTTCACTACTGATCTCTTGAATCAGTAGTGAAATCATGGCTCGG Hs.304682 15200 0.001 0.97580736 0.998408391 -1.0023 0.37200101 0.01712573 0.159733333 0.56626408 0.623841766
CSTF2 AK095684_bp1381_R AGCTAAAAAGGTCCTGAAGTTCCTAATGGATCTCTTGAATCCATTAGGAACTTCAGGACCGG Hs.132370 3986 -0.4400625 0.32472477 0.05840124 0.3278 0.58179311 0.273347217
CSTF2 AK095684_bp1381_R AGCTAAAAAGGTCCTGAAGTTCCTAATGGATCTCTTGAATCCATTAGGAACTTCAGGACCGG Hs.132370 9362 -0.5160875 0.45623831 0.064643933 0.353025 0.57884765 0.240576711
CSTF2 AK095684_bp1381_R AGCTAAAAAGGTCCTGAAGTTCCTAATGGATCTCTTGAATCCATTAGGAACTTCAGGACCGG Hs.132370 14738 -0.5365375 0.21693672 0.017556341 0.423525 0.50339691 0.143525348
CSTF2 AK095684_bp1599_R AGCTAAAAAGGAGCTTATGTCTGATGGAAATCTCTTGAATTTCCATCAGACATAAGCTCCGG Hs.132370 3960 0.2857375 0.19025851 0.112683952 0.299575 0.4452353 0.255088814
CSTF2 AK095684_bp1599_R AGCTAAAAAGGAGCTTATGTCTGATGGAAATCTCTTGAATTTCCATCAGACATAAGCTCCGG Hs.132370 9336 0.2819375 0.15910019 0.105927292 0.717875 0.4509803 0.023774059
CSTF2 AK095684_bp1599_R AGCTAAAAAGGAGCTTATGTCTGATGGAAATCTCTTGAATTTCCATCAGACATAAGCTCCGG Hs.132370 14712 0.4865625 0.21889623 0.025326772 0.03565 0.39086943 0.879991176
CSTF2 AK095684_bp707_R AGCTAAAAAGGCACTTTACTTTCTGTAACTTCTCTTGAAAGTTACAGAAAGTAAAGTGCCGG Hs.132370 3958 -0.6599125 0.27427783 0.010830471 -0.2314 0.29843019 0.30873741
CSTF2 AK095684_bp707_R AGCTAAAAAGGCACTTTACTTTCTGTAACTTCTCTTGAAAGTTACAGAAAGTAAAGTGCCGG Hs.132370 9334 -0.7086875 0.22238905 0.005992827 -0.19535 0.33164648 0.397033156
CSTF2 AK095684_bp707_R AGCTAAAAAGGCACTTTACTTTCTGTAACTTCTCTTGAAAGTTACAGAAAGTAAAGTGCCGG Hs.132370 14710 -0.6314375 0.24089866 0.010655959 -0.168525 0.3067377 0.452178294
CTNNA1 NM_001903_bp188_R AGCTAAAAAGCTGCATCTGTTGAACAAGCATCTCTTGAATGCTTGTTCAACAGATGCAGCGG Hs.534797 2497 1.1282125 0.66294387 0.012502565 -0.249475 0.49921139 0.36805971
CTNNA1 NM_001903_bp188_R AGCTAAAAAGCTGCATCTGTTGAACAAGCATCTCTTGAATGCTTGTTCAACAGATGCAGCGG Hs.534797 7873 1.1030625 0.56924598 0.008595634 -0.2825 0.51365883 0.318194765
CTNNA1 NM_001903_bp188_R AGCTAAAAAGCTGCATCTGTTGAACAAGCATCTCTTGAATGCTTGTTCAACAGATGCAGCGG Hs.534797 13249 1.1285125 0.57897929 0.008223373 -0.281475 0.48933348 0.309433005
CTNNA1 NM_001903_bp436_R AGCTAAAAAGGCAGATGTCTACAAATTACTTCTCTTGAAAGTAATTTGTAGACATCTGCCGG Hs.534797 2471 0.7960625 0.52208944 0.024576823 1.039 1.17434036 0.058726184
CTNNA1 NM_001903_bp436_R AGCTAAAAAGGCAGATGTCTACAAATTACTTCTCTTGAAAGTAATTTGTAGACATCTGCCGG Hs.534797 7847 0.8246375 0.52240802 0.021561213 1.07935 1.11328675 0.044698158
CTNNA1 NM_001903_bp436_R AGCTAAAAAGGCAGATGTCTACAAATTACTTCTCTTGAAAGTAATTTGTAGACATCTGCCGG Hs.534797 13223 0.7821125 0.54276179 0.02893842 1.1198 1.15687287 0.044026918
CTNNA2 NM_004389_bp1065_R AGCTAAAAAGCTCAGCGAGTACATGAATAATCTCTTGAATTATTCATGTACTCGCTGAGCGG Hs.167368 2469 0.1912625 0.29182931 0.411595861 -0.59825 0.42234796 0.041702754
CTNNA2 NM_004389_bp1065_R AGCTAAAAAGCTCAGCGAGTACATGAATAATCTCTTGAATTATTCATGTACTCGCTGAGCGG Hs.167368 7845 0.0874625 0.27348617 0.777581171 -0.50245 0.3528899 0.06043637
CTNNA2 NM_004389_bp1065_R AGCTAAAAAGCTCAGCGAGTACATGAATAATCTCTTGAATTATTCATGTACTCGCTGAGCGG Hs.167368 13221 0.1261875 0.28983009 0.626881532 -0.550175 0.42866317 0.056584099
CTNNA2 NM_004389_bp2284_R AGCTAAAAAGGTTCTCGAATGGACAAATTATCTCTTGAATAATTTGTCCATTCGAGAACCGG Hs.167368 1197 1.4262125 0.53260952 0.002244466 -0.13605 0.32112802 0.557380434
CTNNA2 NM_004389_bp2284_R AGCTAAAAAGGTTCTCGAATGGACAAATTATCTCTTGAATAATTTGTCCATTCGAGAACCGG Hs.167368 6573 1.5179625 0.66282259 0.003514048 -0.1934 0.37547248 0.428623574
CTNNA2 NM_004389_bp2284_R AGCTAAAAAGGTTCTCGAATGGACAAATTATCTCTTGAATAATTTGTCCATTCGAGAACCGG Hs.167368 11949 1.4934125 0.65614526 0.003647756 -0.1865 0.29042235 0.41227367
CTNNA2 NM_004389_bp2522_R AGCTAAAAAGCAGGGCTAGTCAACTTTCTATCTCTTGAATAGAAAGTTGACTAGCCCTGCGG Hs.167368 1198 -0.1266875 0.50971047 0.5151713 0.532075 0.59469239 0.098561689
CTNNA2 NM_004389_bp2522_R AGCTAAAAAGCAGGGCTAGTCAACTTTCTATCTCTTGAATAGAAAGTTGACTAGCCCTGCGG Hs.167368 6574 -0.2422875 0.60344808 0.340293386 0.64285 0.68365977 0.073325512
CTNNA2 NM_004389_bp2522_R AGCTAAAAAGCAGGGCTAGTCAACTTTCTATCTCTTGAATAGAAAGTTGACTAGCCCTGCGG Hs.167368 11950 -0.1486125 0.45713796 0.431979417 0.625225 0.62313906 0.066954913
CTNNB1 NM_001904_bp1169_R AGCTAAAAAGACCCCAAGCTTTAGTAAATATCTCTTGAATATTTACTAAAGCTTGGGGTCGG Hs.476018 1195 -0.6720625 0.10941336 0.003423481 -0.36845 0.23956568 0.116590023
CTNNB1 NM_001904_bp1169_R AGCTAAAAAGACCCCAAGCTTTAGTAAATATCTCTTGAATATTTACTAAAGCTTGGGGTCGG Hs.476018 6571 -0.7038375 0.07275733 0.002495008 -0.38415 0.31183703 0.121337594
CTNNB1 NM_001904_bp1169_R AGCTAAAAAGACCCCAAGCTTTAGTAAATATCTCTTGAATATTTACTAAAGCTTGGGGTCGG Hs.476018 11947 -0.6622375 0.08435642 0.003327032 -0.33495 0.28121767 0.158197974
CTNNB1 NM_001904_bp1288_R AGCTAAAAAGCTGGTGGAATGCAAGCTTTATCTCTTGAATAAAGCTTGCATTCCACCAGCGG Hs.476018 1196 -0.1440625 0.19233535 0.278552883 -0.4369 0.15051226 0.05950728
CTNNB1 NM_001904_bp1288_R AGCTAAAAAGCTGGTGGAATGCAAGCTTTATCTCTTGAATAAAGCTTGCATTCCACCAGCGG Hs.476018 6572 -0.1503375 0.19234549 0.264209753 -0.4459 0.18659846 0.059490088
CTNNB1 NM_001904_bp1288_R AGCTAAAAAGCTGGTGGAATGCAAGCTTTATCTCTTGAATAAAGCTTGCATTCCACCAGCGG Hs.476018 11948 -0.0985375 0.24472701 0.435175602 -0.43 0.15807587 0.063290027
CTNNB1 NM_001904_bp2013_R AGCTAAAAAGCTGCTTTATTCTCCCATTGATCTCTTGAATCAATGGGAGAATAAAGCAGCGG Hs.476018 2467 -1.3924625 0.40991218 0.00089753 0.085325 0.97750131 0.824829042
CTNNB1 NM_001904_bp2013_R AGCTAAAAAGCTGCTTTATTCTCCCATTGATCTCTTGAATCAATGGGAGAATAAAGCAGCGG Hs.476018 7843 -1.3532625 0.37141245 0.000783572 0.11665 1.04101856 0.776296562
CTNNB1 NM_001904_bp2013_R AGCTAAAAAGCTGCTTTATTCTCCCATTGATCTCTTGAATCAATGGGAGAATAAAGCAGCGG Hs.476018 13219 -1.1152375 0.57412697 0.006340378 0.263675 0.70297071 0.413112199
CTNND1 NM_001331_bp1517_R AGCTAAAAAGGAGGTGCCATCGGATCAATATCTCTTGAATATTGATCCGATGGCACCTCCGG Hs.166011 1194 2.1136125 1.21649221 0.007922093 -0.3006 0.38851731 0.237072299
CTNND1 NM_001331_bp1517_R AGCTAAAAAGGAGGTGCCATCGGATCAATATCTCTTGAATATTGATCCGATGGCACCTCCGG Hs.166011 6570 2.2219625 1.48889709 0.013794991 -0.31665 0.40691389 0.222259938
CTNND1 NM_001331_bp1517_R AGCTAAAAAGGAGGTGCCATCGGATCAATATCTCTTGAATATTGATCCGATGGCACCTCCGG Hs.166011 11946 2.2683875 1.56320991 0.015212693 -0.30675 0.41684646 0.239481655
CTNND1 NM_001331_bp2127_R AGCTAAAAAGCTGGCTGCCTTAGGAATGTATCTCTTGAATACATTCCTAAGGCAGCCAGCGG Hs.166011 1192 -0.1494875 0.54821919 0.484067219 -0.342525 0.48584637 0.222156648
CTNND1 NM_001331_bp2127_R AGCTAAAAAGCTGGCTGCCTTAGGAATGTATCTCTTGAATACATTCCTAAGGCAGCCAGCGG Hs.166011 6568 -0.2157625 0.5726511 0.367393343 -0.42345 0.53854799 0.1598711
CTNND1 NM_001331_bp2127_R AGCTAAAAAGCTGGCTGCCTTAGGAATGTATCTCTTGAATACATTCCTAAGGCAGCCAGCGG Hs.166011 11944 -0.1129625 0.55434 0.572782815 -0.394625 0.54159019 0.186835112
CTNND1 NM_001331_bp2602_R AGCTAAAAAGCTGGACGTATGGTCGATACATCTCTTGAATGTATCGACCATACGTCCAGCGG Hs.166011 1193 -1.0168125 0.84558411 0.029709277 -0.751575 0.43673388 0.01851878
CTNND1 NM_001331_bp2602_R AGCTAAAAAGCTGGACGTATGGTCGATACATCTCTTGAATGTATCGACCATACGTCCAGCGG Hs.166011 6569 -1.1529375 0.78553921 0.015172159 -0.79285 0.44062394 0.015077225
CTNND1 NM_001331_bp2602_R AGCTAAAAAGCTGGACGTATGGTCGATACATCTCTTGAATGTATCGACCATACGTCCAGCGG Hs.166011 11945 -1.0783625 0.8496609 0.02470346 -0.786025 0.44188511 0.015703929
CUL1 NM_003592_bp1014_R AGCTAAAAAGGCCCTACGTTAACAGTGTATTCTCTTGAAATACACTGTTAACGTAGGGCCGG Hs.146806 2628 0.782925 0.70619601 0.034231544 1.7302625 1.16604805 0.007160134
CUL1 NM_003592_bp1014_R AGCTAAAAAGGCCCTACGTTAACAGTGTATTCTCTTGAAATACACTGTTAACGTAGGGCCGG Hs.146806 8004 0.68785 0.58512143 0.030653951 1.0191625 1.24633728 0.06507301
CUL1 NM_003592_bp1014_R AGCTAAAAAGGCCCTACGTTAACAGTGTATTCTCTTGAAATACACTGTTAACGTAGGGCCGG Hs.146806 13380 0.744775 0.63905872 0.030539607 0.8761625 1.13608128 0.079751622
CUL1 NM_003592_bp1146_R AGCTAAAAAGCTCGTCTGCTTGAGGAACAATCTCTTGAATTGTTCCTCAAGCAGACGAGCGG Hs.146806 2630 -1.269466667 0.14160361 0.002498267 -0.3545625 1.01765508 0.463842049
CUL1 NM_003592_bp1146_R AGCTAAAAAGCTCGTCTGCTTGAGGAACAATCTCTTGAATTGTTCCTCAAGCAGACGAGCGG Hs.146806 8006 -1.253525 0.08882637 0.00029682 -0.5490875 0.72769482 0.155463937
CUL1 NM_003592_bp1146_R AGCTAAAAAGCTCGTCTGCTTGAGGAACAATCTCTTGAATTGTTCCTCAAGCAGACGAGCGG Hs.146806 13382 -1.20215 0.10928535 0.000424188 -0.71306667 0.7055501 0.104112172
CUL1 NM_003592_bp1583_R AGCTAAAAAGGCCCAATCATCCAGTAAATCTCTCTTGAAGATTTACTGGATGATTGGGCCGG Hs.146806 2626 -0.871533333 0.13096817 0.009572928 -0.2871625 0.4648533 0.355654761
CUL1 NM_003592_bp1583_R AGCTAAAAAGGCCCAATCATCCAGTAAATCTCTCTTGAAGATTTACTGGATGATTGGGCCGG Hs.146806 8002 -0.8569 0.18115625 0.002474452 -0.3017125 0.57169121 0.376272803
CUL1 NM_003592_bp1583_R AGCTAAAAAGGCCCAATCATCCAGTAAATCTCTCTTGAAGATTTACTGGATGATTGGGCCGG Hs.146806 13378 -0.866625 0.23963321 0.003237568 -0.3467875 0.54376854 0.292966618
CUL2 NM_003591_bp1320_R AGCTAAAAAGGCCCTTACGTCAGTTGTAAATCTCTTGAATTTACAACTGACGTAAGGGCCGG Hs.82919 1199 -0.7043375 0.18179236 0.003952088 -0.105725 0.59799228 0.726094328
CUL2 NM_003591_bp1320_R AGCTAAAAAGGCCCTTACGTCAGTTGTAAATCTCTTGAATTTACAACTGACGTAAGGGCCGG Hs.82919 6575 -0.6778875 0.12347228 0.003479986 -0.07765 0.57000962 0.793715317
CUL2 NM_003591_bp1320_R AGCTAAAAAGGCCCTTACGTCAGTTGTAAATCTCTTGAATTTACAACTGACGTAAGGGCCGG Hs.82919 11951 -0.6078375 0.16627394 0.006575933 -0.12485 0.60122697 0.678540276
CUL2 NM_003591_bp1573_R AGCTAAAAAGAAGCCATGATCAACAAATTATCTCTTGAATAATTTGTTGATCATGGCTTCGG Hs.82919 1200 0.1726875 0.13003581 0.375837011 0.255075 0.1802038 0.224859964
CUL2 NM_003591_bp1573_R AGCTAAAAAGAAGCCATGATCAACAAATTATCTCTTGAATAATTTGTTGATCATGGCTTCGG Hs.82919 6576 0.0992375 0.13718481 0.678596679 0.32055 0.15709077 0.136747175
CUL2 NM_003591_bp1573_R AGCTAAAAAGAAGCCATGATCAACAAATTATCTCTTGAATAATTTGTTGATCATGGCTTCGG Hs.82919 11952 0.1709125 0.11268839 0.374555174 0.236425 0.18639074 0.258106933
CUL2 NM_003591_bp277_R AGCTAAAAAGCCGTGGTCATGTTGGAATACTCTCTTGAAGTATTCCAACATGACCACGGCGG Hs.82919 1213 -0.3549125 0.07366187 0.031414503 -0.115825 0.23842238 0.592305693
CUL2 NM_003591_bp277_R AGCTAAAAAGCCGTGGTCATGTTGGAATACTCTCTTGAAGTATTCCAACATGACCACGGCGG Hs.82919 6589 -0.370516667 0.03785744 0.072003535 -0.13185 0.24752339 0.544927103
CUL2 NM_003591_bp277_R AGCTAAAAAGCCGTGGTCATGTTGGAATACTCTCTTGAAGTATTCCAACATGACCACGGCGG Hs.82919 11965 -0.4025875 0.21022171 0.034850453 -0.125475 0.22445367 0.558633609
CUTL1 NM_181552_bp1819_R AGCTAAAAAGCCCAAGCCATGGAATAAACTTCTCTTGAAAGTTTATTCCATGGCTTGGGCGG Hs.191482 3526 0.367425 0.66810767 0.259229467 0.2493125 0.48013681 0.350627613
CUTL1 NM_181552_bp1819_R AGCTAAAAAGCCCAAGCCATGGAATAAACTTCTCTTGAAAGTTTATTCCATGGCTTGGGCGG Hs.191482 8902 0.432675 0.61850879 0.172223847 0.5569875 0.22082294 0.029090604
CUTL1 NM_181552_bp1819_R AGCTAAAAAGCCCAAGCCATGGAATAAACTTCTCTTGAAAGTTTATTCCATGGCTTGGGCGG Hs.191482 14278 0.381625 0.45249503 0.139621637 0.6525875 0.55054503 0.047849331
CUTL1 NM_181552_bp363_R AGCTAAAAAGCCTGCACGATATTGAAACAGTCTCTTGAACTGTTTCAATATCGTGCAGGCGG Hs.191482 3528 -0.62585 0.34476309 0.019802325 -0.0579625 0.31687336 0.793311528
CUTL1 NM_181552_bp363_R AGCTAAAAAGCCTGCACGATATTGAAACAGTCTCTTGAACTGTTTCAATATCGTGCAGGCGG Hs.191482 8904 -0.18355 0.69808539 0.566464767 -0.1037375 0.43943711 0.676886973
CUTL1 NM_181552_bp363_R AGCTAAAAAGCCTGCACGATATTGAAACAGTCTCTTGAACTGTTTCAATATCGTGCAGGCGG Hs.191482 14280 0.400533333 0.51235814 0.208063745 -0.2601625 0.38302768 0.290483017
CXCR4 NM_003467_bp211_R AGCTAAAAAGCCCACCATCTACTCCATCATTCTCTTGAAATGATGGAGTAGATGGTGGGCGG Hs.421986 1191 -0.8954625 0.13376144 0.001112455 0.1116 0.24740115 0.587113763
CXCR4 NM_003467_bp211_R AGCTAAAAAGCCCACCATCTACTCCATCATTCTCTTGAAATGATGGAGTAGATGGTGGGCGG Hs.421986 6567 -0.9546125 0.16556188 0.000987937 0.117275 0.22833603 0.563468877
CXCR4 NM_003467_bp211_R AGCTAAAAAGCCCACCATCTACTCCATCATTCTCTTGAAATGATGGAGTAGATGGTGGGCGG Hs.421986 11943 -0.9402125 0.16735206 0.001066514 0.085625 0.22808765 0.66749137
CXCR4 NM_003467_bp673_R AGCTAAAAAGGTGGTTGTGTTCCAGTTTCATCTCTTGAATGAAACTGGAACACAACCACCGG Hs.421986 2463 1.0616375 0.32994814 0.00243622 0.329725 0.7756485 0.345645704



CXCR4 NM_003467_bp673_R AGCTAAAAAGGTGGTTGTGTTCCAGTTTCATCTCTTGAATGAAACTGGAACACAACCACCGG Hs.421986 7839 1.0388125 0.31776062 0.002479843 0.17055 0.76004451 0.606597175
CXCR4 NM_003467_bp673_R AGCTAAAAAGGTGGTTGTGTTCCAGTTTCATCTCTTGAATGAAACTGGAACACAACCACCGG Hs.421986 13215 0.9754375 0.35676215 0.004239533 0.15765 0.72128791 0.620830677
CXCR4 NM_003467_bp905_R AGCTAAAAAGGGTGTGAGTTTGAGAACACTTCTCTTGAAAGTGTTCTCAAACTCACACCCGG Hs.421986 2465 0.0046875 0.37394486 0.871474224 -0.3311 0.31934371 0.173250767
CXCR4 NM_003467_bp905_R AGCTAAAAAGGGTGTGAGTTTGAGAACACTTCTCTTGAAAGTGTTCTCAAACTCACACCCGG Hs.421986 7841 0.1017125 0.30169511 0.727808871 -0.26345 0.3194679 0.266034191
CXCR4 NM_003467_bp905_R AGCTAAAAAGGGTGTGAGTTTGAGAACACTTCTCTTGAAAGTGTTCTCAAACTCACACCCGG Hs.421986 13217 0.1052625 0.5390693 0.79351892 -0.197875 0.42915236 0.43854672
CXXC5 NM_016463_bp1702_R AGCTAAAAAGCACCCGTCTTTAGAACCAAATCTCTTGAATTTGGTTCTAAAGACGGGTGCGG Hs.189119 2967 -1.55765 0.5227442 0.001279246 -0.0202 0.27877594 0.924675199
CXXC5 NM_016463_bp1702_R AGCTAAAAAGCACCCGTCTTTAGAACCAAATCTCTTGAATTTGGTTCTAAAGACGGGTGCGG Hs.189119 8343 -1.49895 0.62343614 0.002733441 0.11085 0.73688126 0.736900112
CXXC5 NM_016463_bp1702_R AGCTAAAAAGCACCCGTCTTTAGAACCAAATCTCTTGAATTTGGTTCTAAAGACGGGTGCGG Hs.189119 13719 -1.24135 0.22694552 0.000502373 0.05305 0.19911602 0.792757065
CXXC5 NM_016463_bp1895_R AGCTAAAAAGGGCAAAGAATGGACAATCAGTCTCTTGAACTGATTGTCCATTCTTTGCCCGG Hs.189119 2971 0.500125 0.4592895 0.071691368 0.041866667 1.5159014 0.946488952
CXXC5 NM_016463_bp1895_R AGCTAAAAAGGGCAAAGAATGGACAATCAGTCTCTTGAACTGATTGTCCATTCTTTGCCCGG Hs.189119 8347 0.851225 0.59831723 0.023581532 0.143266667 1.77024468 0.841277477
CXXC5 NM_016463_bp1895_R AGCTAAAAAGGGCAAAGAATGGACAATCAGTCTCTTGAACTGATTGTCCATTCTTTGCCCGG Hs.189119 13723 0.780775 0.50226307 0.02031632 0.221566667 1.79245664 0.7600416
CXXC5 NM_016463_bp2331_R AGCTAAAAAGAGCCCCATCTCGATATTTCCTCTCTTGAAGGAAATATCGAGATGGGGCTCGG Hs.189119 2969 1.801075 0.29249069 0.000133747 -0.447175 0.56551904 0.145564062
CXXC5 NM_016463_bp2331_R AGCTAAAAAGAGCCCCATCTCGATATTTCCTCTCTTGAAGGAAATATCGAGATGGGGCTCGG Hs.189119 8345 1.7426 0.2401073 0.000108545 -0.498075 0.21669617 0.043105
CXXC5 NM_016463_bp2331_R AGCTAAAAAGAGCCCCATCTCGATATTTCCTCTCTTGAAGGAAATATCGAGATGGGGCTCGG Hs.189119 13721 1.815275 0.35900677 0.000207578 -0.46275 0.53291673 0.124302714
CXXC6 NM_030625_bp617_R AGCTAAAAAGCAACATGATTGTGATTATAATCTCTTGAATTATAATCACAATCATGTTGCGG Hs.567594 3659 0.8604 0.7486184 0.041948957 0.3047 0.41378043 0.313331394
CXXC6 NM_030625_bp617_R AGCTAAAAAGCAACATGATTGTGATTATAATCTCTTGAATTATAATCACAATCATGTTGCGG Hs.567594 14411 0.5866 0.30859817 0.020599308 -0.26966667 0.34946766 0.346970804
CXXC6 NM_030625_bp617_R AGCTAAAAAGCAACATGATTGTGATTATAATCTCTTGAATTATAATCACAATCATGTTGCGG Hs.567594 9035 0.65275 0.34216013 0.016685708 0.4535
CYB5R2 AK022556_bp1238_R AGCTAAAAAGCAGGCACCATTTATGTATCATCTCTTGAATGATACATAAATGGTGCCTGCGG Hs.414362 3849 0.0599 -0.605 0.35665862 0.032445952
CYB5R2 AK022556_bp1238_R AGCTAAAAAGCAGGCACCATTTATGTATCATCTCTTGAATGATACATAAATGGTGCCTGCGG Hs.414362 9225 0.0447 -0.662925 0.36457472 0.023574441
CYB5R2 AK022556_bp1238_R AGCTAAAAAGCAGGCACCATTTATGTATCATCTCTTGAATGATACATAAATGGTGCCTGCGG Hs.414362 14601 -0.0688 0.2039296 0.800984935 -0.55815 0.41380907 0.051825646
CYB5R2 AK022556_bp1718_R AGCTAAAAAGCTGGAAGCTTTGCAGAGAAATCTCTTGAATTTCTCTGCAAAGCTTCCAGCGG Hs.414362 3851 0.3353375 0.74488408 0.336635801 -0.466275 0.12903375 0.04532987
CYB5R2 AK022556_bp1718_R AGCTAAAAAGCTGGAAGCTTTGCAGAGAAATCTCTTGAATTTCTCTGCAAAGCTTCCAGCGG Hs.414362 9227 0.1356375 0.58671557 0.6255827 -0.48015 0.1073296 0.039647226
CYB5R2 AK022556_bp1718_R AGCTAAAAAGCTGGAAGCTTTGCAGAGAAATCTCTTGAATTTCTCTGCAAAGCTTCCAGCGG Hs.414362 14603 0.4303625 0.80399339 0.257159075 -0.36475 0.11416171 0.094812675
CYB5R2 AK022556_bp1917_R AGCTAAAAAGGGCACTATTTACCTTTATAATCTCTTGAATTATAAAGGTAAATAGTGCCCGG Hs.414362 3847 -0.5859375 0.27778589 0.017468362 -0.3599 0.14532293 0.102253943
CYB5R2 AK022556_bp1917_R AGCTAAAAAGGGCACTATTTACCTTTATAATCTCTTGAATTATAAAGGTAAATAGTGCCCGG Hs.414362 9223 -0.5963125 0.29885538 0.018377615 -0.41425 0.21339376 0.077263424
CYB5R2 AK022556_bp1917_R AGCTAAAAAGGGCACTATTTACCTTTATAATCTCTTGAATTATAAAGGTAAATAGTGCCCGG Hs.414362 14599 -0.3734625 0.52650335 0.182025173 -0.251425 0.23267434 0.250095177
CYLD NM_015247_bp2946_R AGCTAAAAAGCTGCATCCCTTGCCAGAATATCTCTTGAATATTCTGGCAAGGGATGCAGCGG Hs.578973 1434
CYLD NM_015247_bp2946_R AGCTAAAAAGCTGCATCCCTTGCCAGAATATCTCTTGAATATTCTGGCAAGGGATGCAGCGG Hs.578973 6810
CYLD NM_015247_bp2946_R AGCTAAAAAGCTGCATCCCTTGCCAGAATATCTCTTGAATATTCTGGCAAGGGATGCAGCGG Hs.578973 12186
CYLD NM_015247_bp3201_R AGCTAAAAAGACTGCTTTGTGATGCATATATCTCTTGAATATATGCATCACAAAGCAGTCGG Hs.578973 2445
CYLD NM_015247_bp3201_R AGCTAAAAAGACTGCTTTGTGATGCATATATCTCTTGAATATATGCATCACAAAGCAGTCGG Hs.578973 7821
CYLD NM_015247_bp3201_R AGCTAAAAAGACTGCTTTGTGATGCATATATCTCTTGAATATATGCATCACAAAGCAGTCGG Hs.578973 13197
CYLN2 NM_003388_bp1788_R AGCTAAAAAGCTCCGAGAATTAGCGGACAATCTCTTGAATTGTCCGCTAATTCTCGGAGCGG Hs.255664 3149 -0.962025 0.16044317 0.00110165 -0.5832 0.4077284 0.043818524
CYLN2 NM_003388_bp1788_R AGCTAAAAAGCTCCGAGAATTAGCGGACAATCTCTTGAATTGTCCGCTAATTCTCGGAGCGG Hs.255664 8525 -0.94845 0.14583156 0.001089995 -0.603675 0.6842684 0.09034032
CYLN2 NM_003388_bp1788_R AGCTAAAAAGCTCCGAGAATTAGCGGACAATCTCTTGAATTGTCCGCTAATTCTCGGAGCGG Hs.255664 13901 -1.09395 0.21671441 0.000848162 -0.4295 0.64418287 0.187169234
CYLN2 NM_003388_bp2353_R AGCTAAAAAGCCATGCACGTGAAGGAGAAGTCTCTTGAACTTCTCCTTCACGTGCATGGCGG Hs.255664 3151 -0.65125 0.24915838 0.009875044 0.1686 0.15779945 0.405018807
CYLN2 NM_003388_bp2353_R AGCTAAAAAGCCATGCACGTGAAGGAGAAGTCTCTTGAACTTCTCCTTCACGTGCATGGCGG Hs.255664 8527 -0.964125 0.32553213 0.00305433 -0.2294 0.33498329 0.32670486
CYLN2 NM_003388_bp2353_R AGCTAAAAAGCCATGCACGTGAAGGAGAAGTCTCTTGAACTTCTCCTTCACGTGCATGGCGG Hs.255664 13903 -0.938625 0.31386353 0.003181956 -0.2163 0.31384734 0.34463958
CYLN2 NM_003388_bp2665_R AGCTAAAAAGTCGAGAGTTTGCGGGAGAAGTCTCTTGAACTTCTCCCGCAAACTCTCGACGG Hs.255664 3153 -0.51145 0.16364434 0.016260954 0.164125 0.53975385 0.552914111
CYLN2 NM_003388_bp2665_R AGCTAAAAAGTCGAGAGTTTGCGGGAGAAGTCTCTTGAACTTCTCCCGCAAACTCTCGACGG Hs.255664 8529 -0.24045 0.68477788 0.451521746 0.277675 0.9370071 0.486513
CYLN2 NM_003388_bp2665_R AGCTAAAAAGTCGAGAGTTTGCGGGAGAAGTCTCTTGAACTTCTCCCGCAAACTCTCGACGG Hs.255664 13905 -0.091125 0.44179463 0.688255159 0.24755 0.3304649 0.291256718
D4S234E BC034227_bp2482_R AGCTAAAAAGGCCCTCTGGTTCACTTCTATTCTCTTGAAATAGAAGTGAACCAGAGGGCCGG Hs.518595 4573 -0.47775 0.76262793 0.197833007 0.66835 0.77986136 0.115750302 0.624166667 0.94958393 0.18934593
D4S234E BC034227_bp2482_R AGCTAAAAAGGCCCTCTGGTTCACTTCTATTCTCTTGAAATAGAAGTGAACCAGAGGGCCGG Hs.518595 9949 -0.44845 0.70898632 0.198914545 0.2984 0.43101857 0.312003316 0.7573 0.86396266 0.106504202
D4S234E BC034227_bp2482_R AGCTAAAAAGGCCCTCTGGTTCACTTCTATTCTCTTGAAATAGAAGTGAACCAGAGGGCCGG Hs.518595 15325 -0.213175 0.64649564 0.48285905 1.9495 0.376366667 1.05339253 0.434636077
D4S234E BC034227_bp2958_R AGCTAAAAAGCCACTCTTGTTTCCTGAAATTCTCTTGAAATTTCAGGAAACAAGAGTGGCGG Hs.518595 4575 -0.777275 0.632011 0.03736508 0.277775 0.57768347 0.353877237 -0.04373333 0.52729216 0.888583433
D4S234E BC034227_bp2958_R AGCTAAAAAGCCACTCTTGTTTCCTGAAATTCTCTTGAAATTTCAGGAAACAAGAGTGGCGG Hs.518595 9951 -0.512125 0.58852804 0.107585991 0.320625 0.50731768 0.251951203 0.2051 0.44684658 0.494966377
D4S234E BC034227_bp2958_R AGCTAAAAAGCCACTCTTGTTTCCTGAAATTCTCTTGAAATTTCAGGAAACAAGAGTGGCGG Hs.518595 15327 -0.12285 1.03058767 0.781098995 0.48095 0.58041464 0.141310817 0.0612 0.75936603 0.870422936
D4S234E BC034227_bp3190_R AGCTAAAAAGAGCCTGTATTTCCAGGTAGATCTCTTGAATCTACCTGGAAATACAGGCTCGG Hs.518595 4577 1.339675 0.96583916 0.019373881 2.17905 0.98237286 0.004802876 2.344866667 0.09247034 0.000140562
D4S234E BC034227_bp3190_R AGCTAAAAAGAGCCTGTATTTCCAGGTAGATCTCTTGAATCTACCTGGAAATACAGGCTCGG Hs.518595 9953 1.136525 1.01427703 0.040076292 2.1216 0.81693396 0.00277129 2.0905 0.26372446 0.000344715
D4S234E BC034227_bp3190_R AGCTAAAAAGAGCCTGTATTTCCAGGTAGATCTCTTGAATCTACCTGGAAATACAGGCTCGG Hs.518595 15329 1.2625 0.89555576 0.018839242 1.50525 0.45063915 0.02650722 2.095033333 0.29175086 0.00036919
DAAM1 NM_014992_bp1908_R AGCTAAAAAGGCCTAGCACTGAAGAAGAAATCTCTTGAATTTCTTCTTCAGTGCTAGGCCGG Hs.19156 3292 0.106025 0.35490161 0.598139144 -0.0011875 0.35160134 0.995834846 -0.163175 0.428933 0.502088811 0.338775 0.31873352 0.123506547
DAAM1 NM_014992_bp1908_R AGCTAAAAAGGCCTAGCACTGAAGAAGAAATCTCTTGAATTTCTTCTTCAGTGCTAGGCCGG Hs.19156 8668 0.747875 0.53978631 0.028444626 -0.1745375 0.32866852 0.445296859 -0.04895 0.33617593 0.789859693 0.3883 0.36516795 0.123397105
DAAM1 NM_014992_bp1908_R AGCTAAAAAGGCCTAGCACTGAAGAAGAAATCTCTTGAATTTCTTCTTCAGTGCTAGGCCGG Hs.19156 14044 0.476525 0.22952956 0.028698374 0.1921625 0.5745909 0.50359748 -0.1087 0.39921948 0.623924216 0.3501 0.40378467 0.181315327
DAAM1 NM_014992_bp2484_R AGCTAAAAAGTGGCAGAAGTGAAACCTAAATCTCTTGAATTTAGGTTTCACTTCTGCCACGG Hs.19156 3294 -0.47775 0.29430793 0.039078278 0.3600625 0.89670184 0.358516518 0.3384 0.33748465 0.138595813 -0.293675 0.27503898 0.122370808
DAAM1 NM_014992_bp2484_R AGCTAAAAAGTGGCAGAAGTGAAACCTAAATCTCTTGAATTTAGGTTTCACTTCTGCCACGG Hs.19156 8670 0.08715 0.26474882 0.619779001 0.4019625 0.31829901 0.106011992 0.255775 0.35423416 0.244438487 -0.3433 0.20206473 0.042526265
DAAM1 NM_014992_bp2484_R AGCTAAAAAGTGGCAGAAGTGAAACCTAAATCTCTTGAATTTAGGTTTCACTTCTGCCACGG Hs.19156 14046 -0.19 0.3186541 0.335986625 0.3012875 0.59163731 0.314513175 0.31495 0.31247115 0.137203032 -0.277025 0.33307565 0.194812826
DAAM1 NM_014992_bp886_R AGCTAAAAAGGACCCGCTTTCAGACATTAATCTCTTGAATTAATGTCTGAAAGCGGGTCCGG Hs.19156 8666 -0.183575 0.48062181 0.454227318 -0.6216875 0.30377049 0.02452548 -0.060475 0.32226983 0.732396509 -0.574325 0.74993409 0.22311851
DAAM1 NM_014992_bp886_R AGCTAAAAAGGACCCGCTTTCAGACATTAATCTCTTGAATTAATGTCTGAAAGCGGGTCCGG Hs.19156 14042 -0.0866 0.55332561 0.743110218 -0.3956625 0.27418166 0.100126108 0.06355 0.29263668 0.693393351 -0.56685 0.72277191 0.214759944
DAAM1 NM_014992_bp886_R AGCTAAAAAGGACCCGCTTTCAGACATTAATCTCTTGAATTAATGTCTGAAAGCGGGTCCGG Hs.19156 3290 -0.50105 0.37529095 0.049425626 -0.39875 0.16882301 0.150324654 -0.06435 0.38120016 0.757894417 -0.5383 0.65002225 0.196248023
DAPK1 NM_004938_bp1428_R AGCTAAAAAGGGCTCATTATCCAACTATGATCTCTTGAATCATAGTTGGATAATGAGCCCGG Hs.380277 356 0.02075 1.05730739 0.963273324 2.1981 0.62989072 0.016013069
DAPK1 NM_004938_bp1428_R AGCTAAAAAGGGCTCATTATCCAACTATGATCTCTTGAATCATAGTTGGATAATGAGCCCGG Hs.380277 5732 -0.322 0.7811662 0.371975569 1.8735 0.1059246 0.008941616
DAPK1 NM_004938_bp1428_R AGCTAAAAAGGGCTCATTATCCAACTATGATCTCTTGAATCATAGTTGGATAATGAGCCCGG Hs.380277 11108 -0.47965 0.76057919 0.19549196 1.121 0.68469151 0.0376215
DAPK1 NM_004938_bp454_R AGCTAAAAAGCCGCCAAATTCATCAAGAAATCTCTTGAATTTCTTGATGAATTTGGCGGCGG Hs.380277 357 -0.624366667 1.15649267 0.279509369 -1.0098 3.56798423 0.559041071
DAPK1 NM_004938_bp454_R AGCTAAAAAGCCGCCAAATTCATCAAGAAATCTCTTGAATTTCTTGATGAATTTGGCGGCGG Hs.380277 5733 -0.224725 1.31008883 0.685166368 -1.0586 4.39249916 0.61556591
DAPK1 NM_004938_bp454_R AGCTAAAAAGCCGCCAAATTCATCAAGAAATCTCTTGAATTTCTTGATGAATTTGGCGGCGG Hs.380277 11109 -0.1463 1.16844209 0.76809354 -0.976033333 3.08776295 0.517512064
DAPK1 NM_004938_bp573_R AGCTAAAAAGCACGAGGTCTATGAGAACAATCTCTTGAATTGTTCTCATAGACCTCGTGCGG Hs.380277 1569 -1.967725 3.83297837 0.300570742
DAPK1 NM_004938_bp573_R AGCTAAAAAGCACGAGGTCTATGAGAACAATCTCTTGAATTGTTCTCATAGACCTCGTGCGG Hs.380277 6945 -4.37965
DAPK1 NM_004938_bp573_R AGCTAAAAAGCACGAGGTCTATGAGAACAATCTCTTGAATTGTTCTCATAGACCTCGTGCGG Hs.380277 12321
DAPK2 NM_014326_bp406_R AGCTAAAAAGGCCACCAGCTTCATTAAGCATCTCTTGAATGCTTAATGAAGCTGGTGGCCGG Hs.237886 6986 -1.542625 2.78759171 0.274954362 -0.4983 5.23477676 0.839934007
DAPK2 NM_014326_bp406_R AGCTAAAAAGGCCACCAGCTTCATTAAGCATCTCTTGAATGCTTAATGAAGCTGGTGGCCGG Hs.237886 12362 -1.845525 2.65592843 0.193547622 -1.119 5.9874937 0.694183678
DAPK2 NM_014326_bp406_R AGCTAAAAAGGCCACCAGCTTCATTAAGCATCTCTTGAATGCTTAATGAAGCTGGTGGCCGG Hs.237886 1610 -0.6192
DAPK2 NM_014326_bp554_R AGCTAAAAAGCTCACGAAATAGAAGATGGATCTCTTGAATCCATCTTCTATTTCGTGAGCGG Hs.237886 453 0.049875 1.1464978 0.91818355 0.2488 0.98952523 0.662771587
DAPK2 NM_014326_bp554_R AGCTAAAAAGCTCACGAAATAGAAGATGGATCTCTTGAATCCATCTTCTATTTCGTGAGCGG Hs.237886 5829 0.0728 1.39416309 0.900631075 -1.720833333 3.18827256 0.295822222
DAPK2 NM_014326_bp554_R AGCTAAAAAGCTCACGAAATAGAAGATGGATCTCTTGAATCCATCTTCTATTTCGTGAGCGG Hs.237886 11205 -0.132875 1.19209805 0.792442229 -1.862866667 3.06654628 0.249035165
DAPK2 NM_014326_bp973_R AGCTAAAAAGTGGAAGCTTTCCTTCAGCATTCTCTTGAAATGCTGAAGGAAAGCTTCCACGG Hs.237886 454 0.31145 1.93603242 0.698761492 -0.4819 2.05499156 0.629262061
DAPK2 NM_014326_bp973_R AGCTAAAAAGTGGAAGCTTTCCTTCAGCATTCTCTTGAAATGCTGAAGGAAAGCTTCCACGG Hs.237886 5830 0.53675 1.92433314 0.508952056 -0.958833333 3.32613455 0.552486798
DAPK2 NM_014326_bp973_R AGCTAAAAAGTGGAAGCTTTCCTTCAGCATTCTCTTGAAATGCTGAAGGAAAGCTTCCACGG Hs.237886 11206 0.3985 2.3395322 0.680919043 -0.780833333 3.01783368 0.592443854
DAPK3 NM_001348_bp899_R AGCTAAAAAGCCTGGAACATTCCTGGATTATCTCTTGAATAATCCAGGAATGTTCCAGGCGG Hs.233308 1597 -0.25285 0.80365623 0.486263123 -0.3394125 0.28012011 0.112543396
DAPK3 NM_001348_bp899_R AGCTAAAAAGCCTGGAACATTCCTGGATTATCTCTTGAATAATCCAGGAATGTTCCAGGCGG Hs.233308 6973 -0.110125 0.81364914 0.759199663 -0.3071125 0.32075242 0.162227435
DAPK3 NM_001348_bp899_R AGCTAAAAAGCCTGGAACATTCCTGGATTATCTCTTGAATAATCCAGGAATGTTCCAGGCGG Hs.233308 12349 -0.2698 0.80031029 0.45757743 -0.3121625 0.30866688 0.150605013
DBN1 NM_080881_bp1412_R AGCTAAAAAGAGACCCACATGAAGAAGTCATCTCTTGAATGACTTCTTCATGTGGGTCTCGG Hs.130316 3795 -0.29285 0.26286654 0.13495098 -0.0806875 0.33377164 0.720038714
DBN1 NM_080881_bp1412_R AGCTAAAAAGAGACCCACATGAAGAAGTCATCTCTTGAATGACTTCTTCATGTGGGTCTCGG Hs.130316 9171 -0.265275 0.26068603 0.166442992 -0.1825875 0.22517869 0.388665846
DBN1 NM_080881_bp1412_R AGCTAAAAAGAGACCCACATGAAGAAGTCATCTCTTGAATGACTTCTTCATGTGGGTCTCGG Hs.130316 14547 -0.22345 0.17615318 0.186696856 -0.1057375 0.33079482 0.639052697
DBN1 NM_080881_bp2198_R AGCTAAAAAGCCACCCTTCTCAACTTTGATTCTCTTGAAATCAAAGTTGAGAAGGGTGGCGG Hs.130316 3793 -0.254375 0.61771863 0.391882614 0.2709125 0.75853729 0.431174467
DBN1 NM_080881_bp2198_R AGCTAAAAAGCCACCCTTCTCAACTTTGATTCTCTTGAAATCAAAGTTGAGAAGGGTGGCGG Hs.130316 9169 -0.61075 0.76463042 0.116795795 0.2988625 0.22103248 0.177720949
DBN1 NM_080881_bp2198_R AGCTAAAAAGCCACCCTTCTCAACTTTGATTCTCTTGAAATCAAAGTTGAGAAGGGTGGCGG Hs.130316 14545 -0.373175 0.38534144 0.116966642 0.1125625 0.58543782 0.694496907
DBN1 NM_080881_bp2399_R AGCTAAAAAGAGGGGTACTTCAGTCAATCATCTCTTGAATGATTGACTGAAGTACCCCTCGG Hs.130316 3767 0.76605 0.63112544 0.039063541 0.3524625 1.13554855 0.450593897
DBN1 NM_080881_bp2399_R AGCTAAAAAGAGGGGTACTTCAGTCAATCATCTCTTGAATGATTGACTGAAGTACCCCTCGG Hs.130316 9143 0.80045 0.3753478 0.009134284 -0.0421125 0.48080587 0.870060105
DBN1 NM_080881_bp2399_R AGCTAAAAAGAGGGGTACTTCAGTCAATCATCTCTTGAATGATTGACTGAAGTACCCCTCGG Hs.130316 14519 0.68485 0.22629724 0.007063185 0.0958625 0.52790391 0.723231472
DBP NM_020126_bp1269_R AGCTAAAAAGCTCAACTGCTCACTGTTGCTTCTCTTGAAAGCAACAGTGAGCAGTTGAGCGG Hs.528006 2924 -1.137875 0.3364585 0.001572092 0.361075 0.33788527 0.144404965
DBP NM_020126_bp1269_R AGCTAAAAAGCTCAACTGCTCACTGTTGCTTCTCTTGAAAGCAACAGTGAGCAGTTGAGCGG Hs.528006 8300 -1.317125 0.19312275 0.000306176 0.42525 0.47509341 0.133183473
DBP NM_020126_bp1269_R AGCTAAAAAGCTCAACTGCTCACTGTTGCTTCTCTTGAAAGCAACAGTGAGCAGTTGAGCGG Hs.528006 13676 -1.521825 0.44700563 0.000875908 0.248425 0.430228 0.330693722
DBP NM_020126_bp1972_R AGCTAAAAAGGGGACTTTGTGCTCATGTTGTCTCTTGAACAACATGAGCACAAAGTCCCCGG Hs.528006 2922 0.30675 0.41222066 0.195118471 0.0547 0.62404746 0.853318444
DBP NM_020126_bp1972_R AGCTAAAAAGGGGACTTTGTGCTCATGTTGTCTCTTGAACAACATGAGCACAAAGTCCCCGG Hs.528006 8298 0.328575 0.42630796 0.177436906 -0.018775 0.48178398 0.941862535
DBP NM_020126_bp1972_R AGCTAAAAAGGGGACTTTGTGCTCATGTTGTCTCTTGAACAACATGAGCACAAAGTCCCCGG Hs.528006 13674 0.354525 0.39016221 0.134296872 0.009425 0.49439248 0.971146518
DCAMKL1 NM_004734_bp1348_R AGCTAAAAAGCTTCCAGATTCCAGCTACAATCTCTTGAATTGTAGCTGGAATCTGGAAGCGG Hs.507755 328 -0.84655 0.69495281 0.036175029 0.8783
DCAMKL1 NM_004734_bp1348_R AGCTAAAAAGCTTCCAGATTCCAGCTACAATCTCTTGAATTGTAGCTGGAATCTGGAAGCGG Hs.507755 5704 -0.844525 0.55823048 0.020094811 0.0758 1.19159484 0.897379971
DCAMKL1 NM_004734_bp1348_R AGCTAAAAAGCTTCCAGATTCCAGCTACAATCTCTTGAATTGTAGCTGGAATCTGGAAGCGG Hs.507755 11080 -1.06655 0.39562779 0.003099771 0.5087 1.71826948 0.581234277
DCAMKL1 NM_004734_bp1929_R AGCTAAAAAGCAGGTGTAATCACTTATATCTCTCTTGAAGATATAAGTGATTACACCTGCGG Hs.507755 329 -0.729066667 0.52893491 0.05530089 -0.151333333 1.3571283 0.819686262
DCAMKL1 NM_004734_bp1929_R AGCTAAAAAGCAGGTGTAATCACTTATATCTCTCTTGAAGATATAAGTGATTACACCTGCGG Hs.507755 5705 -0.4187 0.59951361 0.175372405 -0.3688 1.41133633 0.598847855
DCAMKL1 NM_004734_bp1929_R AGCTAAAAAGCAGGTGTAATCACTTATATCTCTCTTGAAGATATAAGTGATTACACCTGCGG Hs.507755 11081 -0.691175 0.21288234 0.006300852 -0.422933333 1.31157483 0.52299222
DCAMKL1 NM_004734_bp2273_R AGCTAAAAAGGACCACGGGTTTACCATCAATCTCTTGAATTGATGGTAAACCCGTGGTCCGG Hs.507755 330 1.1273 1.08410689 0.049908823 0.1096
DCAMKL1 NM_004734_bp2273_R AGCTAAAAAGGACCACGGGTTTACCATCAATCTCTTGAATTGATGGTAAACCCGTGGTCCGG Hs.507755 5706 3.2941 3.29146822 0.049589648 0.045166667 1.95989494 0.961515735
DCAMKL1 NM_004734_bp2273_R AGCTAAAAAGGACCACGGGTTTACCATCAATCTCTTGAATTGATGGTAAACCCGTGGTCCGG Hs.507755 11082 3.6536 4.01360842 0.065723171 0.059 1.92759666 0.948941439
DCAMKL2 NM_152619_bp1027_R AGCTAAAAAGCCAACTTTCTACTCCTAAATTCTCTTGAAATTTAGGAGTAGAAAGTTGGCGG Hs.437045 6093 -0.539 0.36243131 0.036697505 -0.44965 0.4452915 0.10612018
DCAMKL2 NM_152619_bp1027_R AGCTAAAAAGCCAACTTTCTACTCCTAAATTCTCTTGAAATTTAGGAGTAGAAAGTTGGCGG Hs.437045 11469 0.137775 0.8305882 0.707057912 -0.21805 0.9019147 0.681292843
DCAMKL2 NM_152619_bp1305_R AGCTAAAAAGCCCTAAAGATTATAGACAAATCTCTTGAATTTGTCTATAATCTTTAGGGCGG Hs.437045 11470
DCAMKL2 NM_152619_bp1305_R AGCTAAAAAGCCCTAAAGATTATAGACAAATCTCTTGAATTTGTCTATAATCTTTAGGGCGG Hs.437045 718
DCAMKL2 NM_152619_bp1305_R AGCTAAAAAGCCCTAAAGATTATAGACAAATCTCTTGAATTTGTCTATAATCTTTAGGGCGG Hs.437045 6094
DCAMKL2 NM_152619_bp681_R AGCTAAAAAGTGCGGATCCTTCTGAATAAATCTCTTGAATTTATTCAGAAGGATCCGCACGG Hs.437045 719 -0.0138 -0.33085 0.63592807 0.31095802
DCAMKL2 NM_152619_bp681_R AGCTAAAAAGTGCGGATCCTTCTGAATAAATCTCTTGAATTTATTCAGAAGGATCCGCACGG Hs.437045 6095 0.2826 -0.293775 0.57701742 0.329222542
DCAMKL2 NM_152619_bp681_R AGCTAAAAAGTGCGGATCCTTCTGAATAAATCTCTTGAATTTATTCAGAAGGATCCGCACGG Hs.437045 11471 0.0946 -0.221475 0.60771103 0.46813444
DCAMKL3 XM_047355_bp2062_R AGCTAAAAAGCCCTCATGATCATGGACTTATCTCTTGAATAAGTCCATGATCATGAGGGCGG Hs.388304 843 -1.313 0.192566667 0.33494657 0.443868105
DCAMKL3 XM_047355_bp2062_R AGCTAAAAAGCCCTCATGATCATGGACTTATCTCTTGAATAAGTCCATGATCATGAGGGCGG Hs.388304 6219 -0.9773 0.6199
DCAMKL3 XM_047355_bp2062_R AGCTAAAAAGCCCTCATGATCATGGACTTATCTCTTGAATAAGTCCATGATCATGAGGGCGG Hs.388304 11595 -0.9025 0.073433333 0.55329652 0.817202688
DCAMKL3 XM_047355_bp2314_R AGCTAAAAAGCTGGCGTGATCCTCTATATCTCTCTTGAAGATATAGAGGATCACGCCAGCGG Hs.388304 11596 -0.1398 0.71827907 0.734438897 0.563 0.23833046 0.054965508
DCAMKL3 XM_047355_bp2314_R AGCTAAAAAGCTGGCGTGATCCTCTATATCTCTCTTGAAGATATAGAGGATCACGCCAGCGG Hs.388304 844 -0.7553 0.14685 0.39322208 0.665711894
DCAMKL3 XM_047355_bp2314_R AGCTAAAAAGCTGGCGTGATCCTCTATATCTCTCTTGAAGATATAGAGGATCACGCCAGCGG Hs.388304 6220 -0.7359 0.25905 0.30299526 0.435171464
DCAMKL3 XM_047355_bp2379_R AGCTAAAAAGGACGAGCTCTTTAACATCATTCTCTTGAAATGATGTTAAAGAGCTCGTCCGG Hs.388304 845 -0.788066667 0.69537556 0.074374711 -0.195266667 0.60860186 0.573244168
DCAMKL3 XM_047355_bp2379_R AGCTAAAAAGGACGAGCTCTTTAACATCATTCTCTTGAAATGATGTTAAAGAGCTCGTCCGG Hs.388304 6221 -0.899133333 0.29877156 0.012026215 0.0187 0.65675941 0.958249955
DCAMKL3 XM_047355_bp2379_R AGCTAAAAAGGACGAGCTCTTTAACATCATTCTCTTGAAATGATGTTAAAGAGCTCGTCCGG Hs.388304 11597 -0.887533333 0.35555107 0.01579178 -0.788566667 0.50315058 0.054543598
DCC NM_005215_bp1820_R AGCTAAAAAGCGTCTCTACTGATGATATAATCTCTTGAATTATATCATCAGTAGAGACGCGG Hs.579550 2459 -0.1120625 0.55064351 0.574628511 0.79815 1.07559107 0.104341142
DCC NM_005215_bp1820_R AGCTAAAAAGCGTCTCTACTGATGATATAATCTCTTGAATTATATCATCAGTAGAGACGCGG Hs.579550 7835 -0.1466625 0.42610464 0.419632994 0.842325 1.04141861 0.083686821
DCC NM_005215_bp1820_R AGCTAAAAAGCGTCTCTACTGATGATATAATCTCTTGAATTATATCATCAGTAGAGACGCGG Hs.579550 13211 -0.1302875 0.49679681 0.501374529 0.845325 1.04680367 0.08380237
DCC NM_005215_bp2331_R AGCTAAAAAGCAGCGATATTATTCCATTGATCTCTTGAATCAATGGAATAATATCGCTGCGG Hs.579550 2461 -1.2979375 0.09051228 0.000171411 -0.2607 0.22241452 0.240554157
DCC NM_005215_bp2331_R AGCTAAAAAGCAGCGATATTATTCCATTGATCTCTTGAATCAATGGAATAATATCGCTGCGG Hs.579550 7837 -1.3838625 0.33920417 0.000586691 -0.1496 0.1936193 0.479593073
DCC NM_005215_bp2331_R AGCTAAAAAGCAGCGATATTATTCCATTGATCTCTTGAATCAATGGAATAATATCGCTGCGG Hs.579550 13213 -1.2300875 0.13281811 0.000265223 -0.23125 0.18739873 0.281983717
DCC NM_005215_bp3188_R AGCTAAAAAGGCCAGTTGATACTAATTTGATCTCTTGAATCAAATTAGTATCAACTGGCCGG Hs.579550 1190 -0.2706625 0.42621751 0.202294555 -0.977475 0.4043431 0.005362097
DCC NM_005215_bp3188_R AGCTAAAAAGGCCAGTTGATACTAATTTGATCTCTTGAATCAAATTAGTATCAACTGGCCGG Hs.579550 6566 -0.3334375 0.43772438 0.14284962 -0.9873 0.35735322 0.004139329
DCC NM_005215_bp3188_R AGCTAAAAAGGCCAGTTGATACTAATTTGATCTCTTGAATCAAATTAGTATCAACTGGCCGG Hs.579550 11942 -0.3040625 0.40488073 0.154246545 -0.9668 0.3888517 0.005273513
DDA3 AF447874_bp1142_R AGCTAAAAAGACCAAGCACTGCAGGACACATCTCTTGAATGTGTCCTGCAGTGCTTGGTCGG Hs.405925 4670 1.0591375 0.53830592 0.00750204 -0.3286375 0.82872408 0.410163426 0.22585 0.56458988 0.482174106 0.431975 0.5181205 0.194012358
DDA3 AF447874_bp1142_R AGCTAAAAAGACCAAGCACTGCAGGACACATCTCTTGAATGTGTCCTGCAGTGCTTGGTCGG Hs.405925 10046 0.9775375 0.61819206 0.015512371 -0.3029625 0.83546917 0.448012512 0.195575 0.61767272 0.571540728 0.45735 0.45125436 0.135733931
DDA3 AF447874_bp1142_R AGCTAAAAAGACCAAGCACTGCAGGACACATCTCTTGAATGTGTCCTGCAGTGCTTGGTCGG Hs.405925 15422 0.7881375 0.46237357 0.015929084 -0.130133333 1.15484519 0.820326678 0.19295 0.69551808 0.617689756 0.4349 0.43284793 0.138052661
DDA3 AF447874_bp1177_R AGCTAAAAAGGACACAAGGTTCCTGTTTCCTCTCTTGAAGGAAACAGGAACCTTGTGTCCGG Hs.405925 4668 -0.7638375 0.2764294 0.006051177 0.4947125 0.31398797 0.046738707 1.268825 0.64668115 0.029444816 0.55345 0.15975543 0.006164069
DDA3 AF447874_bp1177_R AGCTAAAAAGGACACAAGGTTCCTGTTTCCTCTCTTGAAGGAAACAGGAACCTTGTGTCCGG Hs.405925 10044 -0.8114375 0.2455611 0.003873532 0.3028625 0.40147861 0.212581855 1.344325 0.55645515 0.016901958 0.565275 0.15610128 0.005429862
DDA3 AF447874_bp1177_R AGCTAAAAAGGACACAAGGTTCCTGTTTCCTCTCTTGAAGGAAACAGGAACCTTGTGTCCGG Hs.405925 15420 -0.7338625 0.24797336 0.006019564 0.3027625 0.42763959 0.22814402 1.382575 0.67988357 0.026812818 0.665925 0.32512355 0.026310476
DDA3 AF447874_bp995_R AGCTAAAAAGAGCAGCTGCTAAATCTTCCATCTCTTGAATGGAAGATTTAGCAGCTGCTCGG Hs.405925 10042 -0.6491125 0.58126642 0.05412628 0.0322375 0.3241658 0.869136513 0.55865 0.45074369 0.089365451 0.509325 1.3480067 0.50476522
DDA3 AF447874_bp995_R AGCTAAAAAGAGCAGCTGCTAAATCTTCCATCTCTTGAATGGAAGATTTAGCAGCTGCTCGG Hs.405925 15418 -0.5825125 0.50078647 0.054233557 0.0269625 0.35208961 0.895036038 0.5829 0.42300547 0.070387982 0.5407 1.3238301 0.47383658
DDA3 AF447874_bp995_R AGCTAAAAAGAGCAGCTGCTAAATCTTCCATCTCTTGAATGGAAGATTTAGCAGCTGCTCGG Hs.405925 4666 -0.228083333 0.2398055 0.303360814 0.2342625 0.4247686 0.333176052 0.66575 0.45051935 0.059760745 0.63585 1.31289842 0.404182262



DDAH2 BM460795_bp1324_R AGCTAAAAAGCACCAACCTTACTCCATCACTCTCTTGAAGTGATGGAGTAAGGTTGGTGCGG Hs.247362 4441 -0.067375 1.04861278 0.880393433 0.013 0.73014728 0.969795064 1.1941 2.22090836 0.211259774
DDAH2 BM460795_bp1324_R AGCTAAAAAGCACCAACCTTACTCCATCACTCTCTTGAAGTGATGGAGTAAGGTTGGTGCGG Hs.247362 9817 0.16025 0.99224077 0.708538263 -0.58785 0.48883692 0.061808542 1.188633333 2.40379271 0.242501542
DDAH2 BM460795_bp1324_R AGCTAAAAAGCACCAACCTTACTCCATCACTCTCTTGAAGTGATGGAGTAAGGTTGGTGCGG Hs.247362 15193 -0.174525 1.05886556 0.701170387 -0.302025 0.64682585 0.356260041 1.279166667 2.31808046 0.200094733
DDAH2 BM460795_bp522_R AGCTAAAAAGCGTCCAGCGTAACCTATATATCTCTTGAATATATAGGTTACGCTGGACGCGG Hs.247362 4413 -0.9529 0.355694 0.003907273 1.235975 0.68122947 0.012423197 1.1034 1.13912107 0.065201534
DDAH2 BM460795_bp522_R AGCTAAAAAGCGTCCAGCGTAACCTATATATCTCTTGAATATATAGGTTACGCTGGACGCGG Hs.247362 9789 -1.248025 0.25434691 0.000587684 1.09635 0.78788976 0.028960576 0.8194 0.86832298 0.087424226
DDAH2 BM460795_bp522_R AGCTAAAAAGCGTCCAGCGTAACCTATATATCTCTTGAATATATAGGTTACGCTGGACGCGG Hs.247362 15165 -1.057975 0.35571356 0.002475615 0.867225 0.55704262 0.024724669 0.820033333 0.64535559 0.052664514
DDAH2 BM460795_bp672_R AGCTAAAAAGCGTACAACTTACCCCGTATATCTCTTGAATATACGGGGTAAGTTGTACGCGG Hs.247362 4415 4.422266667 4.67246612 0.081406026 0.505525 1.5934081 0.484005033 5.4431
DDAH2 BM460795_bp672_R AGCTAAAAAGCGTACAACTTACCCCGTATATCTCTTGAATATACGGGGTAAGTTGTACGCGG Hs.247362 9791 3.426433333 3.24906406 0.061868145 0.19445 1.6080613 0.784287676 6.9311
DDAH2 BM460795_bp672_R AGCTAAAAAGCGTACAACTTACCCCGTATATCTCTTGAATATACGGGGTAAGTTGTACGCGG Hs.247362 15167 2.260675 1.71435219 0.020294423 0.387175 1.41437797 0.544902771 4.6979
DDHD1 NM_030637_bp1045_R AGCTAAAAAGCGTGGACAGTGGTTTATTGATCTCTTGAATCAATAAACCACTGTCCACGCGG Hs.513260 3665 -1.532725 0.44304109 0.000825445 0.3559625 0.63056655 0.258061061
DDHD1 NM_030637_bp1045_R AGCTAAAAAGCGTGGACAGTGGTTTATTGATCTCTTGAATCAATAAACCACTGTCCACGCGG Hs.513260 9041 -1.434675 0.42686804 0.001005401 -0.5411375 0.73523801 0.135573343
DDHD1 NM_030637_bp1045_R AGCTAAAAAGCGTGGACAGTGGTTTATTGATCTCTTGAATCAATAAACCACTGTCCACGCGG Hs.513260 14417 -1.305925 0.21882369 0.000375155 -0.1822875 0.5083741 0.498823398
DDHD1 NM_030637_bp1766_R AGCTAAAAAGGGGGTAAAGTCTCAATAGTATCTCTTGAATACTATTGAGACTTTACCCCCGG Hs.513260 3661 1.247525 0.46064959 0.002354814 1.8217375 0.72188254 0.001034715
DDHD1 NM_030637_bp1766_R AGCTAAAAAGGGGGTAAAGTCTCAATAGTATCTCTTGAATACTATTGAGACTTTACCCCCGG Hs.513260 9037 1.196025 0.39839574 0.001901182 1.0692625 0.25408807 0.001714747
DDHD1 NM_030637_bp1766_R AGCTAAAAAGGGGGTAAAGTCTCAATAGTATCTCTTGAATACTATTGAGACTTTACCCCCGG Hs.513260 14413 1.252825 0.45591598 0.002242832 1.2653875 0.0836777 0.000418518
DDHD1 NM_030637_bp2379_R AGCTAAAAAGCCGACACTATGGAGAATCTATCTCTTGAATAGATTCTCCATAGTGTCGGCGG Hs.513260 3663 -0.161875 0.24740386 0.360330727 -0.0811 1.29994511 0.889891854
DDHD1 NM_030637_bp2379_R AGCTAAAAAGCCGACACTATGGAGAATCTATCTCTTGAATAGATTCTCCATAGTGTCGGCGG Hs.513260 9039 -0.61515 0.56776513 0.060390172 -0.30595 0.23794143 0.394531443
DDHD1 NM_030637_bp2379_R AGCTAAAAAGCCGACACTATGGAGAATCTATCTCTTGAATAGATTCTCCATAGTGTCGGCGG Hs.513260 14415 -0.706933333 0.64175328 0.084618874 -0.0409375 0.33032397 0.854671109
DDR1 NM_013994_bp1185_R AGCTAAAAAGCAGGTCCACTGTAACAACATTCTCTTGAAATGTTGTTACAGTGGACCTGCGG Hs.520004 5822 1.1767 0.77294299 0.015244241 1.2709 0.55762913 0.016979881
DDR1 NM_013994_bp1185_R AGCTAAAAAGCAGGTCCACTGTAACAACATTCTCTTGAAATGTTGTTACAGTGGACCTGCGG Hs.520004 11198 1.56505 1.3018944 0.029600163 1.503666667 1.82172936 0.148266226
DDR1 NM_013994_bp1185_R AGCTAAAAAGCAGGTCCACTGTAACAACATTCTCTTGAAATGTTGTTACAGTGGACCTGCGG Hs.520004 446
DDR1 NM_013994_bp1735_R AGCTAAAAAGGGGACACTATCCTCATCAACTCTCTTGAAGTTGATGAGGATAGTGTCCCCGG Hs.520004 447 1.5377 1.15319009 0.036595315 0.878033333 1.36437957 0.238751163
DDR1 NM_013994_bp1735_R AGCTAAAAAGGGGACACTATCCTCATCAACTCTCTTGAAGTTGATGAGGATAGTGTCCCCGG Hs.520004 5823 2.6036 1.79272013 0.025306076 0.357733333 1.29990813 0.582692437
DDR1 NM_013994_bp1735_R AGCTAAAAAGGGGACACTATCCTCATCAACTCTCTTGAAGTTGATGAGGATAGTGTCCCCGG Hs.520004 11199 1.8996 1.51751025 0.041095353 1.3043 1.32425877 0.106081055
DDR1 NM_013994_bp931_R AGCTAAAAAGGGCAGACAATGTATTTATCTTCTCTTGAAAGATAAATACATTGTCTGCCCGG Hs.520004 1576 -1.299275 1.37513704 0.063457334 -0.481566667 2.33341575 0.668484339
DDR1 NM_013994_bp931_R AGCTAAAAAGGGCAGACAATGTATTTATCTTCTCTTGAAAGATAAATACATTGTCTGCCCGG Hs.520004 6952 -1.3414 1.64395503 0.09332359 -0.4582 2.66818835 0.719571539
DDR1 NM_013994_bp931_R AGCTAAAAAGGGCAGACAATGTATTTATCTTCTCTTGAAAGATAAATACATTGTCTGCCCGG Hs.520004 12328 -1.4657 1.52847705 0.059768802 -0.551766667 2.93382403 0.694252367
DDR2 NM_006182_bp1380_R AGCTAAAAAGCCAGTGCCATCAAGTGTCAATCTCTTGAATTGACACTTGATGGCACTGGCGG Hs.275757 465 -0.225725 0.18806869 0.188475332 -1.1416 0.93745178 0.070172957
DDR2 NM_006182_bp1380_R AGCTAAAAAGCCAGTGCCATCAAGTGTCAATCTCTTGAATTGACACTTGATGGCACTGGCGG Hs.275757 5841 -0.32415 0.35235144 0.144836505 -2.0803 2.25425056 0.115554381
DDR2 NM_006182_bp1380_R AGCTAAAAAGCCAGTGCCATCAAGTGTCAATCTCTTGAATTGACACTTGATGGCACTGGCGG Hs.275757 11217 -0.71985 0.83967427 0.094293284 -2.026833333 2.07733456 0.102672041
DDR2 NM_006182_bp2253_R AGCTAAAAAGACCCAAACATCATCCATCTATCTCTTGAATAGATGGATGATGTTTGGGTCGG Hs.275757 5842 0.1009 0.60599351 0.721604584 -1.723833333 3.49176255 0.332177549
DDR2 NM_006182_bp2253_R AGCTAAAAAGACCCAAACATCATCCATCTATCTCTTGAATAGATGGATGATGTTTGGGTCGG Hs.275757 11218 0.09385 0.52309922 0.711919359 -1.532266667 2.94934375 0.311989641
DDR2 NM_006182_bp2253_R AGCTAAAAAGACCCAAACATCATCCATCTATCTCTTGAATAGATGGATGATGTTTGGGTCGG Hs.275757 466 0.0342
DDR2 NM_006182_bp2507_R AGCTAAAAAGGGTAAGAACTACACAATCAATCTCTTGAATTGATTGTGTAGTTCTTACCCGG Hs.275757 1763 -1.324416667 5.29116363 0.573184676 0.69215 7.91542402 0.860147374
DDR2 NM_006182_bp2507_R AGCTAAAAAGGGTAAGAACTACACAATCAATCTCTTGAATTGATTGTGTAGTTCTTACCCGG Hs.275757 7139 -2.140716667 6.60098976 0.471252599 -6.1458
DDR2 NM_006182_bp2507_R AGCTAAAAAGGGTAAGAACTACACAATCAATCTCTTGAATTGATTGTGTAGTTCTTACCCGG Hs.275757 12515 -2.819716667 7.79716211 0.425313811 -6.9184
DDX20 NM_007204_bp1010_R AGCTAAAAAGCTGGCAGTATCAGCTACTTATCTCTTGAATAAGTAGCTGATACTGCCAGCGG Hs.591405 2457 0.2198375 0.34432974 0.369599941 -0.1403 1.59056868 0.838674781
DDX20 NM_007204_bp1010_R AGCTAAAAAGCTGGCAGTATCAGCTACTTATCTCTTGAATAAGTAGCTGATACTGCCAGCGG Hs.591405 7833 0.2581875 0.32847483 0.276190154 -0.05396667 1.37652591 0.935439648
DDX20 NM_007204_bp1010_R AGCTAAAAAGCTGGCAGTATCAGCTACTTATCTCTTGAATAAGTAGCTGATACTGCCAGCGG Hs.591405 13209 0.2342375 0.26992831 0.288050414 -0.084925 1.04097111 0.849367288
DDX20 NM_007204_bp2067_R AGCTAAAAAGCTGAATTGGTAGAGGATTATTCTCTTGAAATAATCCTCTACCAATTCAGCGG Hs.591405 1189 0.6790125 0.33940688 0.017497938 0.36015 0.49481127 0.196102675
DDX20 NM_007204_bp2067_R AGCTAAAAAGCTGAATTGGTAGAGGATTATTCTCTTGAAATAATCCTCTACCAATTCAGCGG Hs.591405 6565 0.7514875 0.61322365 0.045536384 0.41315 0.42921447 0.12563963
DDX20 NM_007204_bp2067_R AGCTAAAAAGCTGAATTGGTAGAGGATTATTCTCTTGAAATAATCCTCTACCAATTCAGCGG Hs.591405 11941 0.6862375 0.51855125 0.041542036 0.387825 0.46038358 0.156270515
DDX20 NM_007204_bp588_R AGCTAAAAAGGGCTCGATTTAATTGTTCAATCTCTTGAATTGAACAATTAAATCGAGCCCGG Hs.591405 1176 0.3434375 0.16444572 0.08744599 0.05045 0.3329906 0.810439795
DDX20 NM_007204_bp588_R AGCTAAAAAGGGCTCGATTTAATTGTTCAATCTCTTGAATTGAACAATTAAATCGAGCCCGG Hs.591405 6552 0.3156125 0.20002283 0.124575086 0.11505 0.43559209 0.635606124
DDX20 NM_007204_bp588_R AGCTAAAAAGGGCTCGATTTAATTGTTCAATCTCTTGAATTGAACAATTAAATCGAGCCCGG Hs.591405 11928 0.3062375 0.13231436 0.111272011 0.1297 0.44538294 0.598683587
DDX3X NM_001356_bp1928_R AGCTAAAAAGAGCCTCAGATTCGTAGAATATCTCTTGAATATTCTACGAATCTGAGGCTCGG Hs.380774 2636 0.837025 0.55951173 0.017071811 -1.2487625 0.77024722 0.009571586
DDX3X NM_001356_bp1928_R AGCTAAAAAGAGCCTCAGATTCGTAGAATATCTCTTGAATATTCTACGAATCTGAGGCTCGG Hs.380774 8012 0.840075 0.60556468 0.021212719 -1.2375625 0.70264091 0.007564617
DDX3X NM_001356_bp1928_R AGCTAAAAAGAGCCTCAGATTCGTAGAATATCTCTTGAATATTCTACGAATCTGAGGCTCGG Hs.380774 13388 0.8981 0.57041332 0.013807855 -1.2813875 0.70642925 0.006509585
DDX3X NM_001356_bp2032_R AGCTAAAAAGGCTCGTGATTTCTTAGATGATCTCTTGAATCATCTAAGAAATCACGAGCCGG Hs.380774 2640 -1.04335 0.58515111 0.011786739 -1.0395875 0.74825765 0.019738149
DDX3X NM_001356_bp2032_R AGCTAAAAAGGCTCGTGATTTCTTAGATGATCTCTTGAATCATCTAAGAAATCACGAGCCGG Hs.380774 8016 -0.9847 0.58527224 0.01526268 -1.0413125 0.75483823 0.020063535
DDX3X NM_001356_bp2032_R AGCTAAAAAGGCTCGTGATTTCTTAGATGATCTCTTGAATCATCTAAGAAATCACGAGCCGG Hs.380774 13392 -0.89015 0.53830262 0.018093001 -1.0298375 0.69616526 0.016924537
DDX3X NM_001356_bp908_R AGCTAAAAAGGCCTAGACCTGAACTCTTCATCTCTTGAATGAAGAGTTCAGGTCTAGGCCGG Hs.380774 2638 3.472575 0.65941612 5.20E-05 -0.7919125 0.16723467 0.007345233
DDX3X NM_001356_bp908_R AGCTAAAAAGGCCTAGACCTGAACTCTTCATCTCTTGAATGAAGAGTTCAGGTCTAGGCCGG Hs.380774 8014 3.524375 0.67498007 5.28E-05 -0.8459625 0.14035956 0.004979639
DDX3X NM_001356_bp908_R AGCTAAAAAGGCCTAGACCTGAACTCTTCATCTCTTGAATGAAGAGTTCAGGTCTAGGCCGG Hs.380774 13390 3.107775 0.55743576 4.68E-05 -0.6643125 0.15332323 0.016219217
DDX56 NM_182547_bp183_R AGCTAAAAAGCAACTATCGTACCCAGATGTTCTCTTGAAACATCTGGGTACGATAGTTGCGG Hs.510745 3055 -0.3652 0.58030467 0.217409906 0.055066667 0.82993817 0.889427862
DDX56 NM_182547_bp183_R AGCTAAAAAGCAACTATCGTACCCAGATGTTCTCTTGAAACATCTGGGTACGATAGTTGCGG Hs.510745 8431 -0.365825 0.65246671 0.253214655 0.0301 0.76945142 0.936487804
DDX56 NM_182547_bp183_R AGCTAAAAAGCAACTATCGTACCCAGATGTTCTCTTGAAACATCTGGGTACGATAGTTGCGG Hs.510745 13807 -0.318725 0.6368955 0.303585102 0.0693 0.78478114 0.856342559
DDX56 NM_182547_bp538_R AGCTAAAAAGGAGCAGGATTACCAAAGGTATCTCTTGAATACCTTTGGTAATCCTGCTCCGG Hs.510745 3051 0.51385 0.45331667 0.064677241 0.333 0.58384406 0.267410794
DDX56 NM_182547_bp538_R AGCTAAAAAGGAGCAGGATTACCAAAGGTATCTCTTGAATACCTTTGGTAATCCTGCTCCGG Hs.510745 8427 0.50855 0.38788054 0.050016521 0.349975 0.61698528 0.259761592
DDX56 NM_182547_bp538_R AGCTAAAAAGGAGCAGGATTACCAAAGGTATCTCTTGAATACCTTTGGTAATCCTGCTCCGG Hs.510745 13803 0.562525 0.51783357 0.064598506 0.3534 0.6574577 0.272125541
DDX56 NM_182547_bp615_R AGCTAAAAAGGTCCATTGCTCAGACTGTCATCTCTTGAATGACAGTCTGAGCAATGGACCGG Hs.510745 3053 -1.139275 0.47886819 0.003917901 -0.198425 1.43521317 0.723237545
DDX56 NM_182547_bp615_R AGCTAAAAAGGTCCATTGCTCAGACTGTCATCTCTTGAATGACAGTCTGAGCAATGGACCGG Hs.510745 8429 -1.038075 0.47291436 0.005614719 -0.205875 1.57774408 0.735569201
DDX56 NM_182547_bp615_R AGCTAAAAAGGTCCATTGCTCAGACTGTCATCTCTTGAATGACAGTCTGAGCAATGGACCGG Hs.510745 13805 -1.05225 0.40609019 0.003514764 -0.23195 1.46925022 0.685663404
DENND1C AL713770_bp1215_R AGCTAAAAAGTGTCCCGTCTCTTCCTCAAATCTCTTGAATTTGAGGAAGAGACGGGACACGG Hs.236449 3966 0.0376 -0.548825 0.26393452 0.034628102
DENND1C AL713770_bp1215_R AGCTAAAAAGTGTCCCGTCTCTTCCTCAAATCTCTTGAATTTGAGGAAGAGACGGGACACGG Hs.236449 9342 0.0372625 0.35217779 0.850515426 -0.361575 0.23565938 0.117251353
DENND1C AL713770_bp1215_R AGCTAAAAAGTGTCCCGTCTCTTCCTCAAATCTCTTGAATTTGAGGAAGAGACGGGACACGG Hs.236449 14718 0.176716667 0.29556168 0.438757468 -0.36585 0.15853632 0.099698533
DENND1C AL713770_bp1507_R AGCTAAAAAGGGCCGACAATCTAAAGAAAGTCTCTTGAACTTTCTTTAGATTGTCGGCCCGG Hs.236449 3964 0.2907875 0.33718844 0.173992534 -0.233375 0.129678 0.255191345
DENND1C AL713770_bp1507_R AGCTAAAAAGGGCCGACAATCTAAAGAAAGTCTCTTGAACTTTCTTTAGATTGTCGGCCCGG Hs.236449 9340 0.3760125 0.30873502 0.085534775 0.052425 0.12783863 0.787020832
DENND1C AL713770_bp1507_R AGCTAAAAAGGGCCGACAATCTAAAGAAAGTCTCTTGAACTTTCTTTAGATTGTCGGCCCGG Hs.236449 14716 0.5626625 0.2806053 0.020611849 0.053025 0.14846738 0.786751946
DENND1C AL713770_bp2657_R AGCTAAAAAGAGACCCCAGTCCCTCAATAATCTCTTGAATTATTGAGGGACTGGGGTCTCGG Hs.236449 3962 0.206 -0.0767 0.05190806 0.686442265
DENND1C AL713770_bp2657_R AGCTAAAAAGAGACCCCAGTCCCTCAATAATCTCTTGAATTATTGAGGGACTGGGGTCTCGG Hs.236449 9338 0.3411375 0.45803173 0.180356779 0.08255 0.23470909 0.691184461
DENND1C AL713770_bp2657_R AGCTAAAAAGAGACCCCAGTCCCTCAATAATCTCTTGAATTATTGAGGGACTGGGGTCTCGG Hs.236449 14714 0.2694625 0.28512586 0.173506224 0.0733 0.21761204 0.720667865
DENND4A AL833317_bp3050_R AGCTAAAAAGCCAGTCTGATCTTGGATATATCTCTTGAATATATCCAAGATCAGACTGGCGG Hs.591107 4122 -0.0144875 0.3929164 0.944922538 0.02185 0.2312227 0.915504797
DENND4A AL833317_bp3050_R AGCTAAAAAGCCAGTCTGATCTTGGATATATCTCTTGAATATATCCAAGATCAGACTGGCGG Hs.591107 9498 -0.0514875 0.30304557 0.779797706 0.072525 0.1633896 0.714320625
DENND4A AL833317_bp3050_R AGCTAAAAAGCCAGTCTGATCTTGGATATATCTCTTGAATATATCCAAGATCAGACTGGCGG Hs.591107 14874 0.0285625 0.36287465 0.886850871 0.149225 0.17967377 0.463653404
DENND4A AL833317_bp4034_R AGCTAAAAAGGGCATGTGATGATAAATTAATCTCTTGAATTAATTTATCATCACATGCCCGG Hs.591107 4120 -0.4878375 0.26298459 0.031207256 0.190275 0.31860563 0.403609527
DENND4A AL833317_bp4034_R AGCTAAAAAGGGCATGTGATGATAAATTAATCTCTTGAATTAATTTATCATCACATGCCCGG Hs.591107 9496 -0.4715875 0.29575054 0.041061745 0.104075 0.33637135 0.645844514
DENND4A AL833317_bp4034_R AGCTAAAAAGGGCATGTGATGATAAATTAATCTCTTGAATTAATTTATCATCACATGCCCGG Hs.591107 14872 -0.4440125 0.27016287 0.044166325 0.1433 0.31915556 0.524171364
DENND4A AL833317_bp5120_R AGCTAAAAAGCCCCTTGGATAAGGAAGATATCTCTTGAATATCTTCCTTATCCAAGGGGCGG Hs.591107 4124 0.2274125 0.23321344 0.208595419 -0.19135 0.17527724 0.353097536
DENND4A AL833317_bp5120_R AGCTAAAAAGCCCCTTGGATAAGGAAGATATCTCTTGAATATCTTCCTTATCCAAGGGGCGG Hs.591107 9500 -0.0053375 0.34078381 0.978052691 -0.179625 0.14325854 0.373462583
DENND4A AL833317_bp5120_R AGCTAAAAAGCCCCTTGGATAAGGAAGATATCTCTTGAATATCTTCCTTATCCAAGGGGCGG Hs.591107 14876 0.2697375 0.32340737 0.193881423 -0.09765 0.18539983 0.628151924
DEPDC1 NM_017779_bp1175_R AGCTAAAAAGCTGGAAGATTAGTTTCTTTCTCTCTTGAAGAAAGAAACTAATCTTCCAGCGG Hs.445098 5010 -1.5009875 1.49155591 0.051781079 -0.3469625 0.29031979 0.110948072
DEPDC1 NM_017779_bp1175_R AGCTAAAAAGCTGGAAGATTAGTTTCTTTCTCTCTTGAAGAAAGAAACTAATCTTCCAGCGG Hs.445098 10386 -0.5923625 0.18125029 0.009985722 -0.2668125 0.22361253 0.158760207
DEPDC1 NM_017779_bp1175_R AGCTAAAAAGCTGGAAGATTAGTTTCTTTCTCTCTTGAAGAAAGAAACTAATCTTCCAGCGG Hs.445098 15762 -1.8160125 2.54159372 0.126253688 -0.2866125 0.24749416 0.147288326
DEPDC1 NM_017779_bp1321_R AGCTAAAAAGCCAACTTACTCATACTGTAATCTCTTGAATTACAGTATGAGTAAGTTGGCGG Hs.445098 5006 -1.4161625 1.37623942 0.048934729 -0.7264375 0.63235652 0.058800633
DEPDC1 NM_017779_bp1321_R AGCTAAAAAGCCAACTTACTCATACTGTAATCTCTTGAATTACAGTATGAGTAAGTTGGCGG Hs.445098 10382 -0.6123875 0.27837437 0.014829265 -0.7617125 0.669253 0.058539882
DEPDC1 NM_017779_bp1321_R AGCTAAAAAGCCAACTTACTCATACTGTAATCTCTTGAATTACAGTATGAGTAAGTTGGCGG Hs.445098 15758 -1.6914125 2.284145 0.116454298 -0.5067875 0.61136789 0.137686368
DEPDC1 NM_017779_bp717_R AGCTAAAAAGTGGAGTAGTTATACTACAAATCTCTTGAATTTGTAGTATAACTACTCCACGG Hs.445098 5008 -2.2348625 1.69223692 0.020218714 -0.1454375 0.57729149 0.614083494
DEPDC1 NM_017779_bp717_R AGCTAAAAAGTGGAGTAGTTATACTACAAATCTCTTGAATTTGTAGTATAACTACTCCACGG Hs.445098 10384 -1.7626125 1.52897302 0.033180422 -0.0246875 0.51696607 0.924809887
DEPDC1 NM_017779_bp717_R AGCTAAAAAGTGGAGTAGTTATACTACAAATCTCTTGAATTTGTAGTATAACTACTCCACGG Hs.445098 15760 -1.5231375 1.81423761 0.085665015 -0.0677875 0.54815454 0.804622497
DFNB31 BC014524_bp2123_R AGCTAAAAAGGGACCAGATTCTAGAAGTGATCTCTTGAATCACTTCTAGAATCTGGTCCCGG Hs.93836 4327 0.263075 0.7596193 0.449570378 -0.5577 0.39817344 0.048484526 -0.0627 0.31336721 0.814852121
DFNB31 BC014524_bp2123_R AGCTAAAAAGGGACCAGATTCTAGAAGTGATCTCTTGAATCACTTCTAGAATCTGGTCCCGG Hs.93836 9703 0.2875 0.66721731 0.364759139 -0.55345 0.3386763 0.03725295 -0.17696667 0.32615405 0.520196735
DFNB31 BC014524_bp2123_R AGCTAAAAAGGGACCAGATTCTAGAAGTGATCTCTTGAATCACTTCTAGAATCTGGTCCCGG Hs.93836 15079 0.91385 0.41445727 0.006729791 -0.9618 0.11711844 0.008048164 0.7109 1.04397245 0.210782244
DGAT2 AK091870_bp1774_R AGCTAAAAAGCCCTGGGAATGTTTGCCAAATCTCTTGAATTTGGCAAACATTCCCAGGGCGG Hs.334305 4141 -0.5742875 0.40952803 0.037466804 -0.16785 0.15843427 0.407143674
DGAT2 AK091870_bp1774_R AGCTAAAAAGCCCTGGGAATGTTTGCCAAATCTCTTGAATTTGGCAAACATTCCCAGGGCGG Hs.334305 9517 -0.5513875 0.42232007 0.045450438 -0.152925 0.17461412 0.451852815
DGAT2 AK091870_bp1774_R AGCTAAAAAGCCCTGGGAATGTTTGCCAAATCTCTTGAATTTGGCAAACATTCCCAGGGCGG Hs.334305 14893 -0.5138875 0.43695142 0.060318623 -0.17125 0.18120545 0.404121353
DGAT2 AK091870_bp629_R AGCTAAAAAGCTGCCTGTCTCATTCTGTGATCTCTTGAATCACAGAATGAGACAGGCAGCGG Hs.334305 4143 0.7752 0.45972854 0.036381494 -0.24485 0.60562148 0.412838939
DGAT2 AK091870_bp629_R AGCTAAAAAGCTGCCTGTCTCATTCTGTGATCTCTTGAATCACAGAATGAGACAGGCAGCGG Hs.334305 9519 0.787133333 0.54070626 0.046275202 -0.019875 0.37154841 0.931657265
DGAT2 AK091870_bp629_R AGCTAAAAAGCTGCCTGTCTCATTCTGTGATCTCTTGAATCACAGAATGAGACAGGCAGCGG Hs.334305 14895 0.7882 0.46100077 0.034760561 -0.016475 0.36520263 0.94298909
DGAT2 AK091870_bp902_R AGCTAAAAAGCTGGCAGAGTGCAAAGAAGATCTCTTGAATCTTCTTTGCACTCTGCCAGCGG Hs.334305 4145 0.1212625 0.29729042 0.514594518 -0.01175 0.48572373 0.963729981
DGAT2 AK091870_bp902_R AGCTAAAAAGCTGGCAGAGTGCAAAGAAGATCTCTTGAATCTTCTTTGCACTCTGCCAGCGG Hs.334305 9521 0.1458875 0.30470845 0.442242531 -0.039825 0.50562574 0.879950783
DGAT2 AK091870_bp902_R AGCTAAAAAGCTGGCAGAGTGCAAAGAAGATCTCTTGAATCTTCTTTGCACTCTGCCAGCGG Hs.334305 14897 -0.0273125 0.23206738 0.869035052 -0.062375 0.28705203 0.772569639
DGKA NM_201444_bp1488_R AGCTAAAAAGCTCTGGAAGTTCCAGTATATTCTCTTGAAATATACTGGAACTTCCAGAGCGG Hs.524488 3652 0.08305 0.34101351 0.671727405 -0.2224625 0.13369177 0.276574852
DGKA NM_201444_bp1488_R AGCTAAAAAGCTCTGGAAGTTCCAGTATATTCTCTTGAAATATACTGGAACTTCCAGAGCGG Hs.524488 9028 0.2205 0.0794402 0.157862209 -0.0740875 0.31026646 0.736742799
DGKA NM_201444_bp1488_R AGCTAAAAAGCTCTGGAAGTTCCAGTATATTCTCTTGAAATATACTGGAACTTCCAGAGCGG Hs.524488 14404 0.4085 0.0723652 0.027131314 -0.0607375 0.37728187 0.794862752
DGKA NM_201444_bp415_R AGCTAAAAAGATGGCGAGATGGCTAAATATTCTCTTGAAATATTTAGCCATCTCGCCATCGG Hs.524488 3654 -0.139825 1.0030669 0.746224443 -0.432875 1.05107888 0.418313363
DGKA NM_201444_bp415_R AGCTAAAAAGATGGCGAGATGGCTAAATATTCTCTTGAAATATTTAGCCATCTCGCCATCGG Hs.524488 9030 -0.019166667 0.89503759 0.96416483 -0.02218333 0.771147 0.953224185
DGKA NM_201444_bp415_R AGCTAAAAAGATGGCGAGATGGCTAAATATTCTCTTGAAATATTTAGCCATCTCGCCATCGG Hs.524488 14406 0.1064 0.90289328 0.805211118 -0.21335
DGKA NM_201444_bp779_R AGCTAAAAAGGCCGATTCTTCAGGAGATGATCTCTTGAATCATCTCCTGAAGAATCGGCCGG Hs.524488 3650 -1.5153 0.37071109 0.000531232 -0.3356875 0.76366805 0.338061228
DGKA NM_201444_bp779_R AGCTAAAAAGGCCGATTCTTCAGGAGATGATCTCTTGAATCATCTCCTGAAGAATCGGCCGG Hs.524488 9026 -1.39645 0.20776658 0.000254041 -0.3124625 0.1693696 0.149929132
DGKA NM_201444_bp779_R AGCTAAAAAGGCCGATTCTTCAGGAGATGATCTCTTGAATCATCTCCTGAAGAATCGGCCGG Hs.524488 14402 -1.367525 0.3211926 0.000607601 0.0445125 0.9270531 0.908576794
DGKD NM_152879_bp381_R AGCTAAAAAGCTCATCTTGTGTGCTGATAATCTCTTGAATTATCAGCACACAAGATGAGCGG Hs.471675 3478 -1.1604 0.27959454 0.000977363 0.0987375 0.52828512 0.715477643
DGKD NM_152879_bp381_R AGCTAAAAAGCTCATCTTGTGTGCTGATAATCTCTTGAATTATCAGCACACAAGATGAGCGG Hs.471675 8854 -0.913825 0.34215253 0.004287604 0.0236375 0.784389 0.945022997
DGKD NM_152879_bp381_R AGCTAAAAAGCTCATCTTGTGTGCTGATAATCTCTTGAATTATCAGCACACAAGATGAGCGG Hs.471675 14230 -1.2276 0.62294992 0.006409573 -0.0920875 0.45904401 0.716122933
DGKD NM_152879_bp831_R AGCTAAAAAGGTTCACACATCGTGTAAAGATCTCTTGAATCTTTACACGATGTGTGAACCGG Hs.471675 3476 -0.30615 0.36892186 0.172529937 0.3869625 0.11421614 0.080178339
DGKD NM_152879_bp831_R AGCTAAAAAGGTTCACACATCGTGTAAAGATCTCTTGAATCTTTACACGATGTGTGAACCGG Hs.471675 8852 -0.5754 0.19140673 0.011789575 0.265583333 0.11486523 0.302008653
DGKD NM_152879_bp831_R AGCTAAAAAGGTTCACACATCGTGTAAAGATCTCTTGAATCTTTACACGATGTGTGAACCGG Hs.471675 14228 -0.4479 0.24354597 0.037874926 0.2786625 0.16533677 0.190665806
DHRS9 NM_005771_bp1675_R AGCTAAAAAGCTGCCTGTCTGACTGAATCATCTCTTGAATGATTCAGTCAGACAGGCAGCGG Hs.179608 3399 0.09185 0.65130342 0.758706464 0.1055375 0.52037162 0.694863628 -0.051575 0.67543901 0.888315825 -0.4282 0.25008954 0.041709252
DHRS9 NM_005771_bp1675_R AGCTAAAAAGCTGCCTGTCTGACTGAATCATCTCTTGAATGATTCAGTCAGACAGGCAGCGG Hs.179608 8775 -0.005975 0.30605279 0.974125105 -0.3807375 0.65801259 0.240648433 -0.071675 0.66424614 0.842977289 -0.364375 0.26159516 0.068658699
DHRS9 NM_005771_bp1675_R AGCTAAAAAGCTGCCTGTCTGACTGAATCATCTCTTGAATGATTCAGTCAGACAGGCAGCGG Hs.179608 14151 0.067825 0.36985786 0.739319006 -0.2103375 0.17783271 0.311634665 -0.070525 0.72334297 0.857853966 -0.350325 0.23874125 0.060766228
DHRS9 NM_005771_bp1922_R AGCTAAAAAGACTCATCAGTGTGACACTAATCTCTTGAATTAGTGTCACACTGATGAGTCGG Hs.179608 3401 0.17675 0.1058 0.132075 0.28729151 0.425667943 1.11325 0.29648753 0.004892944
DHRS9 NM_005771_bp1922_R AGCTAAAAAGACTCATCAGTGTGACACTAATCTCTTGAATTAGTGTCACACTGATGAGTCGG Hs.179608 8777 0.1313 0.34345 0.17239469 0.0282951 1.09785 0.32014761 0.006346349
DHRS9 NM_005771_bp1922_R AGCTAAAAAGACTCATCAGTGTGACACTAATCTCTTGAATTAGTGTCACACTGATGAGTCGG Hs.179608 14153 0.6001 0.45983154 0.139829064 0.041 0.2885 0.18932107 0.055527236 1.2088 0.33127555 0.00531229
DHRS9 NM_005771_bp2024_R AGCTAAAAAGGGGCTATACTCCATCCAAATTCTCTTGAAATTTGGATGGAGTATAGCCCCGG Hs.179608 3397 -0.167425 0.43721604 0.467056613 -0.0258 0.28425693 0.94071627 1.209225 0.35042716 0.006233961 0.77535 0.79327193 0.145587233
DHRS9 NM_005771_bp2024_R AGCTAAAAAGGGGCTATACTCCATCCAAATTCTCTTGAAATTTGGATGGAGTATAGCCCCGG Hs.179608 14149 -0.23555 0.62780741 0.430803142 0.9010625 0.82882672 0.038331128 1.243375 0.33742511 0.005164694 0.759375 0.77952666 0.146517398
DHRS9 NM_005771_bp2024_R AGCTAAAAAGGGGCTATACTCCATCCAAATTCTCTTGAAATTTGGATGGAGTATAGCCCCGG Hs.179608 8773 -0.357225 0.17801413 0.24306311 1.196025 0.36002923 0.006947725 0.73885 0.87516084 0.189900373
DICER1 NM_177438_bp1378_R AGCTAAAAAGCTCGAAATCTTACGCAAATATCTCTTGAATATTTGCGTAAGATTTCGAGCGG Hs.87889 1174 -0.5030875 0.26738982 0.022289679 0.1047 0.21686166 0.598812617
DICER1 NM_177438_bp1378_R AGCTAAAAAGCTCGAAATCTTACGCAAATATCTCTTGAATATTTGCGTAAGATTTCGAGCGG Hs.87889 6550 -0.5457875 0.28129486 0.018203227 0.14515 0.25497525 0.486046591
DICER1 NM_177438_bp1378_R AGCTAAAAAGCTCGAAATCTTACGCAAATATCTCTTGAATATTTGCGTAAGATTTCGAGCGG Hs.87889 11926 -0.5864125 0.25635184 0.012207009 0.082675 0.30202263 0.692907597
DICER1 NM_177438_bp395_R AGCTAAAAAGAAGCAGCTCTGGATCATAATTCTCTTGAAATTATGATCCAGAGCTGCTTCGG Hs.87889 1175 1.4965375 0.3686492 0.000623901 0.80155 0.51953673 0.019510375
DICER1 NM_177438_bp395_R AGCTAAAAAGAAGCAGCTCTGGATCATAATTCTCTTGAAATTATGATCCAGAGCTGCTTCGG Hs.87889 6551 1.3922625 0.32941122 0.000671752 0.829925 0.50727126 0.016117199
DICER1 NM_177438_bp395_R AGCTAAAAAGAAGCAGCTCTGGATCATAATTCTCTTGAAATTATGATCCAGAGCTGCTTCGG Hs.87889 11927 1.5261125 0.37429642 0.000591601 0.8469 0.47393367 0.01287651
DICER1 NM_177438_bp4110_R AGCTAAAAAGCCCCAATCCTGGACTTATTCTCTCTTGAAGAATAAGTCCAGGATTGGGGCGG Hs.87889 2455 -0.5550875 0.10251615 0.007064184 -0.243625 0.58450132 0.411049924
DICER1 NM_177438_bp4110_R AGCTAAAAAGCCCCAATCCTGGACTTATTCTCTCTTGAAGAATAAGTCCAGGATTGGGGCGG Hs.87889 7831 -0.5727625 0.09976524 0.006212658 -0.2576 0.59597066 0.3908046
DICER1 NM_177438_bp4110_R AGCTAAAAAGCCCCAATCCTGGACTTATTCTCTCTTGAAGAATAAGTCCAGGATTGGGGCGG Hs.87889 13207 -0.5592625 0.13602194 0.007820052 -0.253475 0.59615337 0.398307093
DKFZP564J0863NM_015459_bp1100_R AGCTAAAAAGCCCTGACTTTGATGGGAAATTCTCTTGAAATTTCCCATCAAAGTCAGGGCGG Hs.356719 3342 -0.707125 0.86273415 0.104887053 0.1722875 0.7783835 0.61714868 0.204725 0.56842648 0.523378767 0.052825 0.59755408 0.870924865
DKFZP564J0863NM_015459_bp1100_R AGCTAAAAAGCCCTGACTTTGATGGGAAATTCTCTTGAAATTTCCCATCAAAGTCAGGGCGG Hs.356719 8718 -0.442475 0.86008217 0.26983446 0.3002875 0.47210294 0.265183205 0.28335 0.52648946 0.360611291 0.064525 0.57680221 0.83733476
DKFZP564J0863NM_015459_bp1100_R AGCTAAAAAGCCCTGACTTTGATGGGAAATTCTCTTGAAATTTCCCATCAAAGTCAGGGCGG Hs.356719 14094 -0.079366667 0.62663268 0.807506887 0.020016667 0.67859805 0.954602871 0.289275 0.48195807 0.316122661 0.12055 0.59389085 0.711987813
DKFZP564J0863NM_015459_bp1528_R AGCTAAAAAGAGGAGGAAATCAAGGAATTATCTCTTGAATAATTCCTTGATTTCCTCCTCGG Hs.356719 3338 0.373025 0.30086801 0.084673007 0.69765 0.23884477 0.034442439 1.746775 0.72010321 0.016715428 0.89255 0.5817437 0.054625263



DKFZP564J0863NM_015459_bp1528_R AGCTAAAAAGAGGAGGAAATCAAGGAATTATCTCTTGAATAATTCCTTGATTTCCTCCTCGG Hs.356719 8714 0.391 0.56737133 0.185120931 0.6093125 0.58096841 0.065742946 1.73965 0.72290631 0.017082519 0.95845 0.59315286 0.048153072
DKFZP564J0863NM_015459_bp1528_R AGCTAAAAAGAGGAGGAAATCAAGGAATTATCTCTTGAATAATTCCTTGATTTCCTCCTCGG Hs.356719 14090 1.24465 0.43986115 0.002084318 0.0042875 0.32764881 0.984636451 1.75225 0.68192019 0.01427416 0.981725 0.6497403 0.05667365
DKFZP564J0863NM_015459_bp920_R AGCTAAAAAGGAGTTTCCCTTATGAATATATCTCTTGAATATATTCATAAGGGAAACTCCGG Hs.356719 3340 -0.1713 0.31586534 0.379655648 -0.0512125 0.50402462 0.845868605 0.227425 0.42634463 0.36426929 -0.08365 0.47778046 0.749360211
DKFZP564J0863NM_015459_bp920_R AGCTAAAAAGGAGTTTCCCTTATGAATATATCTCTTGAATATATTCATAAGGGAAACTCCGG Hs.356719 8716 -0.282525 0.25812318 0.144114345 -0.0812625 0.40555778 0.735321921 0.27315 0.45083779 0.312345721 -0.04885 0.45278862 0.843001938
DKFZP564J0863NM_015459_bp920_R AGCTAAAAAGGAGTTTCCCTTATGAATATATCTCTTGAATATATTCATAAGGGAAACTCCGG Hs.356719 14092 -0.078125 0.26671034 0.656547669 0.0148875 0.36575262 0.948498412 0.315125 0.47416777 0.275834189 -0.054825 0.48682171 0.836266155
DKFZp761P0423XM_291277_bp3269_R AGCTAAAAAGGGGATGCCATTTATTACTGTTCTCTTGAAACAGTAATAAATGGCATCCCCGG 3800 0.8883 1.42981778 0.178302373 0.15285 0.70291983 0.672697128
DKFZp761P0423XM_291277_bp3269_R AGCTAAAAAGGGGATGCCATTTATTACTGTTCTCTTGAAACAGTAATAAATGGCATCCCCGG 9176 0.480925 0.80065262 0.211024687 0.419916667 0.6228387 0.245880834
DKFZp761P0423XM_291277_bp3269_R AGCTAAAAAGGGGATGCCATTTATTACTGTTCTCTTGAAACAGTAATAAATGGCATCCCCGG 14552 0.386175 0.59046555 0.200903777 -0.2212125 0.46093474 0.395643431
DKFZp761P0423XM_291277_bp3382_R AGCTAAAAAGCCCGTGCACTTTAACATCCATCTCTTGAATGGATGTTAAAGTGCACGGGCGG 3796 -0.9916 0.26191587 0.001776736 -0.4334375 0.11613782 0.056711817
DKFZp761P0423XM_291277_bp3382_R AGCTAAAAAGCCCGTGCACTTTAACATCCATCTCTTGAATGGATGTTAAAGTGCACGGGCGG 9172 -0.7482 0.24283077 0.00538259 -0.1675375 0.61457043 0.572539175
DKFZp761P0423XM_291277_bp3382_R AGCTAAAAAGCCCGTGCACTTTAACATCCATCTCTTGAATGGATGTTAAAGTGCACGGGCGG 14548 -0.736825 0.3301203 0.009714724 -0.4440375 0.12672194 0.053212108
DKFZp761P0423XM_291277_bp468_R AGCTAAAAAGCCTGGAAGATGAAGGTGTGATCTCTTGAATCACACCTTCATCTTCCAGGCGG 3798 -0.468275 0.11272612 0.018517821 -0.0037125 0.16776226 0.984999116
DKFZp761P0423XM_291277_bp468_R AGCTAAAAAGCCTGGAAGATGAAGGTGTGATCTCTTGAATCACACCTTCATCTTCCAGGCGG 9174 -0.5009 0.08606185 0.013203878 0.1268625 0.43772188 0.611075766
DKFZp761P0423XM_291277_bp468_R AGCTAAAAAGCCTGGAAGATGAAGGTGTGATCTCTTGAATCACACCTTCATCTTCCAGGCGG 14550 -0.4938 0.07709651 0.013624349 -0.1079875 0.19178935 0.594518073
DMPK NM_004409_bp407_R AGCTAAAAAGCCAGGTGTATGCCATGAAGATCTCTTGAATCTTCATGGCATACACCTGGCGG Hs.546249 261 1.37685 0.2082642 0.000272627 1.2042 1.10274761 0.086985979
DMPK NM_004409_bp407_R AGCTAAAAAGCCAGGTGTATGCCATGAAGATCTCTTGAATCTTCATGGCATACACCTGGCGG Hs.546249 5637 1.5152 0.30799327 0.000341659 1.165633333 1.11506341 0.096058424
DMPK NM_004409_bp407_R AGCTAAAAAGCCAGGTGTATGCCATGAAGATCTCTTGAATCTTCATGGCATACACCTGGCGG Hs.546249 11013 1.1527 0.47725524 0.003688705 1.311333333 1.55561459 0.144413016
DMPK NM_004409_bp915_R AGCTAAAAAGCTGGGTGTATTCGCCTATGATCTCTTGAATCATAGGCGAATACACCCAGCGG Hs.546249 1788 5.2986 -4.8872
DMPK NM_004409_bp915_R AGCTAAAAAGCTGGGTGTATTCGCCTATGATCTCTTGAATCATAGGCGAATACACCCAGCGG Hs.546249 7164 9.0276 -0.2512 7.91634326 0.948860593
DMPK NM_004409_bp915_R AGCTAAAAAGCTGGGTGTATTCGCCTATGATCTCTTGAATCATAGGCGAATACACCCAGCGG Hs.546249 12540 8.7216 2.03735 11.7480842 0.729167262
DMPK NM_004409_bp988_R AGCTAAAAAGGCAAGATCGTCCACTACAAGTCTCTTGAACTTGTAGTGGACGATCTTGCCGG Hs.546249 262 -0.395575 1.04294715 0.47479813
DMPK NM_004409_bp988_R AGCTAAAAAGGCAAGATCGTCCACTACAAGTCTCTTGAACTTGTAGTGGACGATCTTGCCGG Hs.546249 5638 0.264775 1.13141543 0.586757626 -1.280266667 3.27850574 0.431198926
DMPK NM_004409_bp988_R AGCTAAAAAGGCAAGATCGTCCACTACAAGTCTCTTGAACTTGTAGTGGACGATCTTGCCGG Hs.546249 11014 -0.1253 1.17534736 0.801432054 -1.497566667 3.85171438 0.432227058
DNAJA4 NM_018602_bp1013_R AGCTAAAAAGGCCATGACTTGATCATGAAATCTCTTGAATTTCATGATCAAGTCATGGCCGG Hs.513053 3465 0.204975 0.3819595 0.344120787 0.1661875 0.72569933 0.613091373 0.629375 0.33086316 0.031908133 0.61495 0.52904839 0.102639042
DNAJA4 NM_018602_bp1013_R AGCTAAAAAGGCCATGACTTGATCATGAAATCTCTTGAATTTCATGATCAAGTCATGGCCGG Hs.513053 8841 0.4473 0.67328271 0.184310746 0.3608375 0.21983884 0.11447644 0.51565 0.3391083 0.055813866 0.7583 0.57491141 0.077791113
DNAJA4 NM_018602_bp1013_R AGCTAAAAAGGCCATGACTTGATCATGAAATCTCTTGAATTTCATGATCAAGTCATGGCCGG Hs.513053 14217 0.321275 0.51348764 0.233003264 0.2112875 0.65703383 0.497031307 0.6219 0.27371775 0.019959796 0.780325 0.44826248 0.040010265
DNAJA4 NM_018602_bp371_R AGCTAAAAAGGCGAGAAGTTTAAACTCATATCTCTTGAATATGAGTTTAAACTTCTCGCCGG Hs.513053 3467 -1.152675 0.57998138 0.006636993 -0.2319625 0.21699915 0.279859217 0.503825 0.52780123 0.152253779 0.80605 0.52771637 0.055216052
DNAJA4 NM_018602_bp371_R AGCTAAAAAGGCGAGAAGTTTAAACTCATATCTCTTGAATATGAGTTTAAACTTCTCGCCGG Hs.513053 8843 -1.08405 0.60540567 0.00972922 0.2523625 0.56337971 0.381349605 0.4487 0.54122045 0.195876672 0.680725 0.63537424 0.12153653
DNAJA4 NM_018602_bp371_R AGCTAAAAAGGCGAGAAGTTTAAACTCATATCTCTTGAATATGAGTTTAAACTTCTCGCCGG Hs.513053 14219 -1.158425 0.66684316 0.010097942 0.3086875 0.48651835 0.25936568 0.520175 0.52473394 0.141695551 0.86245 0.52659904 0.046581809
DNAJA4 NM_018602_bp452_R AGCTAAAAAGAGCAGGCAATTAAAGAAGGATCTCTTGAATCCTTCTTTAATTGCCTGCTCGG Hs.513053 14221 -0.53275 0.49450142 0.068927615 0.000166667 0.18012044 0.999464981 0.1803 0.62311323 0.603373828 0.578625 0.66403387 0.179734593
DNAJA4 NM_018602_bp452_R AGCTAAAAAGAGCAGGCAATTAAAGAAGGATCTCTTGAATCCTTCTTTAATTGCCTGCTCGG Hs.513053 3469 -0.750675 0.32462056 0.008720386 0.280883333 0.58564845 0.407112813 0.00895 0.63957595 0.979429975 0.41575 0.70529212 0.323409402
DNAJA4 NM_018602_bp452_R AGCTAAAAAGAGCAGGCAATTAAAGAAGGATCTCTTGAATCCTTCTTTAATTGCCTGCTCGG Hs.513053 8845 -0.632125 0.36368848 0.021173463 0.3461 0.1973 0.56459638 0.534921296 0.56575 0.64640509 0.178344384
DNAJC12 NM_021800_bp10_R AGCTAAAAAGGATGACATCTGGTGTATTGATCTCTTGAATCAATACACCAGATGTCATCCGG Hs.260720 3561 0.075825 0.19670755 0.634714634 0.1698375 0.69963425 0.59694058
DNAJC12 NM_021800_bp10_R AGCTAAAAAGGATGACATCTGGTGTATTGATCTCTTGAATCAATACACCAGATGTCATCCGG Hs.260720 8937 0.2448 0.41518237 0.288220302 0.6288875 0.48417974 0.043547443
DNAJC12 NM_021800_bp10_R AGCTAAAAAGGATGACATCTGGTGTATTGATCTCTTGAATCAATACACCAGATGTCATCCGG Hs.260720 14313 0.3182 0.42455422 0.188180232 0.4558 0.56325121 0.194908731
DNAJC12 NM_021800_bp496_R AGCTAAAAAGACCTGATGCTGGAAGAATCTTCTCTTGAAAGATTCTTCCAGCATCAGGTCGG Hs.260720 14309 -0.1353 0.06655608 0.351774599 -0.2332625 0.43459729 0.360683253
DNAJC12 NM_021800_bp496_R AGCTAAAAAGACCTGATGCTGGAAGAATCTTCTCTTGAAAGATTCTTCCAGCATCAGGTCGG Hs.260720 3557 -0.37485 0.05006316 0.211033183 -0.8503
DNAJC12 NM_021800_bp496_R AGCTAAAAAGACCTGATGCTGGAAGAATCTTCTCTTGAAAGATTCTTCCAGCATCAGGTCGG Hs.260720 8933 -0.253366667 0.12260062 0.219252165 -0.9229
DNAJC12 NM_021800_bp72_R AGCTAAAAAGCTGCTCTAATTCAGATTTAATCTCTTGAATTAAATCTGAATTAGAGCAGCGG Hs.260720 3559 -1.127233333 0.2711117 0.004831492 -0.8189375 0.69829282 0.035410452
DNAJC12 NM_021800_bp72_R AGCTAAAAAGCTGCTCTAATTCAGATTTAATCTCTTGAATTAAATCTGAATTAGAGCAGCGG Hs.260720 8935 -1.195233333 0.32877039 0.004981382 -0.8332125 0.6264201 0.025783536
DNAJC12 NM_021800_bp72_R AGCTAAAAAGCTGCTCTAATTCAGATTTAATCTCTTGAATTAAATCTGAATTAGAGCAGCGG Hs.260720 14311 -1.057366667 0.17139922 0.004221266 -0.8291625 0.633287 0.026936689
DNMBP AL833283_bp1616_R AGCTAAAAAGCACCACACGTCCAGTGTTTATCTCTTGAATAAACACTGGACGTGTGGTGCGG Hs.500771 4114 0.6282125 0.22636911 0.010028039 -0.2618 0.35009652 0.274538807
DNMBP AL833283_bp1616_R AGCTAAAAAGCACCACACGTCCAGTGTTTATCTCTTGAATAAACACTGGACGTGTGGTGCGG Hs.500771 9490 0.2675625 0.36688006 0.221982585 -0.2069 0.30187124 0.35989292
DNMBP AL833283_bp1616_R AGCTAAAAAGCACCACACGTCCAGTGTTTATCTCTTGAATAAACACTGGACGTGTGGTGCGG Hs.500771 14866 0.4332375 0.37362523 0.075585092 -0.09575 0.27878341 0.656716549
DNMBP AL833283_bp2195_R AGCTAAAAAGGAGCGGGACTTGGATATGTATCTCTTGAATACATATCCAAGTCCCGCTCCGG Hs.500771 4118 0.4830875 0.21602544 0.02562004 0.360175 0.19290437 0.109745691
DNMBP AL833283_bp2195_R AGCTAAAAAGGAGCGGGACTTGGATATGTATCTCTTGAATACATATCCAAGTCCCGCTCCGG Hs.500771 9494 0.5256625 0.19265194 0.016793275 0.408225 0.10870855 0.067854385
DNMBP AL833283_bp2195_R AGCTAAAAAGGAGCGGGACTTGGATATGTATCTCTTGAATACATATCCAAGTCCCGCTCCGG Hs.500771 14870 0.5435875 0.2077044 0.015946372 0.445775 0.11727504 0.05181917
DNMBP AL833283_bp4255_R AGCTAAAAAGCAGCATGGCTGTATCCTTTATCTCTTGAATAAAGGATACAGCCATGCTGCGG Hs.500771 4116 -0.3614125 0.19580014 0.060579407 -0.2885 0.27035067 0.20559193
DNMBP AL833283_bp4255_R AGCTAAAAAGCAGCATGGCTGTATCCTTTATCTCTTGAATAAAGGATACAGCCATGCTGCGG Hs.500771 9492 -0.3171875 0.2003127 0.089113584 -0.252725 0.22899656 0.246788624
DNMBP AL833283_bp4255_R AGCTAAAAAGCAGCATGGCTGTATCCTTTATCTCTTGAATAAAGGATACAGCCATGCTGCGG Hs.500771 14868 -0.3361625 0.04477468 0.04950418 -0.21155 0.35161114 0.369545754
DNMT1 NM_001379_bp1676_R AGCTAAAAAGCACCTCATTTGCCGAATACATCTCTTGAATGTATTCGGCAAATGAGGTGCGG Hs.202672 1172 -0.1220625 0.62043485 0.582489019 0.67545 1.00360079 0.135856368
DNMT1 NM_001379_bp1676_R AGCTAAAAAGCACCTCATTTGCCGAATACATCTCTTGAATGTATTCGGCAAATGAGGTGCGG Hs.202672 6548 -0.3769625 0.43747414 0.107782751 0.63005 0.87275106 0.123285399
DNMT1 NM_001379_bp1676_R AGCTAAAAAGCACCTCATTTGCCGAATACATCTCTTGAATGTATTCGGCAAATGAGGTGCGG Hs.202672 11924 -0.2651125 0.59454273 0.302400996 0.41535 0.8777106 0.283584859
DNMT1 NM_001379_bp3069_R AGCTAAAAAGGCCTTCACGTTCAACATCAATCTCTTGAATTGATGTTGAACGTGAAGGCCGG Hs.202672 1173 -0.5005875 0.15367029 0.012905229 0.655975 0.78359961 0.089813201
DNMT1 NM_001379_bp3069_R AGCTAAAAAGGCCTTCACGTTCAACATCAATCTCTTGAATTGATGTTGAACGTGAAGGCCGG Hs.202672 6549 -0.5657375 0.11319637 0.006914805 0.650075 0.75700457 0.086075822
DNMT1 NM_001379_bp3069_R AGCTAAAAAGGCCTTCACGTTCAACATCAATCTCTTGAATTGATGTTGAACGTGAAGGCCGG Hs.202672 11925 -0.5083125 0.12175014 0.010706391 0.70275 0.75321266 0.067711474
DNMT1 NM_001379_bp3948_R AGCTAAAAAGCGCACCTACTCCAAGTTCAATCTCTTGAATTGAACTTGGAGTAGGTGCGCGG Hs.202672 2453 0.5443875 0.25209395 0.026068314 0.20655 0.25044959 0.333442362
DNMT1 NM_001379_bp3948_R AGCTAAAAAGCGCACCTACTCCAAGTTCAATCTCTTGAATTGAACTTGGAGTAGGTGCGCGG Hs.202672 7829 0.5499125 0.26249426 0.026519162 0.223775 0.20445466 0.284106983
DNMT1 NM_001379_bp3948_R AGCTAAAAAGCGCACCTACTCCAAGTTCAATCTCTTGAATTGAACTTGGAGTAGGTGCGCGG Hs.202672 13205 0.5176125 0.40377944 0.064402327 0.40905 0.12523337 0.066907731
DNMT2 NM_004412_bp1183_R AGCTAAAAAGTGCATGTAGTAGCTAAACTATCTCTTGAATAGTTTAGCTACTACATGCACGG Hs.584754 1170 0.6437875 0.64245033 0.08285743 -0.328925 0.35382333 0.184578076
DNMT2 NM_004412_bp1183_R AGCTAAAAAGTGCATGTAGTAGCTAAACTATCTCTTGAATAGTTTAGCTACTACATGCACGG Hs.584754 6546 0.6180375 0.71987727 0.117338702 -0.369125 0.40968363 0.160905968
DNMT2 NM_004412_bp1183_R AGCTAAAAAGTGCATGTAGTAGCTAAACTATCTCTTGAATAGTTTAGCTACTACATGCACGG Hs.584754 11922 0.5862125 0.69138384 0.12417604 -0.3352 0.40419048 0.195046666
DNMT2 NM_004412_bp341_R AGCTAAAAAGCTTCTTACATATTCTAGATATCTCTTGAATATCTAGAATATGTAAGAAGCGG Hs.584754 1169 -0.8304375 0.37948633 0.006612395 -0.390325 0.57651914 0.203356339
DNMT2 NM_004412_bp341_R AGCTAAAAAGCTTCTTACATATTCTAGATATCTCTTGAATATCTAGAATATGTAAGAAGCGG Hs.584754 6545 -1.0302875 0.33466056 0.002024856 -0.592 0.58117295 0.073111386
DNMT2 NM_004412_bp341_R AGCTAAAAAGCTTCTTACATATTCTAGATATCTCTTGAATATCTAGAATATGTAAGAAGCGG Hs.584754 11921 -1.0285375 0.3028315 0.001649066 -0.574225 0.53432032 0.069775521
DNMT2 NM_004412_bp439_R AGCTAAAAAGACCTCTTGATACAAACAATATCTCTTGAATATTGTTTGTATCAAGAGGTCGG Hs.584754 1171 0.1733875 0.30570034 0.471884082 1.719275 0.98003758 0.004154693
DNMT2 NM_004412_bp439_R AGCTAAAAAGACCTCTTGATACAAACAATATCTCTTGAATATTGTTTGTATCAAGAGGTCGG Hs.584754 6547 -0.0008125 0.37127103 0.849446346 1.796925 0.77678228 0.001419509
DNMT2 NM_004412_bp439_R AGCTAAAAAGACCTCTTGATACAAACAATATCTCTTGAATATTGTTTGTATCAAGAGGTCGG Hs.584754 11923 0.1609875 0.28979357 0.501736164 1.7565 1.0208919 0.004378479
DNMT3A NM_175629_bp2636_R AGCTAAAAAGAGGGACATCTCGCGATTTCTTCTCTTGAAAGAAATCGCGAGATGTCCCTCGG Hs.515840 1167 0.2897125 0.65893846 0.416472026 -0.329825 0.66898529 0.31542884
DNMT3A NM_175629_bp2636_R AGCTAAAAAGAGGGACATCTCGCGATTTCTTCTCTTGAAAGAAATCGCGAGATGTCCCTCGG Hs.515840 6543 0.2797125 0.68746891 0.448605934 -0.387925 0.64503824 0.234887133
DNMT3A NM_175629_bp2636_R AGCTAAAAAGAGGGACATCTCGCGATTTCTTCTCTTGAAAGAAATCGCGAGATGTCCCTCGG Hs.515840 11919 0.3073625 0.6623668 0.388765126 -0.317 0.63562971 0.319285087
DNMT3A NM_175629_bp2830_R AGCTAAAAAGGACCATTACTACGAGGTCAATCTCTTGAATTGACCTCGTAGTAATGGTCCGG Hs.515840 2451 -0.452583333 0.44494304 0.117938969 0.457975 0.69305036 0.1758043
DNMT3A NM_175629_bp2830_R AGCTAAAAAGGACCATTACTACGAGGTCAATCTCTTGAATTGACCTCGTAGTAATGGTCCGG Hs.515840 7827 -0.4594625 0.48315667 0.080215019 0.30435 0.63608161 0.322256757
DNMT3A NM_175629_bp2830_R AGCTAAAAAGGACCATTACTACGAGGTCAATCTCTTGAATTGACCTCGTAGTAATGGTCCGG Hs.515840 13203 -0.4525125 0.46812745 0.078519359 0.40725 0.67562633 0.215138956
DNMT3A NM_175629_bp917_R AGCTAAAAAGGACCCCTACTACATCAGCAATCTCTTGAATTGCTGATGTAGTAGGGGTCCGG Hs.515840 1168 0.8895875 0.48639368 0.013487036 0.2534 0.64228393 0.405013144
DNMT3A NM_175629_bp917_R AGCTAAAAAGGACCCCTACTACATCAGCAATCTCTTGAATTGCTGATGTAGTAGGGGTCCGG Hs.515840 6544 0.9137375 0.41736036 0.008116052 0.24575 0.58742543 0.395105693
DNMT3A NM_175629_bp917_R AGCTAAAAAGGACCCCTACTACATCAGCAATCTCTTGAATTGCTGATGTAGTAGGGGTCCGG Hs.515840 11920 0.8605875 0.39949368 0.009438789 0.2716 0.64156367 0.374263573
DNMT3B NM_006892_bp2203_R AGCTAAAAAGTGAGGAACATCACAAAGAAATCTCTTGAATTTCTTTGTGATGTTCCTCACGG Hs.570374 2449 0.9077125 1.18726001 0.128223899 -0.79373333 0.68053362 0.065233233
DNMT3B NM_006892_bp2203_R AGCTAAAAAGTGAGGAACATCACAAAGAAATCTCTTGAATTTCTTTGTGATGTTCCTCACGG Hs.570374 7825 0.8867875 1.10313836 0.115638506 -0.81163333 0.68156039 0.061194391
DNMT3B NM_006892_bp2203_R AGCTAAAAAGTGAGGAACATCACAAAGAAATCTCTTGAATTTCTTTGTGATGTTCCTCACGG Hs.570374 13201 0.8980625 1.15679739 0.124403689 -0.8609 0.55533086 0.018078584
DNMT3B NM_006892_bp2589_R AGCTAAAAAGCAGGACTGCTTGGAATACAATCTCTTGAATTGTATTCCAAGCAGTCCTGCGG Hs.570374 1166 1.3350875 0.19911958 0.000336863 -0.520425 0.13154402 0.031978205
DNMT3B NM_006892_bp2589_R AGCTAAAAAGCAGGACTGCTTGGAATACAATCTCTTGAATTGTATTCCAAGCAGTCCTGCGG Hs.570374 6542 1.2830125 0.1493352 0.000307842 -0.558925 0.1506236 0.025132652
DNMT3B NM_006892_bp2589_R AGCTAAAAAGCAGGACTGCTTGGAATACAATCTCTTGAATTGTATTCCAAGCAGTCCTGCGG Hs.570374 11918 1.2509125 0.19551067 0.000452243 -0.537425 0.14613814 0.02897605
DNMT3L NM_013369_bp1145_R AGCTAAAAAGTGGTTGATGTCACAGACACATCTCTTGAATGTGTCTGTGACATCAACCACGG Hs.592165 13175
DNMT3L NM_013369_bp1492_R AGCTAAAAAGGCTCTGGTTTCGGAAGAAGATCTCTTGAATCTTCTTCCGAAACCAGAGCCGG Hs.592165 1165 0.6983625 0.61357191 0.058069338 0.0459 0.39251549 0.83506295
DNMT3L NM_013369_bp1492_R AGCTAAAAAGGCTCTGGTTTCGGAAGAAGATCTCTTGAATCTTCTTCCGAAACCAGAGCCGG Hs.592165 6541 0.726983333 0.7882426 0.128489405 0.01885 0.42596872 0.926673324
DNMT3L NM_013369_bp1492_R AGCTAAAAAGGCTCTGGTTTCGGAAGAAGATCTCTTGAATCTTCTTCCGAAACCAGAGCCGG Hs.592165 11917 0.731583333 0.79439685 0.128339609 0.038525 0.44731262 0.866311747
DNMT3L NM_013369_bp584_R AGCTAAAAAGGCAGAGATCTTATTGCATATTCTCTTGAAATATGCAATAAGATCTCTGCCGG Hs.592165 2421 -0.50695 0.20845925 0.043826099 0.223833333 1.05506076 0.63104805
DNMT3L NM_013369_bp584_R AGCTAAAAAGGCAGAGATCTTATTGCATATTCTCTTGAAATATGCAATAAGATCTCTGCCGG Hs.592165 7797 -0.3082875 0.50877888 0.199986209 -0.059825 0.50116449 0.830196398
DNMT3L NM_013369_bp584_R AGCTAAAAAGGCAGAGATCTTATTGCATATTCTCTTGAAATATGCAATAAGATCTCTGCCGG Hs.592165 13173 -0.2213125 0.50441089 0.316979878 -0.116425 0.42273079 0.644926987
DNTTIP1 BF972072_bp1275_R AGCTAAAAAGGAGGCAGACTGGAGGTTAGATCTCTTGAATCTAACCTCCAGTCTGCCTCCGG Hs.472852 4399 -0.3204 0.80195248 0.383945823 -0.511625 0.14334856 0.018443751 0.387933333 0.30265146 0.184096692
DNTTIP1 BF972072_bp1275_R AGCTAAAAAGGAGGCAGACTGGAGGTTAGATCTCTTGAATCTAACCTCCAGTCTGCCTCCGG Hs.472852 15151 -0.072566667 0.84121367 0.858266042 -0.506333333 0.25910219 0.076473025 0.81865 0.34287608 0.068547632
DNTTIP1 BF972072_bp1275_R AGCTAAAAAGGAGGCAGACTGGAGGTTAGATCTCTTGAATCTAACCTCCAGTCTGCCTCCGG Hs.472852 9775 0.45525 0.32420846 0.190238002 -0.0638 0.70985 0.14644181 0.085901318
DNTTIP1 BF972072_bp302_R AGCTAAAAAGCACTGAACGTGCGAGACAATTCTCTTGAAATTGTCTCGCACGTTCAGTGCGG Hs.472852 4395 -0.4365 1.04107491 0.349099494 0.638375 0.36354584 0.026582256 -1.1134
DNTTIP1 BF972072_bp302_R AGCTAAAAAGCACTGAACGTGCGAGACAATTCTCTTGAAATTGTCTCGCACGTTCAGTGCGG Hs.472852 9771 -0.521125 0.8412442 0.196563502 0.58535 0.32118336 0.028406728 -1.2361
DNTTIP1 BF972072_bp302_R AGCTAAAAAGCACTGAACGTGCGAGACAATTCTCTTGAAATTGTCTCGCACGTTCAGTGCGG Hs.472852 15147 -0.40135 1.03330278 0.382998338 0.55685 0.31419203 0.03226553 -0.7589
DNTTIP1 BF972072_bp621_R AGCTAAAAAGTTCGCTGAATGAATCTACACTCTCTTGAAGTGTAGATTCATTCAGCGAACGG Hs.472852 4397 -0.57935 0.54439524 0.065808262 -0.21945 0.22027823 0.227948995 1.0022 0.88401946 0.050262066
DNTTIP1 BF972072_bp621_R AGCTAAAAAGTTCGCTGAATGAATCTACACTCTCTTGAAGTGTAGATTCATTCAGCGAACGG Hs.472852 9773 -0.501425 0.52473884 0.091428865 -0.2485 0.18423291 0.163573728 0.9309 0.78192031 0.049595407
DNTTIP1 BF972072_bp621_R AGCTAAAAAGTTCGCTGAATGAATCTACACTCTCTTGAAGTGTAGATTCATTCAGCGAACGG Hs.472852 15149 -0.395625 0.27874662 0.065401858 -0.260875 0.3065834 0.212756361 1.003633333 0.80907677 0.041680341
DPF2 NM_006268_bp162_R AGCTAAAAAGAGCAATTGTTACATCTGGATTCTCTTGAAATCCAGATGTAACAATTGCTCGG Hs.13495 2634 0.295325 0.70248076 0.30907367 -0.1879125 0.8329387 0.688841832
DPF2 NM_006268_bp162_R AGCTAAAAAGAGCAATTGTTACATCTGGATTCTCTTGAAATCCAGATGTAACAATTGCTCGG Hs.13495 8010 0.341425 0.70638654 0.257871261 -0.1862375 0.696547 0.655024527
DPF2 NM_006268_bp162_R AGCTAAAAAGAGCAATTGTTACATCTGGATTCTCTTGAAATCCAGATGTAACAATTGCTCGG Hs.13495 13386 0.28565 0.6739264 0.306976306 -0.1269625 0.58173198 0.768625205
DPF2 NM_006268_bp633_R AGCTAAAAAGCCCTATGCCTGTGACATTTGTCTCTTGAACAAATGTCACAGGCATAGGGCGG Hs.13495 2632 -0.308925 0.82965336 0.494063643 0.1199625 0.78838921 0.640969267
DPF2 NM_006268_bp633_R AGCTAAAAAGCCCTATGCCTGTGACATTTGTCTCTTGAACAAATGTCACAGGCATAGGGCGG Hs.13495 8008 -0.384925 0.83655847 0.385086526 0.0947125 0.78276975 0.69119717
DPF2 NM_006268_bp633_R AGCTAAAAAGCCCTATGCCTGTGACATTTGTCTCTTGAACAAATGTCACAGGCATAGGGCGG Hs.13495 13384 -0.237875 0.79238422 0.605904703 0.1520375 0.72532147 0.556595485
DPF3 AK024141_bp1071_R AGCTAAAAAGGCAGGCTGTTACTGGCTAAATCTCTTGAATTTAGCCAGTAACAGCCTGCCGG Hs.162868 3893 -0.8062375 0.47594994 0.015717919 -0.18815 0.16533998 0.358048481
DPF3 AK024141_bp1071_R AGCTAAAAAGGCAGGCTGTTACTGGCTAAATCTCTTGAATTTAGCCAGTAACAGCCTGCCGG Hs.162868 9269 -0.7369625 0.48275658 0.022713758 -0.187 0.18125404 0.364982505
DPF3 AK024141_bp1071_R AGCTAAAAAGGCAGGCTGTTACTGGCTAAATCTCTTGAATTTAGCCAGTAACAGCCTGCCGG Hs.162868 14645 -0.6984375 0.47398772 0.026329831 -0.090775 0.08159115 0.63622598
DPF3 AK024141_bp419_R AGCTAAAAAGAGGAAAGCATCCAGGAAATATCTCTTGAATATTTCCTGGATGCTTTCCTCGG Hs.162868 3889 0.1956125 0.1642026 0.232435871 -0.081675 0.12715883 0.675101885
DPF3 AK024141_bp419_R AGCTAAAAAGAGGAAAGCATCCAGGAAATATCTCTTGAATATTTCCTGGATGCTTTCCTCGG Hs.162868 9265 0.2205375 0.16366744 0.18598044 -0.37885 0.50700284 0.184525476
DPF3 AK024141_bp419_R AGCTAAAAAGAGGAAAGCATCCAGGAAATATCTCTTGAATATTTCCTGGATGCTTTCCTCGG Hs.162868 14641 0.2969625 0.16336886 0.093868725 -0.047875 0.20357324 0.813013615
DPF3 AK024141_bp629_R AGCTAAAAAGAAGCAACAGTGGCGTATAGGTCTCTTGAACCTATACGCCACTGTTGCTTCGG Hs.162868 3891 -0.1095125 0.21745651 0.509384452 -0.6415 0.56905784 0.053775067
DPF3 AK024141_bp629_R AGCTAAAAAGAAGCAACAGTGGCGTATAGGTCTCTTGAACCTATACGCCACTGTTGCTTCGG Hs.162868 9267 -0.1037375 0.26838127 0.558929954 -0.443425 0.16752427 0.057236804
DPF3 AK024141_bp629_R AGCTAAAAAGAAGCAACAGTGGCGTATAGGTCTCTTGAACCTATACGCCACTGTTGCTTCGG Hs.162868 14643 -0.0112125 0.16212152 0.94083196 -0.444375 0.17805844 0.057989986
DTX1 NM_004416_bp1937_R AGCTAAAAAGCCACTGCTATCTACCCAACATCTCTTGAATGTTGGGTAGATAGCAGTGGCGG Hs.372152 4616 0.92185 0.996655 0.103410599 0.1091 0.469675 0.68075169 0.261482207 0.3136 0.36611711 0.185208758
DTX1 NM_004416_bp1937_R AGCTAAAAAGCCACTGCTATCTACCCAACATCTCTTGAATGTTGGGTAGATAGCAGTGGCGG Hs.372152 9992 0.888983333 0.35191706 0.015476875 0.8906 0.9568569 0.186846558 0.451225 0.66669595 0.268812773 0.3781 0.3850616 0.144310409
DTX1 NM_004416_bp1937_R AGCTAAAAAGCCACTGCTATCTACCCAACATCTCTTGAATGTTGGGTAGATAGCAGTGGCGG Hs.372152 15368 1.76865 0.90309432 0.011793868 0.362416667 0.18372765 0.134856377 0.500275 0.69099451 0.243447013 0.369725 0.34796382 0.123586127
DTX1 NM_004416_bp2124_R AGCTAAAAAGGACGCTAGCTACCTAGACAATCTCTTGAATTGTCTAGGTAGCTAGCGTCCGG Hs.372152 4614 -0.5176375 0.77634503 0.173948465 0.31025 0.61883012 0.392643707 0.87155 0.9194796 0.154277233 0.196275 0.67920208 0.603819756
DTX1 NM_004416_bp2124_R AGCTAAAAAGGACGCTAGCTACCTAGACAATCTCTTGAATTGTCTAGGTAGCTAGCGTCCGG Hs.372152 9990 0.1751625 0.64378728 0.559665724 0.2121 0.13350176 0.47298039 0.959125 0.91073649 0.125813312 0.28385 0.52157687 0.356028089
DTX1 NM_004416_bp2124_R AGCTAAAAAGGACGCTAGCTACCTAGACAATCTCTTGAATTGTCTAGGTAGCTAGCGTCCGG Hs.372152 15366 -1.0370875 2.4947023 0.335208266 0.3687875 0.54966726 0.219842298 1.034875 0.91001436 0.107486753 0.308475 0.48546038 0.293376396
DTX1 NM_004416_bp540_R AGCTAAAAAGCTTGTGCCCTACATCATCGATCTCTTGAATCGATGATGTAGGGCACAAGCGG Hs.372152 4618 -0.5788125 1.28743129 0.3113971 -0.2711625 0.44909667 0.286256811 0.1148 0.48111013 0.665809556 -0.07455 0.67909501 0.840306885
DTX1 NM_004416_bp540_R AGCTAAAAAGCTTGTGCCCTACATCATCGATCTCTTGAATCGATGATGTAGGGCACAAGCGG Hs.372152 9994 -0.0469875 0.50368903 0.848611953 -0.2219375 0.23577249 0.232666387 0.17575 0.43909657 0.481945707 -0.02965 0.64577998 0.932623707
DTX1 NM_004416_bp540_R AGCTAAAAAGCTTGTGCCCTACATCATCGATCTCTTGAATCGATGATGTAGGGCACAAGCGG Hs.372152 15370 0.535516667 0.66138908 0.166110487 0.23945 0.35086865 0.265636216 0.08055 0.69812593 0.832342453
DTX4 AB023154_bp1809_R AGCTAAAAAGACACCGTCATCTGGAATGAGTCTCTTGAACTCATTCCAGATGACGGTGTCGG Hs.523696 3641 0.36615 0.27622307 0.080639801 -0.3136875 0.54473729 0.276847047
DTX4 AB023154_bp1809_R AGCTAAAAAGACACCGTCATCTGGAATGAGTCTCTTGAACTCATTCCAGATGACGGTGTCGG Hs.523696 9017 0.429675 0.18128951 0.032854993 0.0015125 0.71264859 0.996241534
DTX4 AB023154_bp1809_R AGCTAAAAAGACACCGTCATCTGGAATGAGTCTCTTGAACTCATTCCAGATGACGGTGTCGG Hs.523696 14393 0.385175 0.19214287 0.049136823 -0.0178125 0.61426724 0.951475611
DTX4 AB023154_bp1873_R AGCTAAAAAGCTACCCAGATGCCAATTACCTCTCTTGAAGGTAATTGGCATCTGGGTAGCGG Hs.523696 14391 0.4584 0.17922722 0.06536914 -0.449375 0.75770027 0.331766548
DTX4 AB023154_bp1873_R AGCTAAAAAGCTACCCAGATGCCAATTACCTCTCTTGAAGGTAATTGGCATCTGGGTAGCGG Hs.523696 3639 0.364433333 0.05594641 0.09623601 -0.0109
DTX4 AB023154_bp1873_R AGCTAAAAAGCTACCCAGATGCCAATTACCTCTCTTGAAGGTAATTGGCATCTGGGTAGCGG Hs.523696 9015 0.419666667 0.15309746 0.077794302 0.0586
DTX4 AB023154_bp499_R AGCTAAAAAGCTACGTAATTGACTTCAACATCTCTTGAATGTTGAAGTCAATTACGTAGCGG Hs.523696 3637 0.272675 0.45980758 0.269753366 0.0726375 0.84824481 0.841444696
DTX4 AB023154_bp499_R AGCTAAAAAGCTACGTAATTGACTTCAACATCTCTTGAATGTTGAAGTCAATTACGTAGCGG Hs.523696 9013 0.48525 0.3750585 0.054522331 0.8014375 0.77170885 0.04826922
DTX4 AB023154_bp499_R AGCTAAAAAGCTACGTAATTGACTTCAACATCTCTTGAATGTTGAAGTCAATTACGTAGCGG Hs.523696 14389 0.63895 0.51976436 0.044023442 0.3536125 0.41980806 0.178748542
DUSP1 NM_004417_bp1059_R AGCTAAAAAGCTTACCTTATGAGGACTAATTCTCTTGAAATTAGTCCTCATAAGGTAAGCGG Hs.171695 1332 -1.0861875 0.18477542 0.000608904 0.019225 0.42310963 0.924874425
DUSP1 NM_004417_bp1059_R AGCTAAAAAGCTTACCTTATGAGGACTAATTCTCTTGAAATTAGTCCTCATAAGGTAAGCGG Hs.171695 6708 -1.0527125 0.30355813 0.001501364 0.02525 0.46843342 0.909414768
DUSP1 NM_004417_bp1059_R AGCTAAAAAGCTTACCTTATGAGGACTAATTCTCTTGAAATTAGTCCTCATAAGGTAAGCGG Hs.171695 12084 -0.9128125 0.39676809 0.005044387 0.0105 0.40804427 0.952676336
DUSP1 NM_004417_bp1097_R AGCTAAAAAGGCCTTTGAGTTTGTGAAGCATCTCTTGAATGCTTCACAAACTCAAAGGCCGG Hs.171695 2417 -0.6898125 0.14954071 0.003616788 -0.07775 0.40535741 0.759989141
DUSP1 NM_004417_bp1097_R AGCTAAAAAGGCCTTTGAGTTTGTGAAGCATCTCTTGAATGCTTCACAAACTCAAAGGCCGG Hs.171695 7793 -0.6615625 0.26767008 0.008192808 -0.1518 0.41771525 0.550384387
DUSP1 NM_004417_bp1097_R AGCTAAAAAGGCCTTTGAGTTTGTGAAGCATCTCTTGAATGCTTCACAAACTCAAAGGCCGG Hs.171695 13169 -0.6484875 0.24327044 0.00766741 -0.05065 0.42183691 0.84858359
DUSP1 NM_004417_bp733_R AGCTAAAAAGTTCCTGCAGTACCCCACTCTTCTCTTGAAAGAGTGGGGTACTGCAGGAACGG Hs.171695 2419 3.198283333 1.19504925 0.003511639 0.000333333 1.7799503 0.991615756



DUSP1 NM_004417_bp733_R AGCTAAAAAGTTCCTGCAGTACCCCACTCTTCTCTTGAAAGAGTGGGGTACTGCAGGAACGG Hs.171695 7795 3.512683333 1.45706506 0.004814963 0.93975 1.11772369 0.127990992
DUSP1 NM_004417_bp733_R AGCTAAAAAGTTCCTGCAGTACCCCACTCTTCTCTTGAAAGAGTGGGGTACTGCAGGAACGG Hs.171695 13171 2.6777375 1.72135426 0.011480873 0.509375 0.68582315 0.139296194
DUSP15 AK091960_bp1611_R AGCTAAAAAGCCTGGAGGGTATTAAAGAGATCTCTTGAATCTCTTTAATACCCTCCAGGCGG Hs.585017 4177 0.320966667 0.28476377 0.189182913 -0.3445 0.24056917 0.133353465
DUSP15 AK091960_bp1611_R AGCTAAAAAGCCTGGAGGGTATTAAAGAGATCTCTTGAATCTCTTTAATACCCTCCAGGCGG Hs.585017 9553 0.305866667 0.45898937 0.289130916 -0.371925 0.14675652 0.093683094
DUSP15 AK091960_bp1611_R AGCTAAAAAGCCTGGAGGGTATTAAAGAGATCTCTTGAATCTCTTTAATACCCTCCAGGCGG Hs.585017 14929 0.0109 0.18087792 0.96757361 -0.33625 0.24234172 0.141696581
DUSP15 AK091960_bp408_R AGCTAAAAAGTTCCCTCGGTTGGTTAACTGTCTCTTGAACAGTTAACCAACCGAGGGAACGG Hs.585017 4181 -0.041233333 0.25529204 0.844130043 -0.17175 0.25124625 0.424265556
DUSP15 AK091960_bp408_R AGCTAAAAAGTTCCCTCGGTTGGTTAACTGTCTCTTGAACAGTTAACCAACCGAGGGAACGG Hs.585017 9557 -0.2971 -0.150425 0.21046989 0.468716663
DUSP15 AK091960_bp408_R AGCTAAAAAGTTCCCTCGGTTGGTTAACTGTCTCTTGAACAGTTAACCAACCGAGGGAACGG Hs.585017 14933 -0.38035 0.01477853 0.20487283 -0.260025 0.1947545 0.225207956
DUSP15 AK091960_bp638_R AGCTAAAAAGGACTCTACCTCGGAAACTTCTCTCTTGAAGAAGTTTCCGAGGTAGAGTCCGG Hs.585017 4179 0.0133625 0.26185714 0.938306734 0.2537 0.05667527 0.210447321
DUSP15 AK091960_bp638_R AGCTAAAAAGGACTCTACCTCGGAAACTTCTCTCTTGAAGAAGTTTCCGAGGTAGAGTCCGG Hs.585017 9555 -0.0507125 0.35790579 0.799568967 0.18165 0.038439 0.352960457
DUSP15 AK091960_bp638_R AGCTAAAAAGGACTCTACCTCGGAAACTTCTCTCTTGAAGAAGTTTCCGAGGTAGAGTCCGG Hs.585017 14931 -0.0314125 0.32488386 0.868502795 0.16715 0.04376136 0.390438269
DUSP5 NM_004419_bp1074_R AGCTAAAAAGGCCTTCGATTACATCAAGCATCTCTTGAATGCTTGATGTAATCGAAGGCCGG Hs.2128 2442 0.642875 0.71598097 0.164231647 -1.6291375 0.38809781 0.000394778
DUSP5 NM_004419_bp1074_R AGCTAAAAAGGCCTTCGATTACATCAAGCATCTCTTGAATGCTTGATGTAATCGAAGGCCGG Hs.2128 7818 0.33315 0.34079875 0.088464398 -1.6463125 0.36685807 0.000333831
DUSP5 NM_004419_bp1074_R AGCTAAAAAGGCCTTCGATTACATCAAGCATCTCTTGAATGCTTGATGTAATCGAAGGCCGG Hs.2128 13194 0.09575 0.38761944 0.4774187 -1.5754875 0.38189443 0.000461161
DUSP5 NM_004419_bp1137_R AGCTAAAAAGCTCCTGCAGTACGAATCTGATCTCTTGAATCAGATTCGTACTGCAGGAGCGG Hs.2128 2444 -0.051675 0.34713717 0.980260487 -0.1876875 0.5426007 0.597931469
DUSP5 NM_004419_bp1137_R AGCTAAAAAGCTCCTGCAGTACGAATCTGATCTCTTGAATCAGATTCGTACTGCAGGAGCGG Hs.2128 7820 0.0536 0.52074002 0.67008005 -0.4542875 0.13628063 0.067979066
DUSP5 NM_004419_bp1137_R AGCTAAAAAGCTCCTGCAGTACGAATCTGATCTCTTGAATCAGATTCGTACTGCAGGAGCGG Hs.2128 13196 0.063 0.345138 0.55597025 -0.5300125 0.31254072 0.060828388
DUSP5 NM_004419_bp926_R AGCTAAAAAGCTCCCACTTTCAAGAAGCAATCTCTTGAATTGCTTCTTGAAAGTGGGAGCGG Hs.2128 2440 -0.7192 0.28570392 0.011316029 -0.2227875 0.39022814 0.456866749
DUSP5 NM_004419_bp926_R AGCTAAAAAGCTCCCACTTTCAAGAAGCAATCTCTTGAATTGCTTCTTGAAAGTGGGAGCGG Hs.2128 7816 -0.8475 0.07391388 0.002043139 0.1882375 0.58140425 0.427027828
DUSP5 NM_004419_bp926_R AGCTAAAAAGCTCCCACTTTCAAGAAGCAATCTCTTGAATTGCTTCTTGAAAGTGGGAGCGG Hs.2128 13192 -0.741925 0.31319634 0.012039475 -0.3375625 0.51640612 0.292975876
DYNLRB1 NM_031483_bp1722_R AGCTAAAAAGAGGATTCCTTTCAACAGATATCTCTTGAATATCTGTTGAAAGGAATCCTCGG Hs.531876 3701 -0.642966667 0.31372232 0.037515192 -0.4475625 0.34681535 0.084541864
DYNLRB1 NM_031483_bp1722_R AGCTAAAAAGAGGATTCCTTTCAACAGATATCTCTTGAATATCTGTTGAAAGGAATCCTCGG Hs.531876 9077 -0.457175 0.28719727 0.043578455 0.2177375 0.51649737 0.426450299
DYNLRB1 NM_031483_bp1722_R AGCTAAAAAGAGGATTCCTTTCAACAGATATCTCTTGAATATCTGTTGAAAGGAATCCTCGG Hs.531876 14453 -0.834625 0.19324059 0.002506664 -0.3172875 0.27421738 0.170599078
DYNLRB1 NM_031483_bp2485_R AGCTAAAAAGGCAGTTTGTTAAAGAAATTGTCTCTTGAACAATTTCTTTAACAAACTGCCGG Hs.531876 3699 -0.527633333 0.10172753 0.037159874 0.02505 0.1430477 0.9403383
DYNLRB1 NM_031483_bp2485_R AGCTAAAAAGGCAGTTTGTTAAAGAAATTGTCTCTTGAACAATTTCTTTAACAAACTGCCGG Hs.531876 9075 -0.535466667 0.12661546 0.037267562 -0.0135 0.1873833 0.968103575
DYNLRB1 NM_031483_bp2485_R AGCTAAAAAGGCAGTTTGTTAAAGAAATTGTCTCTTGAACAATTTCTTTAACAAACTGCCGG Hs.531876 14451 -0.163333333 0.64252151 0.626535338 -0.05725 0.34429029 0.871824186
DYNLRB1 NM_031483_bp946_R AGCTAAAAAGAGCAACATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGTTGCTCGG Hs.531876 3697 -0.024775 0.33805301 0.898063316 0.4619375 0.439412 0.098635363
DYNLRB1 NM_031483_bp946_R AGCTAAAAAGAGCAACATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGTTGCTCGG Hs.531876 9073 0.126833333 0.36372542 0.60012417 0.3755875 0.44046544 0.163968882
DYNLRB1 NM_031483_bp946_R AGCTAAAAAGAGCAACATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGTTGCTCGG Hs.531876 14449 -0.052725 0.53104484 0.836564327 0.4484625 0.41744221 0.1009454
DYRK1A NM_130436_bp1812_R AGCTAAAAAGGGAGACGATTCTAGTCATAATCTCTTGAATTATGACTAGAATCGTCTCCCGG Hs.368240 7461 1.21405 0.82216049 0.016522322 1.29795 0.88056008 0.083760725
DYRK1A NM_130436_bp1812_R AGCTAAAAAGGGAGACGATTCTAGTCATAATCTCTTGAATTATGACTAGAATCGTCTCCCGG Hs.368240 12837 1.38875 1.2260854 0.036718495 0.8654
DYRK1A NM_130436_bp1812_R AGCTAAAAAGGGAGACGATTCTAGTCATAATCTCTTGAATTATGACTAGAATCGTCTCCCGG Hs.368240 2085
DYRK1A NM_130436_bp2209_R AGCTAAAAAGGGGTCTCTTTGAACCTAACATCTCTTGAATGTTAGGTTCAAAGAGACCCCGG Hs.368240 623 0.3378 0.40979808 0.15935572 -0.28155 0.54791103 0.330593402
DYRK1A NM_130436_bp2209_R AGCTAAAAAGGGGTCTCTTTGAACCTAACATCTCTTGAATGTTAGGTTCAAAGAGACCCCGG Hs.368240 5999 0.399075 0.34837792 0.085463495 -0.09095 0.57935735 0.75091019
DYRK1A NM_130436_bp2209_R AGCTAAAAAGGGGTCTCTTTGAACCTAACATCTCTTGAATGTTAGGTTCAAAGAGACCCCGG Hs.368240 11375 0.3151 0.30382722 0.130992804 -0.04285 0.45257396 0.85750262
DYRK1A NM_130436_bp2388_R AGCTAAAAAGCAGAGGATATACCAGTATATTCTCTTGAAATATACTGGTATATCCTCTGCGG Hs.368240 12839 1.1094
DYRK1A NM_130436_bp2388_R AGCTAAAAAGCAGAGGATATACCAGTATATTCTCTTGAAATATACTGGTATATCCTCTGCGG Hs.368240 7463
DYRK1A NM_130436_bp2388_R AGCTAAAAAGCAGAGGATATACCAGTATATTCTCTTGAAATATACTGGTATATCCTCTGCGG Hs.368240 2087
DYRK1B NM_004714_bp1079_R AGCTAAAAAGGCCAGAGGATCTACCAGTATTCTCTTGAAATACTGGTAGATCCTCTGGCCGG Hs.130988 1888 -0.05285 0.73200818 0.871783917 1.592166667 1.1371209 0.045898561
DYRK1B NM_004714_bp1079_R AGCTAAAAAGGCCAGAGGATCTACCAGTATTCTCTTGAAATACTGGTAGATCCTCTGGCCGG Hs.130988 7264 0.005475 0.56772922 0.983684971 1.355366667 0.98437906 0.050253801
DYRK1B NM_004714_bp1079_R AGCTAAAAAGGCCAGAGGATCTACCAGTATTCTCTTGAAATACTGGTAGATCCTCTGGCCGG Hs.130988 12640 -0.020025 0.47870963 0.932768031 1.418633333 0.87171263 0.033379495
DYRK1B NM_004714_bp601_R AGCTAAAAAGCTGGAGCGCTACGAAATTGATCTCTTGAATCAATTTCGTAGCGCTCCAGCGG Hs.130988 5702 -0.094175 3.77296851 0.951216754 0.806233333 6.63561368 0.796761189
DYRK1B NM_004714_bp601_R AGCTAAAAAGCTGGAGCGCTACGAAATTGATCTCTTGAATCAATTTCGTAGCGCTCCAGCGG Hs.130988 11078 0.33925 4.8144191 0.862864062 1.355933333 7.82451658 0.714729003
DYRK1B NM_004714_bp601_R AGCTAAAAAGCTGGAGCGCTACGAAATTGATCTCTTGAATCAATTTCGTAGCGCTCCAGCGG Hs.130988 326 1.056
DYRK1B NM_004714_bp776_R AGCTAAAAAGACACGGAGATGAAGTACTATTCTCTTGAAATAGTACTTCATCTCCGTGTCGG Hs.130988 327 0.7294 0.63282578 0.046090234 0.7936 1.04720216 0.188894279
DYRK1B NM_004714_bp776_R AGCTAAAAAGACACGGAGATGAAGTACTATTCTCTTGAAATAGTACTTCATCTCCGTGTCGG Hs.130988 5703 0.5549 0.58439483 0.086094357 0.7781 1.0981411 0.210503886
DYRK1B NM_004714_bp776_R AGCTAAAAAGACACGGAGATGAAGTACTATTCTCTTGAAATAGTACTTCATCTCCGTGTCGG Hs.130988 11079 0.599025 0.84576847 0.149056002 0.829633333 1.23108629 0.224628395
DYRK2 NM_006482_bp1454_R AGCTAAAAAGCCTGTATGATTGAACTGTTGTCTCTTGAACAACAGTTCAATCATACAGGCGG Hs.173135 1859 -0.2296 0.28287029 0.233088967 1.794766667 0.02481941 0.000880847
DYRK2 NM_006482_bp1454_R AGCTAAAAAGCCTGTATGATTGAACTGTTGTCTCTTGAACAACAGTTCAATCATACAGGCGG Hs.173135 7235 -0.38315 0.2165156 0.055210696 1.393166667 0.14260608 0.002552703
DYRK2 NM_006482_bp1454_R AGCTAAAAAGCCTGTATGATTGAACTGTTGTCTCTTGAACAACAGTTCAATCATACAGGCGG Hs.173135 12611 -0.71995 0.60565479 0.04310217 1.864266667 0.5352733 0.004624636
DYRK2 NM_006482_bp1827_R AGCTAAAAAGCACCGGTGCTATCACATCTATCTCTTGAATAGATGTGATAGCACCGGTGCGG Hs.173135 534 0.087375 1.86752298 0.909819295 0.922333333 7.72526217 0.800092163
DYRK2 NM_006482_bp1827_R AGCTAAAAAGCACCGGTGCTATCACATCTATCTCTTGAATAGATGTGATAGCACCGGTGCGG Hs.173135 5910 -0.09775 1.79497651 0.895271718 -1.135666667 7.34149983 0.743723299
DYRK2 NM_006482_bp1827_R AGCTAAAAAGCACCGGTGCTATCACATCTATCTCTTGAATAGATGTGATAGCACCGGTGCGG Hs.173135 11286 -0.00805 2.19548657 0.992882091 -1.8902 6.24903172 0.532345301
DYRK3 NM_003582_bp1093_R AGCTAAAAAGCCCAGTCCATCTTGCAATCTTCTCTTGAAAGATTGCAAGATGGACTGGGCGG Hs.164267 1606 -0.4105 3.91205 6.94074803 0.313775996 -0.1132 0.12219452 0.160978917 -0.207725 0.12544219 0.045328214
DYRK3 NM_003582_bp1093_R AGCTAAAAAGCCCAGTCCATCTTGCAATCTTCTCTTGAAAGATTGCAAGATGGACTGGGCGG Hs.164267 6982 -0.5021 -0.9778 -0.062933333 0.08960482 0.347877402 -0.234175 0.23918378 0.145118547
DYRK3 NM_003582_bp1093_R AGCTAAAAAGCCCAGTCCATCTTGCAATCTTCTCTTGAAAGATTGCAAGATGGACTGGGCGG Hs.164267 12358 -0.5081 4.1559 4.84380196 0.131788221 -0.1255 0.08890152 0.134364107 -0.269625 0.26812644 0.13782632
DYRK3 NM_003582_bp1402_R AGCTAAAAAGCCTGCATGATGGAGCTTCTATCTCTTGAATAGAAGCTCCATCATGCAGGCGG Hs.164267 1608 -1.9467 -1.6578875 5.89819038 0.525656291
DYRK3 NM_003582_bp1402_R AGCTAAAAAGCCTGCATGATGGAGCTTCTATCTCTTGAATAGAAGCTCCATCATGCAGGCGG Hs.164267 6984 -1.944 -1.5551125 5.90675953 0.551051922
DYRK3 NM_003582_bp1402_R AGCTAAAAAGCCTGCATGATGGAGCTTCTATCTCTTGAATAGAAGCTCCATCATGCAGGCGG Hs.164267 12360 -0.75185 1.51398633 0.336985851 -1.7076875 6.04208762 0.523460794
DYRK3 NM_003582_bp730_R AGCTAAAAAGGGGCCTATATTCATGTACCTTCTCTTGAAAGGTACATGAATATAGGCCCCGG Hs.164267 365 2.4228 2.10278299 0.049815404 0.4972125 0.55921341 0.122955288 -0.0831 0.13177676 0.296384101 -0.179475 0.23210291 0.219711269
DYRK3 NM_003582_bp730_R AGCTAAAAAGGGGCCTATATTCATGTACCTTCTCTTGAAAGGTACATGAATATAGGCCCCGG Hs.164267 5741 0.5869 0.5508125 0.50483103 0.078836115 0.102925 0.04814979 0.023499096 -0.0047 0.16323245 0.957698965
DYRK3 NM_003582_bp730_R AGCTAAAAAGGGGCCTATATTCATGTACCTTCTCTTGAAAGGTACATGAATATAGGCCCCGG Hs.164267 11117 0.5141 0.5640125 0.54639476 0.086339363 0.160775 0.0531952 0.009080848 0.146275 0.11449784 0.083572434
DYRK4 NM_003845_bp1308_R AGCTAAAAAGGGAACCTTCTCTTCGCATGATCTCTTGAATCATGCGAAGAGAAGGTTCCCGG Hs.439530 5588 0.790925 0.71005809 0.047753881 0.6179875 0.48549536 0.052708624
DYRK4 NM_003845_bp1308_R AGCTAAAAAGGGAACCTTCTCTTCGCATGATCTCTTGAATCATGCGAAGAGAAGGTTCCCGG Hs.439530 10964 0.814975 0.76655938 0.053021035 0.6239375 0.50677352 0.056050372
DYRK4 NM_003845_bp1308_R AGCTAAAAAGGGAACCTTCTCTTCGCATGATCTCTTGAATCATGCGAAGAGAAGGTTCCCGG Hs.439530 212
DYRK4 NM_003845_bp885_R AGCTAAAAAGCCAAGCCTCTGTTAAAGTCATCTCTTGAATGACTTTAACAGAGGCTTGGCGG Hs.439530 213 -0.355475 0.32565096 0.10583334 0.0743875 0.15245351 0.628151652
DYRK4 NM_003845_bp885_R AGCTAAAAAGCCAAGCCTCTGTTAAAGTCATCTCTTGAATGACTTTAACAGAGGCTTGGCGG Hs.439530 5589 -0.32045 0.2030642 0.087551776 0.0822875 0.13803972 0.587062472
DYRK4 NM_003845_bp885_R AGCTAAAAAGCCAAGCCTCTGTTAAAGTCATCTCTTGAATGACTTTAACAGAGGCTTGGCGG Hs.439530 10965 -0.182975 0.22457748 0.292891533 0.0621375 0.28869365 0.738266591
E2F2 NM_004091_bp1163_R AGCTAAAAAGAGGCTGGCCTATGTGACTTATCTCTTGAATAAGTCACATAGGCCAGCCTCGG Hs.194333 1327 1.2501875 0.33675891 0.00115623 0.30845 0.1216084 0.141299567
E2F2 NM_004091_bp1163_R AGCTAAAAAGAGGCTGGCCTATGTGACTTATCTCTTGAATAAGTCACATAGGCCAGCCTCGG Hs.194333 6703 1.2705125 0.36488653 0.001298917 0.316225 0.18312166 0.144119725
E2F2 NM_004091_bp1163_R AGCTAAAAAGAGGCTGGCCTATGTGACTTATCTCTTGAATAAGTCACATAGGCCAGCCTCGG Hs.194333 12079 1.3377625 0.34551877 0.000891705 0.318075 0.22532016 0.151939167
E2F2 NM_004091_bp1278_R AGCTAAAAAGAGGACAACCTGCAGATATATTCTCTTGAAATATATCTGCAGGTTGTCCTCGG Hs.194333 1328 -0.5804625 0.37468412 0.024245054 0.970425 0.68331046 0.017384408
E2F2 NM_004091_bp1278_R AGCTAAAAAGAGGACAACCTGCAGATATATTCTCTTGAAATATATCTGCAGGTTGTCCTCGG Hs.194333 6704 -0.5161125 0.05218465 0.008142953 1.059575 0.21108814 0.001523368
E2F2 NM_004091_bp1278_R AGCTAAAAAGAGGACAACCTGCAGATATATTCTCTTGAAATATATCTGCAGGTTGTCCTCGG Hs.194333 12080 -0.5937625 0.2517031 0.011217303 1.1391 0.38913294 0.002221483
E2F2 NM_004091_bp802_R AGCTAAAAAGGGAGAAGACTCGGTATGACATCTCTTGAATGTCATACCGAGTCTTCTCCCGG Hs.194333 2415 3.0153375 1.8512019 0.009407305 0.756075 0.79775383 0.063585109
E2F2 NM_004091_bp802_R AGCTAAAAAGGGAGAAGACTCGGTATGACATCTCTTGAATGTCATACCGAGTCTTCTCCCGG Hs.194333 7791 3.0912625 1.94776301 0.010354648 0.9272 0.80316634 0.032337978
E2F2 NM_004091_bp802_R AGCTAAAAAGGGAGAAGACTCGGTATGACATCTCTTGAATGTCATACCGAGTCTTCTCCCGG Hs.194333 13167 2.8794875 1.85291715 0.011368584 0.783875 0.80661603 0.058172137
E2F3 NM_001949_bp1321_R AGCTAAAAAGAAGGACCGTTTGTGAACTTATCTCTTGAATAAGTTCACAAACGGTCCTTCGG Hs.269408 1326 0.7521625 0.20708093 0.005367958 -0.397 0.61431361 0.209417258
E2F3 NM_001949_bp1321_R AGCTAAAAAGAAGGACCGTTTGTGAACTTATCTCTTGAATAAGTTCACAAACGGTCCTTCGG Hs.269408 6702 0.7172375 0.2506468 0.00850508 -0.515475 0.51228689 0.089112808
E2F3 NM_001949_bp1321_R AGCTAAAAAGAAGGACCGTTTGTGAACTTATCTCTTGAATAAGTTCACAAACGGTCCTTCGG Hs.269408 12078 0.7108875 0.13866686 0.004856686 -0.5057 0.52317 0.097176148
E2F3 NM_001949_bp1440_R AGCTAAAAAGGTGGAAGACTTCATGTGTAGTCTCTTGAACTACACATGAAGTCTTCCACCGG Hs.269408 7787
E2F3 NM_001949_bp950_R AGCTAAAAAGGTTAGCTTATGTTACATATCTCTCTTGAAGATATGTAACATAAGCTAACCGG Hs.269408 2413 0.1070875 0.58200893 0.800214519 0.635 0.35913491 0.027405719
E2F3 NM_001949_bp950_R AGCTAAAAAGGTTAGCTTATGTTACATATCTCTCTTGAAGATATGTAACATAAGCTAACCGG Hs.269408 7789 -0.3252625 0.28907721 0.087937499 0.5985 0.34107015 0.032154189
E2F3 NM_001949_bp950_R AGCTAAAAAGGTTAGCTTATGTTACATATCTCTCTTGAAGATATGTAACATAAGCTAACCGG Hs.269408 13165 -0.0444625 0.25840482 0.63787012 0.611575 0.28242304 0.024399331
E2F4 NM_001950_bp228_R AGCTAAAAAGCGGCGGATTTACGACATTACTCTCTTGAAGTAATGTCGTAAATCCGCCGCGG Hs.108371 2407 -0.7269625 0.52848733 0.025199556 -0.422925 0.57734566 0.171989395
E2F4 NM_001950_bp228_R AGCTAAAAAGCGGCGGATTTACGACATTACTCTCTTGAAGTAATGTCGTAAATCCGCCGCGG Hs.108371 7783 -0.39915 0.33717786 0.113778688 -0.402625 0.54369124 0.178061149
E2F4 NM_001950_bp228_R AGCTAAAAAGCGGCGGATTTACGACATTACTCTCTTGAAGTAATGTCGTAAATCCGCCGCGG Hs.108371 13159 -0.6350125 0.461841 0.028581022 -0.4083 0.59852745 0.192650296
E2F4 NM_001950_bp335_R AGCTAAAAAGGGAGATTGCTGACAAACTGATCTCTTGAATCAGTTTGTCAGCAATCTCCCGG Hs.108371 2409 4.0157625 1.40916152 0.000838427 0.822425 0.55439861 0.020071986
E2F4 NM_001950_bp335_R AGCTAAAAAGGGAGATTGCTGACAAACTGATCTCTTGAATCAGTTTGTCAGCAATCTCCCGG Hs.108371 7785 4.0485375 1.44024176 0.000888168 0.82425 0.58739743 0.022580218
E2F4 NM_001950_bp335_R AGCTAAAAAGGGAGATTGCTGACAAACTGATCTCTTGAATCAGTTTGTCAGCAATCTCCCGG Hs.108371 13161 4.0122875 1.38914943 0.000790549 0.801775 0.50109038 0.017990637
E2F4 NM_001950_bp500_R AGCTAAAAAGCAGATGCTTTGCTGGAGATATCTCTTGAATATCTCCAGCAAAGCATCTGCGG Hs.108371 1325 -0.6458375 0.13601708 0.00447708 -0.306925 0.2544476 0.179673339
E2F4 NM_001950_bp500_R AGCTAAAAAGCAGATGCTTTGCTGGAGATATCTCTTGAATATCTCCAGCAAAGCATCTGCGG Hs.108371 6701 -0.6521375 0.12289842 0.0040612 -0.34815 0.26983312 0.138983536
E2F4 NM_001950_bp500_R AGCTAAAAAGCAGATGCTTTGCTGGAGATATCTCTTGAATATCTCCAGCAAAGCATCTGCGG Hs.108371 12077 -0.6282375 0.15476805 0.005444136 -0.293175 0.29026215 0.208148843
E2F8 NM_024680_bp1201_R AGCTAAAAAGAGGATCATATCATCAAATCATCTCTTGAATGATTTGATGATATGATCCTCGG Hs.523526 14373 0.011 0.20856557 0.955970113 -0.320675 0.21188455 0.37131658
E2F8 NM_024680_bp1201_R AGCTAAAAAGAGGATCATATCATCAAATCATCTCTTGAATGATTTGATGATATGATCCTCGG Hs.523526 3621 0.035666667 0.28898231 0.869825034 -0.5365
E2F8 NM_024680_bp1201_R AGCTAAAAAGAGGATCATATCATCAAATCATCTCTTGAATGATTTGATGATATGATCCTCGG Hs.523526 8997 0.014466667 0.10983518 0.93728354 -0.4703
E2F8 NM_024680_bp2534_R AGCTAAAAAGCTCCCCAATTGCAGGTGTTATCTCTTGAATAACACCTGCAATTGGGGAGCGG Hs.523526 3617 -0.9273 0.11306681 0.005796769 -0.5574375 0.4549898 0.059180925
E2F8 NM_024680_bp2534_R AGCTAAAAAGCTCCCCAATTGCAGGTGTTATCTCTTGAATAACACCTGCAATTGGGGAGCGG Hs.523526 8993 -0.767475 0.17574833 0.003286361 -0.3809125 0.37815419 0.138865768
E2F8 NM_024680_bp2534_R AGCTAAAAAGCTCCCCAATTGCAGGTGTTATCTCTTGAATAACACCTGCAATTGGGGAGCGG Hs.523526 14369 -0.836475 0.19455738 0.002501069 -0.4664125 0.38704251 0.083525572
E2F8 NM_024680_bp2745_R AGCTAAAAAGGGACTCATCTCACCCAATGTTCTCTTGAAACATTGGGTGAGATGAGTCCCGG Hs.523526 3619 -0.13295 0.3922
E2F8 NM_024680_bp2745_R AGCTAAAAAGGGACTCATCTCACCCAATGTTCTCTTGAAACATTGGGTGAGATGAGTCCCGG Hs.523526 8995 -0.3051 0.30029536 0.214128811 0.5572
E2F8 NM_024680_bp2745_R AGCTAAAAAGGGACTCATCTCACCCAATGTTCTCTTGAAACATTGGGTGAGATGAGTCCCGG Hs.523526 14371 -0.217666667 0.19546133 0.30418492 0.4815
EAF2 BF965153_bp116_R AGCTAAAAAGAAGGATACCTTGAGGTTGGTTCTCTTGAAACCAACCTCAAGGTATCCTTCGG Hs.477325 4365 2.02225 3.0354547 0.147290941 0.313425 0.94896661 0.481149364 0.7685
EAF2 BF965153_bp116_R AGCTAAAAAGAAGGATACCTTGAGGTTGGTTCTCTTGAAACCAACCTCAAGGTATCCTTCGG Hs.477325 9741 2.68035 3.98642141 0.143499299 0.552875 1.01858774 0.26595052 0.1993
EAF2 BF965153_bp116_R AGCTAAAAAGAAGGATACCTTGAGGTTGGTTCTCTTGAAACCAACCTCAAGGTATCCTTCGG Hs.477325 15117 0.993675 1.65070501 0.187409667 0.534725 0.83402801 0.208259583 0.2061
EAF2 BF965153_bp140_R AGCTAAAAAGGTGAACAGGTGACCATAACTTCTCTTGAAAGTTATGGTCACCTGTTCACCGG Hs.477325 9739 3.20135 4.47608288 0.124245492 0.809366667 0.92350883 0.147937354 1.9658 0.42086996 0.004332695
EAF2 BF965153_bp140_R AGCTAAAAAGGTGAACAGGTGACCATAACTTCTCTTGAAAGTTATGGTCACCTGTTCACCGG Hs.477325 15115 3.087675 4.40967062 0.130623093 0.2678 0.92545854 0.53532742 2.10425 0.74635121 0.006198268
EAF2 BF965153_bp140_R AGCTAAAAAGGTGAACAGGTGACCATAACTTCTCTTGAAAGTTATGGTCACCTGTTCACCGG Hs.477325 4363 3.8659 5.49036835 0.128626654 0.206775 1.19019325 0.699761926 1.916
EAF2 BF965153_bp424_R AGCTAAAAAGTCCCCAGCATCTCCAATAGATCTCTTGAATCTATTGGAGATGCTGGGGACGG Hs.477325 4361 0.46655 0.41095126 0.07162631 -0.8515 1.26267606 0.176493626 -0.60223333 1.1035622 0.246146464
EAF2 BF965153_bp424_R AGCTAAAAAGTCCCCAGCATCTCCAATAGATCTCTTGAATCTATTGGAGATGCTGGGGACGG Hs.477325 9737 0.62365 0.2457657 0.0115014 -0.49125 0.51689643 0.110177477 -0.4129 1.25919284 0.453800833
EAF2 BF965153_bp424_R AGCTAAAAAGTCCCCAGCATCTCCAATAGATCTCTTGAATCTATTGGAGATGCTGGGGACGG Hs.477325 15113 0.507875 0.32076657 0.036361943 -0.4032 0.20204378 0.111768081 -0.18523333 1.24531705 0.728460938
EBF NM_024007_bp1112_R AGCTAAAAAGGTGCGACTGTGATCATCATATCTCTTGAATATGATGATCACAGTCGCACCGG Hs.308048 4740 1.9442375 0.31638554 0.000109732 0.7712875 0.61235862 0.045630585
EBF NM_024007_bp1112_R AGCTAAAAAGGTGCGACTGTGATCATCATATCTCTTGAATATGATGATCACAGTCGCACCGG Hs.308048 10116 1.8257375 0.35413929 0.000195026 0.7671625 0.62811125 0.049292358
EBF NM_024007_bp1112_R AGCTAAAAAGGTGCGACTGTGATCATCATATCTCTTGAATATGATGATCACAGTCGCACCGG Hs.308048 15492 1.8640375 0.345079 0.000165401 0.9043875 0.70230819 0.03933505
EBF NM_024007_bp2023_R AGCTAAAAAGCAAGCGATATCTGGCATGATTCTCTTGAAATCATGCCAGATATCGCTTGCGG Hs.308048 4742 -0.0805125 0.25537353 0.641650264 -0.2874375 0.39404289 0.228370667
EBF NM_024007_bp2023_R AGCTAAAAAGCAAGCGATATCTGGCATGATTCTCTTGAAATCATGCCAGATATCGCTTGCGG Hs.308048 10118 -0.1597875 0.22169317 0.350164847 -0.3321625 0.40432554 0.180236796
EBF NM_024007_bp2023_R AGCTAAAAAGCAAGCGATATCTGGCATGATTCTCTTGAAATCATGCCAGATATCGCTTGCGG Hs.308048 15494 -0.1134625 0.23106029 0.502641166 -0.3240875 0.58618264 0.292396902
EBF NM_024007_bp956_R AGCTAAAAAGTCCTGGCAGTCTCTGATAACTCTCTTGAAGTTATCAGAGACTGCCAGGACGG Hs.308048 4744 0.2069875 0.25170263 0.256932939 -0.0018375 0.4194338 0.993530142
EBF NM_024007_bp956_R AGCTAAAAAGTCCTGGCAGTCTCTGATAACTCTCTTGAAGTTATCAGAGACTGCCAGGACGG Hs.308048 10120 0.1768875 0.18190826 0.283188299 0.0498375 0.35314005 0.808121658
EBF NM_024007_bp956_R AGCTAAAAAGTCCTGGCAGTCTCTGATAACTCTCTTGAAGTTATCAGAGACTGCCAGGACGG Hs.308048 15496 0.3021875 0.20415063 0.102488232 0.2667125 0.41609289 0.272364499
EBI3 NM_005755_bp306_R AGCTAAAAAGCTCCCTACGTGCTCAATGTCTCTCTTGAAGACATTGAGCACGTAGGGAGCGG Hs.501452 5012 -2.0071875 1.41727535 0.016049206 -0.3601375 0.36526321 0.133912626
EBI3 NM_005755_bp306_R AGCTAAAAAGCTCCCTACGTGCTCAATGTCTCTCTTGAAGACATTGAGCACGTAGGGAGCGG Hs.501452 10388 -1.2126125 1.09366398 0.040557169 -0.2918625 0.32781519 0.183705718
EBI3 NM_005755_bp306_R AGCTAAAAAGCTCCCTACGTGCTCAATGTCTCTCTTGAAGACATTGAGCACGTAGGGAGCGG Hs.501452 15764 -1.5279625 1.85817977 0.090389548 -0.4979375 0.39908904 0.067635573
EBI3 NM_005755_bp354_R AGCTAAAAAAGCAGCTTCGTGCCTTTCATATCTCTTGAATATGAAAGGCACGAAGCTGCTGG Hs.501452 5016 -1.8385625 1.11362648 0.00939207 -0.4845625 0.65022907 0.168116309
EBI3 NM_005755_bp354_R AGCTAAAAAAGCAGCTTCGTGCCTTTCATATCTCTTGAATATGAAAGGCACGAAGCTGCTGG Hs.501452 10392 -1.5672625 1.42795409 0.039529096 -0.4455375 0.67357617 0.208715165
EBI3 NM_005755_bp354_R AGCTAAAAAAGCAGCTTCGTGCCTTTCATATCTCTTGAATATGAAAGGCACGAAGCTGCTGG Hs.501452 15768 -0.283116667 0.55898321 0.372535176 -0.3611 0.74958613 0.38969016
EBI3 NM_005755_bp890_R AGCTAAAAAGATGTACTACTCTCTCCTTTATCTCTTGAATAAAGGAGAGAGTAGTACATCGG Hs.501452 5014 -0.2131375 1.27985876 0.694146382 0.1743125 0.68002935 0.596406112
EBI3 NM_005755_bp890_R AGCTAAAAAGATGTACTACTCTCTCCTTTATCTCTTGAATAAAGGAGAGAGTAGTACATCGG Hs.501452 10390 0.4541125 0.40161103 0.074385553 0.1793125 0.57478333 0.536004719
EBI3 NM_005755_bp890_R AGCTAAAAAGATGTACTACTCTCTCCTTTATCTCTTGAATAAAGGAGAGAGTAGTACATCGG Hs.501452 15766 -0.7649125 2.61277852 0.48638507 -0.0667125 0.58274781 0.81618109
ECM1 NM_004425_bp1009_R AGCTAAAAAGGTGCCCACATTGGACAATATTCTCTTGAAATATTGTCCAATGTGGGCACCGG Hs.81071 13584 2.74895 2.23961931 0.061175418 2.5399 2.8190826 0.058512369
ECM1 NM_004425_bp1009_R AGCTAAAAAGGTGCCCACATTGGACAATATTCTCTTGAAATATTGTCCAATGTGGGCACCGG Hs.81071 2832 3.0582 2.52988664 0.062410045 2.07755 4.04726708 0.223384935
ECM1 NM_004425_bp1009_R AGCTAAAAAGGTGCCCACATTGGACAATATTCTCTTGAAATATTGTCCAATGTGGGCACCGG Hs.81071 8208 3.0751 2.7070876 0.071636423 2.2503 4.1712229 0.204248383
ECM1 NM_004425_bp1371_R AGCTAAAAAGCCACCTCTGTGGAAACCAAATCTCTTGAATTTGGTTTCCACAGAGGTGGCGG Hs.81071 2860 0.82355 0.35942356 0.007389305 -0.57755 1.18412408 0.248732211
ECM1 NM_004425_bp1371_R AGCTAAAAAGCCACCTCTGTGGAAACCAAATCTCTTGAATTTGGTTTCCACAGAGGTGGCGG Hs.81071 8236 0.372975 0.56855303 0.203345362 -0.0983 1.09980712 0.82503869
ECM1 NM_004425_bp1371_R AGCTAAAAAGCCACCTCTGTGGAAACCAAATCTCTTGAATTTGGTTTCCACAGAGGTGGCGG Hs.81071 13612 0.561875 0.60402438 0.089059554 -0.2829 1.34666351 0.595875925
ECM1 NM_004425_bp1489_R AGCTAAAAAGGAGGAGAAATTAACCTTCATTCTCTTGAAATGAAGGTTAATTTCTCCTCCGG Hs.81071 2858
ECM1 NM_004425_bp1489_R AGCTAAAAAGGAGGAGAAATTAACCTTCATTCTCTTGAAATGAAGGTTAATTTCTCCTCCGG Hs.81071 8234
ECM1 NM_004425_bp1489_R AGCTAAAAAGGAGGAGAAATTAACCTTCATTCTCTTGAAATGAAGGTTAATTTCTCCTCCGG Hs.81071 13610
ECOP NM_030796_bp1893_R AGCTAAAAAGCCGCATAGTTATAGTGTTGATCTCTTGAATCAACACTATAACTATGCGGCGG Hs.488307 2768 -0.199025 0.17289105 0.229684876 0.124575 1.16611224 0.789761628



ECOP NM_030796_bp1893_R AGCTAAAAAGCCGCATAGTTATAGTGTTGATCTCTTGAATCAACACTATAACTATGCGGCGG Hs.488307 8144 -0.113 0.27246893 0.52812512 0.1911 1.25417246 0.701531114
ECOP NM_030796_bp1893_R AGCTAAAAAGCCGCATAGTTATAGTGTTGATCTCTTGAATCAACACTATAACTATGCGGCGG Hs.488307 13520 -0.2749 0.24022795 0.144671855 0.1017 1.3768889 0.85007849
ECOP NM_030796_bp2755_R AGCTAAAAAGCGTCCGTGGTTCAGAGTAAATCTCTTGAATTTACTCTGAACCACGGACGCGG Hs.488307 2766 -0.939075 0.88097924 0.049453586 -0.763825 0.98299004 0.096622247
ECOP NM_030796_bp2755_R AGCTAAAAAGCGTCCGTGGTTCAGAGTAAATCTCTTGAATTTACTCTGAACCACGGACGCGG Hs.488307 8142 -1.2006 0.93710272 0.026125847 -0.72815 0.89268087 0.08983492
ECOP NM_030796_bp2755_R AGCTAAAAAGCGTCCGTGGTTCAGAGTAAATCTCTTGAATTTACTCTGAACCACGGACGCGG Hs.488307 13518 -0.9848 0.91879627 0.047830796 -0.747825 1.05939763 0.119521053
ECOP NM_030796_bp696_R AGCTAAAAAGGCCTTTCTGTCTTCGTTGATTCTCTTGAAATCAACGAAGACAGAAAGGCCGG Hs.488307 2770 -1.289225 0.56296942 0.003763066 -1.335925 0.98303378 0.013604168
ECOP NM_030796_bp696_R AGCTAAAAAGGCCTTTCTGTCTTCGTTGATTCTCTTGAAATCAACGAAGACAGAAAGGCCGG Hs.488307 13522 -0.816775 0.33816442 0.00670761 -1.219325 0.95909251 0.018362013
ECOP NM_030796_bp696_R AGCTAAAAAGGCCTTTCTGTCTTCGTTGATTCTCTTGAAATCAACGAAGACAGAAAGGCCGG Hs.488307 8146 -1.153725 0.37368033 0.001896425 -0.6997 0.24450393 0.034451758
ECT2 NM_018098_bp383_R AGCTAAAAAGGACCACCAGTTGTATTAAATTCTCTTGAAATTTAATACAACTGGTGGTCCGG Hs.518299 2927 0.797825 0.66564282 0.039244775 -0.1029 0.60656864 0.724628702
ECT2 NM_018098_bp383_R AGCTAAAAAGGACCACCAGTTGTATTAAATTCTCTTGAAATTTAATACAACTGGTGGTCCGG Hs.518299 8303 0.886825 0.83605301 0.051308331 -0.289625 1.18411442 0.545806557
ECT2 NM_018098_bp383_R AGCTAAAAAGGACCACCAGTTGTATTAAATTCTCTTGAAATTTAATACAACTGGTGGTCCGG Hs.518299 13679 1.184425 0.70080128 0.010841171 -0.635775 1.15267053 0.200377641
ECT2 NM_018098_bp441_R AGCTAAAAAGCCCGTTGTATTGTACAAGTATCTCTTGAATACTTGTACAATACAACGGGCGG Hs.518299 2925 -1.742375 0.29615527 0.000161076 -0.54215 0.35859829 0.048069028
ECT2 NM_018098_bp441_R AGCTAAAAAGCCCGTTGTATTGTACAAGTATCTCTTGAATACTTGTACAATACAACGGGCGG Hs.518299 8301 -1.386425 0.59345723 0.003259059 0.22375 0.72491117 0.499495209
ECT2 NM_018098_bp441_R AGCTAAAAAGCCCGTTGTATTGTACAAGTATCTCTTGAATACTTGTACAATACAACGGGCGG Hs.518299 13677 -1.31925 0.65053482 0.005467339 -0.323025 0.22151569 0.150087397
ECT2 NM_018098_bp649_R AGCTAAAAAGAAGCCAGAATGGATTTATAATCTCTTGAATTATAAATCCATTCTGGCTTCGG Hs.518299 2953 2.044025 0.84814315 0.002128103 -0.044825 0.7027453 0.888053874
ECT2 NM_018098_bp649_R AGCTAAAAAGAAGCCAGAATGGATTTATAATCTCTTGAATTATAAATCCATTCTGGCTTCGG Hs.518299 8329 2.279325 1.3408864 0.007917841 -0.277825 0.86893383 0.462209271
ECT2 NM_018098_bp649_R AGCTAAAAAGAAGCCAGAATGGATTTATAATCTCTTGAATTATAAATCCATTCTGGCTTCGG Hs.518299 13705 1.9928 0.75847594 0.001555858 -0.260525 0.93408746 0.511809052
EDG2 NM_057159_bp755_R AGCTAAAAAGACCCAATACTCGGAGACTGATCTCTTGAATCAGTCTCCGAGTATTGGGTCGG Hs.126667 2822 0.013075 0.51666479 0.958308227 -0.691375 1.14421988 0.166528581
EDG2 NM_057159_bp755_R AGCTAAAAAGACCCAATACTCGGAGACTGATCTCTTGAATCAGTCTCCGAGTATTGGGTCGG Hs.126667 8198 0.1078 0.50760131 0.665699014 -0.70665 1.02195547 0.128038108
EDG2 NM_057159_bp755_R AGCTAAAAAGACCCAATACTCGGAGACTGATCTCTTGAATCAGTCTCCGAGTATTGGGTCGG Hs.126667 13574 0.010175 0.57228427 0.969865795 -0.61305 0.99569314 0.169191193
EDG2 NM_057159_bp949_R AGCTAAAAAGCCATCGTTATGGGTGCTATATCTCTTGAATATAGCACCCATAACGATGGCGG Hs.126667 2824 -1.1283 0.47974348 0.004105914 0.01485 0.66750316 0.961530365
EDG2 NM_057159_bp949_R AGCTAAAAAGCCATCGTTATGGGTGCTATATCTCTTGAATATAGCACCCATAACGATGGCGG Hs.126667 8200 -0.9173 0.6486541 0.022578955 -0.131325 0.68994811 0.678460157
EDG2 NM_057159_bp949_R AGCTAAAAAGCCATCGTTATGGGTGCTATATCTCTTGAATATAGCACCCATAACGATGGCGG Hs.126667 13576 -1.15075 0.46236697 0.003392324 0.19085 0.6619719 0.539913247
EDG2 NM_057159_bp980_R AGCTAAAAAGCTGGAACTGTATCTGTGATATCTCTTGAATATCACAGATACAGTTCCAGCGG Hs.126667 2820 -0.22595 0.42153792 0.326928684 0.1313 1.14315914 0.775196154
EDG2 NM_057159_bp980_R AGCTAAAAAGCTGGAACTGTATCTGTGATATCTCTTGAATATCACAGATACAGTTCCAGCGG Hs.126667 8196 -0.288375 0.31033016 0.162884488 0.112325 0.96980889 0.780203373
EDG2 NM_057159_bp980_R AGCTAAAAAGCTGGAACTGTATCTGTGATATCTCTTGAATATCACAGATACAGTTCCAGCGG Hs.126667 13572 -0.161775 0.33406898 0.416546159 0.1371 1.13640987 0.764509853
EED NM_152991_bp1158_R AGCTAAAAAGGCACAGAGATGAAGTTCTAATCTCTTGAATTAGAACTTCATCTCTGTGCCGG Hs.503510 1324 1.4433125 0.43168971 0.001123681 0.768325 0.37081926 0.013243039
EED NM_152991_bp1158_R AGCTAAAAAGGCACAGAGATGAAGTTCTAATCTCTTGAATTAGAACTTCATCTCTGTGCCGG Hs.503510 6700 1.4663125 0.32090226 0.000485339 0.776025 0.58672974 0.02952681
EED NM_152991_bp1158_R AGCTAAAAAGGCACAGAGATGAAGTTCTAATCTCTTGAATTAGAACTTCATCTCTGTGCCGG Hs.503510 12076 1.4421125 0.38687 0.000833054 0.911525 0.40125268 0.007105365
EED NM_152991_bp963_R AGCTAAAAAGAGGCATAATTAGGATAATAATCTCTTGAATTATTATCCTAATTATGCCTCGG Hs.503510 1323 -0.6710125 0.53120897 0.032752497 0.376875 0.4357466 0.157764302
EED NM_152991_bp963_R AGCTAAAAAGAGGCATAATTAGGATAATAATCTCTTGAATTATTATCCTAATTATGCCTCGG Hs.503510 6699 -0.6670625 0.6466151 0.053935032 0.2171 0.39342384 0.367583771
EED NM_152991_bp963_R AGCTAAAAAGAGGCATAATTAGGATAATAATCTCTTGAATTATTATCCTAATTATGCCTCGG Hs.503510 12075 -0.8601625 0.49518334 0.011536542 0.280875 0.40959723 0.262693001
EEF1D NM_032378_bp227_R AGCTAAAAAGGAGACCGTGTGGGAAGACAATCTCTTGAATTGTCTTCCCACACGGTCTCCGG Hs.333388 2918 4.45715 0.89587704 6.79E-05 0.926925 0.86095813 0.038259849
EEF1D NM_032378_bp227_R AGCTAAAAAGGAGACCGTGTGGGAAGACAATCTCTTGAATTGTCTTCCCACACGGTCTCCGG Hs.333388 8294 3.86615 0.58226472 2.41E-05 0.721425 1.09119688 0.138401563
EEF1D NM_032378_bp227_R AGCTAAAAAGGAGACCGTGTGGGAAGACAATCTCTTGAATTGTCTTCCCACACGGTCTCCGG Hs.333388 13670 4.28585 0.91031608 8.80E-05 0.556 1.17626551 0.26252428
EEF1D NM_032378_bp236_R AGCTAAAAAGTGGGAAGACAAGCACAAGTATCTCTTGAATACTTGTGCTTGTCTTCCCACGG Hs.333388 2920 2.4272 2.10725449 0.032061098 0.189475 1.42473321 0.733475281
EEF1D NM_032378_bp236_R AGCTAAAAAGTGGGAAGACAAGCACAAGTATCTCTTGAATACTTGTGCTTGTCTTCCCACGG Hs.333388 8296 2.26065 1.84139622 0.026027808 0.1789 1.46967905 0.754279422
EEF1D NM_032378_bp236_R AGCTAAAAAGTGGGAAGACAAGCACAAGTATCTCTTGAATACTTGTGCTTGTCTTCCCACGG Hs.333388 13672 2.2154 1.74649537 0.023310726 0.1807 1.45826471 0.750252353
EEF1D NM_032378_bp689_R AGCTAAAAAGGTCAACAAGTCCTCCTTCGATCTCTTGAATCGAAGGAGGACTTGTTGACCGG Hs.333388 2916 -0.779625 0.5498872 0.025769485 -0.04965 1.48181329 0.931008579
EEF1D NM_032378_bp689_R AGCTAAAAAGGTCAACAAGTCCTCCTTCGATCTCTTGAATCGAAGGAGGACTTGTTGACCGG Hs.333388 8292 -1.074175 0.41232434 0.003343819 0.024625 1.32292483 0.962143284
EEF1D NM_032378_bp689_R AGCTAAAAAGGTCAACAAGTCCTCCTTCGATCTCTTGAATCGAAGGAGGACTTGTTGACCGG Hs.333388 13668 -1.035425 0.352261 0.002661292 0.00135 1.49558854 0.998136614
EGF NM_001963_bp1145_R AGCTAAAAAGGAGGTTCTGTCCACATTAGTTCTCTTGAAACTAATGTGGACAGAACCTCCGG Hs.419815 1322 -0.9119375 0.33130981 0.003376536 0.053 0.48140032 0.825089272
EGF NM_001963_bp1145_R AGCTAAAAAGGAGGTTCTGTCCACATTAGTTCTCTTGAAACTAATGTGGACAGAACCTCCGG Hs.419815 6698 -0.8893375 0.33323667 0.003801351 0.099375 0.48987489 0.691849527
EGF NM_001963_bp1145_R AGCTAAAAAGGAGGTTCTGTCCACATTAGTTCTCTTGAAACTAATGTGGACAGAACCTCCGG Hs.419815 12074 -0.8948875 0.33096405 0.003666407 0.10085 0.50976592 0.693508048
EGF NM_001963_bp1538_R AGCTAAAAAGGCTGTACTCTTGGGTGTAAATCTCTTGAATTTACACCCAAGAGTACAGCCGG Hs.419815 1321 -0.2621375 0.11952446 0.080088607 0.1251 0.42190255 0.663472022
EGF NM_001963_bp1538_R AGCTAAAAAGGCTGTACTCTTGGGTGTAAATCTCTTGAATTTACACCCAAGAGTACAGCCGG Hs.419815 6697 -0.2492125 0.15244448 0.098723712 0.066725 0.35451793 0.75638615
EGF NM_001963_bp1538_R AGCTAAAAAGGCTGTACTCTTGGGTGTAAATCTCTTGAATTTACACCCAAGAGTACAGCCGG Hs.419815 12073 -0.2700625 0.13988904 0.079003637 0.0768 0.41037569 0.736530335
EGF NM_001963_bp2813_R AGCTAAAAAGGTGGTGAAGTTGATCTAAAGTCTCTTGAACTTTAGATCAACTTCACCACCGG Hs.419815 2405 0.1125
EGF NM_001963_bp2813_R AGCTAAAAAGGTGGTGAAGTTGATCTAAAGTCTCTTGAACTTTAGATCAACTTCACCACCGG Hs.419815 7781 0.1683
EGF NM_001963_bp2813_R AGCTAAAAAGGTGGTGAAGTTGATCTAAAGTCTCTTGAACTTTAGATCAACTTCACCACCGG Hs.419815 13157 0.2424
EGFR NM_005228_bp3087_R AGCTAAAAAGGTCAAGTGCTGGATGATAGATCTCTTGAATCTATCATCCAGCACTTGACCGG Hs.488293 385 1.8164 2.10478553 0.105858083 0.3376 3.33612285 0.830713412
EGFR NM_005228_bp3087_R AGCTAAAAAGGTCAAGTGCTGGATGATAGATCTCTTGAATCTATCATCCAGCACTTGACCGG Hs.488293 5761 2.418266667 3.02452962 0.123435228 -0.3447 4.15861864 0.860501669
EGFR NM_005228_bp3087_R AGCTAAAAAGGTCAAGTGCTGGATGATAGATCTCTTGAATCTATCATCCAGCACTTGACCGG Hs.488293 11137 2.666733333 3.39575171 0.127934245 -0.382766667 4.40015591 0.853645616
EGFR NM_005228_bp3385_R AGCTAAAAAGTGGCTTGCATTGATAGAAATTCTCTTGAAATTTCTATCAATGCAAGCCACGG Hs.488293 386 -0.83575 0.67732226 0.060355451 1.7489 3.0868361 0.27641591
EGFR NM_005228_bp3385_R AGCTAAAAAGTGGCTTGCATTGATAGAAATTCTCTTGAAATTTCTATCAATGCAAGCCACGG Hs.488293 5762 -0.879916667 1.05641958 0.129053749 1.916566667 7.42756795 0.591002012
EGFR NM_005228_bp3385_R AGCTAAAAAGTGGCTTGCATTGATAGAAATTCTCTTGAAATTTCTATCAATGCAAGCCACGG Hs.488293 11138 -0.946216667 1.19017038 0.138497359 2.115166667 7.60899411 0.564009344
EGLN1 NM_022051_bp3985_R AGCTAAAAAGACGACCTGATACGCCACTGTTCTCTTGAAACAGTGGCGTATCAGGTCGTCGG Hs.444450 1308 0.4068625 0.67581237 0.262402759 1.092375 0.54162174 0.005528274
EGLN1 NM_022051_bp3985_R AGCTAAAAAGACGACCTGATACGCCACTGTTCTCTTGAAACAGTGGCGTATCAGGTCGTCGG Hs.444450 6684 -0.3312375 1.30433532 0.510309662 1.1356 0.53187228 0.004372063
EGLN1 NM_022051_bp3985_R AGCTAAAAAGACGACCTGATACGCCACTGTTCTCTTGAAACAGTGGCGTATCAGGTCGTCGG Hs.444450 12060 0.4982625 0.45936282 0.090796091 1.065775 0.46505936 0.004333511
EGLN1 NM_022051_bp4382_R AGCTAAAAAGTGTGAGGGTTGAACTCAATATCTCTTGAATATTGAGTTCAACCCTCACACGG Hs.444450 2401 0.2733
EGLN1 NM_022051_bp4382_R AGCTAAAAAGTGTGAGGGTTGAACTCAATATCTCTTGAATATTGAGTTCAACCCTCACACGG Hs.444450 7777 0.2389
EGLN1 NM_022051_bp4382_R AGCTAAAAAGTGTGAGGGTTGAACTCAATATCTCTTGAATATTGAGTTCAACCCTCACACGG Hs.444450 13153 0.4474
EGLN2 NM_017555_bp2559_R AGCTAAAAAGCATCACCTGTATCTATTACCTCTCTTGAAGGTAATAGATACAGGTGATGCGG Hs.515417 2375 -0.6175375 0.38418955 0.021088808 0.199175 0.80747837 0.56640413
EGLN2 NM_017555_bp2559_R AGCTAAAAAGCATCACCTGTATCTATTACCTCTCTTGAAGGTAATAGATACAGGTGATGCGG Hs.515417 7751 -0.5333375 0.33854238 0.027055932 0.320275 0.86015607 0.390309204
EGLN2 NM_017555_bp2559_R AGCTAAAAAGCATCACCTGTATCTATTACCTCTCTTGAAGGTAATAGATACAGGTGATGCGG Hs.515417 13127 -0.5018625 0.35699969 0.036132076 0.24895 0.78182419 0.468843066
EGLN2 NM_017555_bp2581_R AGCTAAAAAGAATCAGAACTGGGACGTTAATCTCTTGAATTAACGTCCCAGTTCTGATTCGG Hs.515417 2373 0.5339875 0.46197835 0.074360343 0.49455 0.8400846 0.197020879
EGLN2 NM_017555_bp2581_R AGCTAAAAAGAATCAGAACTGGGACGTTAATCTCTTGAATTAACGTCCCAGTTCTGATTCGG Hs.515417 7749 0.6047125 0.45411429 0.048188964 0.478525 0.80091303 0.196168403
EGLN2 NM_017555_bp2581_R AGCTAAAAAGAATCAGAACTGGGACGTTAATCTCTTGAATTAACGTCCCAGTTCTGATTCGG Hs.515417 13125 0.5592875 0.4788405 0.069036028 0.4621 0.77685908 0.201571617
EGLN2 NM_017555_bp2846_R AGCTAAAAAGGCCTTGTAATGAACACTTTCTCTCTTGAAGAAAGTGTTCATTACAAGGCCGG Hs.515417 1307 0.3665625 0.34996375 0.13963637 0.14005 0.98721418 0.725473992
EGLN2 NM_017555_bp2846_R AGCTAAAAAGGCCTTGTAATGAACACTTTCTCTCTTGAAGAAAGTGTTCATTACAAGGCCGG Hs.515417 6683 0.3468625 0.31607968 0.143054931 0.141875 0.94792577 0.713699154
EGLN2 NM_017555_bp2846_R AGCTAAAAAGGCCTTGTAATGAACACTTTCTCTCTTGAAGAAAGTGTTCATTACAAGGCCGG Hs.515417 12059 0.3804125 0.31416145 0.111560965 0.124475 1.01908917 0.759736989
EGLN3 NM_022073_bp652_R AGCTAAAAAGCTGGGCAAATACTACGTCAATCTCTTGAATTGACGTAGTATTTGCCCAGCGG Hs.135507 1305 -0.6811125 0.22051408 0.005509577 -0.471525 0.41422735 0.09093242
EGLN3 NM_022073_bp652_R AGCTAAAAAGCTGGGCAAATACTACGTCAATCTCTTGAATTGACGTAGTATTTGCCCAGCGG Hs.135507 6681 -0.7943125 0.25310843 0.003587795 -0.480525 0.40530261 0.083989759
EGLN3 NM_022073_bp652_R AGCTAAAAAGCTGGGCAAATACTACGTCAATCTCTTGAATTGACGTAGTATTTGCCCAGCGG Hs.135507 12057 -0.7367875 0.28095642 0.00578865 -0.465625 0.41366977 0.093924488
EGLN3 NM_022073_bp771_R AGCTAAAAAGCATCTACTATCTGAACAAGATCTCTTGAATCTTGTTCAGATAGTAGATGCGG Hs.135507 2371 2.3990625 1.05624844 0.002683992 0.344675 0.64722651 0.271267881
EGLN3 NM_022073_bp771_R AGCTAAAAAGCATCTACTATCTGAACAAGATCTCTTGAATCTTGTTCAGATAGTAGATGCGG Hs.135507 7747 2.9660375 1.31964742 0.002573497 0.486125 0.68495919 0.152566349
EGLN3 NM_022073_bp771_R AGCTAAAAAGCATCTACTATCTGAACAAGATCTCTTGAATCTTGTTCAGATAGTAGATGCGG Hs.135507 13123 2.6961625 1.1276835 0.002068025 0.381125 0.64546242 0.229224154
EGLN3 NM_022073_bp960_R AGCTAAAAAGGTACTTTGATGCTGAAGAAATCTCTTGAATTTCTTCAGCATCAAAGTACCGG Hs.135507 1306 2.5517125 1.26007606 0.004094278 1.9941 0.20473238 4.43E-05
EGLN3 NM_022073_bp960_R AGCTAAAAAGGTACTTTGATGCTGAAGAAATCTCTTGAATTTCTTCAGCATCAAAGTACCGG Hs.135507 6682 2.5519375 1.20171058 0.003381558 1.851225 0.22414298 7.58E-05
EGLN3 NM_022073_bp960_R AGCTAAAAAGGTACTTTGATGCTGAAGAAATCTCTTGAATTTCTTCAGCATCAAAGTACCGG Hs.135507 12058 2.5226125 1.20230586 0.00356716 1.959675 0.29458467 7.48E-05
EHD3 NM_014600_bp1378_R AGCTAAAAAGCCCAGGACTTTAGCAAGTTCTCTCTTGAAGAACTTGCTAAAGTCCTGGGCGG Hs.368808 3250 -0.558975 0.12109206 0.009627211 0.3620625 0.34751355 0.146398618 0.52785 0.30786453 0.041565204 0.87135 0.20156158 0.003254594
EHD3 NM_014600_bp1378_R AGCTAAAAAGCCCAGGACTTTAGCAAGTTCTCTCTTGAAGAACTTGCTAAAGTCCTGGGCGG Hs.368808 8626 -0.611525 0.07313078 0.005693402 0.4322875 0.51721407 0.141190205 0.56155 0.37595494 0.058254885 0.934525 0.20498737 0.00278802
EHD3 NM_014600_bp1378_R AGCTAAAAAGCCCAGGACTTTAGCAAGTTCTCTCTTGAAGAACTTGCTAAAGTCCTGGGCGG Hs.368808 14002 -0.3717 0.34928721 0.103367676 0.3665875 0.4938292 0.192178231 0.49845 0.36557885 0.072128217 0.8967 0.19850605 0.002863715
EHD3 NM_014600_bp393_R AGCTAAAAAGGAAGAGCATTACCGCTTCCATCTCTTGAATGGAAGCGGTAATGCTCTTCCGG Hs.368808 14004 -0.4201 0.26949814 0.052418375 -0.79075 1.0902 0.6119284 0.037735124 0.421166667 0.5159218 0.292961815
EHD3 NM_014600_bp393_R AGCTAAAAAGGAAGAGCATTACCGCTTCCATCTCTTGAATGGAAGCGGTAATGCTCTTCCGG Hs.368808 8628 -0.46575 0.33862676 0.052334699 0.17895 0.53280496 0.646842024 1.104175 0.5819298 0.032116349 0.4466 0.57751513 0.312353768
EHD3 NM_014600_bp393_R AGCTAAAAAGGAAGAGCATTACCGCTTCCATCTCTTGAATGGAAGCGGTAATGCTCTTCCGG Hs.368808 3252 -0.5945 0.31039388 0.046694429 -1.0735 1.021175 0.62561024 0.04696904 0.411266667 0.68002703 0.40479304
EHD3 NM_014600_bp438_R AGCTAAAAAGGATGCCGACTTCGACAACAATCTCTTGAATTGTTGTCGAAGTCGGCATCCGG Hs.368808 3248 -0.553875 0.97671131 0.223790428 -0.83771667 0.36594971 0.023889999 -0.161675 0.36904511 0.445429763 0.242366667 0.58768026 0.549148266
EHD3 NM_014600_bp438_R AGCTAAAAAGGATGCCGACTTCGACAACAATCTCTTGAATTGTTGTCGAAGTCGGCATCCGG Hs.368808 8624 -0.0258 0.23808285 0.925765696 -0.78241667 0.46139805 0.038517444 -0.163975 0.34211783 0.408482933 0.352966667 0.40551254 0.270662178
EHD3 NM_014600_bp438_R AGCTAAAAAGGATGCCGACTTCGACAACAATCTCTTGAATTGTTGTCGAAGTCGGCATCCGG Hs.368808 14000 0.194725 0.69802046 0.634360186 -0.7027625 0.56416017 0.038763041 -0.14965 0.37596224 0.484154398 0.378433333 0.45518247 0.286532365
EHF NM_012153_bp124_R AGCTAAAAAGGAGGTGGTGTAATGAATCTCTCTCTTGAAGAGATTCATTACACCACCTCCGG Hs.502306 3160 -0.596975 0.10710906 0.006995803 0.2401125 0.46501929 0.360871464 0.22925 1.14410651 0.715438733 0.1441 0.40233047 0.525516941
EHF NM_012153_bp124_R AGCTAAAAAGGAGGTGGTGTAATGAATCTCTCTCTTGAAGAGATTCATTACACCACCTCCGG Hs.502306 8536 -0.558975 0.15671635 0.0111819 0.1935875 0.53580588 0.484929384 0.28765 0.9663415 0.593537673 0.092875 0.4549433 0.710452469
EHF NM_012153_bp124_R AGCTAAAAAGGAGGTGGTGTAATGAATCTCTCTCTTGAAGAGATTCATTACACCACCTCCGG Hs.502306 13912 -0.45265 0.15308988 0.024361885 0.264583333 0.70966006 0.474918547 0.2996 0.74592984 0.480557176 0.10925 0.23610459 0.422996508
EHF NM_012153_bp844_R AGCTAAAAAGTGGCTCAGCTATGGGGTAAATCTCTTGAATTTACCCCATAGCTGAGCCACGG Hs.502306 3158 -0.53785 0.23337967 0.018936761 0.2096125 0.43998663 0.410531566 -0.438275 0.70566244 0.302429959 0.24215 0.63629826 0.501944402
EHF NM_012153_bp844_R AGCTAAAAAGTGGCTCAGCTATGGGGTAAATCTCTTGAATTTACCCCATAGCTGAGCCACGG Hs.502306 8534 -0.69825 0.16170979 0.004591014 0.1722875 0.26096311 0.426208368 -0.446075 0.64827135 0.262494806 0.232275 0.65134263 0.527184804
EHF NM_012153_bp844_R AGCTAAAAAGTGGCTCAGCTATGGGGTAAATCTCTTGAATTTACCCCATAGCTGAGCCACGG Hs.502306 13910 -0.35985 0.08552576 0.042862682 0.1107125 0.30659171 0.616449565 -0.441625 0.63445443 0.258130211 0.2826 0.65305683 0.450447013
EHF NM_012153_bp952_R AGCTAAAAAGGACGAAGACTGGTATATAAATCTCTTGAATTTATATACCAGTCTTCGTCCGG Hs.502306 3156 -0.523 0.25464381 0.023423692 0.808716667 0.50824904 0.038896497 1.3499 0.58557403 0.019193698 0.43415 0.50436161 0.183625657
EHF NM_012153_bp952_R AGCTAAAAAGGACGAAGACTGGTATATAAATCTCTTGAATTTATATACCAGTCTTCGTCCGG Hs.502306 8532 -0.591 0.14712686 0.008571077 0.5398375 0.52969924 0.08143611 1.3209 0.53475621 0.015908084 0.484225 0.51397014 0.156037643
EHF NM_012153_bp952_R AGCTAAAAAGGACGAAGACTGGTATATAAATCTCTTGAATTTATATACCAGTCTTCGTCCGG Hs.502306 13908 -0.370875 0.24738042 0.069122962 0.9394125 0.45018258 0.007571521 1.5122 0.66668623 0.020050323 0.50485 0.48454647 0.128534681
EHMT1 NM_024757_bp3426_R AGCTAAAAAGGCACCTTTGTCTGCGAGTATTCTCTTGAAATACTCGCAGACAAAGGTGCCGG Hs.495511 3077 -1.1539 0.88885321 0.025492923 -0.283925 0.50563987 0.303834759
EHMT1 NM_024757_bp3426_R AGCTAAAAAGGCACCTTTGTCTGCGAGTATTCTCTTGAAATACTCGCAGACAAAGGTGCCGG Hs.495511 8453 -1.69765 0.45079511 0.00053996 -0.4698 0.94936498 0.260485297
EHMT1 NM_024757_bp3426_R AGCTAAAAAGGCACCTTTGTCTGCGAGTATTCTCTTGAAATACTCGCAGACAAAGGTGCCGG Hs.495511 13829 -1.559875 0.41197159 0.000616841 -0.498475 0.88830165 0.214810733
EHMT1 NM_024757_bp910_R AGCTAAAAAGGACGGTGATTGAGATGTTTATCTCTTGAATAAACATCTCAATCACCGTCCGG Hs.495511 3075 -1.723875 0.59771882 0.001263381 2.98035 1.90677936 0.004916691
EHMT1 NM_024757_bp910_R AGCTAAAAAGGACGGTGATTGAGATGTTTATCTCTTGAATAAACATCTCAATCACCGTCCGG Hs.495511 8451 -1.4815 0.55599191 0.006163747 2.665375 1.89893638 0.008114698
EHMT1 NM_024757_bp910_R AGCTAAAAAGGACGGTGATTGAGATGTTTATCTCTTGAATAAACATCTCAATCACCGTCCGG Hs.495511 13827 -1.869175 0.50371695 0.000487187 3.06475 2.12880677 0.007000393
EHMT2 NM_006709_bp2696_R AGCTAAAAAGACGTGTGGTTTGCGCTTCAATCTCTTGAATTGAAGCGCAAACCACACGTCGG Hs.520038 3131 0.31775 1.1241583 0.514695604 0.696625 0.26846753 0.013709736
EHMT2 NM_006709_bp2696_R AGCTAAAAAGACGTGTGGTTTGCGCTTCAATCTCTTGAATTGAAGCGCAAACCACACGTCGG Hs.520038 8507 0.3455 0.83648365 0.366690646 0.75885 0.08644715 0.00579684
EHMT2 NM_006709_bp2696_R AGCTAAAAAGACGTGTGGTTTGCGCTTCAATCTCTTGAATTGAAGCGCAAACCACACGTCGG Hs.520038 13883 0.329375 0.84325548 0.390725176 0.687325 0.45471915 0.028485506
EHMT2 NM_006709_bp3016_R AGCTAAAAAGCTCCAGGAATTTAACAAGATTCTCTTGAAATCTTGTTAAATTCCTGGAGCGG Hs.520038 3129 -0.64475 0.20468373 0.0080174 -0.589075 0.57858368 0.072383668
EHMT2 NM_006709_bp3016_R AGCTAAAAAGCTCCAGGAATTTAACAAGATTCTCTTGAAATCTTGTTAAATTCCTGGAGCGG Hs.520038 8505 -0.783175 0.35642064 0.008903061 -0.23265 0.45673173 0.371387276
EHMT2 NM_006709_bp3016_R AGCTAAAAAGCTCCAGGAATTTAACAAGATTCTCTTGAAATCTTGTTAAATTCCTGGAGCGG Hs.520038 13881 -0.60735 0.33248385 0.020667723 -0.431375 0.70261448 0.206782382
EHMT2 NM_006709_bp3191_R AGCTAAAAAGGGACCTTCATCTGCGAGTATTCTCTTGAAATACTCGCAGATGAAGGTCCCGG Hs.520038 3127 -0.61845 0.36975677 0.023678402 -0.22375 0.75298462 0.5099962
EHMT2 NM_006709_bp3191_R AGCTAAAAAGGGACCTTCATCTGCGAGTATTCTCTTGAAATACTCGCAGATGAAGGTCCCGG Hs.520038 8503 -1.2084 0.33957199 0.001221925 -0.004 0.81788215 0.990959511
EHMT2 NM_006709_bp3191_R AGCTAAAAAGGGACCTTCATCTGCGAGTATTCTCTTGAAATACTCGCAGATGAAGGTCCCGG Hs.520038 13879 -1.4071 0.54891189 0.002366241 -0.138375 0.72912202 0.673628784
EIF2AK1 NM_014413_bp1565_R AGCTAAAAAGTTGGAAGGATCTGAGTATGATCTCTTGAATCATACTCAGATCCTTCCAACGG Hs.520205 1618 2.41545 1.32845753 0.006010735 -0.952 1.37145158 0.210614556
EIF2AK1 NM_014413_bp1565_R AGCTAAAAAGTTGGAAGGATCTGAGTATGATCTCTTGAATCATACTCAGATCCTTCCAACGG Hs.520205 6994 2.64065 1.1840601 0.002582619 -0.252633333 0.8867385 0.58630338
EIF2AK1 NM_014413_bp1565_R AGCTAAAAAGTTGGAAGGATCTGAGTATGATCTCTTGAATCATACTCAGATCCTTCCAACGG Hs.520205 12370 -0.3307 3.12300357 0.809312943 -0.641433333 0.22772284 0.037399
EIF2AK1 NM_014413_bp1731_R AGCTAAAAAGCCAAGTATATCCAGCACTTATCTCTTGAATAAGTGCTGGATATACTTGGCGG Hs.520205 11222 0.421 5.49979305 0.851118884 0.3902
EIF2AK1 NM_014413_bp1731_R AGCTAAAAAGCCAAGTATATCCAGCACTTATCTCTTGAATAAGTGCTGGATATACTTGGCGG Hs.520205 470 0.0597 7.36578992 0.985407309
EIF2AK1 NM_014413_bp1731_R AGCTAAAAAGCCAAGTATATCCAGCACTTATCTCTTGAATAAGTGCTGGATATACTTGGCGG Hs.520205 5846 0.29755 9.9886611 0.946350309 0.222
EIF2AK1 NM_014413_bp971_R AGCTAAAAAGTCGGTGAAGTACACCACCAATCTCTTGAATTGGTGGTGTACTTCACCGACGG Hs.520205 471 1.158875 3.20094483 0.394361216 -2.9464 3.04664028 0.141255829
EIF2AK1 NM_014413_bp971_R AGCTAAAAAGTCGGTGAAGTACACCACCAATCTCTTGAATTGGTGGTGTACTTCACCGACGG Hs.520205 5847 2.29295 5.92721721 0.363587192 -2.7877 3.07464171 0.158116298
EIF2AK1 NM_014413_bp971_R AGCTAAAAAGTCGGTGAAGTACACCACCAATCTCTTGAATTGGTGGTGTACTTCACCGACGG Hs.520205 11223 2.960725 7.48423908 0.353505511 -2.62765 2.80587042 0.150270967
EIF2AK2 NM_002759_bp1637_R AGCTAAAAAGGGTGGATTATATACATTCAATCTCTTGAATTGAATGTATATAATCCACCCGG Hs.131431 1877 0.0046 4.426
EIF2AK2 NM_002759_bp1637_R AGCTAAAAAGGGTGGATTATATACATTCAATCTCTTGAATTGAATGTATATAATCCACCCGG Hs.131431 7253 0.0391 4.3627
EIF2AK2 NM_002759_bp1637_R AGCTAAAAAGGGTGGATTATATACATTCAATCTCTTGAATTGAATGTATATAATCCACCCGG Hs.131431 12629 0.0125 4.1772
EIF2AK2 NM_002759_bp1933_R AGCTAAAAAGATGGCATCATCTCAGATATATCTCTTGAATATATCTGAGATGATGCCATCGG Hs.131431 272 0.9377 0.95501842 0.130788982 0.0645375 0.37275427 0.760870678
EIF2AK2 NM_002759_bp1933_R AGCTAAAAAGATGGCATCATCTCAGATATATCTCTTGAATATATCTGAGATGATGCCATCGG Hs.131431 5648 1.443533333 1.14985278 0.04379456 0.0886375 0.30765167 0.645671508
EIF2AK2 NM_002759_bp1933_R AGCTAAAAAGATGGCATCATCTCAGATATATCTCTTGAATATATCTGAGATGATGCCATCGG Hs.131431 11024 1.362425 0.95508693 0.017534827 0.1520125 0.28433044 0.425477299
EIF2AK3 NM_004836_bp3330_R AGCTAAAAAGGCCTGATTCTATTTGAATTGTCTCTTGAACAATTCAAATAGAATCAGGCCGG Hs.434326 352 -1.08145 0.71550656 0.016457284 0.906 0.59956011 0.051506834
EIF2AK3 NM_004836_bp3330_R AGCTAAAAAGGCCTGATTCTATTTGAATTGTCTCTTGAACAATTCAAATAGAATCAGGCCGG Hs.434326 5728 -1.2134 0.60218387 0.00603461 0.982833333 0.24271972 0.011058604
EIF2AK3 NM_004836_bp3330_R AGCTAAAAAGGCCTGATTCTATTTGAATTGTCTCTTGAACAATTCAAATAGAATCAGGCCGG Hs.434326 11104 -1.2762 0.59575233 0.004713786 0.4908 0.43485875 0.135787054
EIF2AK3 NM_004836_bp599_R AGCTAAAAAGCGCGGCAGGTCATTAGTAATTCTCTTGAAATTACTAATGACCTGCCGCGCGG Hs.434326 353 0.016275 0.71087333 0.959342984 1.1815 1.78917562 0.223164189
EIF2AK3 NM_004836_bp599_R AGCTAAAAAGCGCGGCAGGTCATTAGTAATTCTCTTGAAATTACTAATGACCTGCCGCGCGG Hs.434326 5729 -0.286825 0.53973355 0.295234911 1.657833333 1.82572192 0.121617622
EIF2AK3 NM_004836_bp599_R AGCTAAAAAGCGCGGCAGGTCATTAGTAATTCTCTTGAAATTACTAATGACCTGCCGCGCGG Hs.434326 11105 -0.301175 0.39512683 0.192589743 0.6386 1.944175 0.506968631
EIF2AK3 NM_004836_bp993_R AGCTAAAAAGAGGAAGACATCCTGCTTCTATCTCTTGAATAGAAGCAGGATGTCTTCCTCGG Hs.434326 5730 3.191275 5.3364032 0.183173422 4.740833333 2.39948533 0.01498384
EIF2AK3 NM_004836_bp993_R AGCTAAAAAGAGGAAGACATCCTGCTTCTATCTCTTGAATAGAAGCAGGATGTCTTCCTCGG Hs.434326 11106 2.660125 4.67262918 0.201721029 2.1112 2.4599516 0.134215063
EIF2AK3 NM_004836_bp993_R AGCTAAAAAGAGGAAGACATCCTGCTTCTATCTCTTGAATAGAAGCAGGATGTCTTCCTCGG Hs.434326 354 1.959516667 3.44905142 0.238115301 1.840233333 1.55205725 0.066437833
EIF2AK4 BX640919_bp1033_R AGCTAAAAAGTGGCCCTTGTCTCGGATAAATCTCTTGAATTTATCCGAGACAAGGGCCACGG Hs.412102 57 0.1702 0.3709744 0.418415235 0.0526375 0.24320939 0.760986035
EIF2AK4 BX640919_bp1033_R AGCTAAAAAGTGGCCCTTGTCTCGGATAAATCTCTTGAATTTATCCGAGACAAGGGCCACGG Hs.412102 5433 0.55735 0.46704403 0.162623731 0.3622125 0.26928393 0.091859278



EIF2AK4 BX640919_bp1033_R AGCTAAAAAGTGGCCCTTGTCTCGGATAAATCTCTTGAATTTATCCGAGACAAGGGCCACGG Hs.412102 10809 0.3421 0.23964944 0.084048153 0.1560125 0.19022135 0.352742774
EIF2AK4 BX640919_bp4551_R AGCTAAAAAGCAGGTAACTTAGGAAACAAATCTCTTGAATTTGTTTCCTAAGTTACCTGCGG Hs.412102 59 -0.669566667 0.71637111 0.11697803 0.8866625 0.1879185 0.002821416
EIF2AK4 BX640919_bp4551_R AGCTAAAAAGCAGGTAACTTAGGAAACAAATCTCTTGAATTTGTTTCCTAAGTTACCTGCGG Hs.412102 5435 -0.2588 0.21156635 0.378165758 0.8164375 0.10613686 0.002649916
EIF2AK4 BX640919_bp4551_R AGCTAAAAAGCAGGTAACTTAGGAAACAAATCTCTTGAATTTGTTTCCTAAGTTACCTGCGG Hs.412102 10811 -0.24955 0.1801001 0.386408873 0.9167125 0.18822284 0.002467434
EIF2C1 NM_012199_bp1132_R AGCTAAAAAGCACAGTATTTCAAGCAGAAATCTCTTGAATTTCTGCTTGAAATACTGTGCGG Hs.22867 1304 0.3680375 0.28091939 0.106681255 -0.187225 0.38395701 0.444912977
EIF2C1 NM_012199_bp1132_R AGCTAAAAAGCACAGTATTTCAAGCAGAAATCTCTTGAATTTCTGCTTGAAATACTGTGCGG Hs.22867 6680 0.3649625 0.246054 0.095930935 -0.1724 0.39659537 0.485065053
EIF2C1 NM_012199_bp1132_R AGCTAAAAAGCACAGTATTTCAAGCAGAAATCTCTTGAATTTCTGCTTGAAATACTGTGCGG Hs.22867 12056 0.3371625 0.28439813 0.136504418 -0.213075 0.39930923 0.392704573
EIF2C1 NM_012199_bp1665_R AGCTAAAAAGGGTCAACCTTGTTTCTGCAATCTCTTGAATTGCAGAAACAAGGTTGACCCGG Hs.22867 2369 -1.1711125 0.25123085 0.000667223 -0.138325 0.59391647 0.644309215
EIF2C1 NM_012199_bp1665_R AGCTAAAAAGGGTCAACCTTGTTTCTGCAATCTCTTGAATTGCAGAAACAAGGTTGACCCGG Hs.22867 7745 -1.1199125 0.2287026 0.0007023 -0.067875 0.54379346 0.816157845
EIF2C1 NM_012199_bp1665_R AGCTAAAAAGGGTCAACCTTGTTTCTGCAATCTCTTGAATTGCAGAAACAAGGTTGACCCGG Hs.22867 13121 -1.1107125 0.20276997 0.000617681 -0.1537 0.5821943 0.603851354
EIF2C1 NM_012199_bp916_R AGCTAAAAAGTGCTGGACATCAGGAACATATCTCTTGAATATGTTCCTGATGTCCAGCACGG Hs.22867 1303 0.2584875 0.15242185 0.181021642 1.16325 0.47780184 0.002931552
EIF2C1 NM_012199_bp916_R AGCTAAAAAGTGCTGGACATCAGGAACATATCTCTTGAATATGTTCCTGATGTCCAGCACGG Hs.22867 6679 0.2559875 0.17041361 0.192212711 1.1881 0.50664383 0.003039283
EIF2C1 NM_012199_bp916_R AGCTAAAAAGTGCTGGACATCAGGAACATATCTCTTGAATATGTTCCTGATGTCCAGCACGG Hs.22867 12055 0.2262125 0.18791064 0.258946379 1.153225 0.48255069 0.003130988
EIF2C2 NM_012154_bp1220_R AGCTAAAAAGTCCGTGAATTTGGAATCATGTCTCTTGAACATGATTCCAAATTCACGGACGG Hs.449415 1302 0.2732875 0.2391886 0.197751498 -0.504675 0.33047714 0.058129493
EIF2C2 NM_012154_bp1220_R AGCTAAAAAGTCCGTGAATTTGGAATCATGTCTCTTGAACATGATTCCAAATTCACGGACGG Hs.449415 6678 0.2893875 0.28303429 0.197267128 -0.52175 0.36085308 0.056849179
EIF2C2 NM_012154_bp1220_R AGCTAAAAAGTCCGTGAATTTGGAATCATGTCTCTTGAACATGATTCCAAATTCACGGACGG Hs.449415 12054 0.3146625 0.28166451 0.16210428 -0.4767 0.3086664 0.065658519
EIF2C2 NM_012154_bp163_R AGCTAAAAAGGCCAATTTCTTCGAAATGGATCTCTTGAATCCATTTCGAAGAAATTGGCCGG Hs.449415 2367 0.1659625 0.24912614 0.461839635 -0.1689 0.47856341 0.528838468
EIF2C2 NM_012154_bp163_R AGCTAAAAAGGCCAATTTCTTCGAAATGGATCTCTTGAATCCATTTCGAAGAAATTGGCCGG Hs.449415 7743 0.0656375 0.18129839 0.856257024 0.030375 0.33771764 0.879580872
EIF2C2 NM_012154_bp163_R AGCTAAAAAGGCCAATTTCTTCGAAATGGATCTCTTGAATCCATTTCGAAGAAATTGGCCGG Hs.449415 13119 0.0509625 0.22410369 0.935104291 -0.007525 0.40857204 0.987581826
EIF2C2 NM_012154_bp804_R AGCTAAAAAGGGTAAAGTTTACCAAAGAAATCTCTTGAATTTCTTTGGTAAACTTTACCCGG Hs.449415 2365 -0.4344 0.01555635 0.139735893 -0.192575 0.64860934 0.537997057
EIF2C2 NM_012154_bp804_R AGCTAAAAAGGGTAAAGTTTACCAAAGAAATCTCTTGAATTTCTTTGGTAAACTTTACCCGG Hs.449415 7741 -0.2086 -0.137075 0.59782761 0.645538674
EIF2C2 NM_012154_bp804_R AGCTAAAAAGGGTAAAGTTTACCAAAGAAATCTCTTGAATTTCTTTGGTAAACTTTACCCGG Hs.449415 13117 0.101 -0.178075 0.67895675 0.579351677
EIF2C3 NM_024852_bp2195_R AGCTAAAAAGTCCGGGAACTTCTTATTCAATCTCTTGAATTGAATAAGAAGTTCCCGGACGG Hs.491101 1301 -0.1988625 0.25765848 0.208410729 -0.485075 0.23774847 0.051976933
EIF2C3 NM_024852_bp2195_R AGCTAAAAAGTCCGGGAACTTCTTATTCAATCTCTTGAATTGAATAAGAAGTTCCCGGACGG Hs.491101 6677 -0.2120875 0.25676363 0.187376497 -0.51915 0.22802238 0.040002339
EIF2C3 NM_024852_bp2195_R AGCTAAAAAGTCCGGGAACTTCTTATTCAATCTCTTGAATTGAATAAGAAGTTCCCGGACGG Hs.491101 12053 -0.1301125 0.21930567 0.328893722 -0.518425 0.22215861 0.039521394
EIF2C3 NM_024852_bp566_R AGCTAAAAAGGGGTAGATTTAGACGTTACTTCTCTTGAAAGTAACGTCTAAATCTACCCCGG Hs.491101 7737 0.0904 0.23900209 0.844436941 0.08665 0.460752 0.719643101
EIF2C3 NM_024852_bp566_R AGCTAAAAAGGGGTAGATTTAGACGTTACTTCTCTTGAAAGTAACGTCTAAATCTACCCCGG Hs.491101 13113 0.0977 0.1912 0.38730568 0.417161182
EIF2C3 NM_024852_bp566_R AGCTAAAAAGGGGTAGATTTAGACGTTACTTCTCTTGAAAGTAACGTCTAAATCTACCCCGG Hs.491101 2361 0.2575 0.05444722 0.418223873 0.33935 0.33156237 0.35877554
EIF2C3 NM_024852_bp920_R AGCTAAAAAGCCACTGCCTTCTACAAAGCATCTCTTGAATGCTTTGTAGAAGGCAGTGGCGG Hs.491101 2363 0.9816375 0.38003473 0.004711892 -0.296225 0.40484186 0.249659384
EIF2C3 NM_024852_bp920_R AGCTAAAAAGCCACTGCCTTCTACAAAGCATCTCTTGAATGCTTTGTAGAAGGCAGTGGCGG Hs.491101 7739 0.9817875 0.47370263 0.008298347 -0.336825 0.51168521 0.238364911
EIF2C3 NM_024852_bp920_R AGCTAAAAAGCCACTGCCTTCTACAAAGCATCTCTTGAATGCTTTGTAGAAGGCAGTGGCGG Hs.491101 13115 1.0125375 0.51832055 0.009337922 -0.30935 0.44676351 0.248196517
EIF2C4 NM_017629_bp1624_R AGCTAAAAAGGGTCAGCCATGTTTCTGCAATCTCTTGAATTGCAGAAACATGGCTGACCCGG Hs.576376 1300 -0.1418375 0.49188968 0.471635905 0.01025 0.50974605 0.957680443
EIF2C4 NM_017629_bp1624_R AGCTAAAAAGGGTCAGCCATGTTTCTGCAATCTCTTGAATTGCAGAAACATGGCTGACCCGG Hs.576376 6676 -0.1500875 0.47845279 0.444705688 0.02115 0.47971128 0.92265592
EIF2C4 NM_017629_bp1624_R AGCTAAAAAGGGTCAGCCATGTTTCTGCAATCTCTTGAATTGCAGAAACATGGCTGACCCGG Hs.576376 12052 -0.1076125 0.4753014 0.547526221 0.059725 0.51309361 0.811184017
EIF2C4 NM_017629_bp2202_R AGCTAAAAAGAGGGGTATCTGAGGGACAAATCTCTTGAATTTGTCCCTCAGATACCCCTCGG Hs.576376 2359 0.5124875 0.32268279 0.045754743 0.1552 0.90556715 0.677527843
EIF2C4 NM_017629_bp2202_R AGCTAAAAAGAGGGGTATCTGAGGGACAAATCTCTTGAATTTGTCCCTCAGATACCCCTCGG Hs.576376 7735 0.5815875 0.30269348 0.026051834 -0.005775 0.89170267 0.995766843
EIF2C4 NM_017629_bp2202_R AGCTAAAAAGAGGGGTATCTGAGGGACAAATCTCTTGAATTTGTCCCTCAGATACCCCTCGG Hs.576376 13111 0.7406125 0.46028071 0.023903818 0.0776 0.95328263 0.836794439
EIF2C4 NM_017629_bp922_R AGCTAAAAAGCGTGTCAAATTTACCAAAGATCTCTTGAATCTTTGGTAAATTTGACACGCGG Hs.576376 1299 -0.5568375 0.42787091 0.036628889 -0.3711 0.13354258 0.094762068
EIF2C4 NM_017629_bp922_R AGCTAAAAAGCGTGTCAAATTTACCAAAGATCTCTTGAATCTTTGGTAAATTTGACACGCGG Hs.576376 6675 -0.5323875 0.42428647 0.041345178 -0.3984 0.12916302 0.076942925
EIF2C4 NM_017629_bp922_R AGCTAAAAAGCGTGTCAAATTTACCAAAGATCTCTTGAATCTTTGGTAAATTTGACACGCGG Hs.576376 12051 -0.5141125 0.38786958 0.038633156 -0.346475 0.12333268 0.112853347
ELAC1 NM_005359_bp1001_R AGCTAAAAAGCCAGCTACTTACCATCATAATCTCTTGAATTATGATGGTAAGTAGCTGGCGG Hs.75862 1117 1.2295375 0.27557658 0.000727653 0.0803375 0.39956833 0.736776963
ELAC1 NM_005359_bp1001_R AGCTAAAAAGCCAGCTACTTACCATCATAATCTCTTGAATTATGATGGTAAGTAGCTGGCGG Hs.75862 6493 1.2277625 0.25209131 0.00062486 -0.0241875 0.40232223 0.91923925
ELAC1 NM_005359_bp1001_R AGCTAAAAAGCCAGCTACTTACCATCATAATCTCTTGAATTATGATGGTAAGTAGCTGGCGG Hs.75862 11869 1.1634375 0.31881523 0.001260981 -0.0056375 0.39921178 0.981082648
ELAC1 NM_005359_bp1668_R AGCTAAAAAGCTCCAGCTATCAGTCTGTCATCTCTTGAATGACAGACTGATAGCTGGAGCGG Hs.75862 2098 -0.8928625 0.54197789 0.015046769 -0.3996875 0.29442664 0.101918231
ELAC1 NM_005359_bp1668_R AGCTAAAAAGCTCCAGCTATCAGTCTGTCATCTCTTGAATGACAGACTGATAGCTGGAGCGG Hs.75862 7474 -1.3160875 0.30262873 0.000638611 -0.5238875 0.71432869 0.139880163
ELAC1 NM_005359_bp1668_R AGCTAAAAAGCTCCAGCTATCAGTCTGTCATCTCTTGAATGACAGACTGATAGCTGGAGCGG Hs.75862 12850 -1.1848375 0.42034706 0.002288212 -0.8323875 0.64000044 0.027195403
ELAC1 NM_005359_bp1692_R AGCTAAAAAGCTGCTGGAATTGGTGTTGATTCTCTTGAAATCAACACCAATTCCAGCAGCGG Hs.75862 1118 -0.8894875 0.46594924 0.010149696 -0.2404625 1.00511721 0.565707474
ELAC1 NM_005359_bp1692_R AGCTAAAAAGCTGCTGGAATTGGTGTTGATTCTCTTGAAATCAACACCAATTCCAGCAGCGG Hs.75862 6494 -0.9381375 0.50093633 0.009976723 -0.2885375 1.20716042 0.553557312
ELAC1 NM_005359_bp1692_R AGCTAAAAAGCTGCTGGAATTGGTGTTGATTCTCTTGAAATCAACACCAATTCCAGCAGCGG Hs.75862 11870 -0.9187875 0.47288055 0.009271348 -0.2914125 1.06549588 0.508545452
ELAVL1 NM_001419_bp4205_R AGCTAAAAAGCCACCATCCTGCGTGAATATTCTCTTGAAATATTCACGCAGGATGGTGGCGG Hs.184492 2438 -1.040275 0.19769226 0.00141542 -0.1114875 0.38925157 0.772738795
ELAVL1 NM_001419_bp4205_R AGCTAAAAAGCCACCATCCTGCGTGAATATTCTCTTGAAATATTCACGCAGGATGGTGGCGG Hs.184492 7814 -0.878175 0.5702269 0.022952708 0.0250125 0.17362306 0.734109698
ELAVL1 NM_001419_bp4205_R AGCTAAAAAGCCACCATCCTGCGTGAATATTCTCTTGAAATATTCACGCAGGATGGTGGCGG Hs.184492 13190 -0.969625 0.44149061 0.007381466 -0.1476875 0.12209677 0.591020025
ELAVL1 NM_001419_bp610_R AGCTAAAAAGGGTTGCGTTTATCCGGTTTGTCTCTTGAACAAACCGGATAAACGCAACCCGG Hs.184492 2436 -0.413175 0.38452164 0.130676801 -0.4193625 1.03195261 0.38503372
ELAVL1 NM_001419_bp610_R AGCTAAAAAGGGTTGCGTTTATCCGGTTTGTCTCTTGAACAAACCGGATAAACGCAACCCGG Hs.184492 7812 -0.162025 0.3658042 0.610415265 -0.6328875 0.64171463 0.084673137
ELAVL1 NM_001419_bp610_R AGCTAAAAAGGGTTGCGTTTATCCGGTTTGTCTCTTGAACAAACCGGATAAACGCAACCCGG Hs.184492 13188 -0.1743 0.61923996 0.681585369 -0.7467375 0.52855258 0.033614189
ELAVL1 NM_001419_bp992_R AGCTAAAAAGATCCGCGACTTCAACACCAATCTCTTGAATTGGTGTTGAAGTCGCGGATCGG Hs.184492 2434 -0.851775 0.30159559 0.007321043 -0.7413875 0.82334198 0.084114033
ELAVL1 NM_001419_bp992_R AGCTAAAAAGATCCGCGACTTCAACACCAATCTCTTGAATTGGTGTTGAAGTCGCGGATCGG Hs.184492 7810 -0.7124 0.41093993 0.058117006 -0.5686875 0.76879627 0.153744991
ELAVL1 NM_001419_bp992_R AGCTAAAAAGATCCGCGACTTCAACACCAATCTCTTGAATTGGTGTTGAAGTCGCGGATCGG Hs.184492 13186 -0.655266667 0.4481685 0.081769647 -0.5750625 0.74390082 0.142067312
ELAVL2 BC030692_bp1059_R AGCTAAAAAGTGGTGTATATTTGTGTACAATCTCTTGAATTGTACACAAATATACACCACGG Hs.166109 4519 -0.760675 0.20941812 0.004120933 -0.741125 0.44716811 0.024763159 0.402533333 0.51853611 0.229575186
ELAVL2 BC030692_bp1059_R AGCTAAAAAGTGGTGTATATTTGTGTACAATCTCTTGAATTGTACACAAATATACACCACGG Hs.166109 9895 -0.666575 0.27026407 0.010166915 -0.7697 0.25113825 0.007147624 0.301666667 0.39811828 0.312746304
ELAVL2 BC030692_bp1059_R AGCTAAAAAGTGGTGTATATTTGTGTACAATCTCTTGAATTGTACACAAATATACACCACGG Hs.166109 15271 -0.618725 0.31935821 0.017948221 -0.67875 0.10027833 0.005425899 0.2281 0.46304688 0.455635136
ELAVL2 BC030692_bp1275_R AGCTAAAAAGCAGGTCTCCTTTAAGACAAATCTCTTGAATTTGTCTTAAAGGAGACCTGCGG Hs.166109 4517 -0.2638 0.70330913 0.470692592 -0.0565 0.16811914 0.716705809 -0.57423333 0.36624951 0.080097036
ELAVL2 BC030692_bp1275_R AGCTAAAAAGCAGGTCTCCTTTAAGACAAATCTCTTGAATTTGTCTTAAAGGAGACCTGCGG Hs.166109 9893 -0.232766667 0.64181544 0.494626417 -0.191025 0.35479093 0.374779526 -0.6367 0.89787166 0.168370767
ELAVL2 BC030692_bp1275_R AGCTAAAAAGCAGGTCTCCTTTAAGACAAATCTCTTGAATTTGTCTTAAAGGAGACCTGCGG Hs.166109 15269 -0.268025 1.07512607 0.565011534 -0.5088 0.69777297 0.265964577
ELAVL2 BC030692_bp719_R AGCTAAAAAGACGCATTATTACTTCTCGTATCTCTTGAATACGAGAAGTAATAATGCGTCGG Hs.166109 4521 0.848425 0.77888189 0.048780715 -0.020133333 0.32369468 0.932163534 -0.57893333 0.47727678 0.097553811
ELAVL2 BC030692_bp719_R AGCTAAAAAGACGCATTATTACTTCTCGTATCTCTTGAATACGAGAAGTAATAATGCGTCGG Hs.166109 9897 0.776225 0.60186972 0.033065993 0.1819 0.18004679 0.28091831 -0.43903333 0.28211814 0.137640256
ELAVL2 BC030692_bp719_R AGCTAAAAAGACGCATTATTACTTCTCGTATCTCTTGAATACGAGAAGTAATAATGCGTCGG Hs.166109 15273 0.588125 0.42663983 0.037609577 0.1105 0.08816976 0.451010974 -0.62153333 0.33197561 0.059578208
ELL3 AK126384_bp1214_R AGCTAAAAAGCCAGACCCATGTTCCAAACATCTCTTGAATGTTTGGAACATGGGTCTGGCGG Hs.591095 3935 0.0087625 0.29179934 0.961252959 -0.333225 0.15292932 0.125943577
ELL3 AK126384_bp1214_R AGCTAAAAAGCCAGACCCATGTTCCAAACATCTCTTGAATGTTTGGAACATGGGTCTGGCGG Hs.591095 9311 -0.0127375 0.36747599 0.949705464 -0.309375 0.1727061 0.154017237
ELL3 AK126384_bp1214_R AGCTAAAAAGCCAGACCCATGTTCCAAACATCTCTTGAATGTTTGGAACATGGGTCTGGCGG Hs.591095 14687 0.0501375 0.43107248 0.821557642 -0.211225 0.28045098 0.342654916
ELL3 AK126384_bp1370_R AGCTAAAAAGCCTGACCAATCAGGATTTACTCTCTTGAAGTAAATCCTGATTGGTCAGGCGG Hs.591095 3961 -0.0509875 0.30025592 0.780988129 -0.030675 0.40990987 0.898440132
ELL3 AK126384_bp1370_R AGCTAAAAAGCCTGACCAATCAGGATTTACTCTCTTGAAGTAAATCCTGATTGGTCAGGCGG Hs.591095 9337 0.0351875 0.1886343 0.822042441 -0.231675 0.11337391 0.255274018
ELL3 AK126384_bp1370_R AGCTAAAAAGCCTGACCAATCAGGATTTACTCTCTTGAAGTAAATCCTGATTGGTCAGGCGG Hs.591095 14713 -0.0252375 0.23043748 0.878605513 0.15315 0.5423239 0.579949783
ELL3 AK126384_bp1856_R AGCTAAAAAGAGCCTCTGCTTAGTGAAACATCTCTTGAATGTTTCACTAAGCAGAGGCTCGG Hs.591095 3933 0.357733333 0.49135116 0.241561413 -0.0945 0.2441125 0.652224787
ELL3 AK126384_bp1856_R AGCTAAAAAGAGCCTCTGCTTAGTGAAACATCTCTTGAATGTTTCACTAAGCAGAGGCTCGG Hs.591095 9309 0.15335 0.35871527 0.618763391 -0.184525 0.28994974 0.406357904
ELL3 AK126384_bp1856_R AGCTAAAAAGAGCCTCTGCTTAGTGAAACATCTCTTGAATGTTTCACTAAGCAGAGGCTCGG Hs.591095 14685 0.343716667 0.33534267 0.185973932 -0.281025 0.39007272 0.25993318
ELMO2 AL713765_bp1735_R AGCTAAAAAGTCCCAGATCTGTACATTGGATCTCTTGAATCCAATGTACAGATCTGGGACGG 3936 0.0648625 0.3948704 0.758904228 0.56815 0.18330242 0.024521474
ELMO2 AL713765_bp1735_R AGCTAAAAAGTCCCAGATCTGTACATTGGATCTCTTGAATCCAATGTACAGATCTGGGACGG 9312 0.0971125 0.47865677 0.684980588 0.549075 0.17923252 0.02768988
ELMO2 AL713765_bp1735_R AGCTAAAAAGTCCCAGATCTGTACATTGGATCTCTTGAATCCAATGTACAGATCTGGGACGG 14688 0.1172875 0.46548729 0.619253437 0.61975 0.19999414 0.018099739
ELMO2 AL713765_bp2491_R AGCTAAAAAGTTCCATCGCTCTAATTTAAATCTCTTGAATTTAAATTAGAGCGATGGAACGG 3932 -0.2566875 0.53520141 0.340888483 -0.1262 0.25925646 0.554492183
ELMO2 AL713765_bp2491_R AGCTAAAAAGTTCCATCGCTCTAATTTAAATCTCTTGAATTTAAATTAGAGCGATGGAACGG 9308 -0.2944375 0.45690565 0.236309625 -0.39085 0.26164407 0.100728566
ELMO2 AL713765_bp2491_R AGCTAAAAAGTTCCATCGCTCTAATTTAAATCTCTTGAATTTAAATTAGAGCGATGGAACGG 14684 -0.1979875 0.34991189 0.338410981 -0.1265 0.38554254 0.59453884
ELMO2 AL713765_bp2769_R AGCTAAAAAGCCCAGCAGCTATGACTTTGTTCTCTTGAAACAAAGTCATAGCTGCTGGGCGG 3934 -0.4580375 0.20689222 0.029568964 0.031525 0.25495267 0.880535188
ELMO2 AL713765_bp2769_R AGCTAAAAAGCCCAGCAGCTATGACTTTGTTCTCTTGAAACAAAGTCATAGCTGCTGGGCGG 9310 -0.4650625 0.24570425 0.033741808 -0.14835 0.23788207 0.482840823
ELMO2 AL713765_bp2769_R AGCTAAAAAGCCCAGCAGCTATGACTTTGTTCTCTTGAAACAAAGTCATAGCTGCTGGGCGG 14686 -0.3818125 0.16136718 0.044795934 -0.051625 0.36272795 0.822636359
ELOVL7 XM_371740_bp1118_R AGCTAAAAAGCTTGTCCAGTTTGTTATTGTTCTCTTGAAACAATAACAAACTGGACAAGCGG Hs.274256 3485 -0.91285 0.39952271 0.00617292 -0.2150875 1.02705185 0.612399443
ELOVL7 XM_371740_bp1118_R AGCTAAAAAGCTTGTCCAGTTTGTTATTGTTCTCTTGAAACAATAACAAACTGGACAAGCGG Hs.274256 8861 -1.081633333 0.05610357 0.002983125 -0.0638875 0.68125881 0.837969732
ELOVL7 XM_371740_bp1118_R AGCTAAAAAGCTTGTCCAGTTTGTTATTGTTCTCTTGAAACAATAACAAACTGGACAAGCGG Hs.274256 14237 -0.603075 1.28824699 0.293912255 -0.4086625 0.15943785 0.072777574
ELOVL7 XM_371740_bp1200_R AGCTAAAAAGCGTGCATCATTATGAGTTACTCTCTTGAAGTAACTCATAATGATGCACGCGG Hs.274256 3483 -0.646125 1.03069362 0.183522943 -0.1387875 0.58045068 0.627767427
ELOVL7 XM_371740_bp1200_R AGCTAAAAAGCGTGCATCATTATGAGTTACTCTCTTGAAGTAACTCATAATGATGCACGCGG Hs.274256 8859 -0.416866667 0.4581456 0.170994458 0.0401375 0.10138417 0.834135
ELOVL7 XM_371740_bp1200_R AGCTAAAAAGCGTGCATCATTATGAGTTACTCTCTTGAAGTAACTCATAATGATGCACGCGG Hs.274256 14235 -0.851633333 0.51025573 0.03289083 0.1863875 0.31464026 0.411205971
ELOVL7 XM_371740_bp753_R AGCTAAAAAGGCTGGGGTATAGGTTATTCATCTCTTGAATGAATAACCTATACCCCAGCCGG Hs.274256 3481 -0.351575 0.40775999 0.145121893 0.2885125 0.49161852 0.290781003
ELOVL7 XM_371740_bp753_R AGCTAAAAAGGCTGGGGTATAGGTTATTCATCTCTTGAATGAATAACCTATACCCCAGCCGG Hs.274256 8857 -0.896075 0.35807036 0.005155928 0.8217875 0.42339184 0.012230654
ELOVL7 XM_371740_bp753_R AGCTAAAAAGGCTGGGGTATAGGTTATTCATCTCTTGAATGAATAACCTATACCCCAGCCGG Hs.274256 14233 -0.483525 0.20013922 0.023669297 0.2397875 0.21113557 0.26377435
ENPP2 NM_006209_bp1854_R AGCTAAAAAGACCCAATTATCCAGGGATTATCTCTTGAATAATCCCTGGATAATTGGGTCGG Hs.190977 1298 -0.589883333 0.52387607 0.081645679 0.288875 0.3546067 0.23043182
ENPP2 NM_006209_bp1854_R AGCTAAAAAGACCCAATTATCCAGGGATTATCTCTTGAATAATCCCTGGATAATTGGGTCGG Hs.190977 6674 -0.5549625 0.40983253 0.03376493 0.31235 0.2884937 0.176786946
ENPP2 NM_006209_bp1854_R AGCTAAAAAGACCCAATTATCCAGGGATTATCTCTTGAATAATCCCTGGATAATTGGGTCGG Hs.190977 12050 -0.5152375 0.36218035 0.033677479 0.24755 0.31717332 0.279657027
ENPP2 NM_006209_bp230_R AGCTAAAAAGGCAGGTGCTTTGAACTTCAATCTCTTGAATTGAAGTTCAAAGCACCTGCCGG Hs.190977 2357 -0.0695125 0.40056074 0.61824997 0.33195 0.49718513 0.22645701
ENPP2 NM_006209_bp230_R AGCTAAAAAGGCAGGTGCTTTGAACTTCAATCTCTTGAATTGAAGTTCAAAGCACCTGCCGG Hs.190977 7733 -0.0663375 0.30570836 0.578386652 0.4596 0.4360096 0.095145699
ENPP2 NM_006209_bp230_R AGCTAAAAAGGCAGGTGCTTTGAACTTCAATCTCTTGAATTGAAGTTCAAAGCACCTGCCGG Hs.190977 13109 0.0658875 0.48451401 0.906190937 0.3607 0.46818307 0.183159436
ENPP2 NM_006209_bp430_R AGCTAAAAAGGGAGACTGCTGTACCAATTATCTCTTGAATAATTGGTACAGCAGTCTCCCGG Hs.190977 2355 -0.9966375 0.16117366 0.000779583 0.460175 1.17670321 0.345286982
ENPP2 NM_006209_bp430_R AGCTAAAAAGGGAGACTGCTGTACCAATTATCTCTTGAATAATTGGTACAGCAGTCTCCCGG Hs.190977 7731 -1.0072625 0.43705574 0.004338088 0.557625 1.03608263 0.217023733
ENPP2 NM_006209_bp430_R AGCTAAAAAGGGAGACTGCTGTACCAATTATCTCTTGAATAATTGGTACAGCAGTCTCCCGG Hs.190977 13107 -1.1731125 0.22802789 0.00057145 -0.06015 0.63137069 0.851283953
ENSA NM_021960_bp1040_R AGCTAAAAAGACTGGCTAGTTAAACAAAGATCTCTTGAATCTTTGTTTAACTAGCCAGTCGG Hs.163936 887 1.4986125 0.49043049 0.00124596 0.011683333 0.71864504 0.974316045 0.1071 0.17714901 0.313205992 0.239 0.4211876 0.338896632
ENSA NM_021960_bp1040_R AGCTAAAAAGACTGGCTAGTTAAACAAAGATCTCTTGAATCTTTGTTTAACTAGCCAGTCGG Hs.163936 6263 1.5189375 0.50145074 0.001256246 -0.03015 0.69834942 0.932739422 0.3293 0.11694155 0.01107367 0.267075 0.19119221 0.068203933
ENSA NM_021960_bp1040_R AGCTAAAAAGACTGGCTAGTTAAACAAAGATCTCTTGAATCTTTGTTTAACTAGCCAGTCGG Hs.163936 11639 1.5241375 0.52312565 0.001415568 -0.01955 0.74932476 0.958061974 0.136925 0.12817952 0.122261916 0.355475 0.18332556 0.030362581
ENSA NM_021960_bp568_R AGCTAAAAAGGTCGGGGAATCTGGTAATAATCTCTTGAATTATTACCAGATTCCCCGACCGG Hs.163936 888 -0.7494625 0.90579482 0.100813494 0.3854875 1.32036451 0.467136976 -0.106375 0.49136496 0.694271736 0.06515 0.43188193 0.782583782
ENSA NM_021960_bp568_R AGCTAAAAAGGTCGGGGAATCTGGTAATAATCTCTTGAATTATTACCAGATTCCCCGACCGG Hs.163936 6264 -0.8523875 1.02631517 0.096425896 0.3717125 1.52473188 0.534379806 0.0422 0.40587929 0.907058482 0.0421 0.35829333 0.829333674
ENSA NM_021960_bp568_R AGCTAAAAAGGTCGGGGAATCTGGTAATAATCTCTTGAATTATTACCAGATTCCCCGACCGG Hs.163936 11640 -0.7692125 0.93343612 0.100952265 0.3863875 1.31350192 0.46421727 -0.02225 0.31218764 0.93604932 0.10045 0.13788968 0.241172399
ENSA NM_021960_bp941_R AGCTAAAAAGGTGCCTTTGTGGCTAAACACTCTCTTGAAGTGTTTAGCCACAAAGGCACCGG Hs.163936 901 1.2235875 0.7449156 0.011626792 -0.3372125 0.66556423 0.295907021 0.652225 0.36258904 0.036824634 0.303533333 0.23260871 0.15227279
ENSA NM_021960_bp941_R AGCTAAAAAGGTGCCTTTGTGGCTAAACACTCTCTTGAAGTGTTTAGCCACAAAGGCACCGG Hs.163936 6277 1.2275125 0.81958422 0.015686468 -0.13028333 0.40103719 0.649351965 0.770575 0.36786756 0.024797169 0.13785 0.53314657 0.640782354
ENSA NM_021960_bp941_R AGCTAAAAAGGTGCCTTTGTGGCTAAACACTCTCTTGAAGTGTTTAGCCACAAAGGCACCGG Hs.163936 11653 1.2653375 0.82437674 0.014239369 -0.4301 0.81710863 0.300289577 0.771825 0.38425347 0.027694239 0.5332 0.24573354 0.064069957
EPAS1 NM_001430_bp1378_R AGCTAAAAAGCACCAAGGGTCAGGTAGTAATCTCTTGAATTACTACCTGACCCTTGGTGCGG Hs.468410 2327 0.3505625 0.44519322 0.204607608 0.396375 0.34572968 0.113203018
EPAS1 NM_001430_bp1378_R AGCTAAAAAGCACCAAGGGTCAGGTAGTAATCTCTTGAATTACTACCTGACCCTTGGTGCGG Hs.468410 7703 0.3450625 0.3631612 0.167102747 0.45515 0.48755071 0.1126518
EPAS1 NM_001430_bp1378_R AGCTAAAAAGCACCAAGGGTCAGGTAGTAATCTCTTGAATTACTACCTGACCCTTGGTGCGG Hs.468410 13079 0.4115875 0.32482212 0.091977458 0.474675 0.40404899 0.08021673
EPAS1 NM_001430_bp1627_R AGCTAAAAAGGGCTGTGTCTGAGAAGAGTATCTCTTGAATACTCTTCTCAGACACAGCCCGG Hs.468410 2353 0.681816667 0.29855161 0.035244847 1.6245
EPAS1 NM_001430_bp1627_R AGCTAAAAAGGGCTGTGTCTGAGAAGAGTATCTCTTGAATACTCTTCTCAGACACAGCCCGG Hs.468410 7729 0.710583333 0.37549378 0.040723802 1.6112
EPAS1 NM_001430_bp1627_R AGCTAAAAAGGGCTGTGTCTGAGAAGAGTATCTCTTGAATACTCTTCTCAGACACAGCCCGG Hs.468410 13105 0.869116667 0.47250224 0.03075204 1.8051
EPAS1 NM_001430_bp804_R AGCTAAAAAGGCGACATGATCTTTCTGTCATCTCTTGAATGACAGAAAGATCATGTCGCCGG Hs.468410 1297 -0.8006875 0.25882599 0.003615083 -0.683975 0.42047572 0.0270373
EPAS1 NM_001430_bp804_R AGCTAAAAAGGCGACATGATCTTTCTGTCATCTCTTGAATGACAGAAAGATCATGTCGCCGG Hs.468410 6673 -0.7618625 0.27807722 0.005007148 -0.655 0.41664744 0.031430454
EPAS1 NM_001430_bp804_R AGCTAAAAAGGCGACATGATCTTTCTGTCATCTCTTGAATGACAGAAAGATCATGTCGCCGG Hs.468410 12049 -0.7272875 0.24048303 0.004783758 -0.692125 0.411921 0.02505259
EPHA1 NM_005232_bp1166_R AGCTAAAAAGACGCCAGGATGTCAGATACATCTCTTGAATGTATCTGACATCCTGGCGTCGG Hs.89839 387 0.024775 1.65349802 0.971169372 0.7394 1.51958688 0.348869801
EPHA1 NM_005232_bp1166_R AGCTAAAAAGACGCCAGGATGTCAGATACATCTCTTGAATGTATCTGACATCCTGGCGTCGG Hs.89839 5763 -0.23865 1.96809095 0.769631825 0.9898 1.71538059 0.275919422
EPHA1 NM_005232_bp1166_R AGCTAAAAAGACGCCAGGATGTCAGATACATCTCTTGAATGTATCTGACATCCTGGCGTCGG Hs.89839 11139 -0.23825 1.97252835 0.77048794 1.012266667 1.71374236 0.266632191
EPHA1 NM_005232_bp267_R AGCTAAAAAGACACCCCTGTACATGTACCATCTCTTGAATGGTACATGTACAGGGGTGTCGG Hs.89839 388 0.824575 0.210469 0.002922601 1.6906 1.36614985 0.060882846
EPHA1 NM_005232_bp267_R AGCTAAAAAGACACCCCTGTACATGTACCATCTCTTGAATGGTACATGTACAGGGGTGTCGG Hs.89839 5764 0.49615 0.49978957 0.085835175 1.053533333 1.62694101 0.232185363
EPHA1 NM_005232_bp267_R AGCTAAAAAGACACCCCTGTACATGTACCATCTCTTGAATGGTACATGTACAGGGGTGTCGG Hs.89839 11140 0.4274 0.34302402 0.068991894 1.212166667 1.45916844 0.149903305
EPHA1 NM_005232_bp2982_R AGCTAAAAAGCGCATTCTTTGCAGTATTCATCTCTTGAATGAATACTGCAAAGAATGCGCGG Hs.89839 1615 0.441125 1.24020673 0.415032288 1.622533333 1.3080754 0.061041747
EPHA1 NM_005232_bp2982_R AGCTAAAAAGCGCATTCTTTGCAGTATTCATCTCTTGAATGAATACTGCAAAGAATGCGCGG Hs.89839 6991 0.547375 1.24651737 0.32256255 1.209733333 1.55628758 0.169248196
EPHA1 NM_005232_bp2982_R AGCTAAAAAGCGCATTCTTTGCAGTATTCATCTCTTGAATGAATACTGCAAAGAATGCGCGG Hs.89839 12367 -0.138275 1.10116242 0.768507285 1.252933333 0.91579442 0.052520512
EPHA10 BC041360_bp1799_R AGCTAAAAAGGCATCTCTTTGGCTGAACATTCTCTTGAAATGTTCAGCCAAAGAGATGCCGG Hs.129435 52 -3.0919 2.97663671 0.124204289
EPHA10 BC041360_bp1799_R AGCTAAAAAGGCATCTCTTTGGCTGAACATTCTCTTGAAATGTTCAGCCAAAGAGATGCCGG Hs.129435 5428 -2.5075 2.58405102 0.141933104
EPHA10 BC041360_bp1799_R AGCTAAAAAGGCATCTCTTTGGCTGAACATTCTCTTGAAATGTTCAGCCAAAGAGATGCCGG Hs.129435 10804 -2.67855 2.79710229 0.144501274
EPHA10 BC041360_bp1934_R AGCTAAAAAGGCAGTTGCTTGATCATTGTATCTCTTGAATACAATGATCAAGCAACTGCCGG Hs.129435 53 9.4769
EPHA10 BC041360_bp1934_R AGCTAAAAAGGCAGTTGCTTGATCATTGTATCTCTTGAATACAATGATCAAGCAACTGCCGG Hs.129435 5429 9.2886
EPHA10 BC041360_bp1934_R AGCTAAAAAGGCAGTTGCTTGATCATTGTATCTCTTGAATACAATGATCAAGCAACTGCCGG Hs.129435 10805 9.6594
EPHA10 BC041360_bp492_R AGCTAAAAAGGAGCTGTATTTCCACTTCAATCTCTTGAATTGAAGTGGAAATACAGCTCCGG Hs.129435 54
EPHA10 BC041360_bp492_R AGCTAAAAAGGAGCTGTATTTCCACTTCAATCTCTTGAATTGAAGTGGAAATACAGCTCCGG Hs.129435 5430
EPHA10 BC041360_bp492_R AGCTAAAAAGGAGCTGTATTTCCACTTCAATCTCTTGAATTGAAGTGGAAATACAGCTCCGG Hs.129435 10806



EPHA2 NM_004431_bp1850_R AGCTAAAAAGGAGGACGTTTACTTCTCCAATCTCTTGAATTGGAGAAGTAAACGTCCTCCGG Hs.171596 263 1.582175 2.6393204 0.184484498 -0.014033333 1.60230824 0.985501617
EPHA2 NM_004431_bp1850_R AGCTAAAAAGGAGGACGTTTACTTCTCCAATCTCTTGAATTGGAGAAGTAAACGTCCTCCGG Hs.171596 5639 3.254775 4.47574876 0.119398389 -0.751366667 1.27698257 0.275756462
EPHA2 NM_004431_bp1850_R AGCTAAAAAGGAGGACGTTTACTTCTCCAATCTCTTGAATTGGAGAAGTAAACGTCCTCCGG Hs.171596 11015 1.251625 5.09620176 0.553995051 -0.020966667 3.02107323 0.988276276
EPHA2 NM_004431_bp2174_R AGCTAAAAAGGGCGTCATCTCCAAATACAATCTCTTGAATTGTATTTGGAGATGACGCCCGG Hs.171596 5640 2.293983333 1.7965574 0.037626955 -0.950166667 5.67078621 0.723885735
EPHA2 NM_004431_bp2174_R AGCTAAAAAGGGCGTCATCTCCAAATACAATCTCTTGAATTGTATTTGGAGATGACGCCCGG Hs.171596 11016 2.097183333 2.41077475 0.10280323 -1.013033333 7.38499726 0.771481715
EPHA2 NM_004431_bp2174_R AGCTAAAAAGGGCGTCATCTCCAAATACAATCTCTTGAATTGTATTTGGAGATGACGCCCGG Hs.171596 264 1.4024 0.3333
EPHA2 NM_004431_bp2870_R AGCTAAAAAGTGGCTGGAGTCCATCAAGATTCTCTTGAAATCTTGATGGACTCCAGCCACGG Hs.171596 1790 1.355525 0.77095094 0.008667609 0.793366667 2.88333824 0.570580369
EPHA2 NM_004431_bp2870_R AGCTAAAAAGTGGCTGGAGTCCATCAAGATTCTCTTGAAATCTTGATGGACTCCAGCCACGG Hs.171596 12542 1.33865 0.9120802 0.016067009 0.323033333 4.62011367 0.881975674
EPHA2 NM_004431_bp2870_R AGCTAAAAAGTGGCTGGAGTCCATCAAGATTCTCTTGAAATCTTGATGGACTCCAGCCACGG Hs.171596 7166 1.02695 0.73880979 0.040387432 2.3236 1.82829529 0.088571678
EPHA3 NM_005233_bp1718_R AGCTAAAAAGCCTCAAGCCTGACACTATATTCTCTTGAAATATAGTGTCAGGCTTGAGGCGG Hs.123642 389 -0.491975 1.24655683 0.369372275 -0.156033333 2.51607455 0.89604575
EPHA3 NM_005233_bp1718_R AGCTAAAAAGCCTCAAGCCTGACACTATATTCTCTTGAAATATAGTGTCAGGCTTGAGGCGG Hs.123642 5765 -0.8803 2.34700118 0.380885232 -1.276066667 5.33507297 0.61770821
EPHA3 NM_005233_bp1718_R AGCTAAAAAGCCTCAAGCCTGACACTATATTCTCTTGAAATATAGTGTCAGGCTTGAGGCGG Hs.123642 11141 -1.2275 3.02598157 0.344707855 -1.101233333 6.21275961 0.708833842
EPHA3 NM_005233_bp1787_R AGCTAAAAAGCCGCAAGTTTGAGTTTGAAATCTCTTGAATTTCAAACTCAAACTTGCGGCGG Hs.123642 6993 -3.38185 9.74004236 0.456887187
EPHA3 NM_005233_bp1787_R AGCTAAAAAGCCGCAAGTTTGAGTTTGAAATCTCTTGAATTTCAAACTCAAACTTGCGGCGG Hs.123642 12369 0.315975 3.53224586 0.842200659 -1.586
EPHA3 NM_005233_bp1787_R AGCTAAAAAGCCGCAAGTTTGAGTTTGAAATCTCTTGAATTTCAAACTCAAACTTGCGGCGG Hs.123642 1617 -5.2222
EPHA4 NM_004438_bp1112_R AGCTAAAAAGCCAGGACATTTCCTATAATGTCTCTTGAACATTATAGGAAATGTCCTGGCGG Hs.371218 1792 1.3636 3.53703025 0.366358049 -0.716766667 1.89831125 0.450796173
EPHA4 NM_004438_bp1112_R AGCTAAAAAGCCAGGACATTTCCTATAATGTCTCTTGAACATTATAGGAAATGTCCTGGCGG Hs.371218 7168 2.02295 4.32162485 0.281272474 -0.4727 1.79571636 0.591493606
EPHA4 NM_004438_bp1112_R AGCTAAAAAGCCAGGACATTTCCTATAATGTCTCTTGAACATTATAGGAAATGTCCTGGCGG Hs.371218 12544 2.043125 4.08269962 0.253366978 0.0583 1.1787451 0.920165279
EPHA4 NM_004438_bp2102_R AGCTAAAAAGCGTGGTCACTAAATGTAAACTCTCTTGAAGTTTACATTTAGTGACCACGCGG Hs.371218 277 -0.04165 1.09183055 0.92850278 0.260066667 1.20985464 0.66679343
EPHA4 NM_004438_bp2102_R AGCTAAAAAGCGTGGTCACTAAATGTAAACTCTCTTGAAGTTTACATTTAGTGACCACGCGG Hs.371218 5653 -0.29415 1.09328467 0.53519068 0.239733333 1.55152868 0.750911567
EPHA4 NM_004438_bp2102_R AGCTAAAAAGCGTGGTCACTAAATGTAAACTCTCTTGAAGTTTACATTTAGTGACCACGCGG Hs.371218 11029 -0.349275 1.03379624 0.443559146 0.333066667 1.5780783 0.666425035
EPHA4 NM_004438_bp2233_R AGCTAAAAAGGGTCTGGGATGAAGTATTTATCTCTTGAATAAATACTTCATCCCAGACCCGG Hs.371218 278 1.2892 1.61747924 0.099376478 1.1443 1.1632286 0.10914032
EPHA4 NM_004438_bp2233_R AGCTAAAAAGGGTCTGGGATGAAGTATTTATCTCTTGAATAAATACTTCATCCCAGACCCGG Hs.371218 5654 0.90425 1.59579075 0.210783657 0.8594 1.43879283 0.266196422
EPHA4 NM_004438_bp2233_R AGCTAAAAAGGGTCTGGGATGAAGTATTTATCTCTTGAATAAATACTTCATCCCAGACCCGG Hs.371218 11030 -0.714275 0.8303496 0.093836519 0.761666667 1.9517795 0.43664131
EPHA5 NM_004439_bp2782_R AGCTAAAAAGCTGGATTGCTGGCAGAAAGATCTCTTGAATCTTTCTGCCAGCAATCCAGCGG Hs.479853 12546 2.132725 2.90123711 0.1173935 1.0384 0.62718086 0.038842403
EPHA5 NM_004439_bp2782_R AGCTAAAAAGCTGGATTGCTGGCAGAAAGATCTCTTGAATCTTTCTGCCAGCAATCCAGCGG Hs.479853 1794 1.68775 1.50817973 0.056714717 0.4205 0.76424101 0.404178477
EPHA5 NM_004439_bp2782_R AGCTAAAAAGCTGGATTGCTGGCAGAAAGATCTCTTGAATCTTTCTGCCAGCAATCCAGCGG Hs.479853 7170 2.229316667 3.3398527 0.178978539 0.9965 0.12176379 0.039681745
EPHA5 NM_004439_bp2814_R AGCTAAAAAGGCCCAAGTTTGATGAAATAGTCTCTTGAACTATTTCATCAAACTTGGGCCGG Hs.479853 1796 2.50295 2.66283573 0.060564275 -4.3507 2.43471646 0.020290888
EPHA5 NM_004439_bp2814_R AGCTAAAAAGGCCCAAGTTTGATGAAATAGTCTCTTGAACTATTTCATCAAACTTGGGCCGG Hs.479853 7172 2.9538 2.77650942 0.041069373 -3.869 5.15184889 0.171585353
EPHA5 NM_004439_bp2814_R AGCTAAAAAGGCCCAAGTTTGATGAAATAGTCTCTTGAACTATTTCATCAAACTTGGGCCGG Hs.479853 12548 2.8904 2.31414144 0.023972017 -3.2891 5.93718449 0.283154088
EPHA6 XM_114973_bp1108_R AGCTAAAAAGCATCTGCAGTACAGGATATGTCTCTTGAACATATCCTGTACTGCAGATGCGG Hs.292059 7402 1.9944 1.83861905 0.084169122 1.880533333 7.21927658 0.587666081
EPHA6 XM_114973_bp1108_R AGCTAAAAAGCATCTGCAGTACAGGATATGTCTCTTGAACATATCCTGTACTGCAGATGCGG Hs.292059 12778 1.8075 1.46653946 0.066588615 1.308666667 5.8264804 0.638387375
EPHA6 XM_114973_bp1108_R AGCTAAAAAGCATCTGCAGTACAGGATATGTCTCTTGAACATATCCTGTACTGCAGATGCGG Hs.292059 2026 1.6089 1.3846565 0.07771838 -1.5483 5.51769564 0.584802256
EPHA6 XM_114973_bp846_R AGCTAAAAAGTGGGGCCTATAGAAAGGAAATCTCTTGAATTTCCTTTCTATAGGCCCCACGG Hs.292059 12780 0.1317
EPHA6 XM_114973_bp940_R AGCTAAAAAGCCCCTTCACTGTTCGTAACTTCTCTTGAAAGTTACGAACAGTGAAGGGGCGG Hs.292059 7406 -0.537025 0.56938463 0.105747309
EPHA6 XM_114973_bp940_R AGCTAAAAAGCCCCTTCACTGTTCGTAACTTCTCTTGAAAGTTACGAACAGTGAAGGGGCGG Hs.292059 2030 -0.8716
EPHA6 XM_114973_bp940_R AGCTAAAAAGCCCCTTCACTGTTCGTAACTTCTCTTGAAAGTTACGAACAGTGAAGGGGCGG Hs.292059 12782 -0.22655 0.526441 0.528227165 -0.333066667 0.839233 0.461626675
EPHA7 NM_004440_bp2323_R AGCTAAAAAGGGAAACCAGTCATGATAGTATCTCTTGAATACTATCATGACTGGTTTCCCGG Hs.73962 1800
EPHA7 NM_004440_bp2323_R AGCTAAAAAGGGAAACCAGTCATGATAGTATCTCTTGAATACTATCATGACTGGTTTCCCGG Hs.73962 7176
EPHA7 NM_004440_bp2323_R AGCTAAAAAGGGAAACCAGTCATGATAGTATCTCTTGAATACTATCATGACTGGTTTCCCGG Hs.73962 12552
EPHA7 NM_004440_bp2440_R AGCTAAAAAGCTGCTGGAATGAGATATTTGTCTCTTGAACAAATATCTCATTCCAGCAGCGG Hs.73962 5655 -0.53065 0.60227421 0.10280348 -0.151666667 1.06551087 0.776607852
EPHA7 NM_004440_bp2440_R AGCTAAAAAGCTGCTGGAATGAGATATTTGTCTCTTGAACAAATATCTCATTCCAGCAGCGG Hs.73962 11031 -0.582375 0.53295877 0.061949449 -0.210033333 1.12920735 0.710309195
EPHA7 NM_004440_bp2440_R AGCTAAAAAGCTGCTGGAATGAGATATTTGTCTCTTGAACAAATATCTCATTCCAGCAGCGG Hs.73962 279 0.2377 0.92701699 0.630165545 0.9325
EPHA8 NM_020526_bp319_R AGCTAAAAAGTACCAGGTTTGCAACGTCATTCTCTTGAAATGACGTTGCAAACCTGGTACGG Hs.283613 632 0.0888 0.44983036 0.698946349 0.39625 0.47081171 0.154209609
EPHA8 NM_020526_bp319_R AGCTAAAAAGTACCAGGTTTGCAACGTCATTCTCTTGAAATGACGTTGCAAACCTGGTACGG Hs.283613 6008 0.527133333 0.57405737 0.140195013 0.6436 0.52950198 0.0562048
EPHA8 NM_020526_bp319_R AGCTAAAAAGTACCAGGTTTGCAACGTCATTCTCTTGAAATGACGTTGCAAACCTGGTACGG Hs.283613 11384 0.671366667 0.56560433 0.077446028 0.9223 0.49486064 0.014720803
EPHA8 NM_020526_bp399_R AGCTAAAAAGCGTCTATGCTGAGATCAAGTTCTCTTGAAACTTGATCTCAGCATAGACGCGG Hs.283613 633 -0.85315 0.0681114 0.00130371 0.24835 0.51757935 0.366761765
EPHA8 NM_020526_bp399_R AGCTAAAAAGCGTCTATGCTGAGATCAAGTTCTCTTGAAACTTGATCTCAGCATAGACGCGG Hs.283613 6009 -0.7113 0.14382126 0.003889561 0.401625 0.51582876 0.171375271
EPHA8 NM_020526_bp399_R AGCTAAAAAGCGTCTATGCTGAGATCAAGTTCTCTTGAAACTTGATCTCAGCATAGACGCGG Hs.283613 11385 -0.49225 0.49687245 0.086733711 0.37485 0.62913533 0.255004672
EPHA8 NM_020526_bp941_R AGCTAAAAAGAGCTGGGCTTCTACAAGTCATCTCTTGAATGACTTGTAGAAGCCCAGCTCGG Hs.283613 634 0.267125 0.30145586 0.185371257 -0.72095 0.19598691 0.006704639
EPHA8 NM_020526_bp941_R AGCTAAAAAGAGCTGGGCTTCTACAAGTCATCTCTTGAATGACTTGTAGAAGCCCAGCTCGG Hs.283613 6010 0.32875 0.32501843 0.127730192 -0.643775 0.22605006 0.012124047
EPHA8 NM_020526_bp941_R AGCTAAAAAGAGCTGGGCTTCTACAAGTCATCTCTTGAATGACTTGTAGAAGCCCAGCTCGG Hs.283613 11386 0.398175 0.29653786 0.069284081 -0.557775 0.21763815 0.019380832
EPHB1 NM_004441_bp1909_R AGCTAAAAAGAAACGGGCTTATAGCAAAGATCTCTTGAATCTTTGCTATAAGCCCGTTTCGG Hs.116092 1826 2.239783333 2.90641773 0.134095475
EPHB1 NM_004441_bp1909_R AGCTAAAAAGAAACGGGCTTATAGCAAAGATCTCTTGAATCTTTGCTATAAGCCCGTTTCGG Hs.116092 7202 4.904016667 4.66958879 0.061887911 -0.380166667 4.02915691 0.841602981
EPHB1 NM_004441_bp1909_R AGCTAAAAAGAAACGGGCTTATAGCAAAGATCTCTTGAATCTTTGCTATAAGCCCGTTTCGG Hs.116092 12578 4.306425 4.64268532 0.062027317 -1.2555 5.77564819 0.667743137
EPHB1 NM_004441_bp2045_R AGCTAAAAAGCCAAGGAGATTGATGTATCTTCTCTTGAAAGATACATCAATCTCCTTGGCGG Hs.116092 5656 -0.583325 1.00468484 0.213393313 -3.568833333 0.56581983 0.000588681
EPHB1 NM_004441_bp2045_R AGCTAAAAAGCCAAGGAGATTGATGTATCTTCTCTTGAAAGATACATCAATCTCCTTGGCGG Hs.116092 11032 -0.5498 0.993681 0.232911525 -3.876066667 1.12774397 0.002899051
EPHB1 NM_004441_bp2045_R AGCTAAAAAGCCAAGGAGATTGATGTATCTTCTCTTGAAAGATACATCAATCTCCTTGGCGG Hs.116092 280 0.5869 0.6066
EPHB1 NM_004441_bp538_R AGCTAAAAAGACCTTCAACTTGTATTACTATCTCTTGAATAGTAATACAAGTTGAAGGTCGG Hs.116092 11033 -0.09035 1.10591396 0.847682671 0.5455 0.7714535 0.3037947
EPHB1 NM_004441_bp538_R AGCTAAAAAGACCTTCAACTTGTATTACTATCTCTTGAATAGTAATACAAGTTGAAGGTCGG Hs.116092 5657 -0.376975 0.74815433 0.399652674 0.6265
EPHB2 NM_004442_bp1005_R AGCTAAAAAGGCTGTGATTTCCAGTGTCAATCTCTTGAATTGACACTGGAAATCACAGCCGG Hs.523329 5658 0.025325 1.99475538 0.97541755 -2.394166667 2.25215956 0.083602329
EPHB2 NM_004442_bp1005_R AGCTAAAAAGGCTGTGATTTCCAGTGTCAATCTCTTGAATTGACACTGGAAATCACAGCCGG Hs.523329 11034 0.343775 1.83680717 0.653963524 -1.434266667 1.5175789 0.113832712
EPHB2 NM_004442_bp1005_R AGCTAAAAAGGCTGTGATTTCCAGTGTCAATCTCTTGAATTGACACTGGAAATCACAGCCGG Hs.523329 282
EPHB2 NM_004442_bp1080_R AGCTAAAAAGGACCTCGTCTACAACATCATTCTCTTGAAATGATGTTGTAGACGAGGTCCGG Hs.523329 283 1.35965 0.66223889 0.012682023 -0.7973
EPHB2 NM_004442_bp1080_R AGCTAAAAAGGACCTCGTCTACAACATCATTCTCTTGAAATGATGTTGTAGACGAGGTCCGG Hs.523329 5659 0.886375 1.12443776 0.107936248 0.286 1.26777371 0.650539836
EPHB2 NM_004442_bp1080_R AGCTAAAAAGGACCTCGTCTACAACATCATTCTCTTGAAATGATGTTGTAGACGAGGTCCGG Hs.523329 11035 0.700525 1.42234391 0.269871386 0.210566667 1.23053862 0.730006764
EPHB2 NM_004442_bp1188_R AGCTAAAAAGCCACGCATTTACATCAGTGATCTCTTGAATCACTGATGTAAATGCGTGGCGG Hs.523329 5660 1.720275 1.75700437 0.055184331 -4.395533333 3.85162334 0.06865509
EPHB2 NM_004442_bp1188_R AGCTAAAAAGCCACGCATTTACATCAGTGATCTCTTGAATCACTGATGTAAATGCGTGGCGG Hs.523329 11036 1.630025 1.56676135 0.046319037 -4.882966667 3.74280836 0.048585455
EPHB2 NM_004442_bp1188_R AGCTAAAAAGCCACGCATTTACATCAGTGATCTCTTGAATCACTGATGTAAATGCGTGGCGG Hs.523329 284 2.6149 0.0825
EPHB3 NM_004443_bp2241_R AGCTAAAAAGCTCCTGGAATGAAGGTTTATTCTCTTGAAATAAACCTTCATTCCAGGAGCGG Hs.2913 1828 -1.172225 0.83593074 0.01985775 -4.476533333 1.93127938 0.009299592
EPHB3 NM_004443_bp2241_R AGCTAAAAAGCTCCTGGAATGAAGGTTTATTCTCTTGAAATAAACCTTCATTCCAGGAGCGG Hs.2913 7204 -1.1803 1.17367934 0.054261998 -4.885933333 3.12472832 0.029582636
EPHB3 NM_004443_bp2241_R AGCTAAAAAGCTCCTGGAATGAAGGTTTATTCTCTTGAAATAAACCTTCATTCCAGGAGCGG Hs.2913 12580 -1.357975 1.18348626 0.03546204 -4.995633333 3.21559161 0.03009931
EPHB3 NM_004443_bp2497_R AGCTAAAAAGTCAGTTTGATCACCCCAATATCTCTTGAATATTGGGGTGATCAAACTGACGG Hs.2913 285 0.221625 0.36674093 0.484978557
EPHB3 NM_004443_bp2497_R AGCTAAAAAGTCAGTTTGATCACCCCAATATCTCTTGAATATTGGGGTGATCAAACTGACGG Hs.2913 5661 2.927533333 2.42894753 0.043164859 -0.7798 8.90784839 0.859925104
EPHB3 NM_004443_bp2497_R AGCTAAAAAGTCAGTTTGATCACCCCAATATCTCTTGAATATTGGGGTGATCAAACTGACGG Hs.2913 11037 2.201966667 1.70995541 0.036966553 0.532466667 4.80441753 0.814387363
EPHB3 NM_004443_bp3083_R AGCTAAAAAGCCCAAATTCTCCCAGATTGTTCTCTTGAAACAATCTGGGAGAATTTGGGCGG Hs.2913 1830 -3.07865
EPHB3 NM_004443_bp3083_R AGCTAAAAAGCCCAAATTCTCCCAGATTGTTCTCTTGAAACAATCTGGGAGAATTTGGGCGG Hs.2913 7206 -4.12315
EPHB3 NM_004443_bp3083_R AGCTAAAAAGCCCAAATTCTCCCAGATTGTTCTCTTGAAACAATCTGGGAGAATTTGGGCGG Hs.2913 12582 -4.82255
EPHB4 NM_004444_bp2202_R AGCTAAAAAGATCGATGTCTCCTACGTCAATCTCTTGAATTGACGTAGGAGACATCGATCGG Hs.437008 286 -1.059075 0.282868 0.001516198 2.57405 0.9959599 0.022820075
EPHB4 NM_004444_bp2202_R AGCTAAAAAGATCGATGTCTCCTACGTCAATCTCTTGAATTGACGTAGGAGACATCGATCGG Hs.437008 5662 -1.54045 0.45329241 0.000863186 -0.022633333 2.53108731 0.984946426
EPHB4 NM_004444_bp2202_R AGCTAAAAAGATCGATGTCTCCTACGTCAATCTCTTGAATTGACGTAGGAGACATCGATCGG Hs.437008 11038 -1.870575 0.77914472 0.002286212 0.7241 2.03039771 0.473231474
EPHB4 NM_004444_bp2292_R AGCTAAAAAGAAGGAGAGCTGTGTGGCAATTCTCTTGAAATTGCCACACAGCTCTCCTTCGG Hs.437008 1832 0.388125 0.22440034 0.222015712 0.1597
EPHB4 NM_004444_bp2500_R AGCTAAAAAGACGGACAGTTCACAGTCATCTCTCTTGAAGATGACTGTGAACTGTCCGTCGG Hs.437008 287 0.50605 0.64274781 0.130524751 0.748966667 1.75046309 0.399927158
EPHB4 NM_004444_bp2500_R AGCTAAAAAGACGGACAGTTCACAGTCATCTCTCTTGAAGATGACTGTGAACTGTCCGTCGG Hs.437008 5663 0.222525 0.63807903 0.460539319 0.8981 1.86662443 0.349235055
EPHB4 NM_004444_bp2500_R AGCTAAAAAGACGGACAGTTCACAGTCATCTCTCTTGAAGATGACTGTGAACTGTCCGTCGG Hs.437008 11039 -0.2955 0.92356453 0.471656569 0.881366667 1.99469234 0.384072984
EPHB6 NM_004445_bp1324_R AGCTAAAAAGGACTGCAACTGAACGTCAAATCTCTTGAATTTGACGTTCAGTTGCAGTCCGG Hs.380089 288 -0.64795 0.56080731 0.050115348 -1.986166667 3.53630434 0.279168576
EPHB6 NM_004445_bp1324_R AGCTAAAAAGGACTGCAACTGAACGTCAAATCTCTTGAATTTGACGTTCAGTTGCAGTCCGG Hs.380089 5664 -0.850925 0.55606858 0.019339204 -1.935466667 3.36164778 0.26952532
EPHB6 NM_004445_bp1324_R AGCTAAAAAGGACTGCAACTGAACGTCAAATCTCTTGAATTTGACGTTCAGTTGCAGTCCGG Hs.380089 11040 -0.888125 0.86165209 0.055350509 -2.566866667 3.46974162 0.177590194
EPHB6 NM_004445_bp1709_R AGCTAAAAAGGGGGCTCTATAAGTCTTCTGTCTCTTGAACAGAAGACTTATAGAGCCCCCGG Hs.380089 1834 -1.14515 1.81998881 0.17022409 -6.6809
EPHB6 NM_004445_bp1709_R AGCTAAAAAGGGGGCTCTATAAGTCTTCTGTCTCTTGAACAGAAGACTTATAGAGCCCCCGG Hs.380089 7210 -0.896566667 1.37285884 0.199075913 -1.441233333 4.45181631 0.506503891
EPHB6 NM_004445_bp1709_R AGCTAAAAAGGGGGCTCTATAAGTCTTCTGTCTCTTGAACAGAAGACTTATAGAGCCCCCGG Hs.380089 12586 -1.531666667 1.4166551 0.063117261 -3.80285 0.36649345 0.002378648
EPHB6 NM_004445_bp2741_R AGCTAAAAAGGGAAGTCGATCCTGCTTATATCTCTTGAATATAAGCAGGATCGACTTCCCGG Hs.380089 301 -0.159375 2.03113249 0.849169822 3.685933333 1.87772701 0.015662323
EPHB6 NM_004445_bp2741_R AGCTAAAAAGGGAAGTCGATCCTGCTTATATCTCTTGAATATAAGCAGGATCGACTTCCCGG Hs.380089 5677 -0.280475 2.15584726 0.752976701 4.365633333 2.73102343 0.027947482
EPHB6 NM_004445_bp2741_R AGCTAAAAAGGGAAGTCGATCCTGCTTATATCTCTTGAATATAAGCAGGATCGACTTCCCGG Hs.380089 11053 -0.24125 2.1729714 0.787923534 4.4914 3.15054385 0.038386471
EPIM NM_194356_bp793_R AGCTAAAAAGAGAGTTGCATGAGATGTTCATCTCTTGAATGAACATCTCATGCAACTCTCGG Hs.437585 3602 0.844475 0.10142236 0.001520494 1.0233625 0.42250854 0.004477643
EPIM NM_194356_bp793_R AGCTAAAAAGAGAGTTGCATGAGATGTTCATCTCTTGAATGAACATCTCATGCAACTCTCGG Hs.437585 8978 0.9021 0.06653148 0.001005747 0.5979125 0.50462121 0.055146432
EPIM NM_194356_bp793_R AGCTAAAAAGAGAGTTGCATGAGATGTTCATCTCTTGAATGAACATCTCATGCAACTCTCGG Hs.437585 14354 0.952 0.05528582 0.00076308 0.6741625 0.30216222 0.017655318
EPIM NM_194356_bp843_R AGCTAAAAAGGTGAAATGATCAACAACATATCTCTTGAATATGTTGTTGATCATTTCACCGG Hs.437585 3574 0.426225 0.23397952 0.042620018 0.1827875 0.34908191 0.433174445
EPIM NM_194356_bp843_R AGCTAAAAAGGTGAAATGATCAACAACATATCTCTTGAATATGTTGTTGATCATTTCACCGG Hs.437585 8950 0.41995 0.23091543 0.044091784 0.1822625 0.28997393 0.411814285
EPIM NM_194356_bp843_R AGCTAAAAAGGTGAAATGATCAACAACATATCTCTTGAATATGTTGTTGATCATTTCACCGG Hs.437585 14326 0.4576 0.21512488 0.030825588 0.1437875 0.26257911 0.5036601
EPIM NM_194356_bp981_R AGCTAAAAAGTGGTTCTGGTTGCCATAATCTCTCTTGAAGATTATGGCAACCAGAACCACGG Hs.437585 3576 2.8858 0.4168674 3.31E-05 0.3399375 0.39947745 0.186318235
EPIM NM_194356_bp981_R AGCTAAAAAGTGGTTCTGGTTGCCATAATCTCTCTTGAAGATTATGGCAACCAGAACCACGG Hs.437585 8952 2.82065 0.4504894 4.70E-05 0.3705375 0.39420598 0.153230375
EPIM NM_194356_bp981_R AGCTAAAAAGTGGTTCTGGTTGCCATAATCTCTCTTGAAGATTATGGCAACCAGAACCACGG Hs.437585 14328 2.7196 0.49103265 7.42E-05 0.3274875 0.3392272 0.17945075
EPS15 NM_001981_bp133_R AGCTAAAAAGTGGGAATCCTGTATATGAAATCTCTTGAATTTCATATACAGGATTCCCACGG Hs.83722 4922 -0.4796125 0.44909143 0.077436854 0.0926125 0.40564575 0.679551113
EPS15 NM_001981_bp133_R AGCTAAAAAGTGGGAATCCTGTATATGAAATCTCTTGAATTTCATATACAGGATTCCCACGG Hs.83722 10298 -0.7689875 0.47000655 0.018195493 -0.1180125 0.41799273 0.607540675
EPS15 NM_001981_bp133_R AGCTAAAAAGTGGGAATCCTGTATATGAAATCTCTTGAATTTCATATACAGGATTCCCACGG Hs.83722 15674 -0.3623625 0.65530681 0.258590329 0.0977625 0.53585943 0.717866296
EPS15 NM_001981_bp719_R AGCTAAAAAGGTGCCACCATCTAAGAGAAATCTCTTGAATTTCTCTTAGATGGTGGCACCGG Hs.83722 4924 -0.1418375 0.24398548 0.416055621 0.1164375 0.28581276 0.536163877
EPS15 NM_001981_bp719_R AGCTAAAAAGGTGCCACCATCTAAGAGAAATCTCTTGAATTTCTCTTAGATGGTGGCACCGG Hs.83722 10300 -0.1422375 0.2217259 0.401236696 0.1575875 0.24447093 0.383114051
EPS15 NM_001981_bp719_R AGCTAAAAAGGTGCCACCATCTAAGAGAAATCTCTTGAATTTCTCTTAGATGGTGGCACCGG Hs.83722 15676 0.0762125 0.3001761 0.679223339 0.239316667 0.30382081 0.335885707
EPS15 NM_001981_bp834_R AGCTAAAAAGTCCGTGAAATATTCTTGAAATCTCTTGAATTTCAAGAATATTTCACGGACGG Hs.83722 4896 -0.7230375 0.2494765 0.006461241 0.2717625 0.42994819 0.273305781
EPS15 NM_001981_bp834_R AGCTAAAAAGTCCGTGAAATATTCTTGAAATCTCTTGAATTTCAAGAATATTTCACGGACGG Hs.83722 10272 -0.7688875 0.19288034 0.003581326 -0.0595375 0.53757177 0.825389834
EPS15 NM_001981_bp834_R AGCTAAAAAGTCCGTGAAATATTCTTGAAATCTCTTGAATTTCAAGAATATTTCACGGACGG Hs.83722 15648 -0.6220375 0.29043187 0.014951844 0.2439875 0.41207011 0.307364521
EPSTI1 AL831953_bp1911_R AGCTAAAAAGAGAAGAATCTGTAAGAATCATCTCTTGAATGATTCTTACAGATTCTTCTCGG Hs.546467 3970 3.1332625 0.96881572 0.000513415 2.08525 0.11111416 2.58E-05
EPSTI1 AL831953_bp1911_R AGCTAAAAAGAGAAGAATCTGTAAGAATCATCTCTTGAATGATTCTTACAGATTCTTCTCGG Hs.546467 9346 2.7773 0.93366379 0.008293321 1.838375 0.29005107 0.000104176
EPSTI1 AL831953_bp1911_R AGCTAAAAAGAGAAGAATCTGTAAGAATCATCTCTTGAATGATTCTTACAGATTCTTCTCGG Hs.546467 14722 2.8019625 0.45414365 4.98E-05 1.873675 0.36066501 0.000133091
EPSTI1 AL831953_bp2124_R AGCTAAAAAGTGCTGTTTGTGGCCCACAATTCTCTTGAAATTGTGGGCCACAAACAGCACGG Hs.546467 3968 0.4104625 0.26472439 0.055100801 0.032175 0.11454348 0.867281218
EPSTI1 AL831953_bp2124_R AGCTAAAAAGTGCTGTTTGTGGCCCACAATTCTCTTGAAATTGTGGGCCACAAACAGCACGG Hs.546467 9344 0.4694125 0.23753559 0.031423917 -0.000775 0.10140843 0.996767774
EPSTI1 AL831953_bp2124_R AGCTAAAAAGTGCTGTTTGTGGCCCACAATTCTCTTGAAATTGTGGGCCACAAACAGCACGG Hs.546467 14720 0.5081875 0.16881557 0.017049111 -0.032325 0.17507439 0.870657251
EPSTI1 AL831953_bp2421_R AGCTAAAAAGGAATATGAATAGCGGTAACATCTCTTGAATGTTACCGCTATTCATATTCCGG Hs.546467 3972 0.8006 0.0924 0.48647386 0.722299245
EPSTI1 AL831953_bp2421_R AGCTAAAAAGGAATATGAATAGCGGTAACATCTCTTGAATGTTACCGCTATTCATATTCCGG Hs.546467 9348 0.7882 0.18355 0.13930995 0.362933247
EPSTI1 AL831953_bp2421_R AGCTAAAAAGGAATATGAATAGCGGTAACATCTCTTGAATGTTACCGCTATTCATATTCCGG Hs.546467 14724 0.9733 0.17715 0.37584427 0.457346322
ERBB2 NM_004448_bp1338_R AGCTAAAAAGCTCCAAGTGTTTGAGACTCTTCTCTTGAAAGAGTCTCAAACACTTGGAGCGG Hs.446352 5678 -0.15985 0.30003466 0.399633047 0.1765 0.55209679 0.585405906
ERBB2 NM_004448_bp1338_R AGCTAAAAAGCTCCAAGTGTTTGAGACTCTTCTCTTGAAAGAGTCTCAAACACTTGGAGCGG Hs.446352 11054 -0.10465 0.36678935 0.608962516 0.353633333 0.67659817 0.365127395
ERBB2 NM_004448_bp1338_R AGCTAAAAAGCTCCAAGTGTTTGAGACTCTTCTCTTGAAAGAGTCTCAAACACTTGGAGCGG Hs.446352 302 0.7362
ERBB2 NM_004448_bp3394_R AGCTAAAAAGGCTCCGATGTATTTGATGGTTCTCTTGAAACCATCAAATACATCGGAGCCGG Hs.446352 303 -0.304725 1.40724542 0.609217251 -0.011433333 0.90716433 0.980259512
ERBB2 NM_004448_bp3394_R AGCTAAAAAGGCTCCGATGTATTTGATGGTTCTCTTGAAACCATCAAATACATCGGAGCCGG Hs.446352 5679 -0.6454 1.69991598 0.37946772 -0.177266667 1.39437793 0.794811998
ERBB2 NM_004448_bp3394_R AGCTAAAAAGGCTCCGATGTATTTGATGGTTCTCTTGAAACCATCAAATACATCGGAGCCGG Hs.446352 11055 -0.736675 1.75061672 0.333825051 -0.287366667 1.36727377 0.670521782
ERBB3 NM_001982_bp2200_R AGCTAAAAAGGGCGCCGGATTCAGAATAAATCTCTTGAATTTATTCTGAATCCGGCGCCCGG Hs.118681 113 -0.037825 0.12279238 0.794607256 -0.1754875 0.21274315 0.315840573
ERBB3 NM_001982_bp2200_R AGCTAAAAAGGGCGCCGGATTCAGAATAAATCTCTTGAATTTATTCTGAATCCGGCGCCCGG Hs.118681 5489 -0.063125 0.18827845 0.688222185 -0.1511875 0.2202495 0.385243573
ERBB3 NM_001982_bp2200_R AGCTAAAAAGGGCGCCGGATTCAGAATAAATCTCTTGAATTTATTCTGAATCCGGCGCCCGG Hs.118681 10865 -0.0731 0.23543901 0.663296283 -0.1622625 0.249412 0.373704775
ERBB3 NM_001982_bp2994_R AGCTAAAAAGCCCCAGATCTGCACAATTGATCTCTTGAATCAATTGTGCAGATCTGGGGCGG Hs.118681 114 -0.9254 0.21585619 0.001809522 -0.2404625 0.27823455 0.22696979
ERBB3 NM_001982_bp2994_R AGCTAAAAAGCCCCAGATCTGCACAATTGATCTCTTGAATCAATTGTGCAGATCTGGGGCGG Hs.118681 5490 -0.9799 0.28654574 0.002201648 -0.1732125 0.28073528 0.366514372
ERBB3 NM_001982_bp2994_R AGCTAAAAAGCCCCAGATCTGCACAATTGATCTCTTGAATCAATTGTGCAGATCTGGGGCGG Hs.118681 10866 -0.93985 0.23105861 0.001854718 -0.1140375 0.24677171 0.520447201
ERBB4 NM_005235_bp2034_R AGCTAAAAAGGGTCTGACATTTGCTGTTTATCTCTTGAATAAACAGCAAATGTCAGACCCGG Hs.390729 390 -0.4442 0.33836065 0.060363973 0.2785 0.91544881 0.560579891
ERBB4 NM_005235_bp2034_R AGCTAAAAAGGGTCTGACATTTGCTGTTTATCTCTTGAATAAACAGCAAATGTCAGACCCGG Hs.390729 5766 -0.84285 0.36852409 0.007103125 0.272966667 1.36247056 0.684770133
ERBB4 NM_005235_bp2034_R AGCTAAAAAGGGTCTGACATTTGCTGTTTATCTCTTGAATAAACAGCAAATGTCAGACCCGG Hs.390729 11142 -0.90255 0.45519035 0.00900439 0.212566667 1.23832356 0.729060552
ERBB4 NM_005235_bp2569_R AGCTAAAAAGCCCGTAATGTCTTAGTGAAATCTCTTGAATTTCACTAAGACATTACGGGCGG Hs.390729 391 -0.600075 0.50657699 0.050713268 -2.973366667 0.31143639 0.000364448
ERBB4 NM_005235_bp2569_R AGCTAAAAAGCCCGTAATGTCTTAGTGAAATCTCTTGAATTTCACTAAGACATTACGGGCGG Hs.390729 5767 -0.76735 0.6089332 0.035426719 -2.206833333 1.8540205 0.064333458
ERBB4 NM_005235_bp2569_R AGCTAAAAAGCCCGTAATGTCTTAGTGAAATCTCTTGAATTTCACTAAGACATTACGGGCGG Hs.390729 11143 -0.365533333 0.71030857 0.335132053 -2.282766667 1.53979498 0.036715049



ERBB4 NM_005235_bp2668_R AGCTAAAAAGGAGGAAAGATGCCAATTAAATCTCTTGAATTTAATTGGCATCTTTCCTCCGG Hs.390729 12371 0.8259
ERK8 NM_139021_bp653_R AGCTAAAAAGCTGCTCTCTTCGCACCGATATCTCTTGAATATCGGTGCGAAGAGAGCAGCGG Hs.493169 645 -0.3887 0.06135661 0.031534288 0.087675 0.19567392 0.591207404
ERK8 NM_139021_bp653_R AGCTAAAAAGCTGCTCTCTTCGCACCGATATCTCTTGAATATCGGTGCGAAGAGAGCAGCGG Hs.493169 6021 0.238566667 0.1406773 0.247520742 0.418625 0.12949027 0.034336391
ERK8 NM_139021_bp653_R AGCTAAAAAGCTGCTCTCTTCGCACCGATATCTCTTGAATATCGGTGCGAAGAGAGCAGCGG Hs.493169 11397 0.3658 0.14122127 0.047770792 0.515325 0.1910079 0.022315764
ERK8 NM_139021_bp924_R AGCTAAAAAGCCACCTTCCTGCAAGTTTACTCTCTTGAAGTAAACTTGCAGGAAGGTGGCGG Hs.493169 646 -0.555325 0.35171552 0.031434244 0.136575 0.56509513 0.629820555
ERK8 NM_139021_bp924_R AGCTAAAAAGCCACCTTCCTGCAAGTTTACTCTCTTGAAGTAAACTTGCAGGAAGGTGGCGG Hs.493169 6022 -0.4195 0.23713486 0.045497167 0.276275 0.47032347 0.291606687
ERK8 NM_139021_bp924_R AGCTAAAAAGCCACCTTCCTGCAAGTTTACTCTCTTGAAGTAAACTTGCAGGAAGGTGGCGG Hs.493169 11398 -0.402525 0.20940696 0.045941261 0.48195 0.56395874 0.1339552
ERK8 NM_139021_bp948_R AGCTAAAAAGGCCAGTTTGTACCAGTTCAGTCTCTTGAACTGAACTGGTACAAACTGGCCGG Hs.493169 647 0.459025 0.68974657 0.181978353 -0.5032 0.21701651 0.027448415
ERK8 NM_139021_bp948_R AGCTAAAAAGGCCAGTTTGTACCAGTTCAGTCTCTTGAACTGAACTGGTACAAACTGGCCGG Hs.493169 6023 0.589775 0.68303882 0.101048888 -0.369925 0.52389774 0.205086419
ERK8 NM_139021_bp948_R AGCTAAAAAGGCCAGTTTGTACCAGTTCAGTCTCTTGAACTGAACTGGTACAAACTGGCCGG Hs.493169 11399 1.120433333 2.21628311 0.289183533 -0.45595 0.27571926 0.049828045
ERN1 NM_001433_bp1221_R AGCTAAAAAGCTGGAGAGATTTCCCAACAATCTCTTGAATTGTTGGGAAATCTCTCCAGCGG Hs.133982 40 -0.351325 0.18618538 0.063509648 -0.0202875 0.15684472 0.894098944
ERN1 NM_001433_bp1221_R AGCTAAAAAGCTGGAGAGATTTCCCAACAATCTCTTGAATTGTTGGGAAATCTCTCCAGCGG Hs.133982 5416 -0.383825 0.16451037 0.044573247 0.0416375 0.06302306 0.765836732
ERN1 NM_001433_bp1221_R AGCTAAAAAGCTGGAGAGATTTCCCAACAATCTCTTGAATTGTTGGGAAATCTCTCCAGCGG Hs.133982 10792 -0.297325 0.13889352 0.086975618 0.0681875 0.13156702 0.648527445
ERN1 NM_001433_bp1995_R AGCTAAAAAGGACCGGCAATTCCAGTACATTCTCTTGAAATGTACTGGAATTGCCGGTCCGG Hs.133982 1599 2.345666667 3.14024107 0.142936174 -0.888366667 2.544357 0.479249083
ERN1 NM_001433_bp1995_R AGCTAAAAAGGACCGGCAATTCCAGTACATTCTCTTGAAATGTACTGGAATTGCCGGTCCGG Hs.133982 6975 2.4762 3.20375147 0.132740315 -0.3652375 2.21526619 0.707624481
ERN1 NM_001433_bp1995_R AGCTAAAAAGGACCGGCAATTCCAGTACATTCTCTTGAAATGTACTGGAATTGCCGGTCCGG Hs.133982 12351 2.409633333 3.09344265 0.130667235 -0.4643125 2.14464958 0.624706351
ERN1 NM_001433_bp459_R AGCTAAAAAGCAGGACATCTGGTATGTTATTCTCTTGAAATAACATACCAGATGTCCTGCGG Hs.133982 41 -0.506533333 0.58849787 0.157682971 -0.3660625 0.59489858 0.246711997
ERN1 NM_001433_bp459_R AGCTAAAAAGCAGGACATCTGGTATGTTATTCTCTTGAAATAACATACCAGATGTCCTGCGG Hs.133982 5417 -0.33465 0.71777847 0.324126663 -0.3370625 0.57675099 0.270684478
ERN1 NM_001433_bp459_R AGCTAAAAAGCAGGACATCTGGTATGTTATTCTCTTGAAATAACATACCAGATGTCCTGCGG Hs.133982 10793 -0.271425 0.70518229 0.409554608 -0.3173125 0.58883108 0.302856491
ERN2 XM_370947_bp125_R AGCTAAAAAGTCCACAGGTTCATACTCTCATCTCTTGAATGAGAGTATGAACCTGTGGACGG 889 -0.34185 0.53450089 0.219631736 -0.47775 0.42506418 0.084245212
ERN2 XM_370947_bp125_R AGCTAAAAAGTCCACAGGTTCATACTCTCATCTCTTGAATGAGAGTATGAACCTGTGGACGG 11641 -0.1684 0.50263522 0.502914499 -0.2698 0.32060733 0.20840732
ERN2 XM_370947_bp125_R AGCTAAAAAGTCCACAGGTTCATACTCTCATCTCTTGAATGAGAGTATGAACCTGTGGACGG 6265 -0.173975 0.45710656 0.462902181 -0.442366667 0.46355982 0.178816398
ERN2 XM_370947_bp178_R AGCTAAAAAGATGGAAGTCTCCACGCACTATCTCTTGAATAGTGCGTGGAGACTTCCATCGG 6266
ERN2 XM_370947_bp178_R AGCTAAAAAGATGGAAGTCTCCACGCACTATCTCTTGAATAGTGCGTGGAGACTTCCATCGG 11642
ERN2 XM_370947_bp178_R AGCTAAAAAGATGGAAGTCTCCACGCACTATCTCTTGAATAGTGCGTGGAGACTTCCATCGG 890
ERN2 XM_370947_bp250_R AGCTAAAAAGAAGGACCAATGTACGTCACATCTCTTGAATGTGACGTACATTGGTCCTTCGG 11643
ERN2 XM_370947_bp250_R AGCTAAAAAGAAGGACCAATGTACGTCACATCTCTTGAATGTGACGTACATTGGTCCTTCGG 891
ERN2 XM_370947_bp250_R AGCTAAAAAGAAGGACCAATGTACGTCACATCTCTTGAATGTGACGTACATTGGTCCTTCGG 6267
ETS2 NM_005239_bp1174_R AGCTAAAAAGCCAACCATGTCTTTCAAGGATCTCTTGAATCCTTGAAAGACATGGTTGGCGG Hs.592158 3343 -0.55845 0.27549852 0.020612519 -0.1473625 0.15074959 0.462006337 0.3856 0.64198359 0.315833907 0.16265 0.19051314 0.186267709
ETS2 NM_005239_bp1174_R AGCTAAAAAGCCAACCATGTCTTTCAAGGATCTCTTGAATCCTTGAAAGACATGGTTGGCGG Hs.592158 8719 -0.662475 0.20794245 0.007304343 -0.0903125 0.06798468 0.636665301 0.419275 0.63022894 0.275433453 0.244425 0.19440632 0.086588202
ETS2 NM_005239_bp1174_R AGCTAAAAAGCCAACCATGTCTTTCAAGGATCTCTTGAATCCTTGAAAGACATGGTTGGCGG Hs.592158 14095 -0.472775 0.23610084 0.030450288 -0.0920625 0.14137034 0.639519071 0.429125 0.61254744 0.255707409 0.230875 0.22135842 0.128267567
ETS2 NM_005239_bp1306_R AGCTAAAAAGGAGCTGCTATCAGACAAATCTCTCTTGAAGATTTGTCTGATAGCAGCTCCGG Hs.592158 3341 2.628375 0.27296271 1.83E-05 0.3103625 0.50918064 0.266499532 0.876825 0.2095157 0.003576129 0.814525 0.45341321 0.036948267
ETS2 NM_005239_bp1306_R AGCTAAAAAGGAGCTGCTATCAGACAAATCTCTCTTGAAGATTTGTCTGATAGCAGCTCCGG Hs.592158 8717 2.0137 0.53156793 0.000410158 0.2334125 0.51953268 0.397102517 0.88175 0.26937093 0.007245524 0.774725 0.48754211 0.050167798
ETS2 NM_005239_bp1306_R AGCTAAAAAGGAGCTGCTATCAGACAAATCTCTCTTGAAGATTTGTCTGATAGCAGCTCCGG Hs.592158 14093 2.207683333 0.53110888 0.001254273 0.3413125 0.48770025 0.218016218 0.86945 0.21895245 0.004163397 0.818975 0.53394642 0.054664059
ETS2 NM_005239_bp893_R AGCTAAAAAGAGCAGGAGTTTCAGATGTTCTCTCTTGAAGAACATCTGAAACTCCTGCTCGG Hs.592158 3345 0.24515 0.29298589 0.213062335 -0.5005625 0.51148228 0.095875164 0.497325 0.51767526 0.150433848 0.038375 0.56459484 0.900479226
ETS2 NM_005239_bp893_R AGCTAAAAAGAGCAGGAGTTTCAGATGTTCTCTCTTGAAGAACATCTGAAACTCCTGCTCGG Hs.592158 8721 -0.14455 0.35489051 0.47784485 -0.6026625 0.50460942 0.053737069 0.60415 0.5671623 0.122961026 0.1763 0.63667559 0.618309106
ETS2 NM_005239_bp893_R AGCTAAAAAGAGCAGGAGTTTCAGATGTTCTCTCTTGAAGAACATCTGAAACTCCTGCTCGG Hs.592158 14097 -0.101625 0.26942182 0.56724976 -0.5259125 0.53655408 0.089441583 0.512525 0.50193649 0.133764435 0.218925 0.6519283 0.549915807
ETV6 NM_001987_bp1259_R AGCTAAAAAGCCATGCCCATTGGGAGAATATCTCTTGAATATTCTCCCAATGGGCATGGCGG Hs.504765 3316 -0.755625 0.56800456 0.031230555 -0.5763 0.55529853 0.072244242
ETV6 NM_001987_bp1259_R AGCTAAAAAGCCATGCCCATTGGGAGAATATCTCTTGAATATTCTCCCAATGGGCATGGCGG Hs.504765 8692 -0.822125 0.60087475 0.026993873 0.11305 0.84266626 0.75499536
ETV6 NM_001987_bp1259_R AGCTAAAAAGCCATGCCCATTGGGAGAATATCTCTTGAATATTCTCCCAATGGGCATGGCGG Hs.504765 14068 -0.850025 0.57890488 0.021660303 -0.100875 0.65771719 0.742046016
ETV6 NM_001987_bp983_R AGCTAAAAAGTGTCTCCCATGGAGAATAATTCTCTTGAAATTATTCTCCATGGGAGACACGG Hs.504765 3314 -0.3239 0.33795995 0.138236193 -0.526025 0.32329034 0.047828932
ETV6 NM_001987_bp983_R AGCTAAAAAGTGTCTCCCATGGAGAATAATTCTCTTGAAATTATTCTCCATGGGAGACACGG Hs.504765 8690 -0.408125 0.25808311 0.054443744 -0.37235 0.29226268 0.121890537
ETV6 NM_001987_bp983_R AGCTAAAAAGTGTCTCCCATGGAGAATAATTCTCTTGAAATTATTCTCCATGGGAGACACGG Hs.504765 14066 -0.620025 0.18898487 0.008646048 -0.541175 0.30118427 0.040613934
ETV7 AK122796_bp1710_R AGCTAAAAAGCCACTATTATAAGCTTAATATCTCTTGAATATTAAGCTTATAATAGTGGCGG Hs.272398 4098 -0.1829625 0.37354629 0.388529655 -0.0907 0.13388903 0.643205002
ETV7 AK122796_bp1710_R AGCTAAAAAGCCACTATTATAAGCTTAATATCTCTTGAATATTAAGCTTATAATAGTGGCGG Hs.272398 9474 -0.2565125 0.50588455 0.323743848 -0.084125 0.1520518 0.669852727
ETV7 AK122796_bp1710_R AGCTAAAAAGCCACTATTATAAGCTTAATATCTCTTGAATATTAAGCTTATAATAGTGGCGG Hs.272398 14850 -0.1536125 0.37517009 0.465006918 -0.008225 0.13507779 0.966197408
ETV7 AK122796_bp238_R AGCTAAAAAGGAAGGTCACTCACCCCTAAATCTCTTGAATTTAGGGGTGAGTGACCTTCCGG Hs.272398 4102 -1.0559375 0.59947348 0.010484224 0.565575 0.1976652 0.025850354
ETV7 AK122796_bp238_R AGCTAAAAAGGAAGGTCACTCACCCCTAAATCTCTTGAATTTAGGGGTGAGTGACCTTCCGG Hs.272398 9478 -1.0156375 0.41092543 0.004220984 0.461475 0.19581131 0.053180005
ETV7 AK122796_bp238_R AGCTAAAAAGGAAGGTCACTCACCCCTAAATCTCTTGAATTTAGGGGTGAGTGACCTTCCGG Hs.272398 14854 -0.9472625 0.58531545 0.01491644 0.7162 0.28481623 0.012892145
ETV7 AK122796_bp866_R AGCTAAAAAGAGGGAGAATTGGCTATTTCTTCTCTTGAAAGAAATAGCCAATTCTCCCTCGG Hs.272398 4100 0.8727875 0.38574862 0.006834719 -0.133175 1.08672163 0.762735907
ETV7 AK122796_bp866_R AGCTAAAAAGAGGGAGAATTGGCTATTTCTTCTCTTGAAAGAAATAGCCAATTCTCCCTCGG Hs.272398 9476 0.8756125 0.29238204 0.003744686 -0.1313 1.29238415 0.796773012
ETV7 AK122796_bp866_R AGCTAAAAAGAGGGAGAATTGGCTATTTCTTCTCTTGAAAGAAATAGCCAATTCTCCCTCGG Hs.272398 14852 0.8791625 0.26733351 0.003135774 -0.04435 1.0162925 0.915188756
EVI1 NM_004991_bp326_R AGCTAAAAAGCAAGGAAACTGGCCACAAATTCTCTTGAAATTTGTGGCCAGTTTCCTTGCGG Hs.554762 3371 0.86175 0.24918529 0.00305151 0.32645 0.82989105 0.376746277 0.171425 0.37850365 0.431813163 0.15115 0.93631359 0.767993886
EVI1 NM_004991_bp326_R AGCTAAAAAGCAAGGAAACTGGCCACAAATTCTCTTGAAATTTGTGGCCAGTTTCCTTGCGG Hs.554762 8747 0.8341 0.33731531 0.006115334 0.336 0.82280417 0.361111789 0.025666667 0.36044409 0.913117597 0.104 0.56565511 0.737496869
EVI1 NM_004991_bp326_R AGCTAAAAAGCAAGGAAACTGGCCACAAATTCTCTTGAAATTTGTGGCCAGTTTCCTTGCGG Hs.554762 14123 0.5951 0.16838011 0.009201739 0.3391 0.72387813 0.317427243 -0.112666667 0.13200418 0.277399295 0.386233333 0.25586896 0.12042818
EVI1 NM_004991_bp678_R AGCTAAAAAGGGAGGTACATCTTCCAAGGTTCTCTTGAAACCTTGGAAGATGTACCTCCCGG Hs.554762 3373 1.837575 0.41144645 0.00028366 1.019025 1.11082113 0.054683833 1.2814 0.77655733 0.04572635 0.96995 0.2452123 0.004210424
EVI1 NM_004991_bp678_R AGCTAAAAAGGGAGGTACATCTTCCAAGGTTCTCTTGAAACCTTGGAAGATGTACCTCCCGG Hs.554762 8749 1.92455 0.31197019 0.000111656 1.02985 1.14367373 0.057145118 1.254225 0.74271064 0.043173318 1.08355 0.30403825 0.005684205
EVI1 NM_004991_bp678_R AGCTAAAAAGGGAGGTACATCTTCCAAGGTTCTCTTGAAACCTTGGAAGATGTACCTCCCGG Hs.554762 14125 1.8041 0.76089255 0.002456806 0.84935 0.91279066 0.059548185 1.2986 0.72379223 0.037067113 1.15935 0.2424449 0.002425168
EVI1 NM_004991_bp749_R AGCTAAAAAGACGTAGGAATAGCCTTCTCTTCTCTTGAAAGAGAAGGCTATTCCTACGTCGG Hs.554762 8751 0.4143 0.70156496 0.226344863 -0.57255 0.89727401 0.164861297 0.171125 1.10819039 0.777650786 1.1504 0.51940477 0.021374935
EVI1 NM_004991_bp749_R AGCTAAAAAGACGTAGGAATAGCCTTCTCTTCTCTTGAAAGAGAAGGCTATTCCTACGTCGG Hs.554762 14127 0.32885 0.68510516 0.315207205 -0.2845 1.00887379 0.500410139 0.1594 1.12177902 0.794750287 1.1543 0.49944089 0.019061053
EVI1 NM_004991_bp749_R AGCTAAAAAGACGTAGGAATAGCCTTCTCTTCTCTTGAAAGAGAAGGCTATTCCTACGTCGG Hs.554762 3375 0.5857 0.59345349 0.076617826 -0.78625 1.58483843 0.282216738 0.052375 1.14988847 0.933158194 0.98555 0.46146135 0.023554271
EVL AL133642_bp2345_R AGCTAAAAAGCTGGATGCGTTTGCCTATCATCTCTTGAATGATAGGCAAACGCATCCAGCGG Hs.125867 4692 0.2642375 0.08799365 0.104942927 0.2571375 0.47908952 0.327788931
EVL AL133642_bp2345_R AGCTAAAAAGCTGGATGCGTTTGCCTATCATCTCTTGAATGATAGGCAAACGCATCCAGCGG Hs.125867 10068 0.2844875 0.13834477 0.097593412 0.1655875 0.41035945 0.472850258
EVL AL133642_bp2345_R AGCTAAAAAGCTGGATGCGTTTGCCTATCATCTCTTGAATGATAGGCAAACGCATCCAGCGG Hs.125867 15444 0.3557625 0.10531576 0.046733957 0.1241625 0.32224804 0.533562143
EVL AL133642_bp514_R AGCTAAAAAGAAGCCTGTGTCCTCGATTCTTCTCTTGAAAGAATCGAGGACACAGGCTTCGG Hs.125867 4688 0.0590125 0.11982372 0.68533849 0.1026875 0.18335895 0.525150703
EVL AL133642_bp514_R AGCTAAAAAGAAGCCTGTGTCCTCGATTCTTCTCTTGAAAGAATCGAGGACACAGGCTTCGG Hs.125867 10064 0.0617875 0.17079867 0.688118907 0.0181625 0.21273774 0.912086686
EVL AL133642_bp514_R AGCTAAAAAGAAGCCTGTGTCCTCGATTCTTCTCTTGAAAGAATCGAGGACACAGGCTTCGG Hs.125867 15440 0.1951375 0.15809847 0.230546443 0.1995375 0.14098046 0.223219485
EVL AL133642_bp540_R AGCTAAAAAGAACCCCGTCTGTGGCAAAGATCTCTTGAATCTTTGCCACAGACGGGGTTCGG Hs.125867 4690 0.6062 0.09400575 0.023851811 0.1904625 0.27690307 0.322756736
EVL AL133642_bp540_R AGCTAAAAAGAACCCCGTCTGTGGCAAAGATCTCTTGAATCTTTGCCACAGACGGGGTTCGG Hs.125867 10066 0.6643375 0.56543132 0.047224651 0.1706625 0.19604204 0.317468798
EVL AL133642_bp540_R AGCTAAAAAGAACCCCGTCTGTGGCAAAGATCTCTTGAATCTTTGCCACAGACGGGGTTCGG Hs.125867 15442 0.9907625 0.46199055 0.006395668 0.2495875 0.26505569 0.204785175
EYA1 NM_000503_bp2001_R AGCTAAAAAGTCTGCTTGGTCCAGCTAAGATCTCTTGAATCTTAGCTGGACCAAGCAGACGG Hs.491997 3222 -0.384675 0.19090719 0.049091498 0.554825 1.0868018 0.235738595
EYA1 NM_000503_bp2001_R AGCTAAAAAGTCTGCTTGGTCCAGCTAAGATCTCTTGAATCTTAGCTGGACCAAGCAGACGG Hs.491997 8598 -0.466725 0.37566223 0.061481454 -0.068525 0.33884417 0.761514789
EYA1 NM_000503_bp2001_R AGCTAAAAAGTCTGCTTGGTCCAGCTAAGATCTCTTGAATCTTAGCTGGACCAAGCAGACGG Hs.491997 13974 -0.323 0.46253638 0.203039465 0.16555 0.59332418 0.56936159
EYA1 NM_000503_bp2101_R AGCTAAAAAGCTCATTCACTCCCGGACAAATCTCTTGAATTTGTCCGGGAGTGAATGAGCGG Hs.491997 3220 -0.661966667 0.13707594 0.019610388 -0.370825 1.05773094 0.402920978
EYA1 NM_000503_bp2101_R AGCTAAAAAGCTCATTCACTCCCGGACAAATCTCTTGAATTTGTCCGGGAGTGAATGAGCGG Hs.491997 8596 -0.666533333 0.25258564 0.027124119 -0.39795 1.2159475 0.422777589
EYA1 NM_000503_bp2101_R AGCTAAAAAGCTCATTCACTCCCGGACAAATCTCTTGAATTTGTCCGGGAGTGAATGAGCGG Hs.491997 13972 -0.531233333 0.41321588 0.088267737 -0.348925 0.99709356 0.408953633
EYA1 NM_000503_bp812_R AGCTAAAAAGACGGGTCTTTAAACAATTTCTCTCTTGAAGAAATTGTTTAAAGACCCGTCGG Hs.491997 3218 0.380075 0.56385446 0.193898925 0.443625 0.28956524 0.074984252
EYA1 NM_000503_bp812_R AGCTAAAAAGACGGGTCTTTAAACAATTTCTCTCTTGAAGAAATTGTTTAAAGACCCGTCGG Hs.491997 8594 0.323875 0.60946721 0.282033912 0.56665 0.27445131 0.031766974
EYA1 NM_000503_bp812_R AGCTAAAAAGACGGGTCTTTAAACAATTTCTCTCTTGAAGAAATTGTTTAAAGACCCGTCGG Hs.491997 13970 0.463175 0.51952898 0.110084712 0.50475 0.2760266 0.048030856
EYA2 NM_005244_bp1041_R AGCTAAAAAGGCCTTATGATGGAAGAGATGTCTCTTGAACATCTCTTCCATCATAAGGCCGG Hs.472877 5149 0.2112375 0.8853257 0.588727455 -0.8158875 0.54622878 0.028857965
EYA2 NM_005244_bp1041_R AGCTAAAAAGGCCTTATGATGGAAGAGATGTCTCTTGAACATCTCTTCCATCATAAGGCCGG Hs.472877 10525 0.2603625 0.99993026 0.551100514 -0.7837625 0.38688101 0.014783256
EYA2 NM_005244_bp1041_R AGCTAAAAAGGCCTTATGATGGAAGAGATGTCTCTTGAACATCTCTTCCATCATAAGGCCGG Hs.472877 15901 0.0229875 0.6914461 0.941299939 -0.7628125 0.5650897 0.038933765
EYA2 NM_005244_bp1517_R AGCTAAAAAGGGGTCTGTGTTTCCTATTGATCTCTTGAATCAATAGGAAACACAGACCCCGG Hs.472877 5145 -0.3699375 0.83996301 0.338251563 -0.7115125 0.76998438 0.096713772
EYA2 NM_005244_bp1517_R AGCTAAAAAGGGGTCTGTGTTTCCTATTGATCTCTTGAATCAATAGGAAACACAGACCCCGG Hs.472877 10521 -0.5118875 0.31404584 0.034242142 -1.1371625 1.5845995 0.151905982
EYA2 NM_005244_bp1517_R AGCTAAAAAGGGGTCTGTGTTTCCTATTGATCTCTTGAATCAATAGGAAACACAGACCCCGG Hs.472877 15897 0.093116667 0.49302357 0.739374586 -0.485466667 0.70035403 0.246497903
EYA2 NM_005244_bp605_R AGCTAAAAAGCACCAGGACTATCCTTCCTATCTCTTGAATAGGAAGGATAGTCCTGGTGCGG Hs.472877 5147 -0.2986375 0.36786751 0.180859398 -0.411033333 0.7720211 0.344951218
EYA2 NM_005244_bp605_R AGCTAAAAAGCACCAGGACTATCCTTCCTATCTCTTGAATAGGAAGGATAGTCCTGGTGCGG Hs.472877 10523 -0.3610125 0.30655124 0.094515458 0.0892 0.62499993 0.796695537
EYA2 NM_005244_bp605_R AGCTAAAAAGCACCAGGACTATCCTTCCTATCTCTTGAATAGGAAGGATAGTCCTGGTGCGG Hs.472877 15899 0.3160875 0.29289311 0.125173234 -0.4966625 0.38658441 0.064528692
EYA3 BX648945_bp4632_R AGCTAAAAAGGGGAGACCCTCTTCATTAGATCTCTTGAATCTAATGAAGAGGGTCTCCCCGG Hs.185774 4972 0.5699125 0.36616892 0.030965762 -0.3803875 0.69380843 0.281892414
EYA3 BX648945_bp4632_R AGCTAAAAAGGGGAGACCCTCTTCATTAGATCTCTTGAATCTAATGAAGAGGGTCTCCCCGG Hs.185774 10348 0.4625625 0.33843622 0.053407762 -0.4430375 0.72900921 0.236402443
EYA3 BX648945_bp4632_R AGCTAAAAAGGGGAGACCCTCTTCATTAGATCTCTTGAATCTAATGAAGAGGGTCTCCCCGG Hs.185774 15724 0.4661125 0.35951568 0.057434337 -0.6005375 0.40565492 0.040023278
EYA3 BX648945_bp5120_R AGCTAAAAAGTGGCTTGACTTTCGAATGTATCTCTTGAATACATTCGAAAGTCAAGCCACGG Hs.185774 4976 0.8476125 0.31485816 0.004964323 -1.2177625 0.62821063 0.010293912
EYA3 BX648945_bp5120_R AGCTAAAAAGTGGCTTGACTTTCGAATGTATCTCTTGAATACATTCGAAAGTCAAGCCACGG Hs.185774 10352 0.8043125 0.37164161 0.008761822 -0.7988875 0.45257252 0.019676504
EYA3 BX648945_bp5120_R AGCTAAAAAGTGGCTTGACTTTCGAATGTATCTCTTGAATACATTCGAAAGTCAAGCCACGG Hs.185774 15728 1.1502375 0.1851805 0.00055326 -0.5116 2.13463526 0.621592976
EYA3 BX648945_bp5258_R AGCTAAAAAGGCGTTCCTGTCTTCTGTAAATCTCTTGAATTTACAGAAGACAGGAACGCCGG Hs.185774 4974 0.1706625 0.20307159 0.310375891 -0.1194125 0.65233833 0.705077579
EYA3 BX648945_bp5258_R AGCTAAAAAGGCGTTCCTGTCTTCTGTAAATCTCTTGAATTTACAGAAGACAGGAACGCCGG Hs.185774 10350 0.0312375 0.22211758 0.848441056 -0.2443625 0.39102731 0.292943185
EYA3 BX648945_bp5258_R AGCTAAAAAGGCGTTCCTGTCTTCTGTAAATCTCTTGAATTTACAGAAGACAGGAACGCCGG Hs.185774 15726 0.3012125 0.25210392 0.121805463 -0.1515875 0.41014294 0.508873235
EZH2 NM_004456_bp1536_R AGCTAAAAAGTGCCATTGCTAGGTTAATTGTCTCTTGAACAATTAACCTAGCAATGGCACGG Hs.444082 2319 0.8864625 0.32686815 0.005310034 0.086475 0.96112773 0.821310936
EZH2 NM_004456_bp1536_R AGCTAAAAAGTGCCATTGCTAGGTTAATTGTCTCTTGAACAATTAACCTAGCAATGGCACGG Hs.444082 7695 0.8756625 0.29860802 0.004702328 0.1418 0.96630002 0.717760073
EZH2 NM_004456_bp1536_R AGCTAAAAAGTGCCATTGCTAGGTTAATTGTCTCTTGAACAATTAACCTAGCAATGGCACGG Hs.444082 13071 0.8524875 0.32282437 0.006163041 0.1216 0.98629782 0.758888423
EZH2 NM_004456_bp1922_R AGCTAAAAAGACCCTGACCTCTGTCTTACTTCTCTTGAAAGTAAGACAGAGGTCAGGGTCGG Hs.444082 1284 -0.3520125 0.26190579 0.063778852 0.499225 0.59868248 0.117799447
EZH2 NM_004456_bp1922_R AGCTAAAAAGACCCTGACCTCTGTCTTACTTCTCTTGAAAGTAAGACAGAGGTCAGGGTCGG Hs.444082 6660 -0.3899125 0.28947947 0.054496218 0.4979 0.62405465 0.125931864
EZH2 NM_004456_bp1922_R AGCTAAAAAGACCCTGACCTCTGTCTTACTTCTCTTGAAAGTAAGACAGAGGTCAGGGTCGG Hs.444082 12036 -0.3600125 0.37806178 0.097209107 0.5503 0.6518326 0.104390476
EZH2 NM_004456_bp927_R AGCTAAAAAGCGCACTTCCTCCTGAATGTATCTCTTGAATACATTCAGGAGGAAGTGCGCGG Hs.444082 1283 -0.2940375 0.2492162 0.095358452 -0.086275 0.12947706 0.67341435
EZH2 NM_004456_bp927_R AGCTAAAAAGCGCACTTCCTCCTGAATGTATCTCTTGAATACATTCAGGAGGAAGTGCGCGG Hs.444082 6659 -0.3575125 0.1853361 0.044545811 -0.1219 0.15361517 0.553794679
EZH2 NM_004456_bp927_R AGCTAAAAAGCGCACTTCCTCCTGAATGTATCTCTTGAATACATTCAGGAGGAAGTGCGCGG Hs.444082 12035 -0.3353125 0.23423798 0.064964605 -0.058425 0.16076209 0.782747811
F2 NM_024741_bp1095_R AGCTAAAAAGGAGCCAGTTTCTCATCTTCTTCTCTTGAAAGAAGATGAGAAACTGGCTCCGG Hs.410092 3217 0.217075 0.47036536 0.375255398 0.361625 0.69688229 0.278173372
F2 NM_024741_bp1095_R AGCTAAAAAGGAGCCAGTTTCTCATCTTCTTCTCTTGAAAGAAGATGAGAAACTGGCTCCGG Hs.410092 8593 0.239225 0.45488867 0.322996682 0.381075 0.72856342 0.26817144
F2 NM_024741_bp1095_R AGCTAAAAAGGAGCCAGTTTCTCATCTTCTTCTCTTGAAAGAAGATGAGAAACTGGCTCCGG Hs.410092 13969 0.251675 0.46927682 0.309811999 0.3845 0.70358602 0.254487029
F2 NM_024741_bp956_R AGCTAAAAAGGACCGAATTTCCAAGGATAGTCTCTTGAACTATCCTTGGAAATTCGGTCCGG Hs.410092 3219 -0.6967 0.30783208 0.028738403 -0.660025 0.26840366 0.017175881
F2 NM_024741_bp956_R AGCTAAAAAGGACCGAATTTCCAAGGATAGTCTCTTGAACTATCCTTGGAAATTCGGTCCGG Hs.410092 8595 -0.6904 0.29021628 0.027733365 -0.680975 0.25810619 0.014578552
F2 NM_024741_bp956_R AGCTAAAAAGGACCGAATTTCCAAGGATAGTCTCTTGAACTATCCTTGGAAATTCGGTCCGG Hs.410092 13971 -0.6808 0.33911101 0.034585268 -0.6413 0.24293337 0.017821045
F2R NM_001992_bp1443_R AGCTAAAAAGACCCCCTAATTTACTATTACTCTCTTGAAGTAATAGTAAATTAGGGGGTCGG Hs.482562 2771 -1.175125 0.25541889 0.000783482 -0.026525 0.57027287 0.924694214
F2R NM_001992_bp1443_R AGCTAAAAAGACCCCCTAATTTACTATTACTCTCTTGAAGTAATAGTAAATTAGGGGGTCGG Hs.482562 8147 -1.2414 0.13688815 0.000295835 -0.059725 0.57506653 0.832487057
F2R NM_001992_bp1443_R AGCTAAAAAGACCCCCTAATTTACTATTACTCTCTTGAAGTAATAGTAAATTAGGGGGTCGG Hs.482562 13523 -1.09815 0.24801481 0.001019872 -0.0616 0.60623814 0.832346939
F2R NM_001992_bp1545_R AGCTAAAAAGGGCAGTTGATGGCAAGTAAATCTCTTGAATTTACTTGCCATCAACTGCCCGG Hs.482562 2769 1.972275 0.62123137 0.000779574 0.518 0.94188748 0.217274829
F2R NM_001992_bp1545_R AGCTAAAAAGGGCAGTTGATGGCAAGTAAATCTCTTGAATTTACTTGCCATCAACTGCCCGG Hs.482562 8145 2.352 0.60904837 0.000317273 0.718725 0.92723299 0.100796063
F2R NM_001992_bp1545_R AGCTAAAAAGGGCAGTTGATGGCAAGTAAATCTCTTGAATTTACTTGCCATCAACTGCCCGG Hs.482562 13521 2.530625 0.67070939 0.000321052 0.954125 1.44052433 0.125015668
F2R NM_001992_bp906_R AGCTAAAAAGCCTCTATCTTGCTCATGACATCTCTTGAATGTCATGAGCAAGATAGAGGCGG Hs.482562 2773 0.4587 0.43881705 0.084071126 -0.74665 0.27806072 0.010505114
F2R NM_001992_bp906_R AGCTAAAAAGCCTCTATCTTGCTCATGACATCTCTTGAATGTCATGAGCAAGATAGAGGCGG Hs.482562 8149 0.0499 0.68096848 0.871582659 -1.1194 0.16185335 0.000975751
F2R NM_001992_bp906_R AGCTAAAAAGCCTCTATCTTGCTCATGACATCTCTTGAATGTCATGAGCAAGATAGAGGCGG Hs.482562 13525 0.0769 0.69827529 0.807490609 -1.0995 0.47393145 0.004023902
F8 NM_014221_bp1450_R AGCTAAAAAGCCTGTGAGATACAGAAATGTTCTCTTGAAACATTTCTGTATCTCACAGGCGG Hs.6917 3214 1.234675 0.65771005 0.007463966 0.1877875 0.30448263 0.404034437 1.00195 0.41787375 0.017252407 1.234 0.19320081 0.001035054
F8 NM_014221_bp1450_R AGCTAAAAAGCCTGTGAGATACAGAAATGTTCTCTTGAAACATTTCTGTATCTCACAGGCGG Hs.6917 8590 1.1759 0.73275518 0.012874732 0.0706875 0.23681509 0.733657721 1.0581 0.32342974 0.007257292 1.2658 0.24756781 0.001993494
F8 NM_014221_bp1450_R AGCTAAAAAGCCTGTGAGATACAGAAATGTTCTCTTGAAACATTTCTGTATCTCACAGGCGG Hs.6917 13966 1.1323 0.58846388 0.007472343 0.0839375 0.36619038 0.717345829 1.000825 0.3150221 0.007886765 1.285425 0.18888925 0.000857997
F8 NM_014221_bp1552_R AGCTAAAAAGGAAGATCTGTCGTCTGTTCATCTCTTGAATGAACAGACGACAGATCTTCCGG Hs.6917 3216 0.96635 0.41238244 0.005262187 0.5742875 0.19257042 0.024057205 1.348775 0.43167696 0.008267671 1.002525 0.36541284 0.011907231
F8 NM_014221_bp1552_R AGCTAAAAAGGAAGATCTGTCGTCTGTTCATCTCTTGAATGAACAGACGACAGATCTTCCGG Hs.6917 8592 0.972425 0.42644283 0.00558674 0.5125125 0.18437058 0.036143875 1.246475 0.46597444 0.012773832 1.005425 0.35473302 0.010874304
F8 NM_014221_bp1552_R AGCTAAAAAGGAAGATCTGTCGTCTGTTCATCTCTTGAATGAACAGACGACAGATCTTCCGG Hs.6917 13968 0.9673 0.4039233 0.004972898 0.5742625 0.18441581 0.02358387 1.2627 0.58598247 0.023002052 0.98665 0.37399603 0.013273942
FADD NM_003824_bp590_R AGCTAAAAAGTGCAGCATTTAACGTCATATTCTCTTGAAATATGACGTTAAATGCTGCACGG Hs.86131 1282 -0.1309375 0.25746044 0.350037935 -0.779475 0.25755973 0.008251401
FADD NM_003824_bp590_R AGCTAAAAAGTGCAGCATTTAACGTCATATTCTCTTGAAATATGACGTTAAATGCTGCACGG Hs.86131 6658 -0.1683375 0.24726112 0.25725346 -0.79455 0.22694107 0.006779465
FADD NM_003824_bp590_R AGCTAAAAAGTGCAGCATTTAACGTCATATTCTCTTGAAATATGACGTTAAATGCTGCACGG Hs.86131 12034 -0.1763875 0.29382586 0.269639767 -0.789825 0.23415416 0.007123361
FADD NM_003824_bp643_R AGCTAAAAAGCTCGTCAGCTCAAAGTCTCATCTCTTGAATGAGACTTTGAGCTGACGAGCGG Hs.86131 2315 -0.2420875 0.20611584 0.12373219 0.437925 0.74083118 0.213233776
FADD NM_003824_bp643_R AGCTAAAAAGCTCGTCAGCTCAAAGTCTCATCTCTTGAATGAGACTTTGAGCTGACGAGCGG Hs.86131 7691 -0.2428875 0.21124108 0.125055414 0.430075 0.66744518 0.192900621
FADD NM_003824_bp643_R AGCTAAAAAGCTCGTCAGCTCAAAGTCTCATCTCTTGAATGAGACTTTGAGCTGACGAGCGG Hs.86131 13067 -0.21445 0.15241886 0.227808607 0.359625 0.80759246 0.321060077
FADD NM_003824_bp814_R AGCTAAAAAGTGGCTGACCTGGTACAAGAGTCTCTTGAACTCTTGTACCAGGTCAGCCACGG Hs.86131 2317 -0.9023375 0.63451627 0.019467788 -0.4235 0.35096469 0.103337395
FADD NM_003824_bp814_R AGCTAAAAAGTGGCTGACCTGGTACAAGAGTCTCTTGAACTCTTGTACCAGGTCAGCCACGG Hs.86131 7693 -0.934516667 0.69822957 0.042058042 -0.436975 0.44286327 0.119259786
FADD NM_003824_bp814_R AGCTAAAAAGTGGCTGACCTGGTACAAGAGTCTCTTGAACTCTTGTACCAGGTCAGCCACGG Hs.86131 13069 -0.948183333 0.6916989 0.039530874 -0.627275 0.5675315 0.05909531
FAIM NM_018147_bp446_R AGCTAAAAAGGACGTATGGTGCAATGGTAATCTCTTGAATTACCATTGCACCATACGTCCGG Hs.173438 880 1.7717375 0.10964251 4.67E-05 0.6891375 0.63770091 0.052782421
FAIM NM_018147_bp446_R AGCTAAAAAGGACGTATGGTGCAATGGTAATCTCTTGAATTACCATTGCACCATACGTCCGG Hs.173438 6256 1.7827625 0.14516057 5.38E-05 0.6446375 0.64437443 0.066648688
FAIM NM_018147_bp446_R AGCTAAAAAGGACGTATGGTGCAATGGTAATCTCTTGAATTACCATTGCACCATACGTCCGG Hs.173438 11632 1.7971375 0.12997729 4.78E-05 0.6797125 0.6097464 0.050567736



FAIM NM_018147_bp480_R AGCTAAAAAGCGGGTGAGTTTGTAGATGATTCTCTTGAAATCATCTACAAACTCACCCGCGG Hs.173438 2232 2.2293375 0.46272031 0.000160203 1.8350375 0.35625284 0.000146391
FAIM NM_018147_bp480_R AGCTAAAAAGCGGGTGAGTTTGTAGATGATTCTCTTGAAATCATCTACAAACTCACCCGCGG Hs.173438 7608 2.2290375 0.43249394 0.00013008 1.8765625 0.38158327 0.000147222
FAIM NM_018147_bp480_R AGCTAAAAAGCGGGTGAGTTTGTAGATGATTCTCTTGAAATCATCTACAAACTCACCCGCGG Hs.173438 12984 2.1503625 0.39210144 0.000116315 1.8935625 0.35305388 0.00012049
FAIM NM_018147_bp527_R AGCTAAAAAGAACCATGACTGTTACATAAATCTCTTGAATTTATGTAACAGTCATGGTTCGG Hs.173438 2258 -0.393516667 0.66686167 0.284466794 6.634125 2.96288348 0.003327878
FAIM NM_018147_bp527_R AGCTAAAAAGAACCATGACTGTTACATAAATCTCTTGAATTTATGTAACAGTCATGGTTCGG Hs.173438 7634 -0.521183333 0.93556184 0.278371838 5.511775 0.52506214 9.26E-05
FAIM NM_018147_bp527_R AGCTAAAAAGAACCATGACTGTTACATAAATCTCTTGAATTTATGTAACAGTCATGGTTCGG Hs.173438 13010 -0.148916667 0.38134256 0.549209293 6.951425 2.91593159 0.002640406
FALZ NM_182641_bp1053_R AGCTAAAAAGGGTGTACTGTGAGAGTGATATCTCTTGAATATCACTCTCACAGTACACCCGG Hs.444200 4878 2.2856125 0.47407696 0.000153503 1.4490625 0.74941107 0.009252715
FALZ NM_182641_bp1053_R AGCTAAAAAGGGTGTACTGTGAGAGTGATATCTCTTGAATATCACTCTCACAGTACACCCGG Hs.444200 10254 2.5091875 0.36322938 4.45E-05 1.4809625 0.69943077 0.006827766
FALZ NM_182641_bp1053_R AGCTAAAAAGGGTGTACTGTGAGAGTGATATCTCTTGAATATCACTCTCACAGTACACCCGG Hs.444200 15630 2.3319875 0.56525685 0.000252715 1.6394625 0.61619734 0.003040336
FALZ NM_182641_bp3314_R AGCTAAAAAGAGGGTGGAATTAAGGGTATATCTCTTGAATATACCCTTAATTCCACCCTCGG Hs.444200 4882 1.0062375 0.37721512 0.003546656 0.5460625 0.23368698 0.022659301
FALZ NM_182641_bp3314_R AGCTAAAAAGAGGGTGGAATTAAGGGTATATCTCTTGAATATACCCTTAATTCCACCCTCGG Hs.444200 10258 1.0243375 0.39221619 0.00361452 0.5227875 0.2935026 0.035584694
FALZ NM_182641_bp3314_R AGCTAAAAAGAGGGTGGAATTAAGGGTATATCTCTTGAATATACCCTTAATTCCACCCTCGG Hs.444200 15634 1.0561125 0.35658828 0.002509397 0.6904875 0.10984905 0.005256668
FALZ NM_182641_bp4567_R AGCTAAAAAGACCCTGCCATCAACCAAAGATCTCTTGAATCTTTGGTTGATGGCAGGGTCGG Hs.444200 4880 0.2957875 0.29188246 0.145277747 0.0624875 0.50389456 0.808311358
FALZ NM_182641_bp4567_R AGCTAAAAAGACCCTGCCATCAACCAAAGATCTCTTGAATCTTTGGTTGATGGCAGGGTCGG Hs.444200 10256 0.1609375 0.20844267 0.339110424 -0.0196625 0.31159018 0.918271349
FALZ NM_182641_bp4567_R AGCTAAAAAGACCCTGCCATCAACCAAAGATCTCTTGAATCTTTGGTTGATGGCAGGGTCGG Hs.444200 15632 0.2711625 0.26052174 0.158826165 0.0156125 0.33161356 0.93706697
FAM32A NM_005370_bp231_R AGCTAAAAAGACCTACGATTACCTGTTCAATCTCTTGAATTGAACAGGTAATCGTAGGTCGG Hs.71040 1101 0.5069125 0.34362302 0.040953759 0.5004625 0.16501667 0.037771826
FAM32A NM_005370_bp231_R AGCTAAAAAGACCTACGATTACCTGTTCAATCTCTTGAATTGAACAGGTAATCGTAGGTCGG Hs.71040 6477 0.4432125 0.34374299 0.062236399 0.4375125 0.15036087 0.05797484
FAM32A NM_005370_bp231_R AGCTAAAAAGACCTACGATTACCTGTTCAATCTCTTGAATTGAACAGGTAATCGTAGGTCGG Hs.71040 11853 0.4771375 0.36920158 0.055896103 0.4507125 0.16040367 0.053576536
FAM32A NM_005370_bp521_R AGCTAAAAAGGAACTGGATTCGCAACATTGTCTCTTGAACAATGTTGCGAATCCAGTTCCGG Hs.71040 1102 1.5291625 0.53248322 0.001476924 -0.5649125 0.08865084 0.020986366
FAM32A NM_005370_bp521_R AGCTAAAAAGGAACTGGATTCGCAACATTGTCTCTTGAACAATGTTGCGAATCCAGTTCCGG Hs.71040 6478 1.5235375 0.4637216 0.000972674 -0.5640125 0.05727161 0.020414957
FAM32A NM_005370_bp521_R AGCTAAAAAGGAACTGGATTCGCAACATTGTCTCTTGAACAATGTTGCGAATCCAGTTCCGG Hs.71040 11854 1.6218625 0.44353687 0.0006368 -0.4853625 0.14244965 0.040336661
FAM32A NM_005370_bp639_R AGCTAAAAAGGCCCTCGACTATGGAATCAATCTCTTGAATTGATTCCATAGTCGAGGGCCGG Hs.71040 1100 0.9727375 0.302286 0.002522264 0.4568875 0.45841421 0.106694277
FAM32A NM_005370_bp639_R AGCTAAAAAGGCCCTCGACTATGGAATCAATCTCTTGAATTGATTCCATAGTCGAGGGCCGG Hs.71040 6476 0.9393375 0.329438 0.003508932 0.4106375 0.45063036 0.136824935
FAM32A NM_005370_bp639_R AGCTAAAAAGGCCCTCGACTATGGAATCAATCTCTTGAATTGATTCCATAGTCGAGGGCCGG Hs.71040 11852 0.9303625 0.33941703 0.003900922 0.4090875 0.41528157 0.12721102
FANCD2 AK092352_bp1243_R AGCTAAAAAGGGACCCAAATGGCCATCAAATCTCTTGAATTTGATGGCCATTTGGGTCCCGG Hs.208388 4183 1.450283333 0.13135898 0.001144272 -0.3653 0.3143516 0.13377676
FANCD2 AK092352_bp1243_R AGCTAAAAAGGGACCCAAATGGCCATCAAATCTCTTGAATTTGATGGCCATTTGGGTCCCGG Hs.208388 9559 1.457966667 0.21410246 0.00147521 -0.29775 0.34390976 0.218149969
FANCD2 AK092352_bp1243_R AGCTAAAAAGGGACCCAAATGGCCATCAAATCTCTTGAATTTGATGGCCATTTGGGTCCCGG Hs.208388 14935 0.5018875 0.4466691 0.067381448 -0.1386 0.22314124 0.506560102
FANCD2 AK092352_bp2563_R AGCTAAAAAGCAGGATTTGTAGTCAGTATATCTCTTGAATATACTGACTACAAATCCTGCGG Hs.208388 4185 -0.05905 0.23915357 0.77626526
FANCD2 AK092352_bp2563_R AGCTAAAAAGCAGGATTTGTAGTCAGTATATCTCTTGAATATACTGACTACAAATCCTGCGG Hs.208388 9561 -0.117475 0.21676478 0.569714555
FANCD2 AK092352_bp2563_R AGCTAAAAAGCAGGATTTGTAGTCAGTATATCTCTTGAATATACTGACTACAAATCCTGCGG Hs.208388 14937 -0.0803 0.28695274 0.710478393
FANCD2 NM_033084_bp1232_R AGCTAAAAAGCACCAATACTCAGACAAAGATCTCTTGAATCTTTGTCTGAGTATTGGTGCGG Hs.208388 2674 1.470975 0.44981566 0.0007175 0.4120625 0.41222914 0.095888437
FANCD2 NM_033084_bp1232_R AGCTAAAAAGCACCAATACTCAGACAAAGATCTCTTGAATCTTTGTCTGAGTATTGGTGCGG Hs.208388 8050 1.4605 0.43517307 0.000689525 0.7768875 0.47681692 0.015742421
FANCD2 NM_033084_bp1232_R AGCTAAAAAGCACCAATACTCAGACAAAGATCTCTTGAATCTTTGTCTGAGTATTGGTGCGG Hs.208388 13426 1.4832 0.4351278 0.000622869 0.4380875 0.47714266 0.097702519
FANCD2 NM_033084_bp1423_R AGCTAAAAAGGCAGTCTCCTATACAAATATTCTCTTGAAATATTTGTATAGGAGACTGCCGG Hs.208388 2672 -0.158675 0.47407124 0.681741206 0.7081875 0.80195034 0.066252937
FANCD2 NM_033084_bp1423_R AGCTAAAAAGGCAGTCTCCTATACAAATATTCTCTTGAAATATTTGTATAGGAGACTGCCGG Hs.208388 8048 0.471475 1.49245873 0.421668834 0.8258625 0.79488458 0.039848072
FANCD2 NM_033084_bp1423_R AGCTAAAAAGGCAGTCTCCTATACAAATATTCTCTTGAAATATTTGTATAGGAGACTGCCGG Hs.208388 13424 -0.056175 0.4128439 0.998187794 0.9496375 0.54310849 0.00915713
FANCD2 NM_033084_bp4336_R AGCTAAAAAGCCACTGAGGTATCTCTACAATCTCTTGAATTGTAGAGATACCTCAGTGGCGG Hs.208388 2676 -0.223675 0.85134293 0.657325426 -0.1654625 0.52364876 0.649821203
FANCD2 NM_033084_bp4336_R AGCTAAAAAGCCACTGAGGTATCTCTACAATCTCTTGAATTGTAGAGATACCTCAGTGGCGG Hs.208388 8052 -0.223925 0.58704898 0.554109245 -0.1748625 0.35036481 0.567646749
FANCD2 NM_033084_bp4336_R AGCTAAAAAGCCACTGAGGTATCTCTACAATCTCTTGAATTGTAGAGATACCTCAGTGGCGG Hs.208388 13428 -0.185975 0.81953534 0.716985043 -0.1926875 0.41087888 0.540085207
FARP1 BX537667_bp1265_R AGCTAAAAAGACCCAGTCTTAAATTAACAATCTCTTGAATTGTTAATTTAAGACTGGGTCGG Hs.403917 4254 -0.3207 0.36016312 0.152146426 -1.323125 0.58383988 0.006023765 -0.3902 0.661017 0.28952976
FARP1 BX537667_bp1265_R AGCTAAAAAGACCCAGTCTTAAATTAACAATCTCTTGAATTGTTAATTTAAGACTGGGTCGG Hs.403917 15006 0.282725 0.40068348 0.219979975 -1.43415 1.29945013 0.125221672 0.1867 0.21991021 0.590570683
FARP1 BX537667_bp1265_R AGCTAAAAAGACCCAGTCTTAAATTAACAATCTCTTGAATTGTTAATTTAAGACTGGGTCGG Hs.403917 9630 -0.763633333 0.91657384 0.135035667 -0.7278
FARP1 BX537667_bp490_R AGCTAAAAAGAGGGCCTCCTTGTGCTAATATCTCTTGAATATTAGCACAAGGAGGCCCTCGG Hs.403917 4252 0.974175 0.8155836 0.035360281 1.40935 0.75115308 0.010344243 0.160866667 0.09464419 0.51516969
FARP1 BX537667_bp490_R AGCTAAAAAGAGGGCCTCCTTGTGCTAATATCTCTTGAATATTAGCACAAGGAGGCCCTCGG Hs.403917 9628 1.0165 0.61355539 0.013055385 1.436975 0.70898501 0.008003305 0.1476 0.01452859 0.544810527
FARP1 BX537667_bp490_R AGCTAAAAAGAGGGCCTCCTTGTGCTAATATCTCTTGAATATTAGCACAAGGAGGCCCTCGG Hs.403917 15004 1.0554 0.98640917 0.046926985 1.214266667 0.37631331 0.009609937 0.039033333 0.50104575 0.898428235
FARP1 BX537667_bp6362_R AGCTAAAAAGCAGGGCAATTTCAGGAAATATCTCTTGAATATTTCCTGAAATTGCCCTGCGG Hs.403917 4250 0.421825 1.22119198 0.428183785 -0.0586 0.15682554 0.766165984 -0.43213333 0.52812768 0.204656109
FARP1 BX537667_bp6362_R AGCTAAAAAGCAGGGCAATTTCAGGAAATATCTCTTGAATATTTCCTGAAATTGCCCTGCGG Hs.403917 9626 0.518625 1.46302891 0.412312982 -0.305875 0.30432047 0.154969402 -0.6274 0.5498374 0.091599641
FARP1 BX537667_bp6362_R AGCTAAAAAGCAGGGCAATTTCAGGAAATATCTCTTGAATATTTCCTGAAATTGCCCTGCGG Hs.403917 15002 0.401875 1.20562751 0.443892788 -0.307525 0.10871205 0.079910657 -0.631 0.53000503 0.086504163
FAS NM_000043_bp1188_R AGCTAAAAAGGCATCAACTTCATGGAAAGATCTCTTGAATCTTTCCATGAAGTTGATGCCGG Hs.244139 3188 0.478 0.97016022 0.282098134 0.22205 0.35494687 0.349262057
FAS NM_000043_bp1188_R AGCTAAAAAGGCATCAACTTCATGGAAAGATCTCTTGAATCTTTCCATGAAGTTGATGCCGG Hs.244139 8564 0.42615 1.00902286 0.347227102 0.214525 0.36554022 0.368996819
FAS NM_000043_bp1188_R AGCTAAAAAGGCATCAACTTCATGGAAAGATCTCTTGAATCTTTCCATGAAGTTGATGCCGG Hs.244139 13940 0.396075 0.7395878 0.2624766 0.22305 0.42805926 0.377867862
FAS NM_000043_bp868_R AGCTAAAAAGGGGTGGCTTTGTCTTCTTCTTCTCTTGAAAGAAGAAGACAAAGCCACCCCGG Hs.244139 8566 -0.253825 0.30608219 0.207137552 -0.5365 1.13302676 0.264425748
FAS NM_000043_bp868_R AGCTAAAAAGGGGTGGCTTTGTCTTCTTCTTCTCTTGAAAGAAGAAGACAAAGCCACCCCGG Hs.244139 13942 -0.286875 0.29868975 0.158751596 -0.5346 1.11750376 0.261053485
FAS NM_000043_bp868_R AGCTAAAAAGGGGTGGCTTTGTCTTCTTCTTCTCTTGAAAGAAGAAGACAAAGCCACCCCGG Hs.244139 3190 -0.26955 0.28936917 0.175621749 -0.446025 1.10316622 0.33590961
FASLG NM_000639_bp695_R AGCTAAAAAGGCCTTGTGATCAATGAAACTTCTCTTGAAAGTTTCATTGATCACAAGGCCGG Hs.2007 788 -0.4634125 0.8552172 0.248528949 0.064766667 0.92645596 0.879162721
FASLG NM_000639_bp695_R AGCTAAAAAGGCCTTGTGATCAATGAAACTTCTCTTGAAAGTTTCATTGATCACAAGGCCGG Hs.2007 6164 -0.4952375 0.851393 0.220192677 -0.2823 1.12684537 0.60319423
FASLG NM_000639_bp695_R AGCTAAAAAGGCCTTGTGATCAATGAAACTTCTCTTGAAAGTTTCATTGATCACAAGGCCGG Hs.2007 11540 -0.5723125 0.93430871 0.195865241 0.5411
FASLG NM_000639_bp751_R AGCTAAAAAGGGTCAATCTTGCAACAACCTTCTCTTGAAAGGTTGTTGCAAGATTGACCCGG Hs.2007 789 2.7026875 0.93718633 0.00089071 0.513083333 0.46104639 0.127654825
FASLG NM_000639_bp751_R AGCTAAAAAGGGTCAATCTTGCAACAACCTTCTCTTGAAAGGTTGTTGCAAGATTGACCCGG Hs.2007 6165 3.4398375 1.36203032 0.001420955 0.474616667 0.37493278 0.132190091
FASLG NM_000639_bp751_R AGCTAAAAAGGGTCAATCTTGCAACAACCTTCTCTTGAAAGGTTGTTGCAAGATTGACCCGG Hs.2007 11541 3.4701375 1.30184773 0.001124752 0.536016667 0.39071925 0.100839652
FASLG NM_000639_bp893_R AGCTAAAAAGGGGCAGTGTTCAATCTTACCTCTCTTGAAGGTAAGATTGAACACTGCCCCGG Hs.2007 12882 -0.4245 0.3317745 0.215806394 0.10085
FASLG NM_000639_bp893_R AGCTAAAAAGGGGCAGTGTTCAATCTTACCTCTCTTGAAGGTAAGATTGAACACTGCCCCGG Hs.2007 2130
FASLG NM_000639_bp893_R AGCTAAAAAGGGGCAGTGTTCAATCTTACCTCTCTTGAAGGTAAGATTGAACACTGCCCCGG Hs.2007 7506
FBL NM_001436_bp369_R AGCTAAAAAGATGCACTGGTCACCAAGAACTCTCTTGAAGTTCTTGGTGACCAGTGCATCGG Hs.299002 13434 2.353325 0.08580741 0.001992082 -0.66075 0.85708357 0.169432657
FBL NM_001436_bp369_R AGCTAAAAAGATGCACTGGTCACCAAGAACTCTCTTGAAGTTCTTGGTGACCAGTGCATCGG Hs.299002 2682 2.48315 -0.142525 0.88526234 0.830031585
FBL NM_001436_bp369_R AGCTAAAAAGATGCACTGGTCACCAAGAACTCTCTTGAAGTTCTTGGTGACCAGTGCATCGG Hs.299002 8058 2.47485 -0.233775 0.8287645 0.676000005
FBL NM_001436_bp604_R AGCTAAAAAGTCCGGATGGTCTAGTCTATGTCTCTTGAACATAGACTAGACCATCCGGACGG Hs.299002 2680 3.59185 0.80498512 0.000102299 3.100225 2.50842595 0.027336331
FBL NM_001436_bp604_R AGCTAAAAAGTCCGGATGGTCTAGTCTATGTCTCTTGAACATAGACTAGACCATCCGGACGG Hs.299002 8056 5.2685 0.60013207 5.64E-06 3.266375 2.86332284 0.033716662
FBL NM_001436_bp604_R AGCTAAAAAGTCCGGATGGTCTAGTCTATGTCTCTTGAACATAGACTAGACCATCCGGACGG Hs.299002 13432 3.63205 0.97027013 0.000211286 2.676825 2.91161824 0.062407689
FBL NM_001436_bp648_R AGCTAAAAAGGCCGTGACCTCATTAACTTGTCTCTTGAACAAGTTAATGAGGTCACGGCCGG Hs.299002 2678 1.9379 1.0538151 0.005344176 0.3645875 0.63636288 0.202866112
FBL NM_001436_bp648_R AGCTAAAAAGGCCGTGACCTCATTAACTTGTCTCTTGAACAAGTTAATGAGGTCACGGCCGG Hs.299002 8054 1.8635 1.11669542 0.007832801 0.4579125 0.72148353 0.155733244
FBL NM_001436_bp648_R AGCTAAAAAGGCCGTGACCTCATTAACTTGTCTCTTGAACAAGTTAATGAGGTCACGGCCGG Hs.299002 13430 1.88415 1.19877659 0.00965924 0.5215125 0.68001476 0.106035582
FBXO10 XM_291314_bp1069_R AGCTAAAAAGGGTCACCCATCTGCAGATAATCTCTTGAATTATCTGCAGATGGGTGACCCGG Hs.130774 3804 1.00955 0.72640432 0.022225533 0.196083333 0.13996643 0.438012694
FBXO10 XM_291314_bp1069_R AGCTAAAAAGGGTCACCCATCTGCAGATAATCTCTTGAATTATCTGCAGATGGGTGACCCGG Hs.130774 9180 0.98575 0.37933951 0.003929105 0.888183333 0.09060707 0.011442424
FBXO10 XM_291314_bp1069_R AGCTAAAAAGGGTCACCCATCTGCAGATAATCTCTTGAATTATCTGCAGATGGGTGACCCGG Hs.130774 14556 1.7984 0.8863505 0.00440043 0.33135 0.34601484 0.257175941
FBXO10 XM_291314_bp2676_R AGCTAAAAAGGGGCAATGGTATCTATGACATCTCTTGAATGTCATAGATACCATTGCCCCGG Hs.130774 3802 0.29605 0.14589748 0.089781481 0.1165125 0.2578166 0.584043487
FBXO10 XM_291314_bp2676_R AGCTAAAAAGGGGCAATGGTATCTATGACATCTCTTGAATGTCATAGATACCATTGCCCCGG Hs.130774 9178 0.329175 0.14996022 0.067676307 0.4230375 0.75114433 0.232731611
FBXO10 XM_291314_bp2676_R AGCTAAAAAGGGGCAATGGTATCTATGACATCTCTTGAATGTCATAGATACCATTGCCCCGG Hs.130774 14554 0.1508 0.25532137 0.396421764 0.0582875 0.18112655 0.770457625
FBXO10 XM_291314_bp2793_R AGCTAAAAAGGTCCGACACTAAAGTGAGTATCTCTTGAATACTCACTTTAGTGTCGGACCGG Hs.130774 3806 -0.209075 0.240133 0.245976516 0.0033125 0.23374324 0.987184354
FBXO10 XM_291314_bp2793_R AGCTAAAAAGGTCCGACACTAAAGTGAGTATCTCTTGAATACTCACTTTAGTGTCGGACCGG Hs.130774 9182 -0.169225 0.17722865 0.299682213 0.0001625 0.25330695 0.999380481
FBXO10 XM_291314_bp2793_R AGCTAAAAAGGTCCGACACTAAAGTGAGTATCTCTTGAATACTCACTTTAGTGTCGGACCGG Hs.130774 14558 -0.161625 0.21249182 0.339634146 0.0360375 0.26666272 0.86486787
FBXO22 NM_147188_bp1087_R AGCTAAAAAGGCAGGGGCTTTCAGTATTACTCTCTTGAAGTAATACTGAAAGCCCCTGCCGG Hs.591115 3472 -0.28555 0.03627274 0.079412632 0.2205625 0.20829624 0.299296933
FBXO22 NM_147188_bp1087_R AGCTAAAAAGGCAGGGGCTTTCAGTATTACTCTCTTGAAGTAATACTGAAAGCCCCTGCCGG Hs.591115 8848 -0.064875 0.26531136 0.710468792 -0.3586125 0.66912694 0.270553391
FBXO22 NM_147188_bp1087_R AGCTAAAAAGGCAGGGGCTTTCAGTATTACTCTCTTGAAGTAATACTGAAAGCCCCTGCCGG Hs.591115 14224 -0.0283 0.29359291 0.875797602 -0.1652375 0.59776384 0.571671846
FBXO22 NM_147188_bp762_R AGCTAAAAAGGTCCTTGTCTTTGGTTATAATCTCTTGAATTATAACCAAAGACAAGGACCGG Hs.591115 3470 -1.41995 0.46592064 0.001361656 -0.33058333 0.41990208 0.280119141
FBXO22 NM_147188_bp762_R AGCTAAAAAGGTCCTTGTCTTTGGTTATAATCTCTTGAATTATAACCAAAGACAAGGACCGG Hs.591115 8846 -1.242875 0.52967004 0.003639641 -0.4455125 0.46403137 0.115535684
FBXO22 NM_147188_bp762_R AGCTAAAAAGGTCCTTGTCTTTGGTTATAATCTCTTGAATTATAACCAAAGACAAGGACCGG Hs.591115 14222 -0.9377 0.09302025 0.005340113 -0.4011625 0.3287099 0.109163077
FBXO22 NM_147188_bp827_R AGCTAAAAAGCACTTTCAGTGATATGAATATCTCTTGAATATTCATATCACTGAAAGTGCGG Hs.591115 8850 -1.2714 0.31020148 0.003666352 0.465516667 0.62047009 0.204130737
FBXO22 NM_147188_bp827_R AGCTAAAAAGCACTTTCAGTGATATGAATATCTCTTGAATATTCATATCACTGAAAGTGCGG Hs.591115 14226 -1.1895 0.22734954 0.000615158 -0.00828333 0.19812794 0.973625088
FBXO22 NM_147188_bp827_R AGCTAAAAAGCACTTTCAGTGATATGAATATCTCTTGAATATTCATATCACTGAAAGTGCGG Hs.591115 3474 -1.2223 0.29838526 0.000874228 -0.02651667 0.43524333 0.927328042
FBXO31 AF318348_bp1051_R AGCTAAAAAGAGCTCATCCTGATGAAGTTCTCTCTTGAAGAACTTCATCAGGATGAGCTCGG Hs.567582 3678 -0.2599875 0.46307534 0.291996811 -0.78455 0.2601035 0.007895477
FBXO31 AF318348_bp1051_R AGCTAAAAAGAGCTCATCCTGATGAAGTTCTCTCTTGAAGAACTTCATCAGGATGAGCTCGG Hs.567582 9054 -0.1803875 0.40763161 0.416690132 -0.6931 0.24720991 0.013052433
FBXO31 AF318348_bp1051_R AGCTAAAAAGAGCTCATCCTGATGAAGTTCTCTCTTGAAGAACTTCATCAGGATGAGCTCGG Hs.567582 14430 -0.2182375 0.44690634 0.358236134 -0.632225 0.23146774 0.018244281
FBXO31 AF318348_bp1086_R AGCTAAAAAGTACGACAACTGCCTGACCTATCTCTTGAATAGGTCAGGCAGTTGTCGTACGG Hs.567582 3674 0.5366 0.95387453 0.250048708
FBXO31 AF318348_bp1086_R AGCTAAAAAGTACGACAACTGCCTGACCTATCTCTTGAATAGGTCAGGCAGTTGTCGTACGG Hs.567582 9050 0.311833333 0.9587209 0.485608771
FBXO31 AF318348_bp1086_R AGCTAAAAAGTACGACAACTGCCTGACCTATCTCTTGAATAGGTCAGGCAGTTGTCGTACGG Hs.567582 14426 0.5133 1.02231916 0.289558978
FBXO31 AF318348_bp915_R AGCTAAAAAGAAGGATGAGTTCTCCACCAATCTCTTGAATTGGTGGAGAACTCATCCTTCGG Hs.567582 3676 -0.8960875 0.39778555 0.006596518 -0.23505 0.33446161 0.315684278
FBXO31 AF318348_bp915_R AGCTAAAAAGAAGGATGAGTTCTCCACCAATCTCTTGAATTGGTGGAGAACTCATCCTTCGG Hs.567582 9052 -0.8068625 0.45035341 0.013637181 0.201175 0.5427719 0.471592155
FBXO31 AF318348_bp915_R AGCTAAAAAGAAGGATGAGTTCTCCACCAATCTCTTGAATTGGTGGAGAACTCATCCTTCGG Hs.567582 14428 -0.6170625 0.3074098 0.016959226 -0.169425 0.41857434 0.493163895
FBXO6 NM_018438_bp433_R AGCTAAAAAGCATGGCAAATTGATTTCAATTCTCTTGAAATTGAAATCAATTTGCCATGCGG Hs.464419 3456 -0.705125 0.19594685 0.005273448 -0.6358625 0.38622509 0.029856588 -0.061875 0.50250561 0.821364877 0.081975 0.39722765 0.707524588
FBXO6 NM_018438_bp433_R AGCTAAAAAGCATGGCAAATTGATTTCAATTCTCTTGAAATTGAAATCAATTTGCCATGCGG Hs.464419 8832 -0.644425 0.19157379 0.007489036 -0.6601625 0.42283793 0.029539673 0.275425 0.41546432 0.276798292 0.268125 0.43819669 0.308388151
FBXO6 NM_018438_bp433_R AGCTAAAAAGCATGGCAAATTGATTTCAATTCTCTTGAAATTGAAATCAATTTGCCATGCGG Hs.464419 14208 -0.639675 0.18590559 0.007493477 -0.6295625 0.45113609 0.038784786 0.30405 0.42270688 0.24585396 0.282625 0.44747414 0.295763963
FBXO6 NM_018438_bp511_R AGCTAAAAAGACCCCAAAGTCAAGAAGTATTCTCTTGAAATACTTCTTGACTTTGGGGTCGG Hs.464419 3454 1.0642 1.25532667 0.15459609 1.5796 0.3627
FBXO6 NM_018438_bp511_R AGCTAAAAAGACCCCAAAGTCAAGAAGTATTCTCTTGAAATACTTCTTGACTTTGGGGTCGG Hs.464419 8830 0.9204 1.06143799 0.157866624 2.0429
FBXO6 NM_018438_bp511_R AGCTAAAAAGACCCCAAAGTCAAGAAGTATTCTCTTGAAATACTTCTTGACTTTGGGGTCGG Hs.464419 14206 0.41755 1.4054 -0.1475
FBXO6 NM_018438_bp598_R AGCTAAAAAGAGGAGCTACTAGACACATTCTCTCTTGAAGAATGTGTCTAGTAGCTCCTCGG Hs.464419 3457 1.5976 0.22311845 0.000147244 0.184016667 0.26269751 0.48858319 0.627825 0.71974028 0.179402736 0.53665 0.56914568 0.155798018
FBXO6 NM_018438_bp598_R AGCTAAAAAGAGGAGCTACTAGACACATTCTCTCTTGAAGAATGTGTCTAGTAGCTCCTCGG Hs.464419 8833 2.12835 0.58767564 0.000447561 0.5870875 1.04905323 0.201297165 0.648625 0.72192258 0.170201145 0.427125 0.72808173 0.325356882
FBXO6 NM_018438_bp598_R AGCTAAAAAGAGGAGCTACTAGACACATTCTCTCTTGAAGAATGTGTCTAGTAGCTCCTCGG Hs.464419 14209 1.701 0.23776724 0.00012007 -0.2001875 0.59995768 0.496829095 0.711625 0.69341636 0.132443286 0.57925 0.60107788 0.149551496
FBXW7 NM_033632_bp1465_R AGCTAAAAAGTGCGTTGTATGCATCTTCATTCTCTTGAAATGAAGATGCATACAACGCACGG Hs.561245 2666 1.764925 0.52124503 0.000591802 1.1401125 0.29186173 0.001174337
FBXW7 NM_033632_bp1465_R AGCTAAAAAGTGCGTTGTATGCATCTTCATTCTCTTGAAATGAAGATGCATACAACGCACGG Hs.561245 8042 1.759925 0.58627584 0.000891375 1.1616375 0.25959862 0.000930221
FBXW7 NM_033632_bp1465_R AGCTAAAAAGTGCGTTGTATGCATCTTCATTCTCTTGAAATGAAGATGCATACAACGCACGG Hs.561245 13418 1.767775 0.54016259 0.000676302 1.2000625 0.27249219 0.000833132
FBXW7 NM_033632_bp1585_R AGCTAAAAAGTCCGCTGTGTTCAATATGATTCTCTTGAAATCATATTGAACACAGCGGACGG Hs.561245 2668 0.9336 0.52384249 0.007601718 0.1614125 1.18830988 0.667534655
FBXW7 NM_033632_bp1585_R AGCTAAAAAGTCCGCTGTGTTCAATATGATTCTCTTGAAATCATATTGAACACAGCGGACGG Hs.561245 8044 0.62975 0.71040102 0.065649019 0.1983375 1.14111204 0.601349292
FBXW7 NM_033632_bp1585_R AGCTAAAAAGTCCGCTGTGTTCAATATGATTCTCTTGAAATCATATTGAACACAGCGGACGG Hs.561245 13420 0.775175 0.5404917 0.01652625 0.3060625 1.19766387 0.473050331
FBXW7 NM_033632_bp1994_R AGCTAAAAAGCTCAGATGATGGAACTGTAATCTCTTGAATTACAGTTCCATCATCTGAGCGG Hs.561245 13422 2.042675 3.26983853 0.212781331 1.096283333 1.69945854 0.142139789
FBXW7 NM_033632_bp1994_R AGCTAAAAAGCTCAGATGATGGAACTGTAATCTCTTGAATTACAGTTCCATCATCTGAGCGG Hs.561245 2670 3.020725 4.64268635 0.200643326 3.79865
FBXW7 NM_033632_bp1994_R AGCTAAAAAGCTCAGATGATGGAACTGTAATCTCTTGAATTACAGTTCCATCATCTGAGCGG Hs.561245 8046 2.205125 3.57085389 0.217049465 3.44935
FCRL2 AL833194_bp1112_R AGCTAAAAAGCAACACAAATTGACTTATTATCTCTTGAATAATAAGTCAATTTGTGTTGCGG Hs.437393 4080 0.3211375 0.48640575 0.21829021 0.09075 0.66670384 0.768839676
FCRL2 AL833194_bp1112_R AGCTAAAAAGCAACACAAATTGACTTATTATCTCTTGAATAATAAGTCAATTTGTGTTGCGG Hs.437393 9456 0.4217875 0.41885433 0.097303721 0.10665 0.81289706 0.762484717
FCRL2 AL833194_bp1112_R AGCTAAAAAGCAACACAAATTGACTTATTATCTCTTGAATAATAAGTCAATTTGTGTTGCGG Hs.437393 14832 0.3717875 0.26467305 0.07370938 0.075875 0.23016689 0.713828534
FCRL2 AL833194_bp1241_R AGCTAAAAAGGGACCGTTGTTAGGAATAATTCTCTTGAAATTATTCCTAACAACGGTCCCGG Hs.437393 4078 0.696733333 1.04792426 0.202903404 -0.82855 0.2172174 0.005288063
FCRL2 AL833194_bp1241_R AGCTAAAAAGGGACCGTTGTTAGGAATAATTCTCTTGAAATTATTCCTAACAACGGTCCCGG Hs.437393 9454 0.5297 0.80574222 0.223460596 -0.774725 0.19411468 0.006731435
FCRL2 AL833194_bp1241_R AGCTAAAAAGGGACCGTTGTTAGGAATAATTCTCTTGAAATTATTCCTAACAACGGTCCCGG Hs.437393 14830 0.669433333 0.93705927 0.183136945 -0.763525 0.20635591 0.007469004
FCRL2 AL833194_bp3485_R AGCTAAAAAGGGGCATCATTAAGACTTGCTTCTCTTGAAAGCAAGTCTTAATGATGCCCCGG Hs.437393 4106 0.0168875 0.25684795 0.921528937 0.4845 0.10094982 0.038072422
FCRL2 AL833194_bp3485_R AGCTAAAAAGGGGCATCATTAAGACTTGCTTCTCTTGAAAGCAAGTCTTAATGATGCCCCGG Hs.437393 9482 -0.1234125 0.5000604 0.618393151 0.3484 0.10387874 0.106136959
FCRL2 AL833194_bp3485_R AGCTAAAAAGGGGCATCATTAAGACTTGCTTCTCTTGAAAGCAAGTCTTAATGATGCCCCGG Hs.437393 14858 0.0380625 0.3007507 0.835398089 0.44085 0.13601119 0.055260323
FER NM_005246_bp1321_R AGCTAAAAAGCGGAAGAACTTATGCAAACATCTCTTGAATGTTTGCATAAGTTCTTCCGCGG Hs.221472 392 -0.3754 0.314931 0.148841901 0.9788
FER NM_005246_bp1321_R AGCTAAAAAGCGGAAGAACTTATGCAAACATCTCTTGAATGTTTGCATAAGTTCTTCCGCGG Hs.221472 5768 1.2847 2.42017455 0.231807136 -0.448933333 3.9550803 0.810307207
FER NM_005246_bp1321_R AGCTAAAAAGCGGAAGAACTTATGCAAACATCTCTTGAATGTTTGCATAAGTTCTTCCGCGG Hs.221472 11144 1.322075 2.47556879 0.229216515 -0.885166667 4.65195417 0.689448586
FER NM_005246_bp1629_R AGCTAAAAAGGAGAGGCTATCCAAATTTGATCTCTTGAATCAAATTTGGATAGCCTCTCCGG Hs.221472 1621 0.666425 1.8760119 0.407115718 1.163566667 1.99813023 0.269713189
FER NM_005246_bp1629_R AGCTAAAAAGGAGAGGCTATCCAAATTTGATCTCTTGAATCAAATTTGGATAGCCTCTCCGG Hs.221472 6997 0.571175 1.64848538 0.419929384 1.443366667 1.16477522 0.062844972
FER NM_005246_bp1629_R AGCTAAAAAGGAGAGGCTATCCAAATTTGATCTCTTGAATCAAATTTGGATAGCCTCTCCGG Hs.221472 12373 0.51375 1.64926901 0.465482965 1.083366667 1.40717485 0.17444413
FER NM_005246_bp2432_R AGCTAAAAAGGGACCTTGCTGCAAGAAACTTCTCTTGAAAGTTTCTTGCAGCAAGGTCCCGG Hs.221472 1623 -0.81495 1.05044574 0.113943553 -0.2827 1.89268592 0.756586352
FER NM_005246_bp2432_R AGCTAAAAAGGGACCTTGCTGCAAGAAACTTCTCTTGAAAGTTTCTTGCAGCAAGGTCCCGG Hs.221472 6999 -0.337175 0.97405042 0.435697601 -0.744533333 2.0180533 0.459409904
FER NM_005246_bp2432_R AGCTAAAAAGGGACCTTGCTGCAAGAAACTTCTCTTGAAAGTTTCTTGCAGCAAGGTCCCGG Hs.221472 12375 -0.79965 0.96151409 0.09776092 -0.5183 2.26852292 0.636787445
FES NM_002005_bp1625_R AGCTAAAAAGGGAAGGCTTTCCTAGCATTCTCTCTTGAAGAATGCTAGGAAAGCCTTCCCGG Hs.7636 115 1.012866667 0.55589316 0.022602295 0.1600375 0.35875967 0.453587918
FES NM_002005_bp1625_R AGCTAAAAAGGGAAGGCTTTCCTAGCATTCTCTCTTGAAGAATGCTAGGAAAGCCTTCCCGG Hs.7636 5491 1.051266667 0.58580118 0.022412016 0.2485875 0.43145818 0.311969934
FES NM_002005_bp1625_R AGCTAAAAAGGGAAGGCTTTCCTAGCATTCTCTCTTGAAGAATGCTAGGAAAGCCTTCCCGG Hs.7636 10867 0.902866667 0.61826445 0.040218946 0.1337625 0.29900497 0.488988285
FES NM_002005_bp1897_R AGCTAAAAAGCGAGGATCCTGAAGCAGTACTCTCTTGAAGTACTGCTTCAGGATCCTCGCGG Hs.7636 116 0.3245 0.88696759 0.416417769 0.1452375 0.38187001 0.508544951



FES NM_002005_bp1897_R AGCTAAAAAGCGAGGATCCTGAAGCAGTACTCTCTTGAAGTACTGCTTCAGGATCCTCGCGG Hs.7636 5492 0.5835 0.93283987 0.232266907 0.1536875 0.34863361 0.463921189
FES NM_002005_bp1897_R AGCTAAAAAGCGAGGATCCTGAAGCAGTACTCTCTTGAAGTACTGCTTCAGGATCCTCGCGG Hs.7636 10868 0.457766667 1.03524879 0.369781278 0.3128125 0.66547527 0.351036584
FES NM_002005_bp912_R AGCTAAAAAGTTCGATGAGTCACTGCTTGATCTCTTGAATCAAGCAGTGACTCATCGAACGG Hs.7636 117 -0.7665 0.39374957 0.012088246 0.2078125 0.09018141 0.188584826
FES NM_002005_bp912_R AGCTAAAAAGTTCGATGAGTCACTGCTTGATCTCTTGAATCAAGCAGTGACTCATCGAACGG Hs.7636 5493 -0.764425 0.42905779 0.014916418 0.2241875 0.0903596 0.162225996
FES NM_002005_bp912_R AGCTAAAAAGTTCGATGAGTCACTGCTTGATCTCTTGAATCAAGCAGTGACTCATCGAACGG Hs.7636 10869 -0.7839 0.43985637 0.014380905 0.1803375 0.15402901 0.270343172
FGD6 XM_370702_bp2230_R AGCTAAAAAGCAGCTCAAATTAACTTGCAATCTCTTGAATTGCAAGTTAATTTGAGCTGCGG 14562 -0.3652 0.14556957 0.048735393 -0.1649125 0.31716049 0.465317266
FGD6 XM_370702_bp2230_R AGCTAAAAAGCAGCTCAAATTAACTTGCAATCTCTTGAATTGCAAGTTAATTTGAGCTGCGG 3810 -0.13985 -0.4912
FGD6 XM_370702_bp2230_R AGCTAAAAAGCAGCTCAAATTAACTTGCAATCTCTTGAATTGCAAGTTAATTTGAGCTGCGG 9186 -0.47635 -0.4361
FGD6 XM_370702_bp4614_R AGCTAAAAAGCCAAGCTTGTTCGTCTAATATCTCTTGAATATTAGACGAACAAGCTTGGCGG 9184 0.1989 0.48558124 0.422783715 -0.3868625 0.24187752 0.099386626
FGD6 XM_370702_bp4614_R AGCTAAAAAGCCAAGCTTGTTCGTCTAATATCTCTTGAATATTAGACGAACAAGCTTGGCGG 14560 -0.0259 0.57684173 0.923877314 -0.1285875 0.37224426 0.584107287
FGD6 XM_370702_bp4614_R AGCTAAAAAGCCAAGCTTGTTCGTCTAATATCTCTTGAATATTAGACGAACAAGCTTGGCGG 3808 0.2826 0.75638188 0.417203593 -0.35101667 0.25778276 0.211867253
FGFR1 NM_023109_bp1016_R AGCTAAAAAGCCTCTATGCTTGCGTAACCATCTCTTGAATGGTTACGCAAGCATAGAGGCGG Hs.264887 1910 -1.3954 0.4125261 0.016818394 -0.991433333 0.41831952 0.021180255
FGFR1 NM_023109_bp1016_R AGCTAAAAAGCCTCTATGCTTGCGTAACCATCTCTTGAATGGTTACGCAAGCATAGAGGCGG Hs.264887 12662 -0.476175 0.35065135 0.051663702 -0.1831 0.3320809 0.377636788
FGFR1 NM_023109_bp1016_R AGCTAAAAAGCCTCTATGCTTGCGTAACCATCTCTTGAATGGTTACGCAAGCATAGAGGCGG Hs.264887 7286 -1.105425 0.42049647 0.003108574 -0.705233333 0.21137572 0.027128154
FGFR1 NM_023109_bp1698_R AGCTAAAAAGGTGCTTCACTTAAGAAATGTTCTCTTGAAACATTTCTTAAGTGAAGCACCGG Hs.264887 1912 -0.378475 0.37835957 0.110141644 -0.6149 0.37848019 0.032474373
FGFR1 NM_023109_bp1698_R AGCTAAAAAGGTGCTTCACTTAAGAAATGTTCTCTTGAAACATTTCTTAAGTGAAGCACCGG Hs.264887 7288 -0.067175 0.09757535 0.639132998 -0.300075 0.23420378 0.127158468
FGFR1 NM_023109_bp1698_R AGCTAAAAAGGTGCTTCACTTAAGAAATGTTCTCTTGAAACATTTCTTAAGTGAAGCACCGG Hs.264887 12664 0.670875 2.02741044 0.436888953 -1.2041 1.37239049 0.096672953
FGFR1 NM_023109_bp2152_R AGCTAAAAAGACAGACTGGTCTTAGGCAAATCTCTTGAATTTGCCTAAGACCAGTCTGTCGG Hs.264887 697 -0.4034 0.21073979 0.045886248 0.1039 0.3782366 0.630044357
FGFR1 NM_023109_bp2152_R AGCTAAAAAGACAGACTGGTCTTAGGCAAATCTCTTGAATTTGCCTAAGACCAGTCTGTCGG Hs.264887 6073 -0.30325 0.36271139 0.172625601 0.474475 0.30138747 0.049917748
FGFR1 NM_023109_bp2152_R AGCTAAAAAGACAGACTGGTCTTAGGCAAATCTCTTGAATTTGCCTAAGACCAGTCTGTCGG Hs.264887 11449 -0.103275 0.2545362 0.552986609 0.479825 0.41276916 0.079254734
FGFR2 NM_023028_bp2139_R AGCTAAAAAGCCGTGAAGATGTTGAAAGATTCTCTTGAAATCTTTCAACATCTTCACGGCGG Hs.533683 682 -0.410866667 1.0239103 0.412044805 -0.27255 0.39663724 0.251204738
FGFR2 NM_023028_bp2139_R AGCTAAAAAGCCGTGAAGATGTTGAAAGATTCTCTTGAAATCTTTCAACATCTTCACGGCGG Hs.533683 6058 -0.044633333 1.03962395 0.926602133 0.5205 0.34019695 0.045423381
FGFR2 NM_023028_bp2139_R AGCTAAAAAGCCGTGAAGATGTTGAAAGATTCTCTTGAAATCTTTCAACATCTTCACGGCGG Hs.533683 11434 0.006366667 1.21931471 0.990886868 0.5328 0.36736671 0.048168205
FGFR2 NM_023028_bp2348_R AGCTAAAAAGGAGTACTCCTATGACATTAATCTCTTGAATTAATGTCATAGGAGTACTCCGG Hs.533683 683 1.194025 0.88880223 0.02255168 -0.5221 0.24630939 0.028121285
FGFR2 NM_023028_bp2348_R AGCTAAAAAGGAGTACTCCTATGACATTAATCTCTTGAATTAATGTCATAGGAGTACTCCGG Hs.533683 6059 1.4421 0.8108447 0.008020231 -0.39325 0.05858615 0.034538816
FGFR2 NM_023028_bp2348_R AGCTAAAAAGGAGTACTCCTATGACATTAATCTCTTGAATTAATGTCATAGGAGTACTCCGG Hs.533683 11435 1.73465 0.82894404 0.004004354 0.124075 0.18158677 0.446475558
FGFR2 NM_023028_bp2538_R AGCTAAAAAGCCAGAGATATCAACAATATATCTCTTGAATATATTGTTGATATCTCTGGCGG Hs.533683 6060 -0.23785 0.81692046 0.600446414 -0.0609 1.13943187 0.922291973
FGFR2 NM_023028_bp2538_R AGCTAAAAAGCCAGAGATATCAACAATATATCTCTTGAATATATTGTTGATATCTCTGGCGG Hs.533683 11436 -0.19 0.93592654 0.700027104 -0.0432 1.28085322 0.949895893
FGFR2 NM_023028_bp2538_R AGCTAAAAAGCCAGAGATATCAACAATATATCTCTTGAATATATTGTTGATATCTCTGGCGG Hs.533683 684 0.2837
FGFR3 NM_000142_bp1005_R AGCTAAAAAGGTTCTCTCCTTGCACAACGTTCTCTTGAAACGTTGTGCAAGGAGAGAACCGG Hs.1420 4 -0.377066667 0.39851026 0.18039679 -0.6576125 0.61448154 0.072952403
FGFR3 NM_000142_bp1005_R AGCTAAAAAGGTTCTCTCCTTGCACAACGTTCTCTTGAAACGTTGTGCAAGGAGAGAACCGG Hs.1420 5380 -0.47515 0.63080996 0.265845883 -0.5295875 0.53551444 0.097624186
FGFR3 NM_000142_bp1005_R AGCTAAAAAGGTTCTCTCCTTGCACAACGTTCTCTTGAAACGTTGTGCAAGGAGAGAACCGG Hs.1420 10756 -0.5463 0.44519443 0.163130245 -0.5718125 0.67095658 0.124093258
FGFR3 NM_000142_bp729_R AGCTAAAAAGGAGAACAAGTTTGGCAGCATTCTCTTGAAATGCTGCCAAACTTGTTCTCCGG Hs.1420 5
FGFR3 NM_000142_bp729_R AGCTAAAAAGGAGAACAAGTTTGGCAGCATTCTCTTGAAATGCTGCCAAACTTGTTCTCCGG Hs.1420 5381
FGFR3 NM_000142_bp729_R AGCTAAAAAGGAGAACAAGTTTGGCAGCATTCTCTTGAAATGCTGCCAAACTTGTTCTCCGG Hs.1420 10757
FGFR3 NM_000142_bp852_R AGCTAAAAAGGAGTTCCACTGCAAGGTGTATCTCTTGAATACACCTTGCAGTGGAACTCCGG Hs.1420 6 1.3852 0.1468125 0.60664695 0.624012037
FGFR3 NM_000142_bp852_R AGCTAAAAAGGAGTTCCACTGCAAGGTGTATCTCTTGAATACACCTTGCAGTGGAACTCCGG Hs.1420 5382 0.89495 0.76318035 0.105100493 0.1821875 0.5836213 0.534387997
FGFR3 NM_000142_bp852_R AGCTAAAAAGGAGTTCCACTGCAAGGTGTATCTCTTGAATACACCTTGCAGTGGAACTCCGG Hs.1420 10758 0.97105 0.79712147 0.093693583 0.2074625 0.60899867 0.495800157
FGFR4 NM_002011_bp1499_R AGCTAAAAAGCCTCGTGAGTCTAGATCTACTCTCTTGAAGTAGATCTAGACTCACGAGGCGG Hs.165950 118 -0.256475 0.60260107 0.379923013 -0.3833375 0.3978373 0.130396462
FGFR4 NM_002011_bp1499_R AGCTAAAAAGCCTCGTGAGTCTAGATCTACTCTCTTGAAGTAGATCTAGACTCACGAGGCGG Hs.165950 5494 -0.23015 0.60250144 0.427107122 -0.3888375 0.32586363 0.096227283
FGFR4 NM_002011_bp1499_R AGCTAAAAAGCCTCGTGAGTCTAGATCTACTCTCTTGAAGTAGATCTAGACTCACGAGGCGG Hs.165950 10870 -0.1704 0.42562251 0.452495554 -0.3455375 0.24274006 0.093294751
FGFR4 NM_002011_bp1657_R AGCTAAAAAGCCGTCAAGATGCTCAAAGACTCTCTTGAAGTCTTTGAGCATCTTGACGGCGG Hs.165950 119 -0.069 0.10742867 0.70958204 -0.5958875 0.24511975 0.017773501
FGFR4 NM_002011_bp1657_R AGCTAAAAAGCCGTCAAGATGCTCAAAGACTCTCTTGAAGTCTTTGAGCATCTTGACGGCGG Hs.165950 5495 0.070666667 0.17587946 0.716972675 -0.5116375 0.15659455 0.019519684
FGFR4 NM_002011_bp1657_R AGCTAAAAAGCCGTCAAGATGCTCAAAGACTCTCTTGAAGTCTTTGAGCATCTTGACGGCGG Hs.165950 10871 -0.062333333 0.18971906 0.751662406 -0.4773625 0.05290034 0.017780379
FGFR4 NM_002011_bp2065_R AGCTAAAAAGTCCACCACATTGACTACTATTCTCTTGAAATAGTAGTCAATGTGGTGGACGG Hs.165950 1647 0.6826 0.45567273 0.026050099 1.8579875 0.59986873 0.001668792
FGFR4 NM_002011_bp2065_R AGCTAAAAAGTCCACCACATTGACTACTATTCTCTTGAAATAGTAGTCAATGTGGTGGACGG Hs.165950 7023 0.641575 0.51724143 0.042968251 1.8717625 0.55031189 0.001227561
FGFR4 NM_002011_bp2065_R AGCTAAAAAGTCCACCACATTGACTACTATTCTCTTGAAATAGTAGTCAATGTGGTGGACGG Hs.165950 12399 0.76735 0.50983339 0.022477907 1.9088625 0.71275521 0.00265274
FGR NM_005248_bp210_R AGCTAAAAAGGAAGGGGACTTCAGAAGCTATCTCTTGAATAGCTTCTGAAGTCCCCTTCCGG Hs.1422 5769 -0.97305 0.55530031 0.01154843 -1.419133333 2.90772195 0.33809334
FGR NM_005248_bp210_R AGCTAAAAAGGAAGGGGACTTCAGAAGCTATCTCTTGAATAGCTTCTGAAGTCCCCTTCCGG Hs.1422 11145 -1.0377 0.54480619 0.008448311 -1.514533333 3.03041123 0.327887595
FGR NM_005248_bp210_R AGCTAAAAAGGAAGGGGACTTCAGAAGCTATCTCTTGAATAGCTTCTGAAGTCCCCTTCCGG Hs.1422 393
FGR NM_005248_bp721_R AGCTAAAAAGGCGATCATGTGAAGCATTACTCTCTTGAAGTAATGCTTCACATGATCGCCGG Hs.1422 394 1.077725 1.11009648 0.061160834 -1.605833333 1.6238878 0.102007744
FGR NM_005248_bp721_R AGCTAAAAAGGCGATCATGTGAAGCATTACTCTCTTGAAGTAATGCTTCACATGATCGCCGG Hs.1422 5770 1.1342 1.33236992 0.085660806 -2.1095 2.5677408 0.146449593
FGR NM_005248_bp721_R AGCTAAAAAGGCGATCATGTGAAGCATTACTCTCTTGAAGTAATGCTTCACATGATCGCCGG Hs.1422 11146 1.267175 1.30051435 0.058467668 -2.264933333 2.25295796 0.09533152
FH NM_000143_bp1026_R AGCTAAAAAGCCTGCAGTCTGATGAAGATATCTCTTGAATATCTTCATCAGACTGCAGGCGG Hs.498239 1280 0.3544625 0.37812979 0.164551661 0.391675 0.24825728 0.096242815
FH NM_000143_bp1026_R AGCTAAAAAGCCTGCAGTCTGATGAAGATATCTCTTGAATATCTTCATCAGACTGCAGGCGG Hs.498239 6656 0.3596625 0.42273069 0.182115576 0.3486 0.24657455 0.129198366
FH NM_000143_bp1026_R AGCTAAAAAGCCTGCAGTCTGATGAAGATATCTCTTGAATATCTTCATCAGACTGCAGGCGG Hs.498239 12032 0.3377625 0.45781579 0.22820026 0.428175 0.3919588 0.106054993
FH NM_000143_bp339_R AGCTAAAAAGCCGCTGAAGTAAACCAGGATTCTCTTGAAATCCTGGTTTACTTCAGCGGCGG Hs.498239 1281 -0.4560125 0.25706425 0.029475584 -0.67015 0.37135728 0.024249719
FH NM_000143_bp339_R AGCTAAAAAGCCGCTGAAGTAAACCAGGATTCTCTTGAAATCCTGGTTTACTTCAGCGGCGG Hs.498239 6657 -0.4102375 0.23677589 0.037142517 -0.6841 0.35352944 0.020881394
FH NM_000143_bp339_R AGCTAAAAAGCCGCTGAAGTAAACCAGGATTCTCTTGAAATCCTGGTTTACTTCAGCGGCGG Hs.498239 12033 -0.4328875 0.270547 0.036925571 -0.699925 0.33850294 0.017918151
FH NM_000143_bp624_R AGCTAAAAAGCTGCTGCAATAGAAGTTCATTCTCTTGAAATGAACTTCTATTGCAGCAGCGG Hs.498239 2313 -0.0637375 0.4400631 0.654164385 -0.172175 0.55769374 0.551837708
FH NM_000143_bp624_R AGCTAAAAAGCTGCTGCAATAGAAGTTCATTCTCTTGAAATGAACTTCTATTGCAGCAGCGG Hs.498239 7689 -0.2895625 0.54306575 0.24049044 -0.22135 0.51997979 0.430797672
FH NM_000143_bp624_R AGCTAAAAAGCTGCTGCAATAGAAGTTCATTCTCTTGAAATGAACTTCTATTGCAGCAGCGG Hs.498239 13065 -0.2101375 0.47405471 0.317933874 -0.221625 0.54911851 0.44289708
FHL1 AK122708_bp1712_R AGCTAAAAAGGGCACACAGTGATCATATTATCTCTTGAATAATATGATCACTGTGTGCCCGG Hs.435369 4092 1.7988375 0.4000949 0.000290009 0.65965 0.17973472 0.013221383
FHL1 AK122708_bp1712_R AGCTAAAAAGGGCACACAGTGATCATATTATCTCTTGAATAATATGATCACTGTGTGCCCGG Hs.435369 9468 1.7122125 0.36860824 0.000293822 0.802175 0.235691 0.006546994
FHL1 AK122708_bp1712_R AGCTAAAAAGGGCACACAGTGATCATATTATCTCTTGAATAATATGATCACTGTGTGCCCGG Hs.435369 14844 1.7573125 0.44251721 0.000434071 0.84725 0.43079576 0.011048245
FHL1 AK122708_bp1875_R AGCTAAAAAGCAAGAAGCATAGGAGATAAATCTCTTGAATTTATCTCCTATGCTTCTTGCGG Hs.435369 4094 -0.6984125 0.2601189 0.007936754 -0.227625 0.26751417 0.304761013
FHL1 AK122708_bp1875_R AGCTAAAAAGCAAGAAGCATAGGAGATAAATCTCTTGAATTTATCTCCTATGCTTCTTGCGG Hs.435369 9470 -0.5921625 0.29504746 0.018468808 -0.2589 0.25967769 0.246382775
FHL1 AK122708_bp1875_R AGCTAAAAAGCAAGAAGCATAGGAGATAAATCTCTTGAATTTATCTCCTATGCTTCTTGCGG Hs.435369 14846 -0.5431875 0.31648466 0.028283829 -0.181525 0.27758538 0.40909543
FHL1 AK122708_bp404_R AGCTAAAAAGTGCTCATGTTATATGATAAATCTCTTGAATTTATCATATAACATGAGCACGG Hs.435369 4096 -0.3992125 0.35771364 0.088650054 0.227475 1.11319814 0.615674563
FHL1 AK122708_bp404_R AGCTAAAAAGTGCTCATGTTATATGATAAATCTCTTGAATTTATCATATAACATGAGCACGG Hs.435369 9472 -0.6560875 0.54959761 0.045984562 -0.27275 0.29519052 0.236676115
FHL1 AK122708_bp404_R AGCTAAAAAGTGCTCATGTTATATGATAAATCTCTTGAATTTATCATATAACATGAGCACGG Hs.435369 14848 -0.147725 0.26680337 0.493897342
FKBP1A NM_000801_bp1215_R AGCTAAAAAGCTCCACCACTTCCTAAATCTTCTCTTGAAAGATTTAGGAAGTGGTGGAGCGG Hs.471933 3007 0.575775 0.48355985 0.052216647 0.5324 0.4800712 0.073567644
FKBP1A NM_000801_bp1215_R AGCTAAAAAGCTCCACCACTTCCTAAATCTTCTCTTGAAAGATTTAGGAAGTGGTGGAGCGG Hs.471933 8383 0.49525 0.43597952 0.066977252 0.24 0.26509928 0.280698916
FKBP1A NM_000801_bp1215_R AGCTAAAAAGCTCCACCACTTCCTAAATCTTCTCTTGAAAGATTTAGGAAGTGGTGGAGCGG Hs.471933 13759 0.861425 0.31204516 0.004553023 0.455325 0.42013503 0.097550827
FKBP1A NM_000801_bp809_R AGCTAAAAAGGGGGGGGTTTGCAAGAATATTCTCTTGAAATATTCTTGCAAACCCCCCCCGG Hs.471933 3003 -1.581675 0.59690742 0.001856061 0.103275 0.9437958 0.793205903
FKBP1A NM_000801_bp809_R AGCTAAAAAGGGGGGGGTTTGCAAGAATATTCTCTTGAAATATTCTTGCAAACCCCCCCCGG Hs.471933 8379 -1.6195 0.66411503 0.002420158 0.08855 0.85808356 0.809075885
FKBP1A NM_000801_bp809_R AGCTAAAAAGGGGGGGGTTTGCAAGAATATTCTCTTGAAATATTCTTGCAAACCCCCCCCGG Hs.471933 13755 -1.5051 0.7159421 0.004338193 0.142175 0.87785165 0.703939507
FKBP1A NM_000801_bp948_R AGCTAAAAAGAGAGATGTCTTTGGGTTAAATCTCTTGAATTTAACCCAAAGACATCTCTCGG Hs.471933 3005 2.14825 0.6719735 0.000698772 -0.681275 0.77559842 0.081228134
FKBP1A NM_000801_bp948_R AGCTAAAAAGAGAGATGTCTTTGGGTTAAATCTCTTGAATTTAACCCAAAGACATCTCTCGG Hs.471933 8381 2.14655 0.67691599 0.000720805 -0.735325 0.60078661 0.03741982
FKBP1A NM_000801_bp948_R AGCTAAAAAGAGAGATGTCTTTGGGTTAAATCTCTTGAATTTAACCCAAAGACATCTCTCGG Hs.471933 13757 2.182175 0.68063624 0.000681497 -0.778775 0.60758441 0.031090476
FKBP5 NM_004117_bp1014_R AGCTAAAAAGGTGATTCAGTATGGGAAGATTCTCTTGAAATCTTCCCATACTGAATCACCGG Hs.407190 2688 1.66385 1.03369658 0.010466174 0.145483333 1.68028173 0.78454463
FKBP5 NM_004117_bp1014_R AGCTAAAAAGGTGATTCAGTATGGGAAGATTCTCTTGAAATCTTCCCATACTGAATCACCGG Hs.407190 8064 1.60265 0.9212558 0.008087764 0.118483333 1.50703785 0.797094878
FKBP5 NM_004117_bp1014_R AGCTAAAAAGGTGATTCAGTATGGGAAGATTCTCTTGAAATCTTCCCATACTGAATCACCGG Hs.407190 13440 1.74025 0.94449372 0.006365324 0.088283333 1.45225872 0.829192077
FKBP5 NM_004117_bp840_R AGCTAAAAAGAAGCCTAAATTTGGCATTGATCTCTTGAATCAATGCCAAATTTAGGCTTCGG Hs.407190 2686 0.457383333 1.55494377 0.444743427
FKBP5 NM_004117_bp840_R AGCTAAAAAGAAGCCTAAATTTGGCATTGATCTCTTGAATCAATGCCAAATTTAGGCTTCGG Hs.407190 8062 -0.65975 0.36865 1.48629149 0.510072756
FKBP5 NM_004117_bp840_R AGCTAAAAAGAAGCCTAAATTTGGCATTGATCTCTTGAATCAATGCCAAATTTAGGCTTCGG Hs.407190 13438 -0.207 0.45247763 0.706099451 0.450016667 1.4625522 0.428572535
FKBP5 NM_004117_bp923_R AGCTAAAAAGGGAGATGGATACCAAAGAAATCTCTTGAATTTCTTTGGTATCCATCTCCCGG Hs.407190 2684 -0.490766667 1.17138297 0.454118524 1.3136625 1.18759525 0.023824197
FKBP5 NM_004117_bp923_R AGCTAAAAAGGGAGATGGATACCAAAGAAATCTCTTGAATTTCTTTGGTATCCATCTCCCGG Hs.407190 8060 -0.557025 0.4844973 0.083789252 1.5047375 1.2833127 0.018375694
FKBP5 NM_004117_bp923_R AGCTAAAAAGGGAGATGGATACCAAAGAAATCTCTTGAATTTCTTTGGTATCCATCTCCCGG Hs.407190 13436 -0.796425 0.3777822 0.015285424 1.3157125 1.19337366 0.02408523
FLCN NM_144997_bp1030_R AGCTAAAAAGGACCGGATCTACCTCATCAATCTCTTGAATTGATGAGGTAGATCCGGTCCGG Hs.513975 2605 -0.26305 0.35554684 0.24735518 -0.204825 0.59823206 0.495932131
FLCN NM_144997_bp1030_R AGCTAAAAAGGACCGGATCTACCTCATCAATCTCTTGAATTGATGAGGTAGATCCGGTCCGG Hs.513975 7981 -0.409683333 0.1567024 0.066983717 -0.434075 0.56237678 0.158938507
FLCN NM_144997_bp1030_R AGCTAAAAAGGACCGGATCTACCTCATCAATCTCTTGAATTGATGAGGTAGATCCGGTCCGG Hs.513975 13357 -0.6413625 0.24793828 0.00842359 -0.5949 0.45357939 0.049456958
FLCN NM_144997_bp1864_R AGCTAAAAAGGATGACCAGTCTCTCAGCAATCTCTTGAATTGCTGAGAGACTGGTCATCCGG Hs.513975 2607 -0.5027125 0.23173251 0.018745656 -0.414825 0.856199 0.285530321
FLCN NM_144997_bp1864_R AGCTAAAAAGGATGACCAGTCTCTCAGCAATCTCTTGAATTGCTGAGAGACTGGTCATCCGG Hs.513975 7983 -0.3528375 0.38345171 0.104606749 -0.388375 0.5268159 0.184872323
FLCN NM_144997_bp1864_R AGCTAAAAAGGATGACCAGTCTCTCAGCAATCTCTTGAATTGCTGAGAGACTGGTCATCCGG Hs.513975 13359 -0.2589625 0.14239045 0.0877058 -0.179325 0.30506698 0.433214774
FLCN NM_144997_bp2143_R AGCTAAAAAGCTGCTGAAGTTCTGGATGACTCTCTTGAAGTCATCCAGAACTTCAGCAGCGG Hs.513975 1285 -0.4776875 0.2373162 0.022866613 -0.123 0.26574179 0.579442301
FLCN NM_144997_bp2143_R AGCTAAAAAGCTGCTGAAGTTCTGGATGACTCTCTTGAAGTCATCCAGAACTTCAGCAGCGG Hs.513975 6661 -0.4735125 0.24539175 0.024538291 -0.127625 0.30372104 0.576982532
FLCN NM_144997_bp2143_R AGCTAAAAAGCTGCTGAAGTTCTGGATGACTCTCTTGAAGTCATCCAGAACTTCAGCAGCGG Hs.513975 12037 -0.4682375 0.23709442 0.024392048 -0.17395 0.2724887 0.436962507
FLJ00332 NM_198517_bp120_R AGCTAAAAAGGCCGACCGCTATGGATTCATTCTCTTGAAATGAATCCATAGCGGTCGGCCGG Hs.534648 6180 -0.5953 0.36195784 0.055406548 -0.618275 0.29248205 0.020228099
FLJ00332 NM_198517_bp120_R AGCTAAAAAGGCCGACCGCTATGGATTCATTCTCTTGAAATGAATCCATAGCGGTCGGCCGG Hs.534648 11556 -0.531866667 0.27038177 0.056177388 -0.435625 0.35811197 0.0818047
FLJ00332 NM_198517_bp120_R AGCTAAAAAGGCCGACCGCTATGGATTCATTCTCTTGAAATGAATCCATAGCGGTCGGCCGG Hs.534648 804 -0.532766667 0.2262367 0.0488729 -0.6897
FLJ00332 NM_198517_bp201_R AGCTAAAAAGGAGATGAAGTGGGTGGAGATTCTCTTGAAATCTCCACCCACTTCATCTCCGG Hs.534648 1980 6.01455 4.53304944 0.075501956
FLJ00332 NM_198517_bp201_R AGCTAAAAAGGAGATGAAGTGGGTGGAGATTCTCTTGAAATCTCCACCCACTTCATCTCCGG Hs.534648 7356 6.0539 4.31165431 0.067241331
FLJ00332 NM_198517_bp201_R AGCTAAAAAGGAGATGAAGTGGGTGGAGATTCTCTTGAAATCTCCACCCACTTCATCTCCGG Hs.534648 12732 4.186533333 2.50556304 0.024701765
FLJ00332 NM_198517_bp612_R AGCTAAAAAGGTGCAGATCTGTGAGGTCTATCTCTTGAATAGACCTCACAGATCTGCACCGG Hs.534648 817 0.2496 0.25243712 0.403206464 -0.10305 1.75553401 0.909695689
FLJ00332 NM_198517_bp612_R AGCTAAAAAGGTGCAGATCTGTGAGGTCTATCTCTTGAATAGACCTCACAGATCTGCACCGG Hs.534648 6193 0.1928 0.22570849 0.501412639 0.08355 1.67025693 0.923322016
FLJ00332 NM_198517_bp612_R AGCTAAAAAGGTGCAGATCTGTGAGGTCTATCTCTTGAATAGACCTCACAGATCTGCACCGG Hs.534648 11569 0.9343 1.15401935 0.134143123 0.1637 1.54502832 0.840324057
FLJ10707 XM_371614_bp1057_R AGCTAAAAAGCCCGTACTTTCGGTAATGATTCTCTTGAAATCATTACCGAAAGTACGGGCGG 3181 -0.4349 0.27086089 0.047335676 -0.0337 0.61309154 0.908276609
FLJ10707 XM_371614_bp1057_R AGCTAAAAAGCCCGTACTTTCGGTAATGATTCTCTTGAAATCATTACCGAAAGTACGGGCGG 8557 -0.636375 0.4682374 0.035274775 -0.02535 0.60047144 0.930079998
FLJ10707 XM_371614_bp1057_R AGCTAAAAAGCCCGTACTTTCGGTAATGATTCTCTTGAAATCATTACCGAAAGTACGGGCGG 13933 -0.49185 0.35773559 0.048260072 -0.357275 0.74970084 0.304754358
FLJ10707 XM_371614_bp111_R AGCTAAAAAGAGCGTGTATTCCACTCATAATCTCTTGAATTATGAGTGGAATACACGCTCGG 3183 -0.73685 0.01879104 0.002316177 -0.59553333 0.11619575 0.048997135
FLJ10707 XM_371614_bp111_R AGCTAAAAAGAGCGTGTATTCCACTCATAATCTCTTGAATTATGAGTGGAATACACGCTCGG 8559 -0.7485 0.17393518 0.003628147 -0.25835 0.71897948 0.436133077
FLJ10707 XM_371614_bp111_R AGCTAAAAAGAGCGTGTATTCCACTCATAATCTCTTGAATTATGAGTGGAATACACGCTCGG 13935 -0.78735 0.03800355 0.001760282 -0.155075 0.78820317 0.654866268
FLJ10707 XM_371614_bp341_R AGCTAAAAAGGGGGAAGGTTATTAGACTTCTCTCTTGAAGAAGTCTAATAACCTTCCCCCGG 13937 -0.72 0.11541935 0.003260699 -0.259625 0.47227677 0.329133949
FLJ10707 XM_371614_bp341_R AGCTAAAAAGGGGGAAGGTTATTAGACTTCTCTCTTGAAGAAGTCTAATAACCTTCCCCCGG 8561 -1.076433333 0.27137064 0.005715717 -0.2551 0.69929351 0.486705241
FLJ13910 AL832022_bp1082_R AGCTAAAAAGCTGCGTGTTTAAGAATTTCATCTCTTGAATGAAATTCTTAAACACGCAGCGG Hs.75277 3980 -0.0258 0.33523889 0.91052136 0.04195 0.19440922 0.834736959
FLJ13910 AL832022_bp1082_R AGCTAAAAAGCTGCGTGTTTAAGAATTTCATCTCTTGAATGAAATTCTTAAACACGCAGCGG Hs.75277 9356 0.184966667 0.27062397 0.407264839 0.013825 0.4443571 0.955589531
FLJ13910 AL832022_bp1082_R AGCTAAAAAGCTGCGTGTTTAAGAATTTCATCTCTTGAATGAAATTCTTAAACACGCAGCGG Hs.75277 14732 0.1179875 0.29520831 0.524297968 0.098275 0.25856343 0.643177129
FLJ13910 AL832022_bp300_R AGCTAAAAAGCCCCATTCTTCGTCAGCAAATCTCTTGAATTTGCTGACGAAGAATGGGGCGG Hs.75277 3982 -0.7314 0.40775 0.23911595 0.085360018
FLJ13910 AL832022_bp300_R AGCTAAAAAGCCCCATTCTTCGTCAGCAAATCTCTTGAATTTGCTGACGAAGAATGGGGCGG Hs.75277 9358 -0.39 0.2395 0.1874442 0.257633382
FLJ13910 AL832022_bp300_R AGCTAAAAAGCCCCATTCTTCGTCAGCAAATCTCTTGAATTTGCTGACGAAGAATGGGGCGG Hs.75277 14734 0.0816625 0.2687302 0.643340971 0.60635 0.16166501 0.017988538
FLJ13910 AL832022_bp3161_R AGCTAAAAAGGGACTATGCTAAACCAATAATCTCTTGAATTATTGGTTTAGCATAGTCCCGG Hs.75277 3978 0.458033333 0.4406535 0.134775235 0.177075 0.31428839 0.433556395
FLJ13910 AL832022_bp3161_R AGCTAAAAAGGGACTATGCTAAACCAATAATCTCTTGAATTATTGGTTTAGCATAGTCCCGG Hs.75277 9354 0.299466667 0.3863917 0.261563887 -0.005575 0.46329392 0.982406351
FLJ13910 AL832022_bp3161_R AGCTAAAAAGGGACTATGCTAAACCAATAATCTCTTGAATTATTGGTTTAGCATAGTCCCGG Hs.75277 14730 0.9145875 0.86890313 0.051719137 0.476125 0.23838672 0.052911422
FLJ20186 NM_207514_bp262_R AGCTAAAAAGGTGGGATGCTATGGAATATGTCTCTTGAACATATTCCATAGCATCCCACCGG Hs.62771 3668 1.53205 0.32687112 0.000370533 0.2767375 0.62180762 0.365332814
FLJ20186 NM_207514_bp262_R AGCTAAAAAGGTGGGATGCTATGGAATATGTCTCTTGAACATATTCCATAGCATCCCACCGG Hs.62771 9044 1.6599 0.47369198 0.000698161 0.1293625 0.65185933 0.672206456
FLJ20186 NM_207514_bp262_R AGCTAAAAAGGTGGGATGCTATGGAATATGTCTCTTGAACATATTCCATAGCATCCCACCGG Hs.62771 14420 1.7143 0.74100352 0.002791223 0.2263875 0.55271239 0.424819402
FLJ20186 NM_207514_bp730_R AGCTAAAAAGTGACAAGTGTAACACCATCATCTCTTGAATGATGGTGTTACACTTGTCACGG Hs.62771 14422 0.136975 0.81204358 0.703310039 0.0832125 0.97442395 0.836570138
FLJ20186 NM_207514_bp730_R AGCTAAAAAGTGACAAGTGTAACACCATCATCTCTTGAATGATGGTGTTACACTTGTCACGG Hs.62771 3670 0.2703 0.60589369 0.358689368 0.23995 0.70268286 0.512816989
FLJ20186 NM_207514_bp730_R AGCTAAAAAGTGACAAGTGTAACACCATCATCTCTTGAATGATGGTGTTACACTTGTCACGG Hs.62771 9046 -0.30365 0.56914803 0.287468445 0.77415
FLJ20186 NM_207514_bp799_R AGCTAAAAAGCTGTCACAGTAAGTGCTTGATCTCTTGAATCAAGCACTTACTGTGACAGCGG Hs.62771 3672 -0.935075 0.87680997 0.049472928 -0.2251375 0.20424146 0.289082935
FLJ20186 NM_207514_bp799_R AGCTAAAAAGCTGTCACAGTAAGTGCTTGATCTCTTGAATCAAGCACTTACTGTGACAGCGG Hs.62771 9048 -0.33705 0.83138427 0.375255448 0.2311875 0.62751729 0.447073768
FLJ20186 NM_207514_bp799_R AGCTAAAAAGCTGTCACAGTAAGTGCTTGATCTCTTGAATCAAGCACTTACTGTGACAGCGG Hs.62771 14424 -0.98885 0.52244777 0.009090856 -0.2141125 0.67256132 0.497588656
FLJ20422 AK128256_bp508_R AGCTAAAAAGCCCCAGTAATTAACCTACTCTCTCTTGAAGAGTAGGTTAATTACTGGGGCGG Hs.153629 4117 -1.0249875 0.29842219 0.001948428 -0.213375 0.12034585 0.292126312
FLJ20422 AK128256_bp508_R AGCTAAAAAGCCCCAGTAATTAACCTACTCTCTCTTGAAGAGTAGGTTAATTACTGGGGCGG Hs.153629 9493 -1.1916125 0.12305565 0.000336289 -0.334625 0.13190728 0.121413545
FLJ20422 AK128256_bp508_R AGCTAAAAAGCCCCAGTAATTAACCTACTCTCTCTTGAAGAGTAGGTTAATTACTGGGGCGG Hs.153629 14869 -1.2811875 0.29514588 0.000687294 -0.2853 0.15250371 0.179098333
FLJ20422 AK128256_bp749_R AGCTAAAAAGAGTGCTGGTTTCACATTTGTTCTCTTGAAACAAATGTGAAACCAGCACTCGG Hs.153629 4113 0.0947 0.37603939 0.758369235 0.16755 0.25457042 0.436201332
FLJ20422 AK128256_bp749_R AGCTAAAAAGAGTGCTGGTTTCACATTTGTTCTCTTGAAACAAATGTGAAACCAGCACTCGG Hs.153629 9489 -0.20085 0.66559961 0.614964658 0.100375 0.25187075 0.634511545
FLJ20422 AK128256_bp749_R AGCTAAAAAGAGTGCTGGTTTCACATTTGTTCTCTTGAAACAAATGTGAAACCAGCACTCGG Hs.153629 14865 -0.1715 0.55606877 0.636015521 0.126975 0.23812135 0.545884084



FLJ20422 AK128256_bp907_R AGCTAAAAAGTCACCATTCTATATCTGTGATCTCTTGAATCACAGATATAGAATGGTGACGG Hs.153629 4115 -0.3588625 0.27824262 0.085884209 -0.2838 0.39848118 0.259115403
FLJ20422 AK128256_bp907_R AGCTAAAAAGTCACCATTCTATATCTGTGATCTCTTGAATCACAGATATAGAATGGTGACGG Hs.153629 9491 -0.4837125 0.29575075 0.037776548 -0.074525 0.47007739 0.770464524
FLJ20422 AK128256_bp907_R AGCTAAAAAGTCACCATTCTATATCTGTGATCTCTTGAATCACAGATATAGAATGGTGACGG Hs.153629 14867 -0.3334625 0.22917841 0.086558854 -0.547425 0.88356705 0.17701307
FLJ23074 NM_025052_bp349_R AGCTAAAAAGCTCAATCTCTAGTATTATAATCTCTTGAATTATAATACTAGAGATTGAGCGG Hs.503776 702 -0.369975 0.27221323 0.077078662 -0.138525 0.66277423 0.665543238
FLJ23074 NM_025052_bp349_R AGCTAAAAAGCTCAATCTCTAGTATTATAATCTCTTGAATTATAATACTAGAGATTGAGCGG Hs.503776 6078 0.3351 0.06986215 0.252752127 0.6844 0.41676167 0.059250985
FLJ23074 NM_025052_bp349_R AGCTAAAAAGCTCAATCTCTAGTATTATAATCTCTTGAATTATAATACTAGAGATTGAGCGG Hs.503776 11454 -0.1793 0.57572634 0.627026787 0.733466667 0.39490923 0.045812578
FLJ23074 NM_025052_bp454_R AGCTAAAAAGTGTGGTACATCGCGATATCATCTCTTGAATGATATCGCGATGTACCACACGG Hs.503776 6079 0.31725 0.50078628 0.231055582 0.134625 0.69627389 0.68621332
FLJ23074 NM_025052_bp454_R AGCTAAAAAGTGTGGTACATCGCGATATCATCTCTTGAATGATATCGCGATGTACCACACGG Hs.503776 11455 0.561225 0.31112741 0.024503015 0.1042 0.79436151 0.778620172
FLJ23074 NM_025052_bp454_R AGCTAAAAAGTGTGGTACATCGCGATATCATCTCTTGAATGATATCGCGATGTACCACACGG Hs.503776 703 -0.439875 0.21257881 0.034845834 -0.2893 0.52919872 0.469298636
FLJ25006 NM_144610_bp444_R AGCTAAAAAGTGCCCAAGGTAAAGGTCCTATCTCTTGAATAGGACCTTTACCTTGGGCACGG Hs.351173 672 0.317466667 0.19475776 0.160660278 -0.240725 0.77384991 0.51546591
FLJ25006 NM_144610_bp444_R AGCTAAAAAGTGCCCAAGGTAAAGGTCCTATCTCTTGAATAGGACCTTTACCTTGGGCACGG Hs.351173 6048 0.55535 0.48440902 0.058511037 0.0149 0.82574637 0.968848293
FLJ25006 NM_144610_bp444_R AGCTAAAAAGTGCCCAAGGTAAAGGTCCTATCTCTTGAATAGGACCTTTACCTTGGGCACGG Hs.351173 11424 0.54685 0.49203763 0.063235673 -0.11385 0.71607328 0.737767607
FLJ25006 NM_144610_bp677_R AGCTAAAAAGGTACTGTGTTATCTCCATGATCTCTTGAATCATGGAGATAACACAGTACCGG Hs.351173 685 2.35725 0.53665304 0.000200174 0.26105 0.28249322 0.198229783
FLJ25006 NM_144610_bp677_R AGCTAAAAAGGTACTGTGTTATCTCCATGATCTCTTGAATCATGGAGATAACACAGTACCGG Hs.351173 6061 2.550766667 0.66847229 0.001311076 0.67525 0.23590147 0.010736688
FLJ25006 NM_144610_bp677_R AGCTAAAAAGGTACTGTGTTATCTCCATGATCTCTTGAATCATGGAGATAACACAGTACCGG Hs.351173 11437 2.492875 0.49814362 0.000118737 0.6524 0.25868693 0.01385257
FLJ25006 NM_144610_bp703_R AGCTAAAAAGCATCATGCATCGAGATGTGATCTCTTGAATCACATCTCGATGCATGATGCGG Hs.351173 686 -0.62655 0.3065004 0.015928558 -0.56185 0.37993967 0.043499339
FLJ25006 NM_144610_bp703_R AGCTAAAAAGCATCATGCATCGAGATGTGATCTCTTGAATCACATCTCGATGCATGATGCGG Hs.351173 6062 -0.2904 0.2969363 0.153770936 -0.0744 0.34169309 0.713301653
FLJ25006 NM_144610_bp703_R AGCTAAAAAGCATCATGCATCGAGATGTGATCTCTTGAATCACATCTCGATGCATGATGCGG Hs.351173 11438 -0.1502 0.23949104 0.388259805 0.060125 0.40987808 0.788659072
FLJ32685 NM_152534_bp1037_R AGCTAAAAAGACGAAATCCTGTCAGATGATTCTCTTGAAATCATCTGACAGGATTTCGTCGG Hs.546501 5243 -0.4992375 0.2646487 0.029057322 -0.1630625 0.94783889 0.707653927
FLJ32685 NM_152534_bp1037_R AGCTAAAAAGACGAAATCCTGTCAGATGATTCTCTTGAAATCATCTGACAGGATTTCGTCGG Hs.546501 10619 -0.4822375 0.1704521 0.020856908 -0.0379875 0.55855797 0.891010531
FLJ32685 NM_152534_bp1037_R AGCTAAAAAGACGAAATCCTGTCAGATGATTCTCTTGAAATCATCTGACAGGATTTCGTCGG Hs.546501 15995 -0.5521375 0.26049179 0.01983123 0.6245
FLJ32685 NM_152534_bp1314_R AGCTAAAAAGGGCCCACATTAAGGAAATAGTCTCTTGAACTATTTCCTTAATGTGGGCCCGG Hs.546501 5239 0.6977375 0.82576764 0.098517666 0.5087625 0.81179961 0.218270679
FLJ32685 NM_152534_bp1314_R AGCTAAAAAGGGCCCACATTAAGGAAATAGTCTCTTGAACTATTTCCTTAATGTGGGCCCGG Hs.546501 10615 0.816525 1.12362803 0.210381226 0.7862125 1.13451291 0.16947783
FLJ32685 NM_152534_bp1314_R AGCTAAAAAGGGCCCACATTAAGGAAATAGTCTCTTGAACTATTTCCTTAATGTGGGCCCGG Hs.546501 15991 0.5342375 0.50742254 0.071967086 1.166666667 0.99539101 0.075562056
FLJ32685 NM_152534_bp535_R AGCTAAAAAGGCAGTAGGCTGCATCCTTTATCTCTTGAATAAAGGATGCAGCCTACTGCCGG Hs.546501 5241 -0.4347375 0.40133299 0.08385463 0.1277375 0.3012862 0.509171527
FLJ32685 NM_152534_bp535_R AGCTAAAAAGGCAGTAGGCTGCATCCTTTATCTCTTGAATAAAGGATGCAGCCTACTGCCGG Hs.546501 10617 -0.5576375 0.42434151 0.044255276 0.0585625 0.28254378 0.750340693
FLJ32685 NM_152534_bp535_R AGCTAAAAAGGCAGTAGGCTGCATCCTTTATCTCTTGAATAAAGGATGCAGCCTACTGCCGG Hs.546501 15993 -0.3648375 0.70543933 0.280714142 1.0995125 1.22704932 0.093114691
FLJ35036 XM_172341_bp2975_R AGCTAAAAAGCGCCCTTACTACAACTACAATCTCTTGAATTGTAGTTGTAGTAAGGGCGCGG Hs.518301 4875 0.2956375 0.86015265 0.445043663 0.0415625 0.56300029 0.881560391
FLJ35036 XM_172341_bp2975_R AGCTAAAAAGCGCCCTTACTACAACTACAATCTCTTGAATTGTAGTTGTAGTAAGGGCGCGG Hs.518301 10251 0.4990875 0.64790744 0.136734046 -0.75675 1.51964222 0.339149527
FLJ35036 XM_172341_bp2975_R AGCTAAAAAGCGCCCTTACTACAACTACAATCTCTTGAATTGTAGTTGTAGTAAGGGCGCGG Hs.518301 15627 1.2701125 1.28919097 0.05663954 0.8930625 0.96828037 0.090673238
FLJ35036 XM_172341_bp3067_R AGCTAAAAAGCCCGAGCCATAAATGTAAATTCTCTTGAAATTTACATTTATGGCTCGGGCGG Hs.518301 4873 -0.6549125 0.26453275 0.010549648 -0.0759375 0.43050416 0.743370558
FLJ35036 XM_172341_bp3067_R AGCTAAAAAGCCCGAGCCATAAATGTAAATTCTCTTGAAATTTACATTTATGGCTCGGGCGG Hs.518301 10249 -0.6132375 0.22574124 0.01099814 -0.2618375 0.29673056 0.205469096
FLJ35036 XM_172341_bp3067_R AGCTAAAAAGCCCGAGCCATAAATGTAAATTCTCTTGAAATTTACATTTATGGCTCGGGCGG Hs.518301 15625 -0.5564875 0.2306726 0.016437016 -0.0201375 0.52034796 0.938916527
FLJ35036 XM_172341_bp468_R AGCTAAAAAGCTGAAGTGTTTACTGAAATATCTCTTGAATATTTCAGTAAACACTTCAGCGG Hs.518301 4877 -0.0701625 0.2325692 0.67458639 0.3673125 0.39137934 0.140280966
FLJ35036 XM_172341_bp468_R AGCTAAAAAGCTGAAGTGTTTACTGAAATATCTCTTGAATATTTCAGTAAACACTTCAGCGG Hs.518301 10253 -0.1986625 0.56131241 0.46720161 -0.0894625 1.26748473 0.87407859
FLJ35036 XM_172341_bp468_R AGCTAAAAAGCTGAAGTGTTTACTGAAATATCTCTTGAATATTTCAGTAAACACTTCAGCGG Hs.518301 15629 0.2860625 0.18944382 0.112078547 0.6555375 0.33140673 0.020440647
FLJ38736 NM_182758_bp1840_R AGCTAAAAAGCACGAATTATTCTTAATTGTTCTCTTGAAACAATTAAGAATAATTCGTGCGG Hs.208067 5255 -0.3151625 0.19402903 0.088682045 -0.0395875 0.49503888 0.876046625
FLJ38736 NM_182758_bp1840_R AGCTAAAAAGCACGAATTATTCTTAATTGTTCTCTTGAAACAATTAAGAATAATTCGTGCGG Hs.208067 10631 -0.3897875 0.24885964 0.060105406 0.2456625 0.15972683 0.156581329
FLJ38736 NM_182758_bp1840_R AGCTAAAAAGCACGAATTATTCTTAATTGTTCTCTTGAAACAATTAAGAATAATTCGTGCGG Hs.208067 16007 -0.38105 1.26451958 0.520334565 0.594966667 1.35523646 0.395549734
FLJ38736 NM_182758_bp1983_R AGCTAAAAAGCAGGTGGAGTCTTCATGTAATCTCTTGAATTACATGAAGACTCCACCTGCGG Hs.208067 5251 0.3678375 0.51337173 0.181050625 -0.0064625 1.19430172 0.990327201
FLJ38736 NM_182758_bp1983_R AGCTAAAAAGCAGGTGGAGTCTTCATGTAATCTCTTGAATTACATGAAGACTCCACCTGCGG Hs.208067 10627 0.4403125 0.65075354 0.1801818 -0.0222125 0.32865466 0.910175722
FLJ38736 NM_182758_bp1983_R AGCTAAAAAGCAGGTGGAGTCTTCATGTAATCTCTTGAATTACATGAAGACTCCACCTGCGG Hs.208067 16003 0.5394375 0.55382131 0.083408361 0.5797375 0.63090146 0.106713737
FLJ38736 NM_182758_bp2456_R AGCTAAAAAGGGGAGTGGATAAAGATTTAGTCTCTTGAACTAAATCTTTATCCACTCCCCGG Hs.208067 5253 0.7249375 0.37476293 0.013460076 0.2970375 0.72903545 0.406339089
FLJ38736 NM_182758_bp2456_R AGCTAAAAAGGGGAGTGGATAAAGATTTAGTCTCTTGAACTAAATCTTTATCCACTCCCCGG Hs.208067 10629 0.6157625 0.22921704 0.011029636 0.4089375 0.46898988 0.143303829
FLJ38736 NM_182758_bp2456_R AGCTAAAAAGGGGAGTGGATAAAGATTTAGTCTCTTGAACTAAATCTTTATCCACTCCCCGG Hs.208067 16005 1.1823375 0.59245182 0.006384287 0.7673625 0.06728233 0.003002073
FLJ42418 AK124409_bp1276_R AGCTAAAAAGCCCCTCCTGTTTATTTATCTTCTCTTGAAAGATAAATAAACAGGAGGGGCGG Hs.601761 4184 0.6209 -0.003575 0.44294332 0.988493256
FLJ42418 AK124409_bp1276_R AGCTAAAAAGCCCCTCCTGTTTATTTATCTTCTCTTGAAAGATAAATAAACAGGAGGGGCGG Hs.601761 9560 0.3592 0.128575 0.632632 0.668493935
FLJ42418 AK124409_bp1276_R AGCTAAAAAGCCCCTCCTGTTTATTTATCTTCTCTTGAAAGATAAATAAACAGGAGGGGCGG Hs.601761 14936 0.8465 0.361 1.25739023 0.477072071
FLJ42418 AK124409_bp514_R AGCTAAAAAGATGGCATCTTGTTGCTCTTCTCTCTTGAAGAAGAGCAACAAGATGCCATCGG Hs.601761 4182 0.6424375 0.19289478 0.007637573 0.263375 0.17861184 0.215915349
FLJ42418 AK124409_bp514_R AGCTAAAAAGATGGCATCTTGTTGCTCTTCTCTCTTGAAGAAGAGCAACAAGATGCCATCGG Hs.601761 9558 0.6543375 0.26514254 0.010623814 0.41745 0.50508062 0.148951523
FLJ42418 AK124409_bp514_R AGCTAAAAAGATGGCATCTTGTTGCTCTTCTCTCTTGAAGAAGAGCAACAAGATGCCATCGG Hs.601761 14934 0.6085875 0.23256085 0.011765132 0.306175 0.49479755 0.266319196
FLN29 AK122620_bp1548_R AGCTAAAAAGTGCCTTACCTTCACTCAATATCTCTTGAATATTGAGTGAAGGTAAGGCACGG Hs.5148 5011 -1.4462125 1.38706337 0.046881021 -0.7445375 0.46176865 0.026226195
FLN29 AK122620_bp1548_R AGCTAAAAAGTGCCTTACCTTCACTCAATATCTCTTGAATATTGAGTGAAGGTAAGGCACGG Hs.5148 10387 -0.1676875 0.76821966 0.626765533 -0.5348125 0.45410699 0.06988807
FLN29 AK122620_bp1548_R AGCTAAAAAGTGCCTTACCTTCACTCAATATCTCTTGAATATTGAGTGAAGGTAAGGCACGG Hs.5148 15763 -0.5491875 2.06475487 0.527195103 -0.6037125 0.59650815 0.086144661
FLN29 AK122620_bp1956_R AGCTAAAAAGCCGACCCATTAACAATATGATCTCTTGAATCATATTGTTAATGGGTCGGCGG Hs.5148 5007 -2.0671625 1.46693393 0.016246935 -0.7467625 0.52008529 0.034213942
FLN29 AK122620_bp1956_R AGCTAAAAAGCCGACCCATTAACAATATGATCTCTTGAATCATATTGTTAATGGGTCGGCGG Hs.5148 10383 -0.6272875 0.64839807 0.076616703 -0.6281875 0.48157736 0.04935847
FLN29 AK122620_bp1956_R AGCTAAAAAGCCGACCCATTAACAATATGATCTCTTGAATCATATTGTTAATGGGTCGGCGG Hs.5148 15759 -1.2918375 1.95409716 0.152588879 -0.6593625 0.46399251 0.039316066
FLN29 AK122620_bp960_R AGCTAAAAAGGTCGCAATGTCCTTGTGAAATCTCTTGAATTTCACAAGGACATTGCGACCGG Hs.5148 5009 0.0819375 1.36933479 0.88636513 0.3000625 0.16050406 0.099119238
FLN29 AK122620_bp960_R AGCTAAAAAGGTCGCAATGTCCTTGTGAAATCTCTTGAATTTCACAAGGACATTGCGACCGG Hs.5148 10385 0.6921625 0.22065662 0.00654568 0.3507125 0.08774287 0.052348846
FLN29 AK122620_bp960_R AGCTAAAAAGGTCGCAATGTCCTTGTGAAATCTCTTGAATTTCACAAGGACATTGCGACCGG Hs.5148 15761 0.2461625 0.93932315 0.551182561 0.3706625 0.13419187 0.050880864
FLNA NM_001456_bp2698_R AGCTAAAAAGGCTGGCAGCTACACCATTATTCTCTTGAAATAATGGTGTAGCTGCCAGCCGG Hs.195464 2829 -1.628766667 0.44573228 0.002687213 -0.514575 1.10303344 0.272857093
FLNA NM_001456_bp2698_R AGCTAAAAAGGCTGGCAGCTACACCATTATTCTCTTGAAATAATGGTGTAGCTGCCAGCCGG Hs.195464 8205 -1.072333333 0.42267029 0.010961834 -0.2231 1.04997279 0.60580774
FLNA NM_001456_bp2698_R AGCTAAAAAGGCTGGCAGCTACACCATTATTCTCTTGAAATAATGGTGTAGCTGCCAGCCGG Hs.195464 13581 -0.853125 0.3403617 0.005672045 -0.885175 1.09127928 0.080742133
FLNA NM_001456_bp2845_R AGCTAAAAAGCCCACCCACTTCACAGTAAATCTCTTGAATTTACTGTGAAGTGGGTGGGCGG Hs.195464 2831 -0.67925 0.2674522 0.009275034 -0.4539 0.62291372 0.159474412
FLNA NM_001456_bp2845_R AGCTAAAAAGCCCACCCACTTCACAGTAAATCTCTTGAATTTACTGTGAAGTGGGTGGGCGG Hs.195464 8207 -0.848775 0.36420023 0.006719767 -0.3479 0.40555318 0.179766255
FLNA NM_001456_bp2845_R AGCTAAAAAGCCCACCCACTTCACAGTAAATCTCTTGAATTTACTGTGAAGTGGGTGGGCGG Hs.195464 13583 -0.5467 0.36123242 0.034787164 -0.43575 0.56260218 0.153429681
FLNA NM_001456_bp6364_R AGCTAAAAAGCCTGCAGAGTTTATCATTGATCTCTTGAATCAATGATAAACTCTGCAGGCGG Hs.195464 2857 -0.9787 0.43362109 0.005680534 0.060575 0.25901905 0.774026523
FLNA NM_001456_bp6364_R AGCTAAAAAGCCTGCAGAGTTTATCATTGATCTCTTGAATCAATGATAAACTCTGCAGGCGG Hs.195464 8233 -0.73655 0.3075995 0.008497122 -0.016 0.30922754 0.941798669
FLNA NM_001456_bp6364_R AGCTAAAAAGCCTGCAGAGTTTATCATTGATCTCTTGAATCAATGATAAACTCTGCAGGCGG Hs.195464 13609 -0.752275 0.33054667 0.008960567 0.054175 0.31807432 0.80666549
FLT1 NM_002019_bp1401_R AGCTAAAAAGACTCGTGGCTACTCGTTAATTCTCTTGAAATTAACGAGTAGCCACGAGTCGG Hs.507621 120 -0.330225 0.4390606 0.182288379 -0.1083875 0.28549671 0.563348331
FLT1 NM_002019_bp1401_R AGCTAAAAAGACTCGTGGCTACTCGTTAATTCTCTTGAAATTAACGAGTAGCCACGAGTCGG Hs.507621 5496 -0.297375 0.44527197 0.225650562 -0.0925125 0.29158087 0.623201639
FLT1 NM_002019_bp1401_R AGCTAAAAAGACTCGTGGCTACTCGTTAATTCTCTTGAAATTAACGAGTAGCCACGAGTCGG Hs.507621 10872 -0.328175 0.45894872 0.19510148 -0.1083375 0.37329949 0.61328565
FLT1 NM_002019_bp3152_R AGCTAAAAAGCTCCGGCTTTCAGGAAGATATCTCTTGAATATCTTCCTGAAAGCCGGAGCGG Hs.507621 1649 -0.3867 0.14444711 0.040412739 -0.2340375 0.23376524 0.210907182
FLT1 NM_002019_bp3152_R AGCTAAAAAGCTCCGGCTTTCAGGAAGATATCTCTTGAATATCTTCCTGAAAGCCGGAGCGG Hs.507621 7025 -0.38755 0.21460781 0.052887238 -0.2156875 0.23246282 0.242040951
FLT1 NM_002019_bp3152_R AGCTAAAAAGCTCCGGCTTTCAGGAAGATATCTCTTGAATATCTTCCTGAAAGCCGGAGCGG Hs.507621 12401 -0.357075 0.14982166 0.053038684 -0.1908125 0.24591686 0.301350024
FLT1 NM_002019_bp3447_R AGCTAAAAAGGCTCCCGAATCTATCTTTGATCTCTTGAATCAAAGATAGATTCGGGAGCCGG Hs.507621 133 -0.258475 0.14181797 0.124958642 -0.4148375 0.31708416 0.078423207
FLT1 NM_002019_bp3447_R AGCTAAAAAGGCTCCCGAATCTATCTTTGATCTCTTGAATCAAAGATAGATTCGGGAGCCGG Hs.507621 5509 -0.291375 0.22329055 0.119645887 -0.3419875 0.22988621 0.091131224
FLT1 NM_002019_bp3447_R AGCTAAAAAGGCTCCCGAATCTATCTTTGATCTCTTGAATCAAAGATAGATTCGGGAGCCGG Hs.507621 10885 -0.24735 0.23442916 0.17790417 -0.3124625 0.38304371 0.19036124
FLT3 NM_004119_bp1800_R AGCTAAAAAGACCGGCTCCTCAGATAATGATCTCTTGAATCATTATCTGAGGAGCCGGTCGG Hs.507590 1736 2.61905 6.11352141 0.390170386
FLT3 NM_004119_bp1800_R AGCTAAAAAGACCGGCTCCTCAGATAATGATCTCTTGAATCATTATCTGAGGAGCCGGTCGG Hs.507590 7112 2.701183333 6.34252886 0.392600012
FLT3 NM_004119_bp1800_R AGCTAAAAAGACCGGCTCCTCAGATAATGATCTCTTGAATCATTATCTGAGGAGCCGGTCGG Hs.507590 12488 2.879916667 6.56983652 0.380358893
FLT3 NM_004119_bp2025_R AGCTAAAAAGGCACTCATGTCAGAACTCAATCTCTTGAATTGAGTTCTGACATGAGTGCCGG Hs.507590 238 -0.763325 0.21800611 0.004267773 -0.1580875 0.31912584 0.432231548
FLT3 NM_004119_bp2025_R AGCTAAAAAGGCACTCATGTCAGAACTCAATCTCTTGAATTGAGTTCTGACATGAGTGCCGG Hs.507590 5614 -0.741375 0.22409491 0.005007342 -0.1627625 0.31390168 0.416177238
FLT3 NM_004119_bp2025_R AGCTAAAAAGGCACTCATGTCAGAACTCAATCTCTTGAATTGAGTTCTGACATGAGTGCCGG Hs.507590 10990 -0.7405 0.21655289 0.004816318 -0.1390875 0.31513597 0.483423205 0.095
FLT3 NM_004119_bp869_R AGCTAAAAAGGTGCAAAGCTGTTCATGTGATCTCTTGAATCACATGAACAGCTTTGCACCGG Hs.507590 1738 1.652425 0.49541321 0.000820861 0.6343875 0.12355036 0.007708585 -0.7161
FLT3 NM_004119_bp869_R AGCTAAAAAGGTGCAAAGCTGTTCATGTGATCTCTTGAATCACATGAACAGCTTTGCACCGG Hs.507590 7114 1.66165 0.51364079 0.000898435 0.6467375 0.11102726 0.006812225 -0.5453
FLT3 NM_004119_bp869_R AGCTAAAAAGGTGCAAAGCTGTTCATGTGATCTCTTGAATCACATGAACAGCTTTGCACCGG Hs.507590 12490 1.71595 0.46942226 0.000581346 0.6833125 0.13201743 0.005999837 -0.4337
FLT4 NM_182925_bp1652_R AGCTAAAAAGCGGCTCATCTACTTCTATGTTCTCTTGAAACATAGAAGTAGATGAGCCGCGG Hs.415048 7312 -1.05495 0.40368726 0.034703538 -0.492475 0.37349573 0.062390237
FLT4 NM_182925_bp1652_R AGCTAAAAAGCGGCTCATCTACTTCTATGTTCTCTTGAAACATAGAAGTAGATGAGCCGCGG Hs.415048 12688 -0.3906 -0.5462 0.42227829 0.057501789
FLT4 NM_182925_bp1652_R AGCTAAAAAGCGGCTCATCTACTTCTATGTTCTCTTGAAACATAGAAGTAGATGAGCCGCGG Hs.415048 1936 -1.1021 1.2469121 0.143147916 -0.323666667 0.3633419 0.244611619
FLT4 NM_182925_bp2492_R AGCTAAAAAGGAGGAGCAATGCGAATACCTTCTCTTGAAAGGTATTCGCATTGCTCCTCCGG Hs.415048 12690 0.9041 0.6758737 0.02672415 0.0206 0.29313349 0.927886341
FLT4 NM_182925_bp3900_R AGCTAAAAAGAAAGCGGCTTCAGCTGTAAATCTCTTGAATTTACAGCTGAAGCCGCTTTCGG Hs.415048 6169 0.141025 0.18337869 0.38277276 0.3278 0.76803131 0.382790452
FLT4 NM_182925_bp3900_R AGCTAAAAAGAAAGCGGCTTCAGCTGTAAATCTCTTGAATTTACAGCTGAAGCCGCTTTCGG Hs.415048 11545 0.291825 0.16506052 0.09875109 0.6722 0.63922167 0.074871864
FLT4 NM_182925_bp3900_R AGCTAAAAAGAAAGCGGCTTCAGCTGTAAATCTCTTGAATTTACAGCTGAAGCCGCTTTCGG Hs.415048 793 -0.259475 0.20671296 0.14840672 0.627366667 0.27230061 0.045884717
FMR1 NM_002024_bp1163_R AGCTAAAAAGGGTGAGGATTGAGGCTGAAATCTCTTGAATTTCAGCCTCAATCCTCACCCGG Hs.103183 2302 0.4919125 0.35154245 0.059525694 0.5352 0.58703479 0.095058942
FMR1 NM_002024_bp1163_R AGCTAAAAAGGGTGAGGATTGAGGCTGAAATCTCTTGAATTTCAGCCTCAATCCTCACCCGG Hs.103183 7678 0.5105625 0.33404412 0.048629987 0.66905 0.62046788 0.053719288
FMR1 NM_002024_bp1163_R AGCTAAAAAGGGTGAGGATTGAGGCTGAAATCTCTTGAATTTCAGCCTCAATCCTCACCCGG Hs.103183 13054 0.4838875 0.35921257 0.064937088 0.677225 0.47253007 0.031287964
FMR1 NM_002024_bp1634_R AGCTAAAAAGTAGTAGACCTTACAGAAATATCTCTTGAATATTTCTGTAAGGTCTACTACGG Hs.103183 1260 3.0462875 0.83371609 0.000334111 1.882125 0.52746178 0.000305002
FMR1 NM_002024_bp1634_R AGCTAAAAAGTAGTAGACCTTACAGAAATATCTCTTGAATATTTCTGTAAGGTCTACTACGG Hs.103183 6636 3.4230625 1.16293925 0.000777876 1.941125 0.74518627 0.000788584
FMR1 NM_002024_bp1634_R AGCTAAAAAGTAGTAGACCTTACAGAAATATCTCTTGAATATTTCTGTAAGGTCTACTACGG Hs.103183 12012 2.7810875 0.56856217 0.000118079 1.670225 0.87181338 0.003037239
FMR1 NM_002024_bp618_R AGCTAAAAAGCCAGAAGACTTACGGCAAATTCTCTTGAAATTTGCCGTAAGTCTTCTGGCGG Hs.103183 1259 -0.5519625 0.215074 0.012079768 -0.42105 0.40267105 0.119484039
FMR1 NM_002024_bp618_R AGCTAAAAAGCCAGAAGACTTACGGCAAATTCTCTTGAAATTTGCCGTAAGTCTTCTGGCGG Hs.103183 6635 -0.5075625 0.28821764 0.02408788 -0.4406 0.36392945 0.096157881
FMR1 NM_002024_bp618_R AGCTAAAAAGCCAGAAGACTTACGGCAAATTCTCTTGAAATTTGCCGTAAGTCTTCTGGCGG Hs.103183 12011 -0.4687625 0.41097604 0.055960801 -0.43795 0.35946025 0.096547712
FNBP1 AL049935_bp1075_R AGCTAAAAAGCTCCGCACTTGAGTTTATTATCTCTTGAATAATAAACTCAAGTGCGGAGCGG Hs.189409 4209 -0.548866667 0.24131404 0.046957987 -0.057975 0.26432307 0.784289941
FNBP1 AL049935_bp1075_R AGCTAAAAAGCTCCGCACTTGAGTTTATTATCTCTTGAATAATAAACTCAAGTGCGGAGCGG Hs.189409 9585 -0.5789 0.15928992 0.03170827 -0.044725 0.24322255 0.829830833
FNBP1 AL049935_bp1075_R AGCTAAAAAGCTCCGCACTTGAGTTTATTATCTCTTGAATAATAAACTCAAGTGCGGAGCGG Hs.189409 14961 -0.439333333 0.08090052 0.060925883 0.035825 0.34515921 0.8742722
FNBP1 AL049935_bp4870_R AGCTAAAAAGCGTCGCATCTTTCATATTATTCTCTTGAAATAATATGAAAGATGCGACGCGG Hs.189409 4211 -0.8318875 0.24215175 0.00340605 0.127925 0.12765269 0.516169512
FNBP1 AL049935_bp4870_R AGCTAAAAAGCGTCGCATCTTTCATATTATTCTCTTGAAATAATATGAAAGATGCGACGCGG Hs.189409 9587 -0.8283125 0.19937021 0.00268508 0.120475 0.13790406 0.541968069
FNBP1 AL049935_bp4870_R AGCTAAAAAGCGTCGCATCTTTCATATTATTCTCTTGAAATAATATGAAAGATGCGACGCGG Hs.189409 14963 -0.7933625 0.17724557 0.002866054 0.142975 0.1885579 0.484067972
FNBP1 AL049935_bp5877_R AGCTAAAAAGAGGCTTGTATTGACCTTGTATCTCTTGAATACAAGGTCAATACAAGCCTCGG Hs.189409 14965 0.1689
FOS NM_005252_bp1020_R AGCTAAAAAGTGCCAGACATGGACCTATCTTCTCTTGAAAGATAGGTCCATGTCTGGCACGG Hs.25647 2309 -0.6279125 0.5150321 0.038093001 0.817325 1.29822109 0.142297474
FOS NM_005252_bp1020_R AGCTAAAAAGTGCCAGACATGGACCTATCTTCTCTTGAAAGATAGGTCCATGTCTGGCACGG Hs.25647 7685 -0.8050125 0.63340907 0.028851432 0.915725 1.55021613 0.157517327
FOS NM_005252_bp1020_R AGCTAAAAAGTGCCAGACATGGACCTATCTTCTCTTGAAAGATAGGTCCATGTCTGGCACGG Hs.25647 13061 -0.8603625 0.60272968 0.020026607 0.9739 1.58173002 0.142705363
FOS NM_005252_bp1042_R AGCTAAAAAGGTCCTTCTATGCAGCAGACTTCTCTTGAAAGTCTGCTGCATAGAAGGACCGG Hs.25647 2311 1.3299125 0.54524585 0.003408794 -0.864975 0.81456132 0.042744992
FOS NM_005252_bp1042_R AGCTAAAAAGGTCCTTCTATGCAGCAGACTTCTCTTGAAAGTCTGCTGCATAGAAGGACCGG Hs.25647 7687 1.3612875 0.62464478 0.00476977 -0.823075 0.99233072 0.080941809
FOS NM_005252_bp1042_R AGCTAAAAAGGTCCTTCTATGCAGCAGACTTCTCTTGAAAGTCTGCTGCATAGAAGGACCGG Hs.25647 13063 0.9936375 1.07374892 0.079605429 -0.717075 0.90245935 0.0971437
FOS NM_005252_bp225_R AGCTAAAAAGGGGATAGCCTCTCTTACTACTCTCTTGAAGTAGTAAGAGAGGCTATCCCCGG Hs.25647 1279 -0.619516667 0.53122582 0.073429128 -0.30275 0.49023713 0.4448196
FOS NM_005252_bp225_R AGCTAAAAAGGGGATAGCCTCTCTTACTACTCTCTTGAAGTAGTAAGAGAGGCTATCCCCGG Hs.25647 6655 0.0673 -0.5648 0.35878973 0.082970746
FOS NM_005252_bp225_R AGCTAAAAAGGGGATAGCCTCTCTTACTACTCTCTTGAAGTAGTAAGAGAGGCTATCCCCGG Hs.25647 12031 -0.3167 0.52127912 0.344334312 -0.6125
FOSB NM_006732_bp1151_R AGCTAAAAAGACAGATCAGTTGGAGGAAGATCTCTTGAATCTTCCTCCAACTGATCTGTCGG Hs.590958 1277 2.0328625 0.31902145 0.000100615 -0.030025 0.24032011 0.899372976
FOSB NM_006732_bp1151_R AGCTAAAAAGACAGATCAGTTGGAGGAAGATCTCTTGAATCTTCCTCCAACTGATCTGTCGG Hs.590958 6653 1.7789125 0.57639813 0.001083108 -0.040475 0.26560871 0.862356729
FOSB NM_006732_bp1151_R AGCTAAAAAGACAGATCAGTTGGAGGAAGATCTCTTGAATCTTCCTCCAACTGATCTGTCGG Hs.590958 12029 0.9668875 0.57946479 0.015799092 -0.031975 0.22931058 0.890815096
FOSB NM_006732_bp2904_R AGCTAAAAAGGGGCTGGAATCTCATGATTCTCTCTTGAAGAATCATGAGATTCCAGCCCCGG Hs.590958 2307 1.0124875 0.28395732 0.002229802 1.034425 0.653823 0.011701272
FOSB NM_006732_bp2904_R AGCTAAAAAGGGGCTGGAATCTCATGATTCTCTCTTGAAGAATCATGAGATTCCAGCCCCGG Hs.590958 7683 1.0132875 0.31713324 0.002774619 1.039375 0.64576723 0.011077695
FOSB NM_006732_bp2904_R AGCTAAAAAGGGGCTGGAATCTCATGATTCTCTCTTGAAGAATCATGAGATTCCAGCCCCGG Hs.590958 13059 1.0679375 0.34862246 0.002682698 1.176425 0.5687012 0.004457788
FOSB NM_006732_bp3124_R AGCTAAAAAGACCCATTCCTTAGCTATTTATCTCTTGAATAAATAGCTAAGGAATGGGTCGG Hs.590958 1278 -0.9292625 0.07408085 0.000750739 -0.364625 0.13373298 0.099811304
FOSB NM_006732_bp3124_R AGCTAAAAAGACCCATTCCTTAGCTATTTATCTCTTGAATAAATAGCTAAGGAATGGGTCGG Hs.590958 6654 -0.9837875 0.10599541 0.000650465 -0.422825 0.16804034 0.06798098
FOSB NM_006732_bp3124_R AGCTAAAAAGACCCATTCCTTAGCTATTTATCTCTTGAATAAATAGCTAAGGAATGGGTCGG Hs.590958 12030 -0.9334125 0.11482728 0.000855976 -0.382475 0.15181514 0.089180138
FOSL1 NM_005438_bp385_R AGCTAAAAAGCCTCTGACCTACCCTCAGTATCTCTTGAATACTGAGGGTAGGTCAGAGGCGG Hs.283565 1276 -0.4090125 0.20365406 0.032023597 0.572 0.31936691 0.035433155
FOSL1 NM_005438_bp385_R AGCTAAAAAGCCTCTGACCTACCCTCAGTATCTCTTGAATACTGAGGGTAGGTCAGAGGCGG Hs.283565 6652 -0.4294625 0.22098061 0.029736522 0.55745 0.26729191 0.033086782
FOSL1 NM_005438_bp385_R AGCTAAAAAGCCTCTGACCTACCCTCAGTATCTCTTGAATACTGAGGGTAGGTCAGAGGCGG Hs.283565 12028 -0.4289625 0.190117 0.025803379 0.573675 0.23809265 0.027237516
FOSL1 NM_005438_bp465_R AGCTAAAAAGTCGAAGGCCTTGTGAACAGATCTCTTGAATCTGTTCACAAGGCCTTCGACGG Hs.283565 2305 1.7766375 0.74515169 0.002637172 -1.042225 0.75509134 0.017067111
FOSL1 NM_005438_bp465_R AGCTAAAAAGTCGAAGGCCTTGTGAACAGATCTCTTGAATCTGTTCACAAGGCCTTCGACGG Hs.283565 7681 1.7613375 0.79920297 0.003549144 -1.056875 0.72109085 0.014160436
FOSL1 NM_005438_bp465_R AGCTAAAAAGTCGAAGGCCTTGTGAACAGATCTCTTGAATCTGTTCACAAGGCCTTCGACGG Hs.283565 13057 1.7743875 0.88735889 0.005063508 -1.09675 0.70027559 0.011074155
FOSL1 NM_005438_bp782_R AGCTAAAAAGTACCTTGTATCTCCCTTTCCTCTCTTGAAGGAAAGGGAGATACAAGGTACGG Hs.283565 1275 -0.2956875 0.27981384 0.104130222 1.06835 1.13952614 0.050271252
FOSL1 NM_005438_bp782_R AGCTAAAAAGTACCTTGTATCTCCCTTTCCTCTCTTGAAGGAAAGGGAGATACAAGGTACGG Hs.283565 6651 -0.3117875 0.27202394 0.089379127 1.181875 1.38173074 0.06182848
FOSL1 NM_005438_bp782_R AGCTAAAAAGTACCTTGTATCTCCCTTTCCTCTCTTGAAGGAAAGGGAGATACAAGGTACGG Hs.283565 12027 -0.3475875 0.26987358 0.067426167 1.26225 1.31506617 0.043195765
FOSL2 NM_005253_bp1455_R AGCTAAAAAGTGGGCGCTGTAGTGGTGAAATCTCTTGAATTTCACCACTACAGCGCCCACGG Hs.220971 2304 0.1465
FOSL2 NM_005253_bp1455_R AGCTAAAAAGTGGGCGCTGTAGTGGTGAAATCTCTTGAATTTCACCACTACAGCGCCCACGG Hs.220971 7680 0.4351



FOSL2 NM_005253_bp1643_R AGCTAAAAAGAACCTCGTCTTCACCTATCCTCTCTTGAAGGATAGGTGAAGACGAGGTTCGG Hs.220971 1273 0.2661375 0.32504084 0.262585781 -0.3031 0.51965487 0.283431219
FOSL2 NM_005253_bp1643_R AGCTAAAAAGAACCTCGTCTTCACCTATCCTCTCTTGAAGGATAGGTGAAGACGAGGTTCGG Hs.220971 6649 0.2412625 0.35524677 0.331513449 -0.347475 0.58223698 0.250199325
FOSL2 NM_005253_bp1643_R AGCTAAAAAGAACCTCGTCTTCACCTATCCTCTCTTGAAGGATAGGTGAAGACGAGGTTCGG Hs.220971 12025 0.2389625 0.34097577 0.327175409 -0.31015 0.55116188 0.286503854
FOSL2 NM_005253_bp2661_R AGCTAAAAAGTAGGGCGTCTCCTGTAATTATCTCTTGAATAATTACAGGAGACGCCCTACGG Hs.220971 1274 1.3529125 0.52001054 0.002707099 -0.021375 0.1303058 0.927965836
FOSL2 NM_005253_bp2661_R AGCTAAAAAGTAGGGCGTCTCCTGTAATTATCTCTTGAATAATTACAGGAGACGCCCTACGG Hs.220971 6650 1.3342875 0.49443314 0.00246533 -0.076125 0.12080763 0.710088041
FOSL2 NM_005253_bp2661_R AGCTAAAAAGTAGGGCGTCTCCTGTAATTATCTCTTGAATAATTACAGGAGACGCCCTACGG Hs.220971 12026 1.2908875 0.4932749 0.002845959 -0.06435 0.12604744 0.755660302
FOXL1 BM675371_bp277_R AGCTAAAAAGCCTGTGAATTATCCAATTACTCTCTTGAAGTAATTGGATAATTCACAGGCGG Hs.533830 15203 -0.098975 0.56263633 0.71181653 -0.3344 0.6462956 0.454118029 0.4797 0.93971304 0.293004851
FOXL1 BM675371_bp277_R AGCTAAAAAGCCTGTGAATTATCCAATTACTCTCTTGAAGTAATTGGATAATTCACAGGCGG Hs.533830 4451 0.302475 0.30474834 0.144229837 -0.6769 0.36555033 0.022027602 -0.03385 0.77944381 0.938597969
FOXL1 BM675371_bp277_R AGCTAAAAAGCCTGTGAATTATCCAATTACTCTCTTGAAGTAATTGGATAATTCACAGGCGG Hs.533830 9827 0.195125 0.77290686 0.57508408 0.03185 0.49037855 0.932743495
FOXL1 BM675371_bp439_R AGCTAAAAAGCGTGACTACTTGTGTCTTTATCTCTTGAATAAAGACACAAGTAGTCACGCGG Hs.533830 4449 -0.623475 0.17544489 0.007888899 -1.059975 0.35439902 0.003851422 -0.48136667 0.23242223 0.103015334
FOXL1 BM675371_bp439_R AGCTAAAAAGCGTGACTACTTGTGTCTTTATCTCTTGAATAAAGACACAAGTAGTCACGCGG Hs.533830 9825 -0.682575 0.29076221 0.010431164 -1.24225 0.51422798 0.005312617 -0.58376667 0.8343735 0.182236969
FOXL1 BM675371_bp439_R AGCTAAAAAGCGTGACTACTTGTGTCTTTATCTCTTGAATAAAGACACAAGTAGTCACGCGG Hs.533830 15201 -0.62435 0.20134093 0.008970806 -1.06125 0.30984889 0.002887127 -0.74376667 0.55635529 0.057217107
FOXL1 BM675371_bp53_R AGCTAAAAAGGCTGAGAGTTTGGGATAGCATCTCTTGAATGCTATCCCAAACTCTCAGCCGG Hs.533830 4453 1.875575 1.65405707 0.034692093 1.528025 0.82837639 0.010478548 -0.73316667 1.61702575 0.294711154
FOXL1 BM675371_bp53_R AGCTAAAAAGGCTGAGAGTTTGGGATAGCATCTCTTGAATGCTATCCCAAACTCTCAGCCGG Hs.533830 9829 1.419375 1.50712507 0.063184901 1.5464 1.11592106 0.026044842 -0.2712 1.58732477 0.678729247
FOXL1 BM675371_bp53_R AGCTAAAAAGGCTGAGAGTTTGGGATAGCATCTCTTGAATGCTATCCCAAACTCTCAGCCGG Hs.533830 15205 1.85195 1.3391238 0.017760181 1.61565 0.59161208 0.002834108 -0.8854 1.73366326 0.241034408
FOXM1 NM_202002_bp1778_R AGCTAAAAAGGGGAGGAAATGCCACACTTATCTCTTGAATAAGTGTGGCATTTCCTCCCCGG Hs.239 3656 2.078625 0.74256065 0.001185231 0.1803625 0.53938321 0.515500561
FOXM1 NM_202002_bp1778_R AGCTAAAAAGGGGAGGAAATGCCACACTTATCTCTTGAATAAGTGTGGCATTTCCTCCCCGG Hs.239 9032 2.140525 0.73576249 0.001000396 0.0347125 0.74412586 0.916390122
FOXM1 NM_202002_bp1778_R AGCTAAAAAGGGGAGGAAATGCCACACTTATCTCTTGAATAAGTGTGGCATTTCCTCCCCGG Hs.239 14408 2.18095 0.76360536 0.001058393 0.1216375 0.54598863 0.659793774
FOXM1 NM_202002_bp2448_R AGCTAAAAAGCAACTCTTCTCCCTCAGATATCTCTTGAATATCTGAGGGAGAAGAGTTGCGG Hs.239 3658 -1.04455 0.27750078 0.001557269 0.3839875 1.05808027 0.387558581
FOXM1 NM_202002_bp2448_R AGCTAAAAAGCAACTCTTCTCCCTCAGATATCTCTTGAATATCTGAGGGAGAAGAGTTGCGG Hs.239 9034 -0.979225 0.38632779 0.040486766 0.4629 0.45979425 0.160473725
FOXM1 NM_202002_bp2448_R AGCTAAAAAGCAACTCTTCTCCCTCAGATATCTCTTGAATATCTGAGGGAGAAGAGTTGCGG Hs.239 14410 -1.098025 0.45795771 0.035134538 -0.0107625 0.58076662 0.969705671
FOXM1 NM_202002_bp785_R AGCTAAAAAGGCTGCACTATCAACAATAGCTCTCTTGAAGCTATTGTTGATAGTGCAGCCGG Hs.239 3660 1.374525 1.05315382 0.023439948 -0.0688375 0.63515795 0.818069781
FOXM1 NM_202002_bp785_R AGCTAAAAAGGCTGCACTATCAACAATAGCTCTCTTGAAGCTATTGTTGATAGTGCAGCCGG Hs.239 9036 0.5022 0.29448806 0.033103102 -0.0242625 0.49934929 0.926193892
FOXM1 NM_202002_bp785_R AGCTAAAAAGGCTGCACTATCAACAATAGCTCTCTTGAAGCTATTGTTGATAGTGCAGCCGG Hs.239 14412 1.52205 0.63126723 0.002667226 0.0331375 0.69728904 0.916666572
FOXP1 BC054505_bp1996_R AGCTAAAAAGCCGTATATCTTATTCTTAATTCTCTTGAAATTAAGAATAAGATATACGGCGG Hs.431498 4488 0.0159 0.26618212 0.927089911 -0.531775 0.3776757 0.050841192 0.305866667 1.02061582 0.511737505
FOXP1 BC054505_bp1996_R AGCTAAAAAGCCGTATATCTTATTCTTAATTCTCTTGAAATTAAGAATAAGATATACGGCGG Hs.431498 9864 -0.09895 0.48024434 0.680111647 -0.384675 0.53469295 0.196142861 0.456533333 1.08667502 0.360350826
FOXP1 BC054505_bp1996_R AGCTAAAAAGCCGTATATCTTATTCTTAATTCTCTTGAAATTAAGAATAAGATATACGGCGG Hs.431498 15240 0.3854 0.58613008 0.19955403 -0.76405 0.8570523 0.102120963 0.618066667 1.75141539 0.400142253
FOXP1 BC054505_bp2570_R AGCTAAAAAGCTCACCATATTGTCCATTTATCTCTTGAATAAATGGACAATATGGTGAGCGG Hs.431498 4514 -0.1588 0.50403983 0.527256989 0.062625 1.16280959 0.904212074 0.24555 1.90826907 0.75509381
FOXP1 BC054505_bp2570_R AGCTAAAAAGCTCACCATATTGTCCATTTATCTCTTGAATAAATGGACAATATGGTGAGCGG Hs.431498 9890 -0.39695 0.17897204 0.042327003 1.066325 0.35919123 0.003875408 0.142833333 0.98013428 0.748202568
FOXP1 BC054505_bp2570_R AGCTAAAAAGCTCACCATATTGTCCATTTATCTCTTGAATAAATGGACAATATGGTGAGCGG Hs.431498 15266 -0.20055 0.67357654 0.521017389 0.8762 0.50785134 0.018864658 0.019366667 1.46233645 0.974460014
FOXP1 BC054505_bp937_R AGCTAAAAAGTCGGTCATTTGGAGCAAATATCTCTTGAATATTTGCTCCAAATGACCGACGG Hs.431498 4486 -0.146875 0.50606165 0.558589898 0.772275 0.54394235 0.034164731 0.3501 0.93731376 0.429889832
FOXP1 BC054505_bp937_R AGCTAAAAAGTCGGTCATTTGGAGCAAATATCTCTTGAATATTTGCTCCAAATGACCGACGG Hs.431498 9862 0.193725 0.60410338 0.500544986 1.057225 0.6528045 0.019190454 0.248866667 1.40787706 0.673943611
FOXP1 BC054505_bp937_R AGCTAAAAAGTCGGTCATTTGGAGCAAATATCTCTTGAATATTTGCTCCAAATGACCGACGG Hs.431498 15238 0.245466667 0.83764375 0.553271337 0.259925 1.1025593 0.605355275 0.401333333 0.96676776 0.379682723
FRAP1 NM_004958_bp1405_R AGCTAAAAAGGCTGTGAGGTCTGAGTTTAATCTCTTGAATTAAACTCAGACCTCACAGCCGG Hs.338207 2300 0.0075875 0.34687146 0.878183606 1.37595 0.26701962 0.000473063
FRAP1 NM_004958_bp1405_R AGCTAAAAAGGCTGTGAGGTCTGAGTTTAATCTCTTGAATTAAACTCAGACCTCACAGCCGG Hs.338207 7676 0.2092375 0.21510792 0.316782429 1.1147 0.71924129 0.011055826
FRAP1 NM_004958_bp1405_R AGCTAAAAAGGCTGTGAGGTCTGAGTTTAATCTCTTGAATTAAACTCAGACCTCACAGCCGG Hs.338207 13052 0.2248625 0.08082891 0.21895382 1.431325 0.49333161 0.001127104
FRAP1 NM_004958_bp4364_R AGCTAAAAAGCGGCCGGAGTGTTAGAATATTCTCTTGAAATATTCTAACACTCCGGCCGCGG Hs.338207 1257 -0.8761625 0.42730728 0.007308593 -0.79345 0.38145718 0.012218463
FRAP1 NM_004958_bp4364_R AGCTAAAAAGCGGCCGGAGTGTTAGAATATTCTCTTGAAATATTCTAACACTCCGGCCGCGG Hs.338207 6633 -0.7847125 0.42377863 0.010923602 -0.637 0.15632054 0.040878647
FRAP1 NM_004958_bp4364_R AGCTAAAAAGCGGCCGGAGTGTTAGAATATTCTCTTGAAATATTCTAACACTCCGGCCGCGG Hs.338207 12009 -0.831216667 0.52508583 0.032932041 -0.65885 0.29618499 0.019462172
FRAP1 NM_004958_bp6583_R AGCTAAAAAGCCCCGGAAATTGACACTTATTCTCTTGAAATAAGTGTCAATTTCCGGGGCGG Hs.338207 1258 -1.4401 -0.388425 0.20508409 0.09447689
FRAP1 NM_004958_bp6583_R AGCTAAAAAGCCCCGGAAATTGACACTTATTCTCTTGAAATAAGTGTCAATTTCCGGGGCGG Hs.338207 6634 -1.3506 -0.3443 0.21203416 0.130376502
FRAP1 NM_004958_bp6583_R AGCTAAAAAGCCCCGGAAATTGACACTTATTCTCTTGAAATAAGTGTCAATTTCCGGGGCGG Hs.338207 12010 -1.5802 -0.345625 0.21050638 0.127899421
FRK NM_002031_bp1059_R AGCTAAAAAGGGGAAACCATGCTTAAAGATTCTCTTGAAATCTTTAAGCATGGTTTCCCCGG Hs.89426 134 -0.171533333 0.61399767 0.598808019 -0.3286375 0.28918657 0.125524718
FRK NM_002031_bp1059_R AGCTAAAAAGGGGAAACCATGCTTAAAGATTCTCTTGAAATCTTTAAGCATGGTTTCCCCGG Hs.89426 5510 -0.146266667 0.55731661 0.63103085 -0.1986625 0.22674524 0.272123127
FRK NM_002031_bp1059_R AGCTAAAAAGGGGAAACCATGCTTAAAGATTCTCTTGAAATCTTTAAGCATGGTTTCCCCGG Hs.89426 10886 0.07435 0.52604759 0.770140158 -0.1369375 0.29090283 0.474018471
FRK NM_002031_bp578_R AGCTAAAAAGCCACTACTTTGTGGCTTTGTTCTCTTGAAACAAAGCCACAAAGTAGTGGCGG Hs.89426 1651 -2.3626 -4.0451
FRK NM_002031_bp578_R AGCTAAAAAGCCACTACTTTGTGGCTTTGTTCTCTTGAAACAAAGCCACAAAGTAGTGGCGG Hs.89426 7027 -2.5151 -3.8947
FRK NM_002031_bp578_R AGCTAAAAAGCCACTACTTTGTGGCTTTGTTCTCTTGAAACAAAGCCACAAAGTAGTGGCGG Hs.89426 12403 -2.4458 -3.8823
FRK NM_002031_bp789_R AGCTAAAAAGCCGTGGTTCTTTGGAGCAATTCTCTTGAAATTGCTCCAAAGAACCACGGCGG Hs.89426 1653 -0.2175 0.65449804 0.584078152
FRK NM_002031_bp789_R AGCTAAAAAGCCGTGGTTCTTTGGAGCAATTCTCTTGAAATTGCTCCAAAGAACCACGGCGG Hs.89426 7029 -0.375633333 0.46875215 0.212446976
FRK NM_002031_bp789_R AGCTAAAAAGCCGTGGTTCTTTGGAGCAATTCTCTTGAAATTGCTCCAAAGAACCACGGCGG Hs.89426 12405 -0.406333333 0.53720619 0.213648289
FSCN1 NM_003088_bp1104_R AGCTAAAAAGAATGCCAGCTGCTACTTTGATCTCTTGAATCAAAGTAGCAGCTGGCATTCGG Hs.118400 3432 0.623433333 0.32046507 0.042093826 0.077875 0.60641336 0.789265402
FSCN1 NM_003088_bp1104_R AGCTAAAAAGAATGCCAGCTGCTACTTTGATCTCTTGAATCAAAGTAGCAGCTGGCATTCGG Hs.118400 8808 0.742766667 0.5436829 0.055108415 0.4978 1.01598103 0.258505841
FSCN1 NM_003088_bp1104_R AGCTAAAAAGAATGCCAGCTGCTACTTTGATCTCTTGAATCAAAGTAGCAGCTGGCATTCGG Hs.118400 14184 0.682466667 0.3787637 0.039646684 -0.043625 0.43326764 0.859201132
FSCN1 NM_003088_bp1157_R AGCTAAAAAGGGCGTCCAATGGCAAGTTTGTCTCTTGAACAAACTTGCCATTGGACGCCCGG Hs.118400 3099 0.56505 0.5888379 0.083239896 0.5581 0.80421717 0.145864803
FSCN1 NM_003088_bp1157_R AGCTAAAAAGGGCGTCCAATGGCAAGTTTGTCTCTTGAACAAACTTGCCATTGGACGCCCGG Hs.118400 8475 0.58345 0.6008728 0.079509581 0.604875 0.68675098 0.090425012
FSCN1 NM_003088_bp1157_R AGCTAAAAAGGGCGTCCAATGGCAAGTTTGTCTCTTGAACAAACTTGCCATTGGACGCCCGG Hs.118400 13851 0.47825 0.49861478 0.09425768 0.335225 0.61263878 0.276509093
FSCN1 NM_003088_bp1459_R AGCTAAAAAGTGGACTTCTTCTTCGAGTTCTCTCTTGAAGAACTCGAAGAAGAAGTCCACGG Hs.118400 3097 -1.33475 0.36719503 0.000935483 -0.54955 0.88380158 0.175652644
FSCN1 NM_003088_bp1459_R AGCTAAAAAGTGGACTTCTTCTTCGAGTTCTCTCTTGAAGAACTCGAAGAAGAAGTCCACGG Hs.118400 8473 -1.448325 0.37171372 0.000660893 -0.126225 1.22059699 0.794878401
FSCN1 NM_003088_bp1459_R AGCTAAAAAGTGGACTTCTTCTTCGAGTTCTCTCTTGAAGAACTCGAAGAAGAAGTCCACGG Hs.118400 13849 -1.4418 0.26389711 0.00031758 -0.658 0.88392569 0.115567469
FSTL5 NM_020116_bp2545_R AGCTAAAAAGCCACTACCTTGTCAGCATTATCTCTTGAATAATGCTGACAAGGTAGTGGCGG Hs.32452 5153 1.9113875 0.32904445 0.000130569 -0.2663625 0.7624647 0.468925813
FSTL5 NM_020116_bp2545_R AGCTAAAAAGCCACTACCTTGTCAGCATTATCTCTTGAATAATGCTGACAAGGTAGTGGCGG Hs.32452 10529 1.8179625 0.43085147 0.000341408 -0.0985625 0.66510579 0.757767704
FSTL5 NM_020116_bp2545_R AGCTAAAAAGCCACTACCTTGTCAGCATTATCTCTTGAATAATGCTGACAAGGTAGTGGCGG Hs.32452 15905 2.0188875 0.61406045 0.000670759 -0.1513375 0.72263218 0.660311851
FSTL5 NM_020116_bp2901_R AGCTAAAAAGATGGACGACTCAATAAATTATCTCTTGAATAATTTATTGAGTCGTCCATCGG Hs.32452 5151 -0.3932125 0.56995354 0.184291575 -0.1927125 0.53022421 0.4826771
FSTL5 NM_020116_bp2901_R AGCTAAAAAGATGGACGACTCAATAAATTATCTCTTGAATAATTTATTGAGTCGTCCATCGG Hs.32452 10527 -0.4007625 0.58342606 0.183730729 -0.0051125 0.08187723 0.971051391
FSTL5 NM_020116_bp2901_R AGCTAAAAAGATGGACGACTCAATAAATTATCTCTTGAATAATTTATTGAGTCGTCCATCGG Hs.32452 15903 0.5998625 1.35607339 0.317089168 -0.850166667 0.97126112 0.146171592
FSTL5 NM_020116_bp2926_R AGCTAAAAAGTGAGATCACTGAAGTTGAAATCTCTTGAATTTCAACTTCAGTGATCTCACGG Hs.32452 5155 0.1802625 0.15767779 0.262859349 -0.6958625 0.82812122 0.118975927
FSTL5 NM_020116_bp2926_R AGCTAAAAAGTGAGATCACTGAAGTTGAAATCTCTTGAATTTCAACTTCAGTGATCTCACGG Hs.32452 10531 0.1097625 0.21668505 0.508036094 -0.4250875 0.30975232 0.071112673
FSTL5 NM_020116_bp2926_R AGCTAAAAAGTGAGATCACTGAAGTTGAAATCTCTTGAATTTCAACTTCAGTGATCTCACGG Hs.32452 15907 1.6008375 1.42140007 0.036322937 -0.3281125 1.35743732 0.591888298
FUBP1 NM_003902_bp1637_R AGCTAAAAAGGCTGCTTATTACGCTCACTATCTCTTGAATAGTGAGCGTAATAAGCAGCCGG Hs.567380 3203 0.500466667 0.3057549 0.073855568 0.9401125 0.92123711 0.043504526 0.578725 0.77531448 0.232300343 0.491725 0.62172958 0.211841543
FUBP1 NM_003902_bp1637_R AGCTAAAAAGGCTGCTTATTACGCTCACTATCTCTTGAATAGTGAGCGTAATAAGCAGCCGG Hs.567380 8579 0.541225 0.88316618 0.198228993 0.2655375 0.23424508 0.22781148 0.701175 0.84017407 0.193686136 0.518575 0.68198566 0.225654803
FUBP1 NM_003902_bp1637_R AGCTAAAAAGGCTGCTTATTACGCTCACTATCTCTTGAATAGTGAGCGTAATAAGCAGCCGG Hs.567380 13955 0.00085 0.8228167 0.998120736 0.840633333 0.63498528 0.047472202 0.652225 0.80584586 0.203938379 0.524375 0.66469481 0.212718884
FUBP1 NM_003902_bp1871_R AGCTAAAAAGGCTGAGTATTATAGACAACATCTCTTGAATGTTGTCTATAATACTCAGCCGG Hs.567380 3205 0.040225 0.25071868 0.813331234 1.4743875 0.61613863 0.001854092 0.985125 0.20475785 0.002382293 2.259166667 0.49316956 0.015515814
FUBP1 NM_003902_bp1871_R AGCTAAAAAGGCTGAGTATTATAGACAACATCTCTTGAATGTTGTCTATAATACTCAGCCGG Hs.567380 8581 0.228175 0.19144916 0.425760029 1.2539625 0.59330811 0.003731918 0.9496 0.28374429 0.006802964 1.9647 0.56625111 0.127988495
FUBP1 NM_003902_bp1871_R AGCTAAAAAGGCTGAGTATTATAGACAACATCTCTTGAATGTTGTCTATAATACTCAGCCGG Hs.567380 13957 0.129575 0.29175561 0.48416271 1.1773125 0.53193265 0.003797464 0.88445 0.34263081 0.014095622 2.2233 0.47808538 0.015065788
FUBP1 NM_003902_bp831_R AGCTAAAAAGGGTCAAGAATAGGAGGAAATTCTCTTGAAATTTCCTCCTATTCTTGACCCGG Hs.567380 3201 0.902625 0.96220617 0.07035188 -0.5542125 0.24972394 0.032084763 0.239375 0.09960754 0.017146173 0.29965 0.2145741 0.068249894
FUBP1 NM_003902_bp831_R AGCTAAAAAGGGTCAAGAATAGGAGGAAATTCTCTTGAAATTTCCTCCTATTCTTGACCCGG Hs.567380 8577 0.502575 0.20072809 0.020633529 -0.5155875 0.31554513 0.050008881 0.2731 0.1541129 0.038249972 0.3418 0.24759794 0.070097904
FUBP1 NM_003902_bp831_R AGCTAAAAAGGGTCAAGAATAGGAGGAAATTCTCTTGAAATTTCCTCCTATTCTTGACCCGG Hs.567380 13953 0.516325 0.13203256 0.013725819 -0.5168375 0.27265859 0.043897928 0.24755 0.11395372 0.022510552 0.43955 0.20757181 0.024093754
FUBP3 XM_376917_bp163_R AGCTAAAAAGTCCGGCAGATTGCTGCTAAATCTCTTGAATTTAGCAGCAATCTGCCGGACGG Hs.98751 4955 -0.3432625 0.31257506 0.11000579 -0.6652625 0.07791345 0.005460212 0.524375 0.34456594 0.055704948 0.89595 0.14250204 0.001084407
FUBP3 XM_376917_bp163_R AGCTAAAAAGTCCGGCAGATTGCTGCTAAATCTCTTGAATTTAGCAGCAATCTGCCGGACGG Hs.98751 10331 -0.3579125 0.26919834 0.083445549 -0.5020375 0.49832824 0.097884586 0.452725 0.42769092 0.124528625 0.886975 0.12241368 0.000712428
FUBP3 XM_376917_bp163_R AGCTAAAAAGTCCGGCAGATTGCTGCTAAATCTCTTGAATTTAGCAGCAATCTGCCGGACGG Hs.98751 15707 -0.1746125 0.20826661 0.303467089 -0.4407125 0.43079826 0.105684661 0.49725 0.54593881 0.166049767 0.9882 0.18988918 0.001892778
FUBP3 XM_376917_bp844_R AGCTAAAAAGGAGGCAGTATAGAGGTATCTTCTCTTGAAAGATACCTCTATACTGCCTCCGG Hs.98751 4959 1.7758125 1.10581064 0.010514337 0.5886375 1.41324735 0.370007581 0.804833333 0.55380694 0.128175886 0.959175 0.2243004 0.003358967
FUBP3 XM_376917_bp844_R AGCTAAAAAGGAGGCAGTATAGAGGTATCTTCTCTTGAAAGATACCTCTATACTGCCTCCGG Hs.98751 10335 1.6397125 1.052616 0.012058519 0.7368875 1.02576043 0.160029921 0.7253 0.49426352 0.126160038 0.948625 0.30604854 0.008456879
FUBP3 XM_376917_bp844_R AGCTAAAAAGGAGGCAGTATAGAGGTATCTTCTCTTGAAAGATACCTCTATACTGCCTCCGG Hs.98751 15711 1.7285375 0.97908621 0.007512394 0.7934375 1.12815888 0.164597632 0.628433333 0.63743675 0.229835774 0.95015 0.12436979 0.000608825
FUBP3 XM_376917_bp937_R AGCTAAAAAGGTGTGAGGATTCAGTTTAAATCTCTTGAATTTAAACTGAATCCTCACACCGG Hs.98751 4957 0.2528375 0.09853256 0.119407792 -1.0063125 0.3676378 0.005138315 0.17715 0.51038739 0.537496434 0.4864 0.47339185 0.132133606
FUBP3 XM_376917_bp937_R AGCTAAAAAGGTGTGAGGATTCAGTTTAAATCTCTTGAATTTAAACTGAATCCTCACACCGG Hs.98751 10333 -0.0926125 0.02055766 0.506635116 -1.1547375 0.29811988 0.001893802 0.1393 0.56484454 0.655695322 0.565825 0.50357794 0.110221563
FUBP3 XM_376917_bp937_R AGCTAAAAAGGTGTGAGGATTCAGTTTAAATCTCTTGAATTTAAACTGAATCCTCACACCGG Hs.98751 15709 -0.0184875 0.28057511 0.917038861 -1.1035375 0.34198083 0.003027522 0.083925 0.36465969 0.6766188 0.623 0.5183277 0.095540279
FXYD5 NM_014164_bp203_R AGCTAAAAAGGACAGACGTTGAAAGATACCTCTCTTGAAGGTATCTTTCAACGTCTGTCCGG Hs.333418 2298 5.1742625 1.08787503 7.87E-05 -0.13236667 1.13370087 0.800201956
FXYD5 NM_014164_bp203_R AGCTAAAAAGGACAGACGTTGAAAGATACCTCTCTTGAAGGTATCTTTCAACGTCTGTCCGG Hs.333418 7674 4.3997875 1.48539891 0.000690372 -0.1448 1.07973492 0.773088826
FXYD5 NM_014164_bp203_R AGCTAAAAAGGACAGACGTTGAAAGATACCTCTCTTGAAGGTATCTTTCAACGTCTGTCCGG Hs.333418 13050 4.4044375 1.55246283 0.000835556 -0.10145 0.8041357 0.780573388
FXYD5 NM_014164_bp276_R AGCTAAAAAGAGCCCCAGATGCAGTCTACATCTCTTGAATGTAGACTGCATCTGGGGCTCGG Hs.333418 1256 0.7147375 0.55829981 0.043573923 0.43725 0.77041122 0.219512512
FXYD5 NM_014164_bp276_R AGCTAAAAAGAGCCCCAGATGCAGTCTACATCTCTTGAATGTAGACTGCATCTGGGGCTCGG Hs.333418 6632 0.7214875 0.6242694 0.055037479 0.477125 0.83811593 0.208814965
FXYD5 NM_014164_bp276_R AGCTAAAAAGAGCCCCAGATGCAGTCTACATCTCTTGAATGTAGACTGCATCTGGGGCTCGG Hs.333418 12008 0.6112625 0.49612599 0.056310668 0.369275 0.69349543 0.25992753
FXYD5 NM_014164_bp386_R AGCTAAAAAGATGGGCCTCTAGTGACAGATTCTCTTGAAATCTGTCACTAGAGGCCCATCGG Hs.333418 1255 3.1340125 1.09729729 0.000926878 1.389275 0.61520288 0.002512877
FXYD5 NM_014164_bp386_R AGCTAAAAAGATGGGCCTCTAGTGACAGATTCTCTTGAAATCTGTCACTAGAGGCCCATCGG Hs.333418 6631 3.1180375 1.0749237 0.000870417 1.355775 0.74689809 0.005163485
FXYD5 NM_014164_bp386_R AGCTAAAAAGATGGGCCTCTAGTGACAGATTCTCTTGAAATCTGTCACTAGAGGCCCATCGG Hs.333418 12007 3.0845375 1.12411507 0.001104702 1.3616 0.75911326 0.005320084
FYN NM_002037_bp1168_R AGCTAAAAAGGAGACCATGTCAAACATTATTCTCTTGAAATAATGTTTGACATGGTCTCCGG 7031
FYN NM_002037_bp1813_R AGCTAAAAAGCCCGATTGATAGAAGACAATTCTCTTGAAATTGTCTTCTATCAATCGGGCGG Hs.390567 135 -0.514033333 0.87491147 0.261349148 -0.1856875 0.3776244 0.402581248
FYN NM_002037_bp1813_R AGCTAAAAAGCCCGATTGATAGAAGACAATTCTCTTGAAATTGTCTTCTATCAATCGGGCGG Hs.390567 5511 -0.5466 0.89084506 0.242795676 -0.5029375 0.60928378 0.139196582
FYN NM_002037_bp1813_R AGCTAAAAAGCCCGATTGATAGAAGACAATTCTCTTGAAATTGTCTTCTATCAATCGGGCGG Hs.390567 10887 -0.537 0.71242899 0.183742387 -0.3906875 0.5688687 0.207745536
FYN NM_002037_bp1896_R AGCTAAAAAGTACGGGAGGTTCACAATCAATCTCTTGAATTGATTGTGAACCTCCCGTACGG 1681
FYN NM_002037_bp1896_R AGCTAAAAAGTACGGGAGGTTCACAATCAATCTCTTGAATTGATTGTGAACCTCCCGTACGG 7057
FYN NM_002037_bp1896_R AGCTAAAAAGTACGGGAGGTTCACAATCAATCTCTTGAATTGATTGTGAACCTCCCGTACGG 12433
GAB1 NM_002039_bp1123_R AGCTAAAAAGAGGCATGTATCTATTAGTTATCTCTTGAATAACTAATAGATACATGCCTCGG Hs.80720 1253 -0.1509125 0.21591489 0.276436028 0.2404 0.37206983 0.316762866
GAB1 NM_002039_bp1123_R AGCTAAAAAGAGGCATGTATCTATTAGTTATCTCTTGAATAACTAATAGATACATGCCTCGG Hs.80720 6629 -0.1623875 0.2222506 0.255533098 0.2209 0.37671092 0.355936267
GAB1 NM_002039_bp1123_R AGCTAAAAAGAGGCATGTATCTATTAGTTATCTCTTGAATAACTAATAGATACATGCCTCGG Hs.80720 12005 -0.1791625 0.22493182 0.224363457 0.2201 0.40709038 0.370199032
GAB1 NM_002039_bp1359_R AGCTAAAAAGGATGTCGCCTTCACGTAGTATCTCTTGAATACTACGTGAAGGCGACATCCGG Hs.80720 1254 -0.086216667 0.09351573 0.50593888 -0.384 0.12376211 0.08521712
GAB1 NM_002039_bp1359_R AGCTAAAAAGGATGTCGCCTTCACGTAGTATCTCTTGAATACTACGTGAAGGCGACATCCGG Hs.80720 6630 -0.27915 0.12475914 0.142011521 -0.3135 0.20773324 0.161337154
GAB1 NM_002039_bp1359_R AGCTAAAAAGGATGTCGCCTTCACGTAGTATCTCTTGAATACTACGTGAAGGCGACATCCGG Hs.80720 12006 -0.055416667 0.1255566 0.61906236 -0.323275 0.157208 0.140205667
GAB1 NM_002039_bp1813_R AGCTAAAAAGCCAGCGCCTTTAGAAATAAATCTCTTGAATTTATTTCTAAAGGCGCTGGCGG Hs.80720 1252 -0.4028875 0.18493631 0.030564703 0.1109 0.1176155 0.558049499
GAB1 NM_002039_bp1813_R AGCTAAAAAGCCAGCGCCTTTAGAAATAAATCTCTTGAATTTATTTCTAAAGGCGCTGGCGG Hs.80720 6628 -0.3548125 0.32290369 0.080606052 0.062325 0.0955636 0.730471039
GAB1 NM_002039_bp1813_R AGCTAAAAAGCCAGCGCCTTTAGAAATAAATCTCTTGAATTTATTTCTAAAGGCGCTGGCGG Hs.80720 12004 -0.4603875 0.17907157 0.019188173 0.07225 0.11591884 0.694784888
GADD45B NM_015675_bp226_R AGCTAAAAAGTCGGCCAAGTTGATGAATGTTCTCTTGAAACATTCATCAACTTGGCCGACGG Hs.110571 877 1.6951125 0.50710118 0.00078598 -0.5365875 0.72702865 0.135872596
GADD45B NM_015675_bp226_R AGCTAAAAAGTCGGCCAAGTTGATGAATGTTCTCTTGAAACATTCATCAACTTGGCCGACGG Hs.110571 6253 1.7074875 0.52902278 0.00087263 -0.5393375 0.74938938 0.140883628
GADD45B NM_015675_bp226_R AGCTAAAAAGTCGGCCAAGTTGATGAATGTTCTCTTGAAACATTCATCAACTTGGCCGACGG Hs.110571 11629 1.7102875 0.54452208 0.000953293 -0.6035375 0.77677504 0.113525865
GADD45B NM_015675_bp337_R AGCTAAAAAGTCCTTCTGCTGTGACAACGATCTCTTGAATCGTTGTCACAGCAGAAGGACGG Hs.110571 2226 1.1234125 0.59198431 0.007861 0.0859375 0.25807614 0.684634994
GADD45B NM_015675_bp337_R AGCTAAAAAGTCCTTCTGCTGTGACAACGATCTCTTGAATCGTTGTCACAGCAGAAGGACGG Hs.110571 7602 1.1052125 0.63219089 0.010295009 0.0524625 0.24707151 0.801675492
GADD45B NM_015675_bp337_R AGCTAAAAAGTCCTTCTGCTGTGACAACGATCTCTTGAATCGTTGTCACAGCAGAAGGACGG Hs.110571 12978 1.1335875 0.64772435 0.010040464 0.0694125 0.2886524 0.748269998
GADD45B NM_015675_bp557_R AGCTAAAAAGTCCCCTACATCTCTCTTCAGTCTCTTGAACTGAAGAGAGATGTAGGGGACGG Hs.110571 878 -0.8749125 0.31994761 0.004480985 -0.7117125 0.61288866 0.043710945
GADD45B NM_015675_bp557_R AGCTAAAAAGTCCCCTACATCTCTCTTCAGTCTCTTGAACTGAAGAGAGATGTAGGGGACGG Hs.110571 6254 -0.8908625 0.33042291 0.004435092 -0.7471125 0.62772707 0.038763779
GADD45B NM_015675_bp557_R AGCTAAAAAGTCCCCTACATCTCTCTTCAGTCTCTTGAACTGAAGAGAGATGTAGGGGACGG Hs.110571 11630 -0.9202375 0.3404393 0.004115673 -0.7388375 0.59304267 0.035813825
GADD45G CR613579_bp492_R AGCTAAAAAGCCAAAGTCTTGAACGTGTAATCTCTTGAATTACACGTTCAAGACTTTGGCGG Hs.9701 4705 -0.098833333 0.20689798 0.62495593 -0.433675 0.57178208 0.171422355 -0.4879 0.37739312 0.124379924
GADD45G CR613579_bp492_R AGCTAAAAAGCCAAAGTCTTGAACGTGTAATCTCTTGAATTACACGTTCAAGACTTTGGCGG Hs.9701 10081 -0.301725 0.36510914 0.175686514 -0.58295 0.0847821 0.117510589 -0.55696667 0.68175732 0.156897857
GADD45G CR613579_bp492_R AGCTAAAAAGCCAAAGTCTTGAACGTGTAATCTCTTGAATTACACGTTCAAGACTTTGGCGG Hs.9701 15457 0.5551 0.15103801 0.106735674 -0.7055 0.51830927 0.11993317
GADD45G CR613579_bp56_R AGCTAAAAAGCTCTCCGCTTGTGGATAACTTCTCTTGAAAGTTATCCACAAGCGGAGAGCGG Hs.9701 4707 -0.224375 0.77967099 0.524313305 -0.480075 0.97725596 0.309568829 0.091333333 0.52967546 0.771033004
GADD45G CR613579_bp56_R AGCTAAAAAGCTCTCCGCTTGTGGATAACTTCTCTTGAAAGTTATCCACAAGCGGAGAGCGG Hs.9701 10083 -0.34245 0.53501607 0.219214085 0.31415 0.55306533 0.286775441 0.276766667 0.68852551 0.448809702
GADD45G CR613579_bp56_R AGCTAAAAAGCTCTCCGCTTGTGGATAACTTCTCTTGAAAGTTATCCACAAGCGGAGAGCGG Hs.9701 15459 -0.82655 0.672105 0.105702195 0.319625 0.72034636 0.370169047 0.0123 0.34160602 0.963925921
GADD45G CR613579_bp842_R AGCTAAAAAGCATCCTCATTTCGGTGAGTATCTCTTGAATACTCACCGAAATGAGGATGCGG Hs.9701 4709 -0.870375 0.48031952 0.011980352 0.046125 0.88044907 0.909091553 -0.15773333 0.48899098 0.60738957
GADD45G CR613579_bp842_R AGCTAAAAAGCATCCTCATTTCGGTGAGTATCTCTTGAATACTCACCGAAATGAGGATGCGG Hs.9701 10085 -0.890325 0.43259187 0.008343764 0.621925 0.50195642 0.055459619 -0.3673 0.58855118 0.290770996
GADD45G CR613579_bp842_R AGCTAAAAAGCATCCTCATTTCGGTGAGTATCTCTTGAATACTCACCGAAATGAGGATGCGG Hs.9701 15461 -0.72925 0.3852131 0.013965999 0.2414 0.27990352 0.226472522 -0.4222 0.17099968 0.132374746
GAK NM_005255_bp1851_R AGCTAAAAAGATGCGGGACTTTAAGATTGATCTCTTGAATCAATCTTAAAGTCCCGCATCGG Hs.369607 1625 1.599625 1.89229569 0.083777801 0.420966667 2.11768542 0.680516772
GAK NM_005255_bp1851_R AGCTAAAAAGATGCGGGACTTTAAGATTGATCTCTTGAATCAATCTTAAAGTCCCGCATCGG Hs.369607 7001 3.6994 6.07196997 0.176294426 -0.399933333 4.67637349 0.856011659
GAK NM_005255_bp1851_R AGCTAAAAAGATGCGGGACTTTAAGATTGATCTCTTGAATCAATCTTAAAGTCCCGCATCGG Hs.369607 12377 1.867475 4.50169512 0.333438809 -0.305133333 4.34719095 0.881574377
GAK NM_005255_bp188_R AGCTAAAAAGCAGAGAGTATGCATTAAAGATCTCTTGAATCTTTAATGCATACTCTCTGCGG Hs.369607 1627 -0.482425 0.66383421 0.153923467 -0.181733333 1.85102863 0.838001575
GAK NM_005255_bp188_R AGCTAAAAAGCAGAGAGTATGCATTAAAGATCTCTTGAATCTTTAATGCATACTCTCTGCGG Hs.369607 7003 0.012725 1.14275279 0.979016917 -0.384033333 1.52985611 0.610933051
GAK NM_005255_bp188_R AGCTAAAAAGCAGAGAGTATGCATTAAAGATCTCTTGAATCTTTAATGCATACTCTCTGCGG Hs.369607 12379 -1.2117 1.51680413 0.09951445 -0.4487 1.63810234 0.578859972
GAK NM_005255_bp797_R AGCTAAAAAGAGCGAAACTTCGAATAGTCATCTCTTGAATGACTATTCGAAGTTTCGCTCGG Hs.369607 1629 0.6603 1.94452821 0.426239668 1.285566667 5.26861381 0.61094491
GAK NM_005255_bp797_R AGCTAAAAAGAGCGAAACTTCGAATAGTCATCTCTTGAATGACTATTCGAAGTTTCGCTCGG Hs.369607 7005 1.252225 2.51369945 0.257508949 1.198266667 6.33107773 0.690521297
GAK NM_005255_bp797_R AGCTAAAAAGAGCGAAACTTCGAATAGTCATCTCTTGAATGACTATTCGAAGTTTCGCTCGG Hs.369607 12381 1.3411 1.07807469 0.027587011 0.820533333 6.55712211 0.790893257



GATS NM_178831_bp2072_R AGCTAAAAAGGAGAAGGGTTTGAGAAGAACTCTCTTGAAGTTCTTCTCAAACCCTTCTCCGG Hs.556063 3522 1.033625 0.4893453 0.006293565 1.7270625 0.59444367 0.000724533
GATS NM_178831_bp2072_R AGCTAAAAAGGAGAAGGGTTTGAGAAGAACTCTCTTGAAGTTCTTCTCAAACCCTTCTCCGG Hs.556063 8898 0.3875 0.40203236 0.113293029 1.1647625 0.3725473 0.001865334
GATS NM_178831_bp2072_R AGCTAAAAAGGAGAAGGGTTTGAGAAGAACTCTCTTGAAGTTCTTCTCAAACCCTTCTCCGG Hs.556063 14274 0.675725 0.1667917 0.005410613 1.1839125 0.36417623 0.001648871
GATS NM_178831_bp2382_R AGCTAAAAAGCCAAGCAGATGCATACATTATCTCTTGAATAATGTATGCATCTGCTTGGCGG Hs.556063 8896 1.863925 0.09389111 3.41E-05 -0.0976125 0.41576194 0.688180485
GATS NM_178831_bp2382_R AGCTAAAAAGCCAAGCAGATGCATACATTATCTCTTGAATAATGTATGCATCTGCTTGGCGG Hs.556063 3520 1.968025 0.15954208 3.59E-05 -0.051525 0.25070471 0.880839567
GATS NM_178831_bp2382_R AGCTAAAAAGCCAAGCAGATGCATACATTATCTCTTGAATAATGTATGCATCTGCTTGGCGG Hs.556063 14272 1.99075 0.08561194 2.40E-05 -0.32718333 0.42635359 0.286564995
GATS NM_178831_bp3134_R AGCTAAAAAGCGCTCAGCCTATGGGTTTAATCTCTTGAATTAAACCCATAGGCTGAGCGCGG Hs.556063 3524 0.484475 1.30683895 0.395497467 -0.4015375 0.27947635 0.097328966
GATS NM_178831_bp3134_R AGCTAAAAAGCGCTCAGCCTATGGGTTTAATCTCTTGAATTAAACCCATAGGCTGAGCGCGG Hs.556063 8900 0.31625 0.86968324 0.420135335 -0.3493125 0.16625982 0.113933372
GATS NM_178831_bp3134_R AGCTAAAAAGCGCTCAGCCTATGGGTTTAATCTCTTGAATTAAACCCATAGGCTGAGCGCGG Hs.556063 14276 0.07075 0.43819154 0.753373878 -0.4080375 0.36615283 0.114034816
GBP4 NM_052941_bp212_R AGCTAAAAAGTGGCCATTGTAGGGCTATACTCTCTTGAAGTATAGCCCTACAATGGCCACGG Hs.409925 3757 -0.4907 0.39504076 0.05766098 -0.0352875 0.93490134 0.927914997
GBP4 NM_052941_bp212_R AGCTAAAAAGTGGCCATTGTAGGGCTATACTCTCTTGAAGTATAGCCCTACAATGGCCACGG Hs.409925 9133 -0.36975 0.32532489 0.095535942 -0.0451875 0.86730925 0.902453602
GBP4 NM_052941_bp212_R AGCTAAAAAGTGGCCATTGTAGGGCTATACTCTCTTGAAGTATAGCCCTACAATGGCCACGG Hs.409925 14509 -0.369375 0.33632284 0.099960246 -0.0739625 0.82739356 0.835707813
GBP4 NM_052941_bp511_R AGCTAAAAAGCAGCTGCACTATGTGACTGATCTCTTGAATCAGTCACATAGTGCAGCTGCGG Hs.409925 3759 0.670925 0.1689311 0.005635517 0.1474625 0.45073088 0.560773024
GBP4 NM_052941_bp511_R AGCTAAAAAGCAGCTGCACTATGTGACTGATCTCTTGAATCAGTCACATAGTGCAGCTGCGG Hs.409925 9135 0.51945 0.24311901 0.022619842 -0.1425125 0.50072073 0.59145008
GBP4 NM_052941_bp511_R AGCTAAAAAGCAGCTGCACTATGTGACTGATCTCTTGAATCAGTCACATAGTGCAGCTGCGG Hs.409925 14511 0.546525 0.19539255 0.014683955 -0.1125125 0.39561056 0.6381739
GBP4 NM_052941_bp968_R AGCTAAAAAGGGACTCTGGTGGTGACTTATTCTCTTGAAATAAGTCACCACCAGAGTCCCGG Hs.409925 3755 0.432933333 0.03289956 0.060719267 -0.1542 0.10352043 0.647549055
GBP4 NM_052941_bp968_R AGCTAAAAAGGGACTCTGGTGGTGACTTATTCTCTTGAAATAAGTCACCACCAGAGTCCCGG Hs.409925 9131 0.33955 0.27065773 0.096574703 -0.1789875 0.13696367 0.37365948
GBP4 NM_052941_bp968_R AGCTAAAAAGGGACTCTGGTGGTGACTTATTCTCTTGAAATAAGTCACCACCAGAGTCCCGG Hs.409925 14507 0.282025 0.27616648 0.15330069 -0.1393125 0.07052886 0.472288371
GCET2 AK125521_bp2229_R AGCTAAAAAGGGCTTTCTATTTAGCATACTTCTCTTGAAAGTATGCTAAATAGAAAGCCCGG Hs.49614 3913 -0.7475125 0.33623182 0.009512001 -0.075675 0.22175144 0.71290693
GCET2 AK125521_bp2229_R AGCTAAAAAGGGCTTTCTATTTAGCATACTTCTCTTGAAAGTATGCTAAATAGAAAGCCCGG Hs.49614 9289 -0.9607875 0.22789044 0.00164672 -0.135875 0.25134058 0.523071302
GCET2 AK125521_bp2229_R AGCTAAAAAGGGCTTTCTATTTAGCATACTTCTCTTGAAAGTATGCTAAATAGAAAGCCCGG Hs.49614 14665 -1.0044625 0.32300579 0.002508994 0.0159 0.2442932 0.939038425
GCET2 AK125521_bp2303_R AGCTAAAAAGCCACTAACTTTAATGTATCATCTCTTGAATGATACATTAAAGTTAGTGGCGG Hs.49614 3887 -0.2512125 0.30527091 0.210664143 -0.766025 0.15984343 0.006449142
GCET2 AK125521_bp2303_R AGCTAAAAAGCCACTAACTTTAATGTATCATCTCTTGAATGATACATTAAAGTTAGTGGCGG Hs.49614 9263 -0.0815625 0.27416975 0.646309387 -0.759 0.44989579 0.018971467
GCET2 AK125521_bp2303_R AGCTAAAAAGCCACTAACTTTAATGTATCATCTCTTGAATGATACATTAAAGTTAGTGGCGG Hs.49614 14639 -0.1014125 0.25792445 0.561756468 -0.583375 0.19684748 0.022870318
GCET2 AK125521_bp2405_R AGCTAAAAAGATGGCATAATTGTCTTATTATCTCTTGAATAATAAGACAATTATGCCATCGG Hs.49614 3885 -0.7790375 0.61357406 0.034339167 0.040425 0.59427385 0.888117896
GCET2 AK125521_bp2405_R AGCTAAAAAGATGGCATAATTGTCTTATTATCTCTTGAATAATAAGACAATTATGCCATCGG Hs.49614 9261 -0.7378875 0.72632993 0.062505018 0.2611 0.41468183 0.302029113
GCET2 AK125521_bp2405_R AGCTAAAAAGATGGCATAATTGTCTTATTATCTCTTGAATAATAAGACAATTATGCCATCGG Hs.49614 14637 -0.8309125 0.48313609 0.014560249 0.23015 0.29319146 0.309181039
GCK NM_000162_bp1059_R AGCTAAAAAGAGAGGGGACTTTGAAATGGATCTCTTGAATCCATTTCAAAGTCCCCTCTCGG Hs.1270 80 0.60895 0.5330878 0.153184264 -0.8510125 0.3186987 0.007303447
GCK NM_000162_bp1059_R AGCTAAAAAGAGAGGGGACTTTGAAATGGATCTCTTGAATCCATTTCAAAGTCCCCTCTCGG Hs.1270 5456 -0.21855 0.34245181 0.483104914 -0.6189375 0.85985792 0.165400707
GCK NM_000162_bp1059_R AGCTAAAAAGAGAGGGGACTTTGAAATGGATCTCTTGAATCCATTTCAAAGTCCCCTCTCGG Hs.1270 10832 -1.68375 1.1337043 0.047200887 -0.8265375 2.19199838 0.407048122
GCK NM_000162_bp1285_R AGCTAAAAAGACGAGTTCCTGCTGGAGTATTCTCTTGAAATACTCCAGCAGGAACTCGTCGG Hs.1270 81 -0.1963 0.43565 0.88060644 0.365848725
GCK NM_000162_bp1285_R AGCTAAAAAGACGAGTTCCTGCTGGAGTATTCTCTTGAAATACTCCAGCAGGAACTCGTCGG Hs.1270 5457 0.1244 0.482316667 0.98410388 0.362878634
GCK NM_000162_bp1285_R AGCTAAAAAGACGAGTTCCTGCTGGAGTATTCTCTTGAAATACTCCAGCAGGAACTCGTCGG Hs.1270 10833 0.015 0.559216667 0.97756378 0.298828056
GCK NM_000162_bp727_R AGCTAAAAAGGCACTAACTTCAGGGTGATGTCTCTTGAACATCACCCTGAAGTTAGTGCCGG Hs.1270 82 0.0316 -0.3889 0.97467599 0.503692867
GCK NM_000162_bp727_R AGCTAAAAAGGCACTAACTTCAGGGTGATGTCTCTTGAACATCACCCTGAAGTTAGTGCCGG Hs.1270 5458 0.2449 0.2075 1.33657172 0.752174643
GCK NM_000162_bp727_R AGCTAAAAAGGCACTAACTTCAGGGTGATGTCTCTTGAACATCACCCTGAAGTTAGTGCCGG Hs.1270 10834 0.2036 0.1073 1.10168435 0.84496479
GEMIN4 NM_015721_bp1040_R AGCTAAAAAGGGGACAAGTTACGACAGCTATCTCTTGAATAGCTGTCGTAACTTGTCCCCGG Hs.499620 1236 -0.6108625 0.25417121 0.010441547 -0.116375 0.45938347 0.655322565
GEMIN4 NM_015721_bp1040_R AGCTAAAAAGGGGACAAGTTACGACAGCTATCTCTTGAATAGCTGTCGTAACTTGTCCCCGG Hs.499620 6612 0.0762875 0.41231183 0.858389897 -0.03705 0.07604448 0.860943145
GEMIN4 NM_015721_bp1040_R AGCTAAAAAGGGGACAAGTTACGACAGCTATCTCTTGAATAGCTGTCGTAACTTGTCCCCGG Hs.499620 11988 0.1532375 0.53486432 0.655990423 0.01465 0.10294544 0.923196244
GEMIN4 NM_015721_bp2179_R AGCTAAAAAGGTGCCTCTCTTTGGATAGGATCTCTTGAATCCTATCCAAAGAGAGGCACCGG Hs.499620 1249 -1.019616667 0.76597711 0.040290794 -0.137325 0.23816442 0.524225017
GEMIN4 NM_015721_bp2179_R AGCTAAAAAGGTGCCTCTCTTTGGATAGGATCTCTTGAATCCTATCCAAAGAGAGGCACCGG Hs.499620 6625 -1.05015 0.50856905 0.014882331 -0.151125 0.27364024 0.495517507
GEMIN4 NM_015721_bp2179_R AGCTAAAAAGGTGCCTCTCTTTGGATAGGATCTCTTGAATCCTATCCAAAGAGAGGCACCGG Hs.499620 12001 -1.070816667 0.48728269 0.012808762 -0.1823 0.33372562 0.509370338
GEMIN4 NM_015721_bp447_R AGCTAAAAAGAGCGCTTTCTGGAACATGTGTCTCTTGAACACATGTTCCAGAAAGCGCTCGG Hs.499620 7672 1.3530625 0.51118425 0.002572764 0.20785 0.21443452 0.31655128
GEMIN4 NM_015721_bp447_R AGCTAAAAAGAGCGCTTTCTGGAACATGTGTCTCTTGAACACATGTTCCAGAAAGCGCTCGG Hs.499620 2296 1.1886375 0.49134976 0.004094923 -0.1875
GEMIN4 NM_015721_bp447_R AGCTAAAAAGAGCGCTTTCTGGAACATGTGTCTCTTGAACACATGTTCCAGAAAGCGCTCGG Hs.499620 13048 1.25695 0.36850469 0.005509636 -0.06555 0.35800816 0.880411551
GEMIN5 NM_015465_bp1513_R AGCTAAAAAGGGATTGTCTTACAGCATAATTCTCTTGAAATTATGCTGTAAGACAATCCCGG Hs.483921 1235 2.5405875 0.70642622 0.000406011 0.08555 0.59129718 0.753951361
GEMIN5 NM_015465_bp1513_R AGCTAAAAAGGGATTGTCTTACAGCATAATTCTCTTGAAATTATGCTGTAAGACAATCCCGG Hs.483921 6611 2.5063375 0.7018206 0.000422439 0.0513 0.62266965 0.850868571
GEMIN5 NM_015465_bp1513_R AGCTAAAAAGGGATTGTCTTACAGCATAATTCTCTTGAAATTATGCTGTAAGACAATCCCGG Hs.483921 11987 2.4738375 0.7246186 0.000509017 0.02615 0.58553249 0.915564863
GEMIN5 NM_015465_bp1581_R AGCTAAAAAGGACACCAATTCAATCAAATATCTCTTGAATATTTGATTGAATTGGTGTCCGG Hs.483921 1233 1.3841125 0.52811173 0.002501165 -0.5578 0.26570805 0.033523841
GEMIN5 NM_015465_bp1581_R AGCTAAAAAGGACACCAATTCAATCAAATATCTCTTGAATATTTGATTGAATTGGTGTCCGG Hs.483921 6609 0.7141875 0.48902233 0.031920323 -0.522025 0.11651304 0.030255651
GEMIN5 NM_015465_bp1581_R AGCTAAAAAGGACACCAATTCAATCAAATATCTCTTGAATATTTGATTGAATTGGTGTCCGG Hs.483921 11985 1.2066125 0.48984791 0.003703754 -0.5111 0.17651331 0.03629508
GEMIN5 NM_015465_bp3143_R AGCTAAAAAGGGCCACTTGTGCTTATGATGTCTCTTGAACATCATAAGCACAAGTGGCCCGG Hs.483921 1234 0.4105125 0.46422998 0.152487343 -0.373275 0.6155528 0.23846538
GEMIN5 NM_015465_bp3143_R AGCTAAAAAGGGCCACTTGTGCTTATGATGTCTCTTGAACATCATAAGCACAAGTGGCCCGG Hs.483921 6610 0.2881125 0.40542275 0.272505522 0.00765 0.41185319 0.962426883
GEMIN5 NM_015465_bp3143_R AGCTAAAAAGGGCCACTTGTGCTTATGATGTCTCTTGAACATCATAAGCACAAGTGGCCCGG Hs.483921 11986 1.1173625 0.80002592 0.023204927 -0.6658 0.66669249 0.066590158
GEMIN6 NM_024775_bp190_R AGCTAAAAAGTGAGAAGAATGAGTATAAAGTCTCTTGAACTTTATACTCATTCTTCTCACGG Hs.143818 1232 1.6808875 0.37664082 0.00037911 0.1497 0.30655935 0.494700475
GEMIN6 NM_024775_bp190_R AGCTAAAAAGTGAGAAGAATGAGTATAAAGTCTCTTGAACTTTATACTCATTCTTCTCACGG Hs.143818 6608 1.5659375 0.24838484 0.000216808 0.068825 0.28937313 0.73868138
GEMIN6 NM_024775_bp190_R AGCTAAAAAGTGAGAAGAATGAGTATAAAGTCTCTTGAACTTTATACTCATTCTTCTCACGG Hs.143818 11984 1.6917375 0.33118565 0.000266806 0.128125 0.33038193 0.563015472
GEMIN6 NM_024775_bp377_R AGCTAAAAAGTCTGGAGACTGCAAAGCATATCTCTTGAATATGCTTTGCAGTCTCCAGACGG Hs.143818 2294 2.4070375 1.01070016 0.002179355 0.2659 0.15585765 0.199802058
GEMIN6 NM_024775_bp377_R AGCTAAAAAGTCTGGAGACTGCAAAGCATATCTCTTGAATATGCTTTGCAGTCTCCAGACGG Hs.143818 7670 2.4571625 0.72642745 0.000532055 0.2407 0.31921326 0.290082255
GEMIN6 NM_024775_bp377_R AGCTAAAAAGTCTGGAGACTGCAAAGCATATCTCTTGAATATGCTTTGCAGTCTCCAGACGG Hs.143818 13046 2.4261875 0.89559815 0.001292103 0.370825 0.1346599 0.089341262
GEMIN6 NM_024775_bp547_R AGCTAAAAAGCAGCAGCTCTAATGAGATTATCTCTTGAATAATCTCATTAGAGCTGCTGCGG Hs.143818 1231 -0.2238125 0.45873355 0.285343187 0.01285 0.2075039 0.934912453
GEMIN6 NM_024775_bp547_R AGCTAAAAAGCAGCAGCTCTAATGAGATTATCTCTTGAATAATCTCATTAGAGCTGCTGCGG Hs.143818 6607 -0.2320875 0.48510475 0.287969527 0.020125 0.27408849 0.911228399
GEMIN6 NM_024775_bp547_R AGCTAAAAAGCAGCAGCTCTAATGAGATTATCTCTTGAATAATCTCATTAGAGCTGCTGCGG Hs.143818 11983 -0.2454125 0.458391 0.25180098 0.0608 0.27605979 0.764432268
GJA1 NM_000165_bp351_R AGCTAAAAAGCAGTCTGCCTTTCGTTGTAATCTCTTGAATTACAACGAAAGGCAGACTGCGG Hs.74471 2292 0.2903625 1.66044159 0.714993505 -0.2113 0.40973898 0.398596126
GJA1 NM_000165_bp351_R AGCTAAAAAGCAGTCTGCCTTTCGTTGTAATCTCTTGAATTACAACGAAAGGCAGACTGCGG Hs.74471 7668 0.5057625 1.48641995 0.461985226 -0.07395 0.64084615 0.81543393
GJA1 NM_000165_bp351_R AGCTAAAAAGCAGTCTGCCTTTCGTTGTAATCTCTTGAATTACAACGAAAGGCAGACTGCGG Hs.74471 13044 0.2782875 1.52955347 0.706876272 0.00775 0.30059109 0.992040257
GJA1 NM_000165_bp717_R AGCTAAAAAGCTGATCCAGTGGTACATCTATCTCTTGAATAGATGTACCACTGGATCAGCGG Hs.74471 1230 -0.7686875 0.32654796 0.006672731 -0.050675 0.44181289 0.8510869
GJA1 NM_000165_bp717_R AGCTAAAAAGCTGATCCAGTGGTACATCTATCTCTTGAATAGATGTACCACTGGATCAGCGG Hs.74471 6606 -0.7562875 0.32649489 0.007113358 -0.037475 0.5092473 0.899470189
GJA1 NM_000165_bp717_R AGCTAAAAAGCTGATCCAGTGGTACATCTATCTCTTGAATAGATGTACCACTGGATCAGCGG Hs.74471 11982 -0.7517625 0.34442057 0.008119329 -0.093775 0.49635422 0.733585916
GJA1 NM_000165_bp864_R AGCTAAAAAGTCCCTGGCCTTGAATATCATTCTCTTGAAATGATATTCAAGGCCAGGGACGG Hs.74471 2290 -0.0595625 0.51629456 0.700405016 -1.111325 1.52053069 0.097282102
GJA1 NM_000165_bp864_R AGCTAAAAAGTCCCTGGCCTTGAATATCATTCTCTTGAAATGATATTCAAGGCCAGGGACGG Hs.74471 7666 -0.1163875 0.4841356 0.529343884 -1.085 1.43021965 0.089357253
GJA1 NM_000165_bp864_R AGCTAAAAAGTCCCTGGCCTTGAATATCATTCTCTTGAAATGATATTCAAGGCCAGGGACGG Hs.74471 13042 -0.0287875 0.37235154 0.745988765 -0.97185 1.59202073 0.150907243
GJB1 NM_000166_bp251_R AGCTAAAAAGTGTGTGGGGTGATGAGAAATTCTCTTGAAATTTCTCATCACCCCACACACGG Hs.333303 2288 1.4156625 0.56617608 0.002891768 0.97515 2.34045274 0.320945213
GJB1 NM_000166_bp251_R AGCTAAAAAGTGTGTGGGGTGATGAGAAATTCTCTTGAAATTTCTCATCACCCCACACACGG Hs.333303 7664 1.3918375 0.61646281 0.004111083 0.7574 2.21211285 0.406888998
GJB1 NM_000166_bp251_R AGCTAAAAAGTGTGTGGGGTGATGAGAAATTCTCTTGAAATTTCTCATCACCCCACACACGG Hs.333303 13040 1.3723125 0.49570446 0.002183174 1.0873 1.6660954 0.149104851
GJB1 NM_000166_bp562_R AGCTAAAAAGAGGCCGTCTTCATGTATGTCTCTCTTGAAGACATACATGAAGACGGCCTCGG Hs.333303 1229 0.2069375 0.85117692 0.653146124 -0.3237 0.27735456 0.169863134
GJB1 NM_000166_bp562_R AGCTAAAAAGAGGCCGTCTTCATGTATGTCTCTCTTGAAGACATACATGAAGACGGCCTCGG Hs.333303 6605 0.1599375 0.80271824 0.73165578 -0.3509 0.27760253 0.141783365
GJB1 NM_000166_bp562_R AGCTAAAAAGAGGCCGTCTTCATGTATGTCTCTCTTGAAGACATACATGAAGACGGCCTCGG Hs.333303 11981 0.2287875 0.88031996 0.622926114 -0.343625 0.28871107 0.151809271
GJB1 NM_000166_bp892_R AGCTAAAAAGATGGCTCCCTGAAAGACATATCTCTTGAATATGTCTTTCAGGGAGCCATCGG Hs.333303 1228 0.4903875 0.40188685 0.075160441 -0.077425 0.42212521 0.763941733
GJB1 NM_000166_bp892_R AGCTAAAAAGATGGCTCCCTGAAAGACATATCTCTTGAATATGTCTTTCAGGGAGCCATCGG Hs.333303 6604 0.5030625 0.38659368 0.065119447 -0.082525 0.38730888 0.740093758
GJB1 NM_000166_bp892_R AGCTAAAAAGATGGCTCCCTGAAAGACATATCTCTTGAATATGTCTTTCAGGGAGCCATCGG Hs.333303 11980 0.4841625 0.40256973 0.078362317 -0.124075 0.43248498 0.628692975
GJB2 NM_004004_bp321_R AGCTAAAAAGAACGTGTGCTACGATCACTATCTCTTGAATAGTGATCGTAGCACACGTTCGG Hs.591234 1227 -0.7995625 0.43937267 0.011076129 0.0934 0.51377476 0.713567984
GJB2 NM_004004_bp321_R AGCTAAAAAGAACGTGTGCTACGATCACTATCTCTTGAATAGTGATCGTAGCACACGTTCGG Hs.591234 6603 -0.8371625 0.42163294 0.008382553 0.06635 0.50395445 0.788542402
GJB2 NM_004004_bp321_R AGCTAAAAAGAACGTGTGCTACGATCACTATCTCTTGAATAGTGATCGTAGCACACGTTCGG Hs.591234 11979 -0.8094375 0.43291595 0.010184535 0.0428 0.49312885 0.856901738
GJB2 NM_004004_bp591_R AGCTAAAAAGTACGTCTTCTATGTCATGTATCTCTTGAATACATGACATAGAAGACGTACGG Hs.591234 1226 0.9639375 0.24398329 0.002185244 0.62185 0.25475872 0.020929033
GJB2 NM_004004_bp591_R AGCTAAAAAGTACGTCTTCTATGTCATGTATCTCTTGAATACATGACATAGAAGACGTACGG Hs.591234 6602 0.9223375 0.2723162 0.003207233 0.585025 0.33389147 0.034045105
GJB2 NM_004004_bp591_R AGCTAAAAAGTACGTCTTCTATGTCATGTATCTCTTGAATACATGACATAGAAGACGTACGG Hs.591234 11978 1.0041625 0.22774105 0.001627919 0.66655 0.33681701 0.021005532
GJB2 NM_004004_bp757_R AGCTAAAAAGTCACTGAATTGTGTTATTTGTCTCTTGAACAAATAACACAATTCAGTGACGG Hs.591234 2286 -0.5349625 0.3135696 0.023347497 -0.0241 0.45195828 0.935088446
GJB2 NM_004004_bp757_R AGCTAAAAAGTCACTGAATTGTGTTATTTGTCTCTTGAACAAATAACACAATTCAGTGACGG Hs.591234 7662 -0.1906625 0.3626845 0.286484567 0.2388 0.49860504 0.368794381
GJB2 NM_004004_bp757_R AGCTAAAAAGTCACTGAATTGTGTTATTTGTCTCTTGAACAAATAACACAATTCAGTGACGG Hs.591234 13038 -0.4497375 0.27713477 0.033901578 0.23755 0.38656029 0.321998886
GK001 NM_020198_bp1255_R AGCTAAAAAGACACTGTTGTTTACATTTAATCTCTTGAATTAAATGTAAACAACAGTGTCGG Hs.202011 608 -0.445225 0.14992137 0.025513862 -0.4207 0.3986702 0.105032473
GK001 NM_020198_bp1255_R AGCTAAAAAGACACTGTTGTTTACATTTAATCTCTTGAATTAAATGTAAACAACAGTGTCGG Hs.202011 5984 -0.3257 0.14811741 0.069371375 -0.15255 0.31394206 0.443932182
GK001 NM_020198_bp1255_R AGCTAAAAAGACACTGTTGTTTACATTTAATCTCTTGAATTAAATGTAAACAACAGTGTCGG Hs.202011 11360 -0.3421 0.13248225 0.057121019 -0.182875 0.30385297 0.35876182
GK001 NM_020198_bp582_R AGCTAAAAAGGGAGAGTTATTATCTAGAAATCTCTTGAATTTCTAGATAATAACTCTCCCGG Hs.202011 609 -0.131375 0.39258113 0.539077845 0.257275 0.2557635 0.188305458
GK001 NM_020198_bp582_R AGCTAAAAAGGGAGAGTTATTATCTAGAAATCTCTTGAATTTCTAGATAATAACTCTCCCGG Hs.202011 5985 0.105775 0.44302291 0.642973392 0.701425 0.23831241 0.009442383
GK001 NM_020198_bp582_R AGCTAAAAAGGGAGAGTTATTATCTAGAAATCTCTTGAATTTCTAGATAATAACTCTCCCGG Hs.202011 11361 0.187975 0.4645781 0.434415001 0.702075 0.14544416 0.005737873
GK001 NM_020198_bp709_R AGCTAAAAAGGAGAGCAACTTTACTTTAGTTCTCTTGAAACTAAAGTAAAGTTGCTCTCCGG Hs.202011 610 -0.7745 0.30066506 0.006629716 -0.028625 0.64545003 0.926489096
GK001 NM_020198_bp709_R AGCTAAAAAGGAGAGCAACTTTACTTTAGTTCTCTTGAAACTAAAGTAAAGTTGCTCTCCGG Hs.202011 5986 -0.63705 0.34417411 0.018484271 0.19415 0.63776597 0.536858578
GK001 NM_020198_bp709_R AGCTAAAAAGGAGAGCAACTTTACTTTAGTTCTCTTGAAACTAAAGTAAAGTTGCTCTCCGG Hs.202011 11362 -0.4363 0.49842711 0.118727274 0.2377 0.67356195 0.473129455
GLG1 NM_012201_bp1791_R AGCTAAAAAGGAGCTGTGTTCTCTTGTTTATCTCTTGAATAAACAAGAGAACACAGCTCCGG Hs.201712 2697 2.540675 0.7704569 0.000436384 -0.3295125 0.86157244 0.448335742
GLG1 NM_012201_bp1791_R AGCTAAAAAGGAGCTGTGTTCTCTTGTTTATCTCTTGAATAAACAAGAGAACACAGCTCCGG Hs.201712 8073 2.531575 0.81838278 0.000560023 -0.2868875 0.86043409 0.515355742
GLG1 NM_012201_bp1791_R AGCTAAAAAGGAGCTGTGTTCTCTTGTTTATCTCTTGAATAAACAAGAGAACACAGCTCCGG Hs.201712 13449 2.61925 0.81435134 0.000466819 -0.3446125 0.84200575 0.418625045
GLG1 NM_012201_bp3228_R AGCTAAAAAGCTTGTGCCCTGGACATTAAATCTCTTGAATTTAATGTCCAGGGCACAAGCGG Hs.201712 2695 -1.09745 0.24971854 0.001314438 -0.7705375 0.79552396 0.069732642
GLG1 NM_012201_bp3228_R AGCTAAAAAGCTTGTGCCCTGGACATTAAATCTCTTGAATTTAATGTCCAGGGCACAAGCGG Hs.201712 8071 -1.059425 0.17264645 0.001080593 -0.7760625 0.77671286 0.064740101
GLG1 NM_012201_bp3228_R AGCTAAAAAGCTTGTGCCCTGGACATTAAATCTCTTGAATTTAATGTCCAGGGCACAAGCGG Hs.201712 13447 -1.1173 0.24255298 0.00136013 -0.7672375 0.8493093 0.081357648
GLIS3 AK096318_bp1003_R AGCTAAAAAGGCATTACAGTGTATGATTTATCTCTTGAATAAATCATACACTGTAATGCCGG Hs.162125 4006 -0.110783333 0.55448773 0.71332372 0.6374 0.22880807 0.017507403
GLIS3 AK096318_bp1003_R AGCTAAAAAGGCATTACAGTGTATGATTTATCTCTTGAATAAATCATACACTGTAATGCCGG Hs.162125 9382 -0.2726 0.52000633 0.452702482 0.66905 0.33786834 0.02065722
GLIS3 AK096318_bp1003_R AGCTAAAAAGGCATTACAGTGTATGATTTATCTCTTGAATAAATCATACACTGTAATGCCGG Hs.162125 14758 -0.08035 0.86766676 0.847154379 0.5521 0.24767434 0.032352251
GLIS3 AK096318_bp2313_R AGCTAAAAAGCCGCCATTGTCTGATCATCTTCTCTTGAAAGATGATCAGACAATGGCGGCGG Hs.162125 4008 -0.0632 -0.491375 0.21403164 0.044876323
GLIS3 AK096318_bp2313_R AGCTAAAAAGCCGCCATTGTCTGATCATCTTCTCTTGAAAGATGATCAGACAATGGCGGCGG Hs.162125 9384 -0.3026 -0.18705 0.16200083 0.359827304
GLIS3 AK096318_bp2313_R AGCTAAAAAGCCGCCATTGTCTGATCATCTTCTCTTGAAAGATGATCAGACAATGGCGGCGG Hs.162125 14760 -0.2444 0.02743574 0.376415119 -0.539125 0.21969322 0.032740308
GLIS3 AK096318_bp2565_R AGCTAAAAAGGTACTATCATATTTCAAGTATCTCTTGAATACTTGAAATATGATAGTACCGG Hs.162125 4034 -0.4580125 0.60874133 0.148665178 -0.751875 0.87425245 0.078334247
GLIS3 AK096318_bp2565_R AGCTAAAAAGGTACTATCATATTTCAAGTATCTCTTGAATACTTGAAATATGATAGTACCGG Hs.162125 9410 0.2349125 0.43278294 0.317081019 -0.25105 1.14771752 0.589720884
GLIS3 AK096318_bp2565_R AGCTAAAAAGGTACTATCATATTTCAAGTATCTCTTGAATACTTGAAATATGATAGTACCGG Hs.162125 14786 0.6923375 0.6963732 0.068086837 -0.21035 0.98704041 0.609168585
GLMN NM_053274_bp1254_R AGCTAAAAAGCTTCAGCTGTATATTAACAATCTCTTGAATTGTTAATATACAGCTGAAGCGG Hs.49105 2490 -0.20745 0.08739448 0.306234019 -0.09788333 0.0761818 0.830912937
GLMN NM_053274_bp1254_R AGCTAAAAAGCTTCAGCTGTATATTAACAATCTCTTGAATTGTTAATATACAGCTGAAGCGG Hs.49105 7866 -0.297225 0.09142289 0.128000555 -0.3074625 0.32627833 0.26355867
GLMN NM_053274_bp1254_R AGCTAAAAAGCTTCAGCTGTATATTAACAATCTCTTGAATTGTTAATATACAGCTGAAGCGG Hs.49105 13242 -0.253275 0.10744863 0.205301958 -0.2495375 0.32540741 0.372249966
GLMN NM_053274_bp1577_R AGCTAAAAAGGACAGAACTTGGAAATATTGTCTCTTGAACAATATTTCCAAGTTCTGTCCGG Hs.49105 2492 2.799866667 0.4865645 0.000370847 1.6867375 0.6458529 0.000951244
GLMN NM_053274_bp1577_R AGCTAAAAAGGACAGAACTTGGAAATATTGTCTCTTGAACAATATTTCCAAGTTCTGTCCGG Hs.49105 7868 2.5046 0.41644069 0.000380899 1.7275625 0.49126675 0.000367015
GLMN NM_053274_bp1577_R AGCTAAAAAGGACAGAACTTGGAAATATTGTCTCTTGAACAATATTTCCAAGTTCTGTCCGG Hs.49105 13244 2.668033333 0.81882751 0.002076244 1.71325 0.64998727 0.002921144
GLMN NM_053274_bp1680_R AGCTAAAAAGGCCCAGAAATCTAAAGATCTTCTCTTGAAAGATCTTTAGATTTCTGGGCCGG Hs.49105 2488 0.547925 0.39724422 0.027246859 -0.4934375 0.53411221 0.131866351
GLMN NM_053274_bp1680_R AGCTAAAAAGGCCCAGAAATCTAAAGATCTTCTCTTGAAAGATCTTTAGATTTCTGGGCCGG Hs.49105 7864 0.534675 0.48220187 0.043224233 -0.27943333 0.37188133 0.406113657
GLMN NM_053274_bp1680_R AGCTAAAAAGGCCCAGAAATCTAAAGATCTTCTCTTGAAAGATCTTTAGATTTCTGGGCCGG Hs.49105 13240 0.510125 0.47162991 0.048192308 -0.4565625 0.45450784 0.13451597
GLRX AK125636_bp1799_R AGCTAAAAAGGAACACTCCTGGCCTATAAATCTCTTGAATTTATAGGCCAGGAGTGTTCCGG Hs.28988 3915 0.8970125 0.34108239 0.004609625 0.144625 0.34580193 0.529944681
GLRX AK125636_bp1799_R AGCTAAAAAGGAACACTCCTGGCCTATAAATCTCTTGAATTTATAGGCCAGGAGTGTTCCGG Hs.28988 9291 0.7834875 0.31760295 0.007015895 0.0405 0.35687872 0.859553905
GLRX AK125636_bp1799_R AGCTAAAAAGGAACACTCCTGGCCTATAAATCTCTTGAATTTATAGGCCAGGAGTGTTCCGG Hs.28988 14667 0.9203375 0.25658806 0.00239432 0.116125 0.34076398 0.610301806
GLRX AK125636_bp2395_R AGCTAAAAAGAGAGATGATTGTACTTAATATCTCTTGAATATTAAGTACAATCATCTCTCGG Hs.28988 3919 1.0775 3.1597 0.29296018 4.45E-06
GLRX AK125636_bp2395_R AGCTAAAAAGAGAGATGATTGTACTTAATATCTCTTGAATATTAAGTACAATCATCTCTCGG Hs.28988 9295 1.024866667 0.34329312 0.009174554 1.0418 0.77000206 0.018041172
GLRX AK125636_bp2395_R AGCTAAAAAGAGAGATGATTGTACTTAATATCTCTTGAATATTAAGTACAATCATCTCTCGG Hs.28988 14671 1.76805 0.44837641 0.009451933 2.151075 0.21249454 2.98E-05
GLRX AK125636_bp586_R AGCTAAAAAGGCAGGTTTGTGGAATAGTAATCTCTTGAATTACTATTCCACAAACCTGCCGG Hs.28988 3917 -0.7636625 0.19506128 0.003733849 -0.12035 0.15775782 0.546380746
GLRX AK125636_bp586_R AGCTAAAAAGGCAGGTTTGTGGAATAGTAATCTCTTGAATTACTATTCCACAAACCTGCCGG Hs.28988 9293 -0.8155875 0.11022799 0.001840372 -0.207025 0.17978519 0.319200073
GLRX AK125636_bp586_R AGCTAAAAAGGCAGGTTTGTGGAATAGTAATCTCTTGAATTACTATTCCACAAACCTGCCGG Hs.28988 14669 0.068166667 0.09129657 0.710432785 -0.052425 0.22346912 0.798427506
GLT1D1 BC043528_bp253_R AGCTAAAAAGAAGGATGCCTTTGACTTTGATCTCTTGAATCAAAGTCAAAGGCATCCTTCGG Hs.12381 4334 -0.05555 0.47641954 0.814850033 -0.12535 0.37327643 0.56070562 -0.22196667 0.74662818 0.556899917
GLT1D1 BC043528_bp253_R AGCTAAAAAGAAGGATGCCTTTGACTTTGATCTCTTGAATCAAAGTCAAAGGCATCCTTCGG Hs.12381 9710 0.2584 0.88927183 0.513132108 0.0872 0.68524275 0.789734985 -0.04203333 1.11478274 0.931157086
GLT1D1 BC043528_bp253_R AGCTAAAAAGAAGGATGCCTTTGACTTTGATCTCTTGAATCAAAGTCAAAGGCATCCTTCGG Hs.12381 15086 0.35375 1.09594899 0.460756817 -0.518375 0.81879113 0.213948262 -1.22015 0.22719341 0.018301364
GLT1D1 BC043528_bp323_R AGCTAAAAAGCCCTGGCTCTTCATCTCTATTCTCTTGAAATAGAGATGAAGAGCCAGGGCGG Hs.12381 4332 -0.28345 0.81696546 0.444042937 -0.1318 0.40566877 0.560691409 0.624533333 1.2086604 0.260155306
GLT1D1 BC043528_bp323_R AGCTAAAAAGCCCTGGCTCTTCATCTCTATTCTCTTGAAATAGAGATGAAGAGCCAGGGCGG Hs.12381 9708 0.023975 0.79908308 0.945706682 -0.549075 0.45520716 0.065235811 0.4726 0.83133493 0.264745803
GLT1D1 BC043528_bp323_R AGCTAAAAAGCCCTGGCTCTTCATCTCTATTCTCTTGAAATAGAGATGAAGAGCCAGGGCGG Hs.12381 15084 0.165466667 0.19433297 0.420833072 -0.270825 0.38799861 0.24836747 0.497366667 1.2615279 0.373588135
GLT1D1 BC043528_bp578_R AGCTAAAAAGTGCTGATAATTTGCACATATTCTCTTGAAATATGTGCAAATTATCAGCACGG Hs.12381 4336 -0.125475 0.73493522 0.704333506 -0.743375 0.15634243 0.004832584 -0.19003333 0.5888094 0.568336854



GLT1D1 BC043528_bp578_R AGCTAAAAAGTGCTGATAATTTGCACATATTCTCTTGAAATATGTGCAAATTATCAGCACGG Hs.12381 9712 0.032975 0.75412167 0.921674654 -0.642525 0.32060638 0.020652187 -0.37743333 0.6890699 0.313537493
GLT1D1 BC043528_bp578_R AGCTAAAAAGTGCTGATAATTTGCACATATTCTCTTGAAATATGTGCAAATTATCAGCACGG Hs.12381 15088 0.728875 0.22029864 0.00526266 -1.4564 0.1147 0.03648671 0.730711553
GNA13 NM_006572_bp1032_R AGCTAAAAAGGTGGAATGTTTCCGGAACAATCTCTTGAATTGTTCCGGAAACATTCCACCGG Hs.515018 4782 -0.5732125 0.22294485 0.014095095 -0.2942125 0.58263739 0.331808258
GNA13 NM_006572_bp1032_R AGCTAAAAAGGTGGAATGTTTCCGGAACAATCTCTTGAATTGTTCCGGAAACATTCCACCGG Hs.515018 10158 -0.7671375 0.28478065 0.006255843 -0.3532125 0.620039 0.274745863
GNA13 NM_006572_bp1032_R AGCTAAAAAGGTGGAATGTTTCCGGAACAATCTCTTGAATTGTTCCGGAAACATTCCACCGG Hs.515018 15534 -0.5340875 0.25948909 0.022271746 -0.4380875 0.61147724 0.186228264
GNA13 NM_006572_bp451_R AGCTAAAAAGCCCAAGGAATGGTGGAAACATCTCTTGAATGTTTCCACCATTCCTTGGGCGG Hs.515018 4784 -0.3483875 0.15990537 0.05919704 -0.5571625 0.5520674 0.090921679
GNA13 NM_006572_bp451_R AGCTAAAAAGCCCAAGGAATGGTGGAAACATCTCTTGAATGTTTCCACCATTCCTTGGGCGG Hs.515018 10160 -0.4385375 0.15264286 0.027205337 -0.6167375 0.43349765 0.042028874
GNA13 NM_006572_bp451_R AGCTAAAAAGCCCAAGGAATGGTGGAAACATCTCTTGAATGTTTCCACCATTCCTTGGGCGG Hs.515018 15536 -0.3853125 0.14294231 0.040672624 -0.7109375 0.57301901 0.049926973
GNA13 NM_006572_bp952_R AGCTAAAAAGTGCAAATTGTGAGCATCAAATCTCTTGAATTTGATGCTCACAATTTGCACGG Hs.515018 4786 0.0424875 0.18586138 0.785471869 -0.1853875 0.69075116 0.578854028
GNA13 NM_006572_bp952_R AGCTAAAAAGTGCAAATTGTGAGCATCAAATCTCTTGAATTTGATGCTCACAATTTGCACGG Hs.515018 10162 -0.1339625 0.17202006 0.399114166 -0.2729375 0.68791179 0.421940138
GNA13 NM_006572_bp952_R AGCTAAAAAGTGCAAATTGTGAGCATCAAATCTCTTGAATTTGATGCTCACAATTTGCACGG Hs.515018 15538 0.0204375 0.20613672 0.898215521 -0.2293625 0.76499741 0.530698835
GNAS NM_080425_bp131_R AGCTAAAAAGAGGCTGCAGTCAACTTCTCTTCTCTTGAAAGAGAAGTTGACTGCAGCCTCGG Hs.125898 3761 -0.644275 0.8703698 0.13380902 0.0942125 0.42150965 0.699910747
GNAS NM_080425_bp131_R AGCTAAAAAGAGGCTGCAGTCAACTTCTCTTCTCTTGAAAGAGAAGTTGACTGCAGCCTCGG Hs.125898 9137 -0.616 0.91740648 0.163544127 0.0073125 0.81697302 0.983460718
GNAS NM_080425_bp131_R AGCTAAAAAGAGGCTGCAGTCAACTTCTCTTCTCTTGAAAGAGAAGTTGACTGCAGCCTCGG Hs.125898 14513 -0.600075 0.83017986 0.143286293 0.3951625 0.39441182 0.131905216
GNAS NM_080425_bp2055_R AGCTAAAAAGCTGATTGACTGTGCCCAGTATCTCTTGAATACTGGGCACAGTCAATCAGCGG Hs.125898 3763 -0.882025 0.2292972 0.002434323 -0.6492125 0.44537972 0.03404171
GNAS NM_080425_bp2055_R AGCTAAAAAGCTGATTGACTGTGCCCAGTATCTCTTGAATACTGGGCACAGTCAATCAGCGG Hs.125898 9139 -0.756425 0.15359602 0.003122626 -0.6009625 0.47478942 0.049270546
GNAS NM_080425_bp2055_R AGCTAAAAAGCTGATTGACTGTGCCCAGTATCTCTTGAATACTGGGCACAGTCAATCAGCGG Hs.125898 14515 -0.753425 0.24748752 0.005375336 -0.6851625 0.40426042 0.023952149
GNAS NM_080425_bp2244_R AGCTAAAAAGTGGATCCAGTGCTTCAACGATCTCTTGAATCGTTGAAGCACTGGATCCACGG Hs.125898 3765 0.10325 0.21283619 0.530384505 0.1777875 0.77192227 0.604166109
GNAS NM_080425_bp2244_R AGCTAAAAAGTGGATCCAGTGCTTCAACGATCTCTTGAATCGTTGAAGCACTGGATCCACGG Hs.125898 9141 0.0628 0.3892387 0.764396449 0.3260625 0.57335601 0.272116837
GNAS NM_080425_bp2244_R AGCTAAAAAGTGGATCCAGTGCTTCAACGATCTCTTGAATCGTTGAAGCACTGGATCCACGG Hs.125898 14517 0.208875 0.2706587 0.264615485 0.1394375 0.50986084 0.602445165
GNG8 CB565924_bp121_R AGCTAAAAAGCGAGACGCATGCCAAAGATGTCTCTTGAACATCTTTGGCATGCGTCTCGCGG Hs.283961 4627 0.213275 1.2687774 0.691629767 0.691925 1.10845049 0.207775571 -0.68723333 1.94038578 0.393877593
GNG8 CB565924_bp121_R AGCTAAAAAGCGAGACGCATGCCAAAGATGTCTCTTGAACATCTTTGGCATGCGTCTCGCGG Hs.283961 10003 0.48665 1.31874532 0.39726365 0.6933 1.18575241 0.231194357 -0.67566667 2.04149896 0.421432265
GNG8 CB565924_bp121_R AGCTAAAAAGCGAGACGCATGCCAAAGATGTCTCTTGAACATCTTTGGCATGCGTCTCGCGG Hs.283961 15379 0.7938 0.25206095 0.015342915 0.8973 0.09001705 0.009494013 -0.67496667 1.70624252 0.351306438
GNG8 CB565924_bp5_R AGCTAAAAAGTCCAACAACATGGCCAAGATTCTCTTGAAATCTTGGCCATGTTGTTGGACGG Hs.283961 4631 -0.165925 0.40931935 0.453698598 -0.232625 0.4982995 0.383301152 0.49495 1.28884353 0.416038772
GNG8 CB565924_bp5_R AGCTAAAAAGTCCAACAACATGGCCAAGATTCTCTTGAAATCTTGGCCATGTTGTTGGACGG Hs.283961 10007 0.228 0.4085774 0.387999117 0.2285 0.20309513 0.305930609 0.087766667 0.84598202 0.82699452
GNG8 CB565924_bp5_R AGCTAAAAAGTCCAACAACATGGCCAAGATTCTCTTGAAATCTTGGCCATGTTGTTGGACGG Hs.283961 15383 -0.2391 0.0127 0.164366667 1.23217111 0.755748095
GNG8 CB565924_bp64_R AGCTAAAAAAGGTGAACATCGACCGCATGATCTCTTGAATCATGCGGTCGATGTTCACCTGG Hs.283961 4629 0.38095 1.18322844 0.459257944 0.459975 0.85692607 0.277982301 -0.34436667 1.10332487 0.486843664
GNG8 CB565924_bp64_R AGCTAAAAAAGGTGAACATCGACCGCATGATCTCTTGAATCATGCGGTCGATGTTCACCTGG Hs.283961 10005 0.4349 1.26539279 0.429319108 0.437075 0.69952017 0.228120128 -0.23986667 1.22873892 0.651020552
GNG8 CB565924_bp64_R AGCTAAAAAAGGTGAACATCGACCGCATGATCTCTTGAATCATGCGGTCGATGTTCACCTGG Hs.283961 15381 0.525775 1.20956559 0.327910353 0.357025 0.81983206 0.370153097 -0.13023333 1.31941927 0.815140883
GNL3 NM_206825_bp1306_R AGCTAAAAAGCTCGACAGGTAGTACTGAAATCTCTTGAATTTCAGTACTACCTGTCGAGCGG Hs.313544 4978 -0.3175375 0.17843716 0.082356928 0.0375375 0.89145208 0.926751113
GNL3 NM_206825_bp1306_R AGCTAAAAAGCTCGACAGGTAGTACTGAAATCTCTTGAATTTCAGTACTACCTGTCGAGCGG Hs.313544 10354 -0.3852375 0.17723234 0.046273355 -0.1557375 0.80161658 0.678498212
GNL3 NM_206825_bp1306_R AGCTAAAAAGCTCGACAGGTAGTACTGAAATCTCTTGAATTTCAGTACTACCTGTCGAGCGG Hs.313544 15730 -0.2774125 0.13157116 0.102262916 -0.2203375 0.76639343 0.54687427
GNL3 NM_206825_bp1456_R AGCTAAAAAGGTGCCTCATTAGCTTACTATTCTCTTGAAATAGTAAGCTAATGAGGCACCGG Hs.313544 4980 -0.7705625 0.35396329 0.009365134 -0.4981625 0.82155578 0.230521783
GNL3 NM_206825_bp1456_R AGCTAAAAAGGTGCCTCATTAGCTTACTATTCTCTTGAAATAGTAAGCTAATGAGGCACCGG Hs.313544 10356 -0.7885125 0.26497577 0.004934091 -0.1839625 0.48939004 0.477967419
GNL3 NM_206825_bp1456_R AGCTAAAAAGGTGCCTCATTAGCTTACTATTCTCTTGAAATAGTAAGCTAATGAGGCACCGG Hs.313544 15732 -0.7111125 0.3297919 0.011165714 -0.0311875 0.64784902 0.920175671
GNL3 NM_206825_bp839_R AGCTAAAAAGCTGGCTAAATTATTTGAAGATCTCTTGAATCTTCAAATAATTTAGCCAGCGG Hs.313544 4982 -0.1187625 0.17591769 0.453200876 -0.72105 0.99403298 0.206419415
GNL3 NM_206825_bp839_R AGCTAAAAAGCTGGCTAAATTATTTGAAGATCTCTTGAATCTTCAAATAATTTAGCCAGCGG Hs.313544 10358 -0.2242125 0.34561208 0.28173905 -0.8183125 0.55006618 0.02907659
GNL3 NM_206825_bp839_R AGCTAAAAAGCTGGCTAAATTATTTGAAGATCTCTTGAATCTTCAAATAATTTAGCCAGCGG Hs.313544 15734 0.1086375 0.14343173 0.474885494 -0.4640125 0.65491507 0.185306533
GOLT1B NM_016072_bp314_R AGCTAAAAAGGCATGATCTTCGAAATTTATTCTCTTGAAATAAATTTCGAAGATCATGCCGG Hs.62275 8190 -0.5819
GOLT1B NM_016072_bp314_R AGCTAAAAAGGCATGATCTTCGAAATTTATTCTCTTGAAATAAATTTCGAAGATCATGCCGG Hs.62275 13566
GOLT1B NM_016072_bp314_R AGCTAAAAAGGCATGATCTTCGAAATTTATTCTCTTGAAATAAATTTCGAAGATCATGCCGG Hs.62275 2814
GOLT1B NM_016072_bp357_R AGCTAAAAAGCTTCTTTCCTGTCGTTGTTGTCTCTTGAACAACAACGACAGGAAAGAAGCGG Hs.62275 2818 -0.152275 0.19659024 0.35650711 0.088175 0.34580505 0.698683053
GOLT1B NM_016072_bp357_R AGCTAAAAAGCTTCTTTCCTGTCGTTGTTGTCTCTTGAACAACAACGACAGGAAAGAAGCGG Hs.62275 8194 -0.432425 0.60752256 0.167578887 0.329675 0.20152241 0.138669349
GOLT1B NM_016072_bp357_R AGCTAAAAAGCTTCTTTCCTGTCGTTGTTGTCTCTTGAACAACAACGACAGGAAAGAAGCGG Hs.62275 13570 0.2527 0.49885663 0.326049671 0.00605 0.29653349 0.97773189
GOLT1B NM_016072_bp404_R AGCTAAAAAGGATCCCTCCTAAATTTACCTTCTCTTGAAAGGTAAATTTAGGAGGGATCCGG Hs.62275 2816 -0.12295 0.69199206 0.696187792 -0.4871 0.30072882 0.057785671
GOLT1B NM_016072_bp404_R AGCTAAAAAGGATCCCTCCTAAATTTACCTTCTCTTGAAAGGTAAATTTAGGAGGGATCCGG Hs.62275 8192 -0.031 0.61234127 0.912981903 -0.13355 0.53327568 0.625297262
GOLT1B NM_016072_bp404_R AGCTAAAAAGGATCCCTCCTAAATTTACCTTCTCTTGAAAGGTAAATTTAGGAGGGATCCGG Hs.62275 13568 -0.00175 0.71043052 0.995623567 -0.33995 0.35457647 0.170789215
GPR177 NM_024911_bp421_R AGCTAAAAAGGGGACCCAATCATTGTGACATCTCTTGAATGTCACAATGATTGGGTCCCCGG Hs.22137 2957 -1.069525 0.10891147 0.00052655 -0.3784 0.30276147 0.119692987
GPR177 NM_024911_bp421_R AGCTAAAAAGGGGACCCAATCATTGTGACATCTCTTGAATGTCACAATGATTGGGTCCCCGG Hs.22137 8333 -1.2177 0.11871945 0.00029749 -0.28245 0.27833855 0.216636786
GPR177 NM_024911_bp421_R AGCTAAAAAGGGGACCCAATCATTGTGACATCTCTTGAATGTCACAATGATTGGGTCCCCGG Hs.22137 13709 -1.15335 0.00511045 0.000290597 -0.434575 0.39502358 0.103746318
GPR177 NM_024911_bp572_R AGCTAAAAAGGACATTGCCTTCAAGCTAAATCTCTTGAATTTAGCTTGAAGGCAATGTCCGG Hs.22137 2959 1.29965 1.21824758 0.044716233 0.06595 1.21613941 0.891385793
GPR177 NM_024911_bp572_R AGCTAAAAAGGACATTGCCTTCAAGCTAAATCTCTTGAATTTAGCTTGAAGGCAATGTCCGG Hs.22137 8335 1.24505 1.14911808 0.043139332 0.07995 1.23792744 0.870519401
GPR177 NM_024911_bp572_R AGCTAAAAAGGACATTGCCTTCAAGCTAAATCTCTTGAATTTAGCTTGAAGGCAATGTCCGG Hs.22137 13711 1.243375 1.15556192 0.044051642 0.106675 1.26186339 0.830726257
GPR177 NM_024911_bp743_R AGCTAAAAAGGGCCGTTACTATGAATGTGATCTCTTGAATCACATTCATAGTAACGGCCCGG Hs.22137 2955 1.40055 0.4636357 0.001428265 -0.2507 0.41554402 0.320391106
GPR177 NM_024911_bp743_R AGCTAAAAAGGGCCGTTACTATGAATGTGATCTCTTGAATCACATTCATAGTAACGGCCCGG Hs.22137 8331 1.392775 0.53060978 0.002221041 -0.16605 0.78740087 0.63238188
GPR177 NM_024911_bp743_R AGCTAAAAAGGGCCGTTACTATGAATGTGATCTCTTGAATCACATTCATAGTAACGGCCCGG Hs.22137 13707 1.4673 0.44295743 0.001008922 -0.314 0.69229676 0.338652215
GPR89A NM_016334_bp1241_R AGCTAAAAAGTCCTGCTATTAGCACAGATATCTCTTGAATATCTGTGCTAATAGCAGGACGG Hs.298284 2776 0.3378 0.36726967 0.138778764 -0.5848 0.68903014 0.099816182
GPR89A NM_016334_bp1241_R AGCTAAAAAGTCCTGCTATTAGCACAGATATCTCTTGAATATCTGTGCTAATAGCAGGACGG Hs.298284 8152 0.30655 0.29723061 0.136448819 -0.601175 0.71578206 0.099063808
GPR89A NM_016334_bp1241_R AGCTAAAAAGTCCTGCTATTAGCACAGATATCTCTTGAATATCTGTGCTAATAGCAGGACGG Hs.298284 13528 0.08 0.44370755 0.724852403 -0.342375 0.51148045 0.226169693
GPR89A NM_016334_bp181_R AGCTAAAAAGCGCCAATTGTTTAAAGACTATCTCTTGAATAGTCTTTAAACAATTGGCGCGG Hs.298284 2772 -0.62525 0.21375382 0.009535607 -0.540025 0.93059763 0.197098691
GPR89A NM_016334_bp181_R AGCTAAAAAGCGCCAATTGTTTAAAGACTATCTCTTGAATAGTCTTTAAACAATTGGCGCGG Hs.298284 8148 -0.6051 0.12006229 0.006946096 -0.5493 1.10143749 0.244496125
GPR89A NM_016334_bp181_R AGCTAAAAAGCGCCAATTGTTTAAAGACTATCTCTTGAATAGTCTTTAAACAATTGGCGCGG Hs.298284 13524 -0.61485 0.22521392 0.010853099 -0.551475 1.0220046 0.217863301
GPR89A NM_016334_bp453_R AGCTAAAAAGGCTGACCTTTATGTATTTCTTCTCTTGAAAGAAATACATAAAGGTCAGCCGG Hs.298284 2774 -1.403675 0.57533612 0.002787726 -0.220475 0.61294519 0.46147263
GPR89A NM_016334_bp453_R AGCTAAAAAGGCTGACCTTTATGTATTTCTTCTCTTGAAAGAAATACATAAAGGTCAGCCGG Hs.298284 8150 -0.843775 0.93589203 0.079364256 -0.21375 0.86404209 0.566382189
GPR89A NM_016334_bp453_R AGCTAAAAAGGCTGACCTTTATGTATTTCTTCTCTTGAAAGAAATACATAAAGGTCAGCCGG Hs.298284 13526 -0.525575 0.43607472 0.056152364 0.398025 0.66135138 0.223610685
GPSM1 AL117478_bp1761_R AGCTAAAAAGGGCATGAACTTCGACATTCCTCTCTTGAAGGAATGTCGAAGTTCATGCCCGG Hs.239370 3872 0.0660625 0.41142275 0.76028512 0.22825 0.43372272 0.37000964
GPSM1 AL117478_bp1761_R AGCTAAAAAGGGCATGAACTTCGACATTCCTCTCTTGAAGGAATGTCGAAGTTCATGCCCGG Hs.239370 9248 0.1459375 0.54740654 0.581803438 0.501825 0.3108283 0.053955502
GPSM1 AL117478_bp1761_R AGCTAAAAAGGGCATGAACTTCGACATTCCTCTCTTGAAGGAATGTCGAAGTTCATGCCCGG Hs.239370 14624 0.2517875 0.27203479 0.19115539 0.003825 0.46760211 0.987978664
GPSM1 AL117478_bp539_R AGCTAAAAAGGACGAGGAGTGCTTCTTTGATCTCTTGAATCAAAGAAGCACTCCTCGTCCGG Hs.239370 3870 0.3974125 0.6493393 0.218242191 0.20475 0.09807268 0.306408801
GPSM1 AL117478_bp539_R AGCTAAAAAGGACGAGGAGTGCTTCTTTGATCTCTTGAATCAAAGAAGCACTCCTCGTCCGG Hs.239370 9246 0.4101875 0.4221164 0.105784362 0.157025 0.02672394 0.41708096
GPSM1 AL117478_bp539_R AGCTAAAAAGGACGAGGAGTGCTTCTTTGATCTCTTGAATCAAAGAAGCACTCCTCGTCCGG Hs.239370 14622 0.5655125 0.56848045 0.077217837 0.204025 0.02620208 0.300639651
GPSM1 AL117478_bp845_R AGCTAAAAAGGGGGACGACTTCTTCAACATTCTCTTGAAATGTTGAAGAAGTCGTCCCCCGG Hs.239370 3868 -0.72245 0.41730415 0.02040322
GPSM1 AL117478_bp845_R AGCTAAAAAGGGGGACGACTTCTTCAACATTCTCTTGAAATGTTGAAGAAGTCGTCCCCCGG Hs.239370 9244 -0.712375 0.46297807 0.02562028
GPSM1 AL117478_bp845_R AGCTAAAAAGGGGGACGACTTCTTCAACATTCTCTTGAAATGTTGAAGAAGTCGTCCCCCGG Hs.239370 14620 -0.2819 -0.653 0.41934454 0.030387957
GRB2 NM_002086_bp490_R AGCTAAAAAGACGGCTTCATTCCCAAGAACTCTCTTGAAGTTCTTGGGAATGAAGCCGTCGG Hs.444356 7660 -0.0020625 0.78342705 0.908845827 -0.826025 0.64582385 0.028741641
GRB2 NM_002086_bp490_R AGCTAAAAAGACGGCTTCATTCCCAAGAACTCTCTTGAAGTTCTTGGGAATGAAGCCGTCGG Hs.444356 13036 -0.0477875 0.89510557 0.826560178 -1.0107 0.49398383 0.006800478
GRB2 NM_002086_bp490_R AGCTAAAAAGACGGCTTCATTCCCAAGAACTCTCTTGAAGTTCTTGGGAATGAAGCCGTCGG Hs.444356 2284 -0.1782125 0.85511285 0.570072549 -0.8383 0.36602979 0.024355953
GRB2 NM_002086_bp565_R AGCTAAAAAGCAGAAGAAATGCTTAGCAAATCTCTTGAATTTGCTAAGCATTTCTTCTGCGG Hs.444356 1210 -1.1749875 0.28353649 0.000830597 -0.090525 0.26658625 0.683796198
GRB2 NM_002086_bp565_R AGCTAAAAAGCAGAAGAAATGCTTAGCAAATCTCTTGAATTTGCTAAGCATTTCTTCTGCGG Hs.444356 6586 -1.2161625 0.3159021 0.000889799 -0.066725 0.30872053 0.77439596
GRB2 NM_002086_bp565_R AGCTAAAAAGCAGAAGAAATGCTTAGCAAATCTCTTGAATTTGCTAAGCATTTCTTCTGCGG Hs.444356 11962 -1.1812375 0.30544046 0.000943974 -0.050275 0.25866287 0.825278265
GRB2 NM_002086_bp599_R AGCTAAAAAGGGCCTTTCTTATCCGAGAGATCTCTTGAATCTCTCGGATAAGAAAGGCCCGG Hs.444356 1209 -1.4445625 0.1836474 0.000166107 -0.120875 0.33149798 0.607443302
GRB2 NM_002086_bp599_R AGCTAAAAAGGGCCTTTCTTATCCGAGAGATCTCTTGAATCTCTCGGATAAGAAAGGCCCGG Hs.444356 6585 -1.4902375 0.23414488 0.000199222 -0.140225 0.30923801 0.543363063
GRB2 NM_002086_bp599_R AGCTAAAAAGGGCCTTTCTTATCCGAGAGATCTCTTGAATCTCTCGGATAAGAAAGGCCCGG Hs.444356 11961 -1.4430375 0.21088054 0.000198861 -0.140025 0.34476171 0.556213226
GRB7 NM_005310_bp1161_R AGCTAAAAAGCTTCGGATCTTCTGCAGTGATCTCTTGAATCACTGCAGAAGATCCGAAGCGG Hs.86859 1207 -0.9452375 0.36403767 0.003598882 0.1683 0.40952009 0.48561158
GRB7 NM_005310_bp1161_R AGCTAAAAAGCTTCGGATCTTCTGCAGTGATCTCTTGAATCACTGCAGAAGATCCGAAGCGG Hs.86859 6583 -0.6495125 0.28160833 0.009747082 0.613225 0.57332955 0.060979303
GRB7 NM_005310_bp1161_R AGCTAAAAAGCTTCGGATCTTCTGCAGTGATCTCTTGAATCACTGCAGAAGATCCGAAGCGG Hs.86859 11959 -0.9154375 0.43567171 0.006400265 0.200025 0.38809429 0.404130786
GRB7 NM_005310_bp1236_R AGCTAAAAAGGTGCAGCTGTACAAGAATTATCTCTTGAATAATTCTTGTACAGCTGCACCGG Hs.86859 1206 0.4906875 0.11145738 0.020994822 0.185 0.33516403 0.416828307
GRB7 NM_005310_bp1236_R AGCTAAAAAGGTGCAGCTGTACAAGAATTATCTCTTGAATAATTCTTGTACAGCTGCACCGG Hs.86859 6582 0.9717625 0.12979662 0.001075405 0.498375 0.28631977 0.050827832
GRB7 NM_005310_bp1236_R AGCTAAAAAGGTGCAGCTGTACAAGAATTATCTCTTGAATAATTCTTGTACAGCTGCACCGG Hs.86859 11958 0.9926625 0.10855069 0.000892107 0.3692 0.24179282 0.109593067
GRB7 NM_005310_bp1311_R AGCTAAAAAGAGAAGTGCCTCAGATAATACTCTCTTGAAGTATTATCTGAGGCACTTCTCGG Hs.86859 1208 0.7520875 1.18208864 0.193246465 0.444325 0.17918314 0.057276908
GRB7 NM_005310_bp1311_R AGCTAAAAAGAGAAGTGCCTCAGATAATACTCTCTTGAAGTATTATCTGAGGCACTTCTCGG Hs.86859 11960 0.7725875 1.40233625 0.244776262 0.683766667 0.37375716 0.047987382
GRB7 NM_005310_bp1311_R AGCTAAAAAGAGAAGTGCCTCAGATAATACTCTCTTGAAGTATTATCTGAGGCACTTCTCGG Hs.86859 6584 0.7412625 1.32307586 0.240205195 0.63405 0.27541809 0.121406599
GRK1 NM_002929_bp1341_R AGCTAAAAAGCCCGTGAAGTACCCTGATAATCTCTTGAATTATCAGGGTACTTCACGGGCGG Hs.103501 290 -1.123675 0.51028473 0.005005033 -0.5447625 0.31626763 0.034999064
GRK1 NM_002929_bp1341_R AGCTAAAAAGCCCGTGAAGTACCCTGATAATCTCTTGAATTATCAGGGTACTTCACGGGCGG Hs.103501 5666 -1.0408 0.44108316 0.004583973 -0.4374375 0.30810333 0.065187118
GRK1 NM_002929_bp1341_R AGCTAAAAAGCCCGTGAAGTACCCTGATAATCTCTTGAATTATCAGGGTACTTCACGGGCGG Hs.103501 11042 -1.018875 0.51629404 0.007783081 -0.4193125 0.26549199 0.060769745
GRK1 NM_002929_bp861_R AGCTAAAAAGTCTCTGGCCTATGCGTTTGATCTCTTGAATCAAACGCATAGGCCAGAGACGG Hs.103501 291 -0.87395 0.03585031 0.034016117 -0.4768125 0.83168904 0.252335664
GRK1 NM_002929_bp861_R AGCTAAAAAGTCTCTGGCCTATGCGTTTGATCTCTTGAATCAAACGCATAGGCCAGAGACGG Hs.103501 5667 -0.626966667 0.43802491 0.0620072 -0.4137625 0.7769806 0.286684458
GRK1 NM_002929_bp861_R AGCTAAAAAGTCTCTGGCCTATGCGTTTGATCTCTTGAATCAAACGCATAGGCCAGAGACGG Hs.103501 11043 -0.593933333 0.4239436 0.068491536 -0.3512125 0.91426171 0.418928303
GRK4 NM_182982_bp1364_R AGCTAAAAAGGGACTTGGCTGTCTGATCTATCTCTTGAATAGATCAGACAGCCAAGTCCCGG Hs.32959 796 -0.418066667 0.3614741 0.133272247 0.154075 0.70123788 0.646714247
GRK4 NM_182982_bp1364_R AGCTAAAAAGGGACTTGGCTGTCTGATCTATCTCTTGAATAGATCAGACAGCCAAGTCCCGG Hs.32959 6172 0.1703 0.38707025 0.590401978 0.708575 0.65690217 0.06882532
GRK4 NM_182982_bp1364_R AGCTAAAAAGGGACTTGGCTGTCTGATCTATCTCTTGAATAGATCAGACAGCCAAGTCCCGG Hs.32959 11548 0.2987 0.32130932 0.348533128 0.800533333 0.98027943 0.167040939
GRK4 NM_182982_bp597_R AGCTAAAAAGCAGCCCCTTTACCAGAAATATCTCTTGAATATTTCTGGTAAAGGGGCTGCGG Hs.32959 6173 2.137625 0.85000136 0.001756491 0.78485 0.55460896 0.033993491
GRK4 NM_182982_bp597_R AGCTAAAAAGCAGCCCCTTTACCAGAAATATCTCTTGAATATTTCTGGTAAAGGGGCTGCGG Hs.32959 11549 2.590125 0.69515046 0.000329745 0.84005 0.46583568 0.017672064
GRK4 NM_182982_bp597_R AGCTAAAAAGCAGCCCCTTTACCAGAAATATCTCTTGAATATTTCTGGTAAAGGGGCTGCGG Hs.32959 797 2.1678 0.58606715 0.000406424 0.277733333 0.6550169 0.456343364
GRK4 NM_182982_bp936_R AGCTAAAAAGGTGAAGCTATGGCTCTAAATTCTCTTGAAATTTAGAGCCATAGCTTCACCGG Hs.32959 11550 0.149 0.23884172 0.391372044 0.178166667 0.30736495 0.461533244
GRK5 NM_005308_bp682_R AGCTAAAAAGGGAGAACCATTCCACGAATATCTCTTGAATATTCGTGGAATGGTTCTCCCGG Hs.524625 1631 -0.7394 4.70718681 0.702034295 -5.4344 1.31946125 0.006617783
GRK5 NM_005308_bp682_R AGCTAAAAAGGGAGAACCATTCCACGAATATCTCTTGAATATTCGTGGAATGGTTCTCCCGG Hs.524625 7007 -0.634275 2.39653087 0.527852807 -2.1557 3.15983156 0.205779092
GRK5 NM_005308_bp682_R AGCTAAAAAGGGAGAACCATTCCACGAATATCTCTTGAATATTCGTGGAATGGTTCTCCCGG Hs.524625 12383 -0.939175 3.62321224 0.533925962 -4.44245 3.46178267 0.081674007
GRK6 NM_002082_bp1394_R AGCTAAAAAGCACCCCCTCTTTAAGAAGCTTCTCTTGAAAGCTTCTTAAAGAGGGGGTGCGG Hs.235116 136 -0.372833333 1.1043331 0.480442222 -0.3718875 0.23996995 0.076070168
GRK6 NM_002082_bp1394_R AGCTAAAAAGCACCCCCTCTTTAAGAAGCTTCTCTTGAAAGCTTCTTAAAGAGGGGGTGCGG Hs.235116 5512 -0.447633333 1.0921027 0.399367004 -0.4115375 0.20124518 0.048310343
GRK6 NM_002082_bp1394_R AGCTAAAAAGCACCCCCTCTTTAAGAAGCTTCTCTTGAAAGCTTCTTAAAGAGGGGGTGCGG Hs.235116 10888 -0.474933333 1.04101259 0.356040014 -0.3595375 0.1605072 0.061039533
GRK6 NM_002082_bp1472_R AGCTAAAAAGGCCATTTACTGCAAGGATGTTCTCTTGAAACATCCTTGCAGTAAATGGCCGG Hs.235116 137 0.0717 0.50046663 0.770429698 0.0599625 0.41643336 0.791244994
GRK6 NM_002082_bp1472_R AGCTAAAAAGGCCATTTACTGCAAGGATGTTCTCTTGAAACATCCTTGCAGTAAATGGCCGG Hs.235116 5513 0.03545 0.53821575 0.890599565 -0.0369875 0.53730897 0.890748482
GRK6 NM_002082_bp1472_R AGCTAAAAAGGCCATTTACTGCAAGGATGTTCTCTTGAAACATCCTTGCAGTAAATGGCCGG Hs.235116 10889 0.1646 0.58074882 0.553159415 0.7703875 1.67459065 0.323911647
GRK6 NM_002082_bp679_R AGCTAAAAAGGGCCACAGGTAAGATGTATGTCTCTTGAACATACATCTTACCTGTGGCCCGG Hs.235116 138 0.8528 0.04978032 0.036386736 0.7093625 0.37327351 0.019530687
GRK6 NM_002082_bp679_R AGCTAAAAAGGGCCACAGGTAAGATGTATGTCTCTTGAACATACATCTTACCTGTGGCCCGG Hs.235116 5514 0.8862 0.05289159 0.033006773 0.6416375 0.34696679 0.023933914
GRK6 NM_002082_bp679_R AGCTAAAAAGGGCCACAGGTAAGATGTATGTCTCTTGAACATACATCTTACCTGTGGCCCGG Hs.235116 10890 0.9458 0.18865609 0.031435097 0.6780375 0.3352841 0.018563431
GRK7 NM_139209_bp1500_R AGCTAAAAAGCCAGACCCTTCAGTGGTTTATCTCTTGAATAAACCACTGAAGGGTCTGGCGG Hs.102513 668 -0.3299 0.45721525 0.352088631 -0.922033333 0.17138875 0.0106353
GRK7 NM_139209_bp1500_R AGCTAAAAAGCCAGACCCTTCAGTGGTTTATCTCTTGAATAAACCACTGAAGGGTCTGGCGG Hs.102513 6044 -0.18695 0.54935126 0.605314994 -0.736066667 0.16528927 0.020847731
GRK7 NM_139209_bp1500_R AGCTAAAAAGCCAGACCCTTCAGTGGTTTATCTCTTGAATAAACCACTGAAGGGTCTGGCGG Hs.102513 11420 -0.025725 0.45605107 0.910923049 -0.117625 1.14556417 0.81912642
GRK7 NM_139209_bp1563_R AGCTAAAAAGGGGGTGGAATTTGATGACAATCTCTTGAATTGTCATCAAATTCCACCCCCGG Hs.102513 2163 0.268025 0.34469199 0.208380885 -0.930025 0.35559528 0.006492113
GRK7 NM_139209_bp1563_R AGCTAAAAAGGGGGTGGAATTTGATGACAATCTCTTGAATTGTCATCAAATTCCACCCCCGG Hs.102513 7539 0.040075 0.44104873 0.858814841 -0.698775 0.30820675 0.014316541
GRK7 NM_139209_bp1563_R AGCTAAAAAGGGGGTGGAATTTGATGACAATCTCTTGAATTGTCATCAAATTCCACCCCCGG Hs.102513 12915 0.605 1.54559118 0.367766306 -0.603675 0.29487496 0.022254437
GRK7 NM_139209_bp725_R AGCTAAAAAGGAAGATGTATGCCTGTAAGATCTCTTGAATCTTACAGGCATACATCTTCCGG Hs.102513 669 -0.1963 0.11672716 0.320978935 0.3598 0.5131149 0.209835413
GRK7 NM_139209_bp725_R AGCTAAAAAGGAAGATGTATGCCTGTAAGATCTCTTGAATCTTACAGGCATACATCTTCCGG Hs.102513 6045 0.1271 0.00056569 0.627221116 1.6877
GRK7 NM_139209_bp725_R AGCTAAAAAGGAAGATGTATGCCTGTAAGATCTCTTGAATCTTACAGGCATACATCTTCCGG Hs.102513 11421 0.6844 0.5374655 0.067546441 0.933766667 0.39621168 0.023245706
GSG2 NM_031965_bp1578_R AGCTAAAAAGGACCAGATTTAGTCAATGGATCTCTTGAATCCATTGACTAAATCTGGTCCGG Hs.534059 726 0.188033333 1.11987944 0.718374506 0.2157 0.53948817 0.440793812
GSG2 NM_031965_bp1578_R AGCTAAAAAGGACCAGATTTAGTCAATGGATCTCTTGAATCCATTGACTAAATCTGGTCCGG Hs.534059 6102 0.454666667 0.86540056 0.30833524 0.999866667 0.55044055 0.033474145
GSG2 NM_031965_bp1578_R AGCTAAAAAGGACCAGATTTAGTCAATGGATCTCTTGAATCCATTGACTAAATCTGGTCCGG Hs.534059 11478 0.83305 0.34584593 0.055816509 1.049766667 0.56842591 0.031006938
GSG2 NM_031965_bp2227_R AGCTAAAAAGGGGTGAATATCACCCTTATATCTCTTGAATATAAGGGTGATATTCACCCCGG Hs.534059 727 -0.979425 0.05724878 0.000671657 -0.110025 0.26743619 0.546922599
GSG2 NM_031965_bp2227_R AGCTAAAAAGGGGTGAATATCACCCTTATATCTCTTGAATATAAGGGTGATATTCACCCCGG Hs.534059 6103 -0.75385 0.05995679 0.002229701 0.40085 0.27101839 0.070662556
GSG2 NM_031965_bp2227_R AGCTAAAAAGGGGTGAATATCACCCTTATATCTCTTGAATATAAGGGTGATATTCACCCCGG Hs.534059 11479 -0.54805 0.09467849 0.009500428 0.49325 0.19250007 0.026071446
GSG2 NM_031965_bp2404_R AGCTAAAAAGCCAGCACAGTCTGTTTAAGTTCTCTTGAAACTTAAACAGACTGTGCTGGCGG Hs.534059 728 -0.4962 0.8193061 0.206551846 0.35495 0.32588669 0.120110794
GSG2 NM_031965_bp2404_R AGCTAAAAAGCCAGCACAGTCTGTTTAAGTTCTCTTGAAACTTAAACAGACTGTGCTGGCGG Hs.534059 6104 -0.458575 0.76688503 0.215359204 0.40435 0.35869404 0.099328874
GSG2 NM_031965_bp2404_R AGCTAAAAAGCCAGCACAGTCTGTTTAAGTTCTCTTGAAACTTAAACAGACTGTGCTGGCGG Hs.534059 11480 -0.4023 0.78221264 0.275675337 0.436425 0.40476202 0.098151315
GSK3A NM_019884_bp1393_R AGCTAAAAAGCTGGTGAACTCTCCATCCAATCTCTTGAATTGGATGGAGAGTTCACCAGCGG Hs.466828 1820 -0.33045 0.63942643 0.289374545 -1.683 0.97297141 0.012442497
GSK3A NM_019884_bp1393_R AGCTAAAAAGCTGGTGAACTCTCCATCCAATCTCTTGAATTGGATGGAGAGTTCACCAGCGG Hs.466828 7196 -0.418375 0.50359538 0.133326376 -0.448475 0.58855286 0.167563745
GSK3A NM_019884_bp1393_R AGCTAAAAAGCTGGTGAACTCTCCATCCAATCTCTTGAATTGGATGGAGAGTTCACCAGCGG Hs.466828 12572 -0.37365 0.89530446 0.358250208 -0.3201 0.9049063 0.454561076
GSK3A NM_019884_bp992_R AGCTAAAAAGAGCCACTGATTACACCTCATTCTCTTGAAATGAGGTGTAATCAGTGGCTCGG Hs.466828 7200 0.707825 0.4310742 0.020119957 0.430466667 1.37442884 0.532895197



GSK3A NM_019884_bp992_R AGCTAAAAAGAGCCACTGATTACACCTCATTCTCTTGAAATGAGGTGTAATCAGTGGCTCGG Hs.466828 1824 0.347825 0.86040676 0.374466712 -0.573466667 0.77340815 0.213313213
GSK3A NM_019884_bp992_R AGCTAAAAAGAGCCACTGATTACACCTCATTCTCTTGAAATGAGGTGTAATCAGTGGCTCGG Hs.466828 12576 0.9186 0.20861155 0.001789934 0.446766667 0.68427295 0.272093639
GSK3B NM_002093_bp727_R AGCTAAAAAGTTCCGAAGTTTAGCCTATATTCTCTTGAAATATAGGCTAAACTTCGGAACGG Hs.445733 139 1.51745 0.27287251 0.009953392 -0.9477625 0.38654379 0.007271961
GSK3B NM_002093_bp727_R AGCTAAAAAGTTCCGAAGTTTAGCCTATATTCTCTTGAAATATAGGCTAAACTTCGGAACGG Hs.445733 5515 1.52765 0.35037141 0.01142114 -0.9927875 0.40772371 0.006897111
GSK3B NM_002093_bp727_R AGCTAAAAAGTTCCGAAGTTTAGCCTATATTCTCTTGAAATATAGGCTAAACTTCGGAACGG Hs.445733 10891 1.817666667 0.51935867 0.002483229 -1.0316625 0.38987189 0.005338269
GSK3B NM_002093_bp759_R AGCTAAAAAGAATCTGCCATCGGGATATTATCTCTTGAATAATATCCCGATGGCAGATTCGG Hs.445733 140 0.516975 0.73745462 0.159452114 -0.3932125 0.43033392 0.137647212
GSK3B NM_002093_bp759_R AGCTAAAAAGAATCTGCCATCGGGATATTATCTCTTGAATAATATCCCGATGGCAGATTCGG Hs.445733 5516 0.48255 0.7057087 0.170760882 -0.4141125 0.40527827 0.111852599
GSK3B NM_002093_bp759_R AGCTAAAAAGAATCTGCCATCGGGATATTATCTCTTGAATAATATCCCGATGGCAGATTCGG Hs.445733 10892 0.49325 0.70384445 0.162389337 -0.3936375 0.4258775 0.135274178
GSK3B NM_002093_bp902_R AGCTAAAAAGCACCAGAGTTGATCTTTGGATCTCTTGAATCCAAAGATCAACTCTGGTGCGG Hs.445733 141 -0.0343 0.0920653 0.894862437 -0.27215 1.06723627 0.653342525
GSK3B NM_002093_bp902_R AGCTAAAAAGCACCAGAGTTGATCTTTGGATCTCTTGAATCCAAAGATCAACTCTGGTGCGG Hs.445733 5517 -0.114966667 0.25135163 0.588537574 -0.35695 1.05521545 0.558867605
GSK3B NM_002093_bp902_R AGCTAAAAAGCACCAGAGTTGATCTTTGGATCTCTTGAATCCAAAGATCAACTCTGGTGCGG Hs.445733 10893 -0.13055 0.27636416 0.471566665 -0.23575 0.8476089 0.644193522
GSN NM_000177_bp1268_R AGCTAAAAAGTCCTACCTTTCCAGCCATATTCTCTTGAAATATGGCTGGAAAGGTAGGACGG Hs.522373 3182 0.125175 0.55565851 0.638800326 -0.230375 0.85372249 0.534021077 0.657375 1.32083557 0.392911741 0.6863 0.47125484 0.061863547
GSN NM_000177_bp1268_R AGCTAAAAAGTCCTACCTTTCCAGCCATATTCTCTTGAAATATGGCTGGAAAGGTAGGACGG Hs.522373 8558 0.083975 0.53253603 0.74384979 -0.2635 0.86013602 0.481446118 0.698875 1.35214346 0.377289211 0.70775 0.47299641 0.058009062
GSN NM_000177_bp1268_R AGCTAAAAAGTCCTACCTTTCCAGCCATATTCTCTTGAAATATGGCTGGAAAGGTAGGACGG Hs.522373 13934 0.03375 0.54011115 0.89606746 -0.26655 0.84155448 0.469828932 0.73345 1.3025134 0.34203391 0.74475 0.46798055 0.049985482
GSN NM_000177_bp2165_R AGCTAAAAAGGTCTTTGTCTGGGTTGGAAATCTCTTGAATTTCCAACCCAGACAAAGACCGG Hs.522373 3186 -0.784425 0.28845563 0.005830974 -0.95065 0.89684799 0.038968461 -0.087025 0.38590961 0.682585923 0.13695 0.44016862 0.57785964
GSN NM_000177_bp2165_R AGCTAAAAAGGTCTTTGTCTGGGTTGGAAATCTCTTGAATTTCCAACCCAGACAAAGACCGG Hs.522373 8562 -0.374125 0.41149477 0.127468493 -0.426725 0.51440734 0.144594569 -0.0575 0.38704461 0.785757636 0.148 0.41022214 0.5227174
GSN NM_000177_bp2165_R AGCTAAAAAGGTCTTTGTCTGGGTTGGAAATCTCTTGAATTTCCAACCCAGACAAAGACCGG Hs.522373 13938 -0.5964 0.17207899 0.009286813 -0.712375 0.89290646 0.095523111 0.006825 0.39452726 0.974573322 0.155025 0.42413701 0.517691049
GSN NM_000177_bp327_R AGCTAAAAAGCCTACGTCATCCTGAAGACATCTCTTGAATGTCTTCAGGATGACGTAGGCGG Hs.522373 3184 -0.915925 0.22264744 0.001975627 0.592975 0.88435009 0.148801872 -0.06375 0.61903187 0.850002171 -0.19935 0.24979035 0.208733007
GSN NM_000177_bp327_R AGCTAAAAAGCCTACGTCATCCTGAAGACATCTCTTGAATGTCTTCAGGATGACGTAGGCGG Hs.522373 8560 -0.90365 0.7270946 0.032890012 0.51485 0.8351858 0.1844457 0.0118 0.52738571 0.967119384 -0.17375 0.20600761 0.190221245
GSN NM_000177_bp327_R AGCTAAAAAGCCTACGTCATCCTGAAGACATCTCTTGAATGTCTTCAGGATGACGTAGGCGG Hs.522373 13936 -1.134275 0.34341918 0.001671378 0.322075 0.87966858 0.401770702 0.01205 0.47000144 0.96232843 -0.1103 0.20513886 0.360996235
GSTP1 NM_000852_bp323_R AGCTAAAAAGGACCTCCGCTGCAAATACATTCTCTTGAAATGTATTTGCAGCGGAGGTCCGG Hs.523836 1204 1.5855875 0.41901747 0.000682095 0.673875 0.42979145 0.027836904
GSTP1 NM_000852_bp323_R AGCTAAAAAGGACCTCCGCTGCAAATACATTCTCTTGAAATGTATTTGCAGCGGAGGTCCGG Hs.523836 6580 1.5896125 0.39798359 0.000583554 0.694475 0.41252549 0.023311874
GSTP1 NM_000852_bp323_R AGCTAAAAAGGACCTCCGCTGCAAATACATTCTCTTGAAATGTATTTGCAGCGGAGGTCCGG Hs.523836 11956 1.6068875 0.38281878 0.000498725 0.698975 0.42359079 0.023709792
GSTP1 NM_000852_bp486_R AGCTAAAAAGACTACAACCTGCTGGACTTATCTCTTGAACAAGTCCAGCAGGTTGTAGTCGG Hs.523836 1205 -1.8974125 0.18359449 4.42E-05 -0.7088 0.48164243 0.028381282
GSTP1 NM_000852_bp486_R AGCTAAAAAGACTACAACCTGCTGGACTTATCTCTTGAACAAGTCCAGCAGGTTGTAGTCGG Hs.523836 6581 -1.9384125 0.13883584 3.10E-05 -0.696925 0.44936398 0.026932223
GSTP1 NM_000852_bp486_R AGCTAAAAAGACTACAACCTGCTGGACTTATCTCTTGAACAAGTCCAGCAGGTTGTAGTCGG Hs.523836 11957 -1.8735125 0.09399032 3.00E-05 -0.70725 0.43332012 0.023978888
GSTP1 NM_000852_bp623_R AGCTAAAAAGTACGTGAACCTCCCCATCAATCTCTTGAATTGATGGGGAGGTTCACGTACGG Hs.523836 2282
GSTP1 NM_000852_bp623_R AGCTAAAAAGTACGTGAACCTCCCCATCAATCTCTTGAATTGATGGGGAGGTTCACGTACGG Hs.523836 7658
GSTP1 NM_000852_bp623_R AGCTAAAAAGTACGTGAACCTCCCCATCAATCTCTTGAATTGATGGGGAGGTTCACGTACGG Hs.523836 13034
GSTZ1 NM_001513_bp547_R AGCTAAAAAGTGCCAACCCTGAAGATTGATTCTCTTGAAATCAATCTTCAGGGTTGGCACGG Hs.26403 5139 -0.3461125 0.23263033 0.07921652 -0.25835 0.29945972 0.435162589
GSTZ1 NM_001513_bp547_R AGCTAAAAAGTGCCAACCCTGAAGATTGATTCTCTTGAAATCAATCTTCAGGGTTGGCACGG Hs.26403 10515 -0.2746125 0.19520932 0.125952546 0.1374375 0.54903305 0.62037237
GSTZ1 NM_001513_bp547_R AGCTAAAAAGTGCCAACCCTGAAGATTGATTCTCTTGAAATCAATCTTCAGGGTTGGCACGG Hs.26403 15891 -0.1225375 0.20766637 0.457289917 -0.0193375 0.52106852 0.941396235
GSTZ1 NM_001513_bp669_R AGCTAAAAAGCGTATGATTTCTGACCTCATTCTCTTGAAATGAGGTCAGAAATCATACGCGG Hs.26403 5141 -0.3746625 0.11577183 0.040769551 -0.6404125 0.87709355 0.159843586
GSTZ1 NM_001513_bp669_R AGCTAAAAAGCGTATGATTTCTGACCTCATTCTCTTGAAATGAGGTCAGAAATCATACGCGG Hs.26403 10517 -0.4185125 0.41574784 0.098130523 -1.3657875 1.12966919 0.040401711
GSTZ1 NM_001513_bp669_R AGCTAAAAAGCGTATGATTTCTGACCTCATTCTCTTGAAATGAGGTCAGAAATCATACGCGG Hs.26403 15893 1.3531375 1.18808387 0.036321507 0.0112375 1.83986012 0.988869143
GSTZ1 NM_001513_bp871_R AGCTAAAAAGTGCCTCAGGTGGCAAATGCTTCTCTTGAAAGCATTTGCCACCTGAGGCACGG Hs.26403 5143 0.6442125 0.33328602 0.016679424 0.6928 0.27181185 0.101960741
GSTZ1 NM_001513_bp871_R AGCTAAAAAGTGCCTCAGGTGGCAAATGCTTCTCTTGAAAGCATTTGCCACCTGAGGCACGG Hs.26403 10519 0.3806125 0.15196524 0.043710165 0.6060125 0.7219489 0.124848932
GSTZ1 NM_001513_bp871_R AGCTAAAAAGTGCCTCAGGTGGCAAATGCTTCTCTTGAAAGCATTTGCCACCTGAGGCACGG Hs.26403 15895 1.2012625 0.7336912 0.011894962 0.3879625 0.7744759 0.312889084
GTF2I NM_032999_bp1298_R AGCTAAAAAGAGGTGACTATTGAAGATGATTCTCTTGAAATCATCTTCAATAGTCACCTCGG Hs.520459 2693 2.521 0.8026876 0.000561443 2.2431625 0.77472579 0.000402774
GTF2I NM_032999_bp1298_R AGCTAAAAAGAGGTGACTATTGAAGATGATTCTCTTGAAATCATCTTCAATAGTCACCTCGG Hs.520459 8069 2.447525 0.84336367 0.000790414 2.2531125 0.65666298 0.000215096
GTF2I NM_032999_bp1298_R AGCTAAAAAGAGGTGACTATTGAAGATGATTCTCTTGAAATCATCTTCAATAGTCACCTCGG Hs.520459 13445 2.48875 0.86456385 0.00080719 2.2609875 0.76729646 0.000372697
GTF2I NM_032999_bp500_R AGCTAAAAAGTGGCCTGCATTGCAGTGTATTCTCTTGAAATACACTGCAATGCAGGCCACGG Hs.520459 8067 1.622325 0.57876157 0.001410704 -0.4889375 0.66945152 0.183524363
GTF2I NM_032999_bp500_R AGCTAAAAAGTGGCCTGCATTGCAGTGTATTCTCTTGAAATACACTGCAATGCAGGCCACGG Hs.520459 13443 1.439816667 0.74802008 0.01300584 -0.3496125 0.75151714 0.374994606
GTF2I NM_032999_bp500_R AGCTAAAAAGTGGCCTGCATTGCAGTGTATTCTCTTGAAATACACTGCAATGCAGGCCACGG Hs.520459 2691 1.718283333 0.74906959 0.007394011 0.064383333 0.46425255 0.723436276
GTPBP8 CR624891_bp1678_R AGCTAAAAAGCCTTTGAACTAAAGTTAATATCTCTTGAATATTAACTTTAGTTCAAAGGCGG Hs.127496 4725 -0.605733333 0.36691531 0.053672902 -0.573866667 0.25781882 0.055506716 -0.13623333 0.51724813 0.662928934
GTPBP8 CR624891_bp1678_R AGCTAAAAAGCCTTTGAACTAAAGTTAATATCTCTTGAATATTAACTTTAGTTCAAAGGCGG Hs.127496 15477 -0.952133333 0.21595973 0.007172701 -0.679166667 0.18549292 0.027968022 0.391433333 0.19592872 0.160424916
GTPBP8 CR624891_bp1678_R AGCTAAAAAGCCTTTGAACTAAAGTTAATATCTCTTGAATATTAACTTTAGTTCAAAGGCGG Hs.127496 10101 0.027066667 1.15028152 0.959211072 -0.082733333 0.51896147 0.786256155 0.3656
GTPBP8 CR624891_bp1719_R AGCTAAAAAGCCACTAACCTATTCATGTAATCTCTTGAATTACATGAATAGGTTAGTGGCGG Hs.127496 4727 -0.48195 0.60647666 0.131640864 -0.382525 0.46440363 0.162749992 -0.52813333 0.91924818 0.246102307
GTPBP8 CR624891_bp1719_R AGCTAAAAAGCCACTAACCTATTCATGTAATCTCTTGAATTACATGAATAGGTTAGTGGCGG Hs.127496 10103 -0.68735 0.12911825 0.004218009 -0.11925 0.51275825 0.650459767 -0.1148 0.74320221 0.757512678
GTPBP8 CR624891_bp1719_R AGCTAAAAAGCCACTAACCTATTCATGTAATCTCTTGAATTACATGAATAGGTTAGTGGCGG Hs.127496 15479 -0.5423 0.50007787 0.108296833 -0.393 -0.21145 0.07261987 0.534285585
GTPBP8 CR624891_bp43_R AGCTAAAAAGCGGGAAGACTCTTTGAAATGTCTCTTGAACATTTCAAAGAGTCTTCCCGCGG Hs.127496 4723 -0.796725 0.13152955 0.00223735 -0.115775 0.47582836 0.642931081 -0.45336667 0.17719059 0.112251763
GTPBP8 CR624891_bp43_R AGCTAAAAAGCGGGAAGACTCTTTGAAATGTCTCTTGAACATTTCAAAGAGTCTTCCCGCGG Hs.127496 10099 -0.6442 0.37115707 0.020577867 -0.0906 0.32968758 0.64981993 -0.75516667 0.45850534 0.042960864
GTPBP8 CR624891_bp43_R AGCTAAAAAGCGGGAAGACTCTTTGAAATGTCTCTTGAACATTTCAAAGAGTCTTCCCGCGG Hs.127496 15475 0.1821 0.43938536 0.498039719 -0.5315 0.21526502 0.059663526 0.092166667 1.03930407 0.842069309
GUCY1A3 BX647200_bp1959_R AGCTAAAAAGCTGGCGTCGTTGGAGTTAAATCTCTTGAATTTAACTCCAACGACGCCAGCGG Hs.620527 15150 -0.2881 1.38184557 0.622571815 -0.1984 0.16991468 0.23975027 -0.0636 0.29302165 0.809927686
GUCY1A3 BX647200_bp1959_R AGCTAAAAAGCTGGCGTCGTTGGAGTTAAATCTCTTGAATTTAACTCCAACGACGCCAGCGG Hs.620527 4398 0.2542 0.06165971 0.362043786 -0.0782 0.12623383 0.600493018 -0.1565
GUCY1A3 BX647200_bp1959_R AGCTAAAAAGCTGGCGTCGTTGGAGTTAAATCTCTTGAATTTAACTCCAACGACGCCAGCGG Hs.620527 9774 -0.386633333 0.97005906 0.418259947 -0.6483 0.1330725 0.027887681 0.08265 0.08662058 0.804133746
GUCY1A3 BX647200_bp2497_R AGCTAAAAAGTGGGAGTATTTCTATTATATTCTCTTGAAATATAATAGAAATACTCCCACGG Hs.620527 4400 0.199925 0.8566389 0.598161663 -0.6481 0.20627168 0.010619156 0.5027 1.34002418 0.390393673
GUCY1A3 BX647200_bp2497_R AGCTAAAAAGTGGGAGTATTTCTATTATATTCTCTTGAAATATAATAGAAATACTCCCACGG Hs.620527 9776 0.2183 0.72946893 0.556609793 -0.503325 0.39286168 0.063874034 0.4768 0.27038208 0.111205264
GUCY1A3 BX647200_bp2497_R AGCTAAAAAGTGGGAGTATTTCTATTATATTCTCTTGAAATATAATAGAAATACTCCCACGG Hs.620527 15152 0.28975 0.75064047 0.403552734 -0.44895 0.40453028 0.091272361 0.8022 0.4824782 0.037395909
GUCY1A3 BX647200_bp3943_R AGCTAAAAAGGACTGACTTTGACTCAATAATCTCTTGAATTATTGAGTCAAAGTCAGTCCGG Hs.620527 4402 -0.109066667 0.58593549 0.727015357 0.422575 0.25649936 0.057079195 1.33
GUCY1A3 BX647200_bp3943_R AGCTAAAAAGGACTGACTTTGACTCAATAATCTCTTGAATTATTGAGTCAAAGTCAGTCCGG Hs.620527 9778 -0.471 0.75054427 0.198160801 0.359375 0.31718769 0.112910033 0.7451
GUCY1A3 BX647200_bp3943_R AGCTAAAAAGGACTGACTTTGACTCAATAATCTCTTGAATTATTGAGTCAAAGTCAGTCCGG Hs.620527 15154 -0.5707 0.80358509 0.150537844 0.328275 0.30301464 0.132249849 0.7256
GUCY2C NM_004963_bp1451_R AGCTAAAAAGGTCCCACATTCCTCCTGAAATCTCTTGAATTTCAGGAGGAATGTGGGACCGG Hs.524278 358 -0.708225 0.65496943 0.054975499 -0.089966667 0.67670016 0.806336171
GUCY2C NM_004963_bp1451_R AGCTAAAAAGGTCCCACATTCCTCCTGAAATCTCTTGAATTTCAGGAGGAATGTGGGACCGG Hs.524278 5734 -0.794725 1.17498822 0.153144262 -0.081133333 1.59186239 0.915883503
GUCY2C NM_004963_bp1451_R AGCTAAAAAGGTCCCACATTCCTCCTGAAATCTCTTGAATTTCAGGAGGAATGTGGGACCGG Hs.524278 11110 -1.2151 0.65256328 0.00776785 -1.523433333 0.64176585 0.013194215
GUCY2C NM_004963_bp2496_R AGCTAAAAAGCCGGAACTATATGAGGAAGTTCTCTTGAAACTTCCTCATATAGTTCCGGCGG Hs.524278 1571 -0.1251 0.48780097 0.607825011 1.906533333 0.95269316 0.017491682
GUCY2C NM_004963_bp2496_R AGCTAAAAAGCCGGAACTATATGAGGAAGTTCTCTTGAAACTTCCTCATATAGTTCCGGCGG Hs.524278 6947 -0.031875 0.39453317 0.879592137 1.8363 1.05899576 0.025721196
GUCY2C NM_004963_bp2496_R AGCTAAAAAGCCGGAACTATATGAGGAAGTTCTCTTGAAACTTCCTCATATAGTTCCGGCGG Hs.524278 12323 -0.01525 0.25841258 0.929269525 1.964466667 0.99800915 0.018040273
GUCY2C NM_004963_bp676_R AGCTAAAAAGAGGCTAGCGTTTCCTATTTCTCTCTTGAAGAAATAGGAAACGCTAGCCTCGG Hs.524278 359 0.9443 0.7973207 0.036785294 1.54635 2.81251722 0.329448251
GUCY2C NM_004963_bp676_R AGCTAAAAAGAGGCTAGCGTTTCCTATTTCTCTCTTGAAGAAATAGGAAACGCTAGCCTCGG Hs.524278 5735 0.765975 0.92674941 0.100396964 1.4324 2.07961928 0.205783153
GUCY2C NM_004963_bp676_R AGCTAAAAAGAGGCTAGCGTTTCCTATTTCTCTCTTGAAGAAATAGGAAACGCTAGCCTCGG Hs.524278 11111 0.693575 1.15734969 0.196513017 1.182633333 2.17319482 0.29585646
GUCY2D NM_000180_bp1719_R AGCTAAAAAGCCCCAACATTGGTGTCTATGTCTCTTGAACATAGACACCAATGTTGGGGCGG Hs.309958 83 -0.847475 0.24376034 0.003173185 0.1425625 0.48967082 0.578013176
GUCY2D NM_000180_bp1719_R AGCTAAAAAGCCCCAACATTGGTGTCTATGTCTCTTGAACATAGACACCAATGTTGGGGCGG Hs.309958 5459 -0.82 0.18134187 0.002534653 0.1446375 0.47262224 0.563488231
GUCY2D NM_000180_bp1719_R AGCTAAAAAGCCCCAACATTGGTGTCTATGTCTCTTGAACATAGACACCAATGTTGGGGCGG Hs.309958 10835 -0.736225 0.26900873 0.006740014 0.1798625 0.5063354 0.497188859
GUCY2D NM_000180_bp2542_R AGCTAAAAAGCTGGAGCAGTACTCTAGTAATCTCTTGAATTACTAGAGTACTGCTCCAGCGG Hs.309958 1541 -0.31225 0.35601779 0.159027913 -0.1183125 0.23108228 0.496038765
GUCY2D NM_000180_bp2542_R AGCTAAAAAGCTGGAGCAGTACTCTAGTAATCTCTTGAATTACTAGAGTACTGCTCCAGCGG Hs.309958 6917 -0.468725 0.42567699 0.075124426 -0.0397125 0.2592493 0.82239384
GUCY2D NM_000180_bp2542_R AGCTAAAAAGCTGGAGCAGTACTCTAGTAATCTCTTGAATTACTAGAGTACTGCTCCAGCGG Hs.309958 12293 -0.2918 0.433034 0.226163306 -0.1386125 0.36187449 0.514746389
GUCY2D NM_000180_bp2689_R AGCTAAAAAGCCCGAGTACTTTGAGCAAGTTCTCTTGAAACTTGCTCAAAGTACTCGGGCGG Hs.309958 84 -0.395125 0.36299454 0.093033861 -0.0260125 0.22586877 0.876847089
GUCY2D NM_000180_bp2689_R AGCTAAAAAGCCCGAGTACTTTGAGCAAGTTCTCTTGAAACTTGCTCAAAGTACTCGGGCGG Hs.309958 5460 -0.341225 0.42320371 0.162592697 0.1836375 0.21505956 0.297897383
GUCY2D NM_000180_bp2689_R AGCTAAAAAGCCCGAGTACTTTGAGCAAGTTCTCTTGAAACTTGCTCAAAGTACTCGGGCGG Hs.309958 10836 -0.378675 0.35704622 0.10153523 0.0976875 0.26028122 0.587070185
GUCY2F NM_001522_bp1151_R AGCTAAAAAGCTCTACAGTTTACCTTATAATCTCTTGAATTATAAGGTAAACTGTAGAGCGG Hs.123074 42 -0.6115 0.48514656 0.043484756 0.3963125 0.43829599 0.138911538
GUCY2F NM_001522_bp1151_R AGCTAAAAAGCTCTACAGTTTACCTTATAATCTCTTGAATTATAAGGTAAACTGTAGAGCGG Hs.123074 5418 -0.5575 0.50239851 0.062318626 0.4453125 0.484672 0.124600518
GUCY2F NM_001522_bp1151_R AGCTAAAAAGCTCTACAGTTTACCTTATAATCTCTTGAATTATAAGGTAAACTGTAGAGCGG Hs.123074 10794 -0.55255 0.4806258 0.058468533 0.4714875 0.39168734 0.076147603
GUCY2F NM_001522_bp2219_R AGCTAAAAAGAAACTTGACTGGATGTTTAATCTCTTGAATTAAACATCCAGTCAAGTTTCGG Hs.123074 43 -0.228175 0.25947418 0.221924268 -0.1837875 0.10312742 0.239807781
GUCY2F NM_001522_bp2219_R AGCTAAAAAGAAACTTGACTGGATGTTTAATCTCTTGAATTAAACATCCAGTCAAGTTTCGG Hs.123074 5419 -0.26725 0.21139619 0.140919566 -0.1536875 0.07973093 0.305835276
GUCY2F NM_001522_bp2219_R AGCTAAAAAGAAACTTGACTGGATGTTTAATCTCTTGAATTAAACATCCAGTCAAGTTTCGG Hs.123074 10795 -0.20945 0.22370025 0.235882225 -0.0991625 0.11923152 0.507770147
H2AFX BM917453_bp703_R AGCTAAAAAGACCTAACGCTCGTCTTTAAATCTCTTGAATTTAAAGACGAGCGTTAGGTCGG Hs.477879 4491 0.114775 0.50744551 0.645874904 -0.504175 0.53429706 0.109738201 -1.0927 1.3991234 0.105130692
H2AFX BM917453_bp703_R AGCTAAAAAGACCTAACGCTCGTCTTTAAATCTCTTGAATTTAAAGACGAGCGTTAGGTCGG Hs.477879 9867 0.03525 0.51728158 0.888115755 -0.5863 0.42978563 0.04822622 -1.13593333 1.43794345 0.100934076
H2AFX BM917453_bp703_R AGCTAAAAAGACCTAACGCTCGTCTTTAAATCTCTTGAATTTAAAGACGAGCGTTAGGTCGG Hs.477879 15243 0.463825 0.06623868 0.016864448 -0.425 0.60470758 0.194047529 -1.18 2.11778481 0.214155166
H2AFX BM917453_bp79_R AGCTAAAAAGGGCGTCTGTTCTAGTGTTTGTCTCTTGAACAAACACTAGAACAGACGCCCGG Hs.477879 4493 0.823475 0.78168308 0.054022816 0.11055 0.66936272 0.731114298 0.788833333 0.54446312 0.046254036
H2AFX BM917453_bp79_R AGCTAAAAAGGGCGTCTGTTCTAGTGTTTGTCTCTTGAACAAACACTAGAACAGACGCCCGG Hs.477879 9869 0.872125 0.45593562 0.010373557 0.043275 0.29041635 0.815840444 0.450066667 0.7071644 0.244882269
H2AFX BM917453_bp79_R AGCTAAAAAGGGCGTCTGTTCTAGTGTTTGTCTCTTGAACAAACACTAGAACAGACGCCCGG Hs.477879 15245 0.703025 0.88183261 0.111632153 0.2191 0.59933642 0.468089136 0.109233333 0.47474808 0.717130451
HAPIP NM_007064_bp3104_R AGCTAAAAAGCCGTTTCTCTATAGTAAAGATCTCTTGAATCTTTACTATAGAGAAACGGCGG Hs.162189 557 -0.5532 0.31048379 0.025702831 -1.5581 3.17095942 0.334685114
HAPIP NM_007064_bp3104_R AGCTAAAAAGCCGTTTCTCTATAGTAAAGATCTCTTGAATCTTTACTATAGAGAAACGGCGG Hs.162189 5933 -1.195275 0.65393159 0.008362407 -2.273433333 3.51149535 0.224253262
HAPIP NM_007064_bp3104_R AGCTAAAAAGCCGTTTCTCTATAGTAAAGATCTCTTGAATCTTTACTATAGAGAAACGGCGG Hs.162189 11309 -1.4082 0.67067528 0.004596909 -2.325333333 3.39292459 0.203809233
HAPIP NM_007064_bp3420_R AGCTAAAAAGGTTGCACATTTGGACATAAATCTCTTGAATTTATGTCCAAATGTGCAACCGG Hs.162189 558 -1.106575 0.75478872 0.01782782 -0.504233333 1.39049212 0.474367154
HAPIP NM_007064_bp3420_R AGCTAAAAAGGTTGCACATTTGGACATAAATCTCTTGAATTTATGTCCAAATGTGCAACCGG Hs.162189 5934 -1.215025 0.70504165 0.00998939 -1.1994 0.80267467 0.044035157
HAPIP NM_007064_bp3420_R AGCTAAAAAGGTTGCACATTTGGACATAAATCTCTTGAATTTATGTCCAAATGTGCAACCGG Hs.162189 11310 -0.992575 0.51400703 0.008547482 -1.3025 0.69422045 0.025262051
HAPIP NM_007064_bp883_R AGCTAAAAAGAGGGCTTCATGAAGAGAATATCTCTTGAATATTCTCTTCATGAAGCCCTCGG Hs.162189 559 -0.239525 1.12738519 0.620819997 0.8221 0.80751594 0.174329615
HAPIP NM_007064_bp883_R AGCTAAAAAGAGGGCTTCATGAAGAGAATATCTCTTGAATATTCTCTTCATGAAGCCCTCGG Hs.162189 5935 -0.340775 0.77571115 0.344479819 0.015166667 0.89688362 0.973563547
HAPIP NM_007064_bp883_R AGCTAAAAAGAGGGCTTCATGAAGAGAATATCTCTTGAATATTCTCTTCATGAAGCCCTCGG Hs.162189 11311 -0.521175 0.693607 0.140276728 0.136533333 0.8443285 0.755539539
HAT1 NM_003642_bp1106_R AGCTAAAAAGAAGACTAATTAGCCCATATATCTCTTGAATATATGGGCTAATTAGTCTTCGG Hs.298250 1203 0.9218625 1.7698601 0.260593138 -0.8708 0.42072854 0.062850895
HAT1 NM_003642_bp1106_R AGCTAAAAAGAAGACTAATTAGCCCATATATCTCTTGAATATATGGGCTAATTAGTCTTCGG Hs.298250 6579 1.3164375 2.25401302 0.206633312 -0.71055 0.46845824 0.111306141
HAT1 NM_003642_bp1106_R AGCTAAAAAGAAGACTAATTAGCCCATATATCTCTTGAATATATGGGCTAATTAGTCTTCGG Hs.298250 11955 1.1343125 1.90963375 0.203710959 -0.7362 0.53655263 0.110439533
HAT1 NM_003642_bp632_R AGCTAAAAAGGCACTACTTTCTAGTATTTGTCTCTTGAACAAATACTAGAAAGTAGTGCCGG Hs.298250 2256 1.2468625 0.35496979 0.0013253 0.618875 0.94961762 0.151433432
HAT1 NM_003642_bp632_R AGCTAAAAAGGCACTACTTTCTAGTATTTGTCTCTTGAACAAATACTAGAAAGTAGTGCCGG Hs.298250 7632 1.4259625 0.17186 0.000208118 0.7441 0.58148482 0.033509596
HAT1 NM_003642_bp632_R AGCTAAAAAGGCACTACTTTCTAGTATTTGTCTCTTGAACAAATACTAGAAAGTAGTGCCGG Hs.298250 13008 1.3421125 0.27985406 0.00055694 0.707825 0.84500448 0.0863259
HAT1 NM_003642_bp793_R AGCTAAAAAGGTGCTCAACTTCTTGAAACATCTCTTGAATGTTTCAAGAAGTTGAGCACCGG Hs.298250 1202 -0.8714625 0.1821806 0.001634361 -0.180925 0.65145943 0.56781989
HAT1 NM_003642_bp793_R AGCTAAAAAGGTGCTCAACTTCTTGAAACATCTCTTGAATGTTTCAAGAAGTTGAGCACCGG Hs.298250 6578 -0.7852125 0.06044152 0.001515843 -0.1566 0.61058924 0.607500413
HAT1 NM_003642_bp793_R AGCTAAAAAGGTGCTCAACTTCTTGAAACATCTCTTGAATGTTTCAAGAAGTTGAGCACCGG Hs.298250 11954 -0.8280375 0.07142849 0.001241441 -0.130175 0.65941581 0.683769553
HCK NM_002110_bp418_R AGCTAAAAAGTGGTTGCCCTGTATGATTACTCTCTTGAAGTAATCATACAGGGCAACCACGG Hs.126521 142 -0.334025 0.41992534 0.168325796 -0.3626625 0.29052133 0.099623547
HCK NM_002110_bp418_R AGCTAAAAAGTGGTTGCCCTGTATGATTACTCTCTTGAAGTAATCATACAGGGCAACCACGG Hs.126521 5518 -0.301125 0.47611216 0.238227074 -0.3130375 0.1759071 0.093740699
HCK NM_002110_bp418_R AGCTAAAAAGTGGTTGCCCTGTATGATTACTCTCTTGAAGTAATCATACAGGGCAACCACGG Hs.126521 10894 -0.27165 0.53389439 0.31536409 -0.3291625 0.19857897 0.089333296
HCK NM_002110_bp689_R AGCTAAAAAGCGAGACCACTAAAGGAAGCTTCTCTTGAAAGCTTCCTTTAGTGGTCTCGCGG Hs.126521 143 -0.714866667 0.40009099 0.03730769 -0.1538875 0.9234663 0.716989389
HCK NM_002110_bp689_R AGCTAAAAAGCGAGACCACTAAAGGAAGCTTCTCTTGAAAGCTTCCTTTAGTGGTCTCGCGG Hs.126521 5519 -0.693966667 0.41402494 0.042842365 -0.0816375 0.88880861 0.841416689
HCK NM_002110_bp689_R AGCTAAAAAGCGAGACCACTAAAGGAAGCTTCTCTTGAAAGCTTCCTTTAGTGGTCTCGCGG Hs.126521 10895 -0.667 0.36754057 0.040751689 -0.1154625 0.85537248 0.770338839
HDAC1 NM_004964_bp109_R AGCTAAAAAGACGGGGATGTTGGAAATTACTCTCTTGAAGTAATTTCCAACATCCCCGTCGG Hs.88556 13006 -0.27605 0.16723075 0.293215295 -0.4335 0.24002127 0.13944439
HDAC1 NM_004964_bp109_R AGCTAAAAAGACGGGGATGTTGGAAATTACTCTCTTGAAGTAATTTCCAACATCCCCGTCGG Hs.88556 7630 0.1567
HDAC1 NM_004964_bp789_R AGCTAAAAAGCCGGTCATGTCCAAAGTAATTCTCTTGAAATTACTTTGGACATGACCGGCGG Hs.88556 1188 -0.5823375 0.29365315 0.015606041 -0.950175 0.6626127 0.01771172
HDAC1 NM_004964_bp789_R AGCTAAAAAGCCGGTCATGTCCAAAGTAATTCTCTTGAAATTACTTTGGACATGACCGGCGG Hs.88556 6564 -0.6039625 0.3038867 0.014547376 -0.8099 0.61681198 0.027980152
HDAC1 NM_004964_bp789_R AGCTAAAAAGCCGGTCATGTCCAAAGTAATTCTCTTGAAATTACTTTGGACATGACCGGCGG Hs.88556 11940 -0.5855875 0.28856307 0.014927094 -0.8053 0.63560217 0.030529539
HDAC1 NM_004964_bp87_R AGCTAAAAAGAGGAAAGTCTGTTACTACTATCTCTTGAATAGTAGTAACAGACTTTCCTCGG Hs.88556 1201 0.2668375 0.20971626 0.192500072 0.533175 0.26317885 0.037476789
HDAC1 NM_004964_bp87_R AGCTAAAAAGAGGAAAGTCTGTTACTACTATCTCTTGAATAGTAGTAACAGACTTTCCTCGG Hs.88556 6577 0.3204375 0.28781779 0.157804824 0.4875 0.20992919 0.044488294
HDAC1 NM_004964_bp87_R AGCTAAAAAGAGGAAAGTCTGTTACTACTATCTCTTGAATAGTAGTAACAGACTTTCCTCGG Hs.88556 11953 0.3204875 0.2431417 0.13663144 0.48395 0.24981976 0.050295604
HDAC10 NM_032019_bp1736_R AGCTAAAAAGAAGCTCCTGTACCTCTTAGATCTCTTGAATCTAAGAGGTACAGGAGCTTCGG Hs.26593 3088 2.305825 1.48105923 0.011030545 0.611725 1.31974626 0.263746814 0.4896 1.0113748 0.404367086 0.029725 0.47053616 0.907450862
HDAC10 NM_032019_bp1736_R AGCTAAAAAGAAGCTCCTGTACCTCTTAGATCTCTTGAATCTAAGAGGTACAGGAGCTTCGG Hs.26593 8464 2.66235 1.34528142 0.004186728 0.595475 1.15013025 0.22586988 0.555925 1.04814072 0.366624372 0.039325 0.49505163 0.883862274
HDAC10 NM_032019_bp1736_R AGCTAAAAAGAAGCTCCTGTACCTCTTAGATCTCTTGAATCTAAGAGGTACAGGAGCTTCGG Hs.26593 13840 2.845625 1.14738247 0.001624946 0.512125 1.27729055 0.329321111 0.5782 1.03488442 0.34523992 0.141875 0.49650783 0.6076769
HDAC10 NM_032019_bp1965_R AGCTAAAAAGCCCTATCCATGTTCCATGTCTCTCTTGAAGACATGGAACATGGATAGGGCGG Hs.26593 3090 -0.963575 0.14545676 0.001011722 -1.0229 0.89354565 0.029536087 -0.101775 1.09930408 0.864912504 0.1245 0.23333714 0.364166719
HDAC10 NM_032019_bp1965_R AGCTAAAAAGCCCTATCCATGTTCCATGTCTCTCTTGAAGACATGGAACATGGATAGGGCGG Hs.26593 8466 -1.344325 0.40717611 0.001187498 -0.73215 0.69055678 0.050940508 -0.065325 1.1294484 0.91521786 0.1645 0.23629192 0.258074717
HDAC10 NM_032019_bp1965_R AGCTAAAAAGCCCTATCCATGTTCCATGTCTCTCTTGAAGACATGGAACATGGATAGGGCGG Hs.26593 13842 -1.089325 0.30967869 0.001597897 -0.928025 1.07626839 0.067757129 -0.0234 1.13716284 0.969758086 0.238775 0.21482325 0.112728987
HDAC10 NM_032019_bp884_R AGCTAAAAAGGGGATCCAGTATCTCTTTGATCTCTTGAATCAAAGAGATACTGGATCCCCGG Hs.26593 3086 -0.52425 0.86657712 0.204048575 -1.238125 1.02188139 0.021112348 0.112225 0.46498795 0.662340907 -0.779475 0.90623237 0.18387289
HDAC10 NM_032019_bp884_R AGCTAAAAAGGGGATCCAGTATCTCTTTGATCTCTTGAATCAAAGAGATACTGGATCCCCGG Hs.26593 8462 -0.94945 0.67352863 0.022215183 -0.714175 0.97859867 0.114402627 0.176425 0.48442969 0.519086266 -0.711675 0.85424508 0.194262268
HDAC10 NM_032019_bp884_R AGCTAAAAAGGGGATCCAGTATCTCTTTGATCTCTTGAATCAAAGAGATACTGGATCCCCGG Hs.26593 13838 -0.96305 0.59753091 0.014866409 -0.649925 1.17525467 0.198125737 0.19575 0.44150692 0.440534327 -0.70125 0.89742986 0.216039725
HDAC11 NM_024827_bp151_R AGCTAAAAAGGCAAAGTGATCAATTTCCTATCTCTTGAATAGGAAATTGATCACTTTGCCGG Hs.404802 3096 -0.813025 0.1139996 0.001895173 -0.153825 0.7665785 0.651274945 -0.032025 0.68915629 0.931810324 0.164375 0.16786755 0.1450801
HDAC11 NM_024827_bp151_R AGCTAAAAAGGCAAAGTGATCAATTTCCTATCTCTTGAATAGGAAATTGATCACTTTGCCGG Hs.404802 8472 -0.758725 0.2771955 0.00625213 -0.1432 0.79632943 0.681527898 0.03305 0.64213331 0.924507266 0.29275 0.28305384 0.130427941
HDAC11 NM_024827_bp151_R AGCTAAAAAGGCAAAGTGATCAATTTCCTATCTCTTGAATAGGAAATTGATCACTTTGCCGG Hs.404802 13848 -0.94905 0.44718115 0.007001712 -0.2697 0.81702304 0.455684318 0.0789 0.65829675 0.826000245 0.33115 0.33526909 0.142690693
HDAC11 NM_024827_bp278_R AGCTAAAAAGGTCCTTTGCTGTTGCTACCATCTCTTGAATGGTAGCAACAGCAAAGGACCGG Hs.404802 3092 -0.01215 1.42414698 0.983692009 1.9282 1.56218428 0.024377203 -1.2244 0.92447141 0.31219442 -0.9798 0.86974134 0.356840377
HDAC11 NM_024827_bp278_R AGCTAAAAAGGTCCTTTGCTGTTGCTACCATCTCTTGAATGGTAGCAACAGCAAAGGACCGG Hs.404802 8468 0.179675 1.13729703 0.711184159 1.5267 1.00413085 0.01572214 -0.95575 0.65980134 0.289103863 -0.9247 0.83820438 0.362871504
HDAC11 NM_024827_bp278_R AGCTAAAAAGGTCCTTTGCTGTTGCTACCATCTCTTGAATGGTAGCAACAGCAAAGGACCGG Hs.404802 13844 0.07735 1.34357376 0.890752004 1.791966667 1.17739849 0.01342144 -0.4699 -0.6274 0.54758349 0.352009067



HDAC11 NM_024827_bp547_R AGCTAAAAAGCTACCATCATTGATCTTGATTCTCTTGAAATCAAGATCAATGATGGTAGCGG Hs.404802 3094 -1.590725 0.26813104 0.00020459 -0.63855 0.8868969 0.125410216 -0.07125 0.52080808 0.802138231 -0.149375 0.31190197 0.408808235
HDAC11 NM_024827_bp547_R AGCTAAAAAGCTACCATCATTGATCTTGATTCTCTTGAAATCAAGATCAATGATGGTAGCGG Hs.404802 8470 -1.611325 0.28382137 0.000214796 -0.6288 0.88687074 0.13022352 0.00585 0.44218661 0.98055257 -0.0991 0.33511371 0.595832251
HDAC11 NM_024827_bp547_R AGCTAAAAAGCTACCATCATTGATCTTGATTCTCTTGAAATCAAGATCAATGATGGTAGCGG Hs.404802 13846 -1.57585 0.27225582 0.000220278 -0.6251 0.80895363 0.111632937 0.0536 0.52349168 0.85085141 -0.053725 0.38381262 0.797706151
HDAC2 NM_001527_bp318_R AGCTAAAAAGACCCATAACTTGCTGTTAAATCTCTTGAATTTAACAGCAAGTTATGGGTCGG Hs.3352 3078 -1.67015 0.16085361 8.06E-05 -0.233725 0.40292229 0.346301358 0.37805 0.34955717 0.119235956 0.249525 0.28272554 0.175723904
HDAC2 NM_001527_bp318_R AGCTAAAAAGACCCATAACTTGCTGTTAAATCTCTTGAATTTAACAGCAAGTTATGGGTCGG Hs.3352 8454 -1.69425 0.20687952 9.96E-05 -0.47275 0.32263123 0.067383584 0.420525 0.35604354 0.099200976 0.377375 0.31888499 0.098785964
HDAC2 NM_001527_bp318_R AGCTAAAAAGACCCATAACTTGCTGTTAAATCTCTTGAATTTAACAGCAAGTTATGGGTCGG Hs.3352 13830 -1.69095 0.26664646 0.000150948 -0.258875 0.49025137 0.338212038 0.47545 0.39126299 0.093302109 0.412275 0.2937771 0.067475863
HDAC2 NM_001527_bp789_R AGCTAAAAAGACGGTATCATTCCATAAATATCTCTTGAATATTTATGGAATGATACCGTCGG Hs.3352 3074 -0.654025 0.76809521 0.099324414 -0.2718 0.74195618 0.423156564 0.7364 0.40848417 0.036619056 -0.047675 0.86008061 0.918726747
HDAC2 NM_001527_bp789_R AGCTAAAAAGACGGTATCATTCCATAAATATCTCTTGAATATTTATGGAATGATACCGTCGG Hs.3352 8450 -0.5711 0.19843896 0.012582372 0.05455 1.20320751 0.909235391 0.6106 0.37490468 0.047225702 -0.10875 0.88621736 0.821958774
HDAC2 NM_001527_bp789_R AGCTAAAAAGACGGTATCATTCCATAAATATCTCTTGAATATTTATGGAATGATACCGTCGG Hs.3352 13826 -0.34195 0.21430356 0.076354046 0.056675 0.59532541 0.843925221 0.727575 0.41880818 0.040214964 0.00705 0.93858881 0.988957397
HDAC2 NM_001527_bp920_R AGCTAAAAAGGCAGATATTTAAGCCTATTATCTCTTGAATAATAGGCTTAAATATCTGCCGG Hs.3352 3076 0.105575 0.31637874 0.578880721 0.461125 0.82032786 0.222673246 0.54645 0.38079462 0.064047645 0.852475 0.13094967 0.000978368
HDAC2 NM_001527_bp920_R AGCTAAAAAGGCAGATATTTAAGCCTATTATCTCTTGAATAATAGGCTTAAATATCTGCCGG Hs.3352 8452 0.319175 0.16815149 0.078429317 0.27655 0.96393786 0.497314598 0.644125 0.47732403 0.073854785 0.8484 0.2090004 0.003906558
HDAC2 NM_001527_bp920_R AGCTAAAAAGGCAGATATTTAAGCCTATTATCTCTTGAATAATAGGCTTAAATATCTGCCGG Hs.3352 13828 0.22745 0.3263762 0.263541538 0.2623 0.84661549 0.478473854 0.667325 0.43323651 0.054108352 0.90285 0.19949928 0.002848364
HDAC3 NM_003883_bp1018_R AGCTAAAAAGGAGCTTCCCTATAGTGAATATCTCTTGAATATTCACTATAGGGAAGCTCCGG Hs.519632 1187 0.3405125 0.30550762 0.14547598 0.7777 0.16702267 0.005979365
HDAC3 NM_003883_bp1018_R AGCTAAAAAGGAGCTTCCCTATAGTGAATATCTCTTGAATATTCACTATAGGGAAGCTCCGG Hs.519632 6563 0.3462625 0.29108771 0.13280045 0.774925 0.19550402 0.006564205
HDAC3 NM_003883_bp1018_R AGCTAAAAAGGAGCTTCCCTATAGTGAATATCTCTTGAATATTCACTATAGGGAAGCTCCGG Hs.519632 11939 0.3444375 0.21708518 0.103850089 0.737225 0.16606277 0.007674006
HDAC3 NM_003883_bp1052_R AGCTAAAAAGCCCCAGACTTCACACTTCATTCTCTTGAAATGAAGTGTGAAGTCTGGGGCGG Hs.519632 1186 0.2938125 0.39819058 0.258622558 -0.089 0.63174612 0.775853724
HDAC3 NM_003883_bp1052_R AGCTAAAAAGCCCCAGACTTCACACTTCATTCTCTTGAAATGAAGTGTGAAGTCTGGGGCGG Hs.519632 6562 0.2133625 0.37496941 0.407129234 -0.103675 0.62967712 0.738325309
HDAC3 NM_003883_bp1052_R AGCTAAAAAGCCCCAGACTTCACACTTCATTCTCTTGAAATGAAGTGTGAAGTCTGGGGCGG Hs.519632 11938 0.2609625 0.37924313 0.305098217 -0.08315 0.61861438 0.788291977
HDAC3 NM_003883_bp619_R AGCTAAAAAGACGGTGTCCTTCCACAAATATCTCTTGAATATTTGTGGAAGGACACCGTCGG Hs.519632 1185 1.5532375 0.46409745 0.001015403 0.386175 0.78754742 0.283629509
HDAC3 NM_003883_bp619_R AGCTAAAAAGACGGTGTCCTTCCACAAATATCTCTTGAATATTTGTGGAAGGACACCGTCGG Hs.519632 6561 1.5692125 0.29598735 0.000302712 0.699925 0.33017992 0.016729421
HDAC3 NM_003883_bp619_R AGCTAAAAAGACGGTGTCCTTCCACAAATATCTCTTGAATATTTGTGGAAGGACACCGTCGG Hs.519632 11937 1.4699625 0.41032239 0.000922713 0.484375 0.55210618 0.115994759
HDAC4 NM_006037_bp1640_R AGCTAAAAAGTCCGTTGGATGTCACAGACTTCTCTTGAAAGTCTGTGACATCCAACGGACGG Hs.20516 1184 1.0922875 0.65560039 0.013871458 0.687975 0.442256 0.027022871
HDAC4 NM_006037_bp1640_R AGCTAAAAAGTCCGTTGGATGTCACAGACTTCTCTTGAAAGTCTGTGACATCCAACGGACGG Hs.20516 6560 1.0710375 0.62938984 0.013265417 0.66625 0.46480322 0.033039325
HDAC4 NM_006037_bp1640_R AGCTAAAAAGTCCGTTGGATGTCACAGACTTCTCTTGAAAGTCTGTGACATCCAACGGACGG Hs.20516 11936 1.1112375 0.72904635 0.017957909 0.670575 0.45651076 0.0312157
HDAC4 NM_006037_bp3124_R AGCTAAAAAGTGGTAGAGCTGGTCTTCAAGTCTCTTGAACTTGAAGACCAGCTCTACCACGG Hs.20516 2252 2.3121625 1.09603486 0.003635962 2.01135 0.65620476 0.000418465
HDAC4 NM_006037_bp3124_R AGCTAAAAAGTGGTAGAGCTGGTCTTCAAGTCTCTTGAACTTGAAGACCAGCTCTACCACGG Hs.20516 7628 2.0806125 1.29055682 0.010647643 1.94885 0.82710148 0.001138604
HDAC4 NM_006037_bp3124_R AGCTAAAAAGTGGTAGAGCTGGTCTTCAAGTCTCTTGAACTTGAAGACCAGCTCTACCACGG Hs.20516 13004 1.7802875 1.32674337 0.021514101 1.98525 0.89653747 0.001407868
HDAC4 NM_006037_bp3832_R AGCTAAAAAGTCCGTTCCATGGAGAAAGTCTCTCTTGAAGACTTTCTCCATGGAACGGACGG Hs.20516 2250 -0.5736125 0.3330635 0.020539363 -0.2103 0.58190408 0.47660863
HDAC4 NM_006037_bp3832_R AGCTAAAAAGTCCGTTCCATGGAGAAAGTCTCTCTTGAAGACTTTCTCCATGGAACGGACGG Hs.20516 7626 -0.6135125 0.43582658 0.02817832 -0.12785 0.66174909 0.687067305
HDAC4 NM_006037_bp3832_R AGCTAAAAAGTCCGTTCCATGGAGAAAGTCTCTCTTGAAGACTTTCTCCATGGAACGGACGG Hs.20516 13002 -0.5847625 0.42002201 0.030492332 -0.19795 0.60341211 0.510681632
HDAC5 NM_139205_bp2099_R AGCTAAAAAGAGGATTGCATCCAGGTTAAGTCTCTTGAACTTAACCTGGATGCAATCCTCGG 1183 2.1817125 1.62328422 0.020220246 -0.083775 1.43256712 0.885752533
HDAC5 NM_139205_bp2099_R AGCTAAAAAGAGGATTGCATCCAGGTTAAGTCTCTTGAACTTAACCTGGATGCAATCCTCGG 6559 2.3286625 1.81352576 0.023435017 -0.05195 1.60926461 0.937832846
HDAC5 NM_139205_bp2099_R AGCTAAAAAGAGGATTGCATCCAGGTTAAGTCTCTTGAACTTAACCTGGATGCAATCCTCGG 11935 2.3267875 1.88603679 0.026899909 -0.187325 1.56077199 0.760787165
HDAC5 NM_139205_bp2498_R AGCTAAAAAGCAGGAGAGCTCAAGAATGGATCTCTTGAATCCATTCTTGAGCTCTCCTGCGG 2248 -0.1117375 0.45823374 0.526947061 -0.21895 0.83251998 0.552702035
HDAC5 NM_139205_bp2498_R AGCTAAAAAGCAGGAGAGCTCAAGAATGGATCTCTTGAATCCATTCTTGAGCTCTCCTGCGG 7624 0.0033625 0.29375274 0.850376354 0.397775 1.10147391 0.381725301
HDAC5 NM_139205_bp2498_R AGCTAAAAAGCAGGAGAGCTCAAGAATGGATCTCTTGAATCCATTCTTGAGCTCTCCTGCGG 13000 0.1111875 0.57667375 0.787535074 0.44085 0.67765638 0.186058421
HDAC6 NM_006044_bp2407_R AGCTAAAAAGGCCGCATTATCCTTATCCTATCTCTTGAATAGGATAAGGATAATGCGGCCGG Hs.6764 3080 -0.807925 1.16779082 0.14587282 -0.326375 1.44580752 0.566289942 0.589825 0.46945582 0.086723496 -0.226225 0.30629078 0.236130724
HDAC6 NM_006044_bp2407_R AGCTAAAAAGGCCGCATTATCCTTATCCTATCTCTTGAATAGGATAAGGATAATGCGGCCGG Hs.6764 8456 -0.567725 0.50721818 0.060215688 -0.1197 1.41312514 0.827950353 0.566925 0.31730896 0.037463297 -0.083725 0.2767258 0.587811159
HDAC6 NM_006044_bp2407_R AGCTAAAAAGGCCGCATTATCCTTATCCTATCTCTTGAATAGGATAAGGATAATGCGGCCGG Hs.6764 13832 -0.620575 0.45851953 0.036639469 -0.1685 0.95780427 0.673864906 0.656725 0.32096036 0.026381492 -0.034675 0.30100509 0.832602129
HDAC6 NM_006044_bp3383_R AGCTAAAAAGCCTCACTGATCAGGCCATATTCTCTTGAAATATGGCCTGATCAGTGAGGCGG Hs.6764 3082 -0.728525 0.24547982 0.006114157 -1.08545 0.89561187 0.023691814 0.279475 0.44589489 0.298804476 0.23155 0.49137307 0.415485123
HDAC6 NM_006044_bp3383_R AGCTAAAAAGCCTCACTGATCAGGCCATATTCTCTTGAAATATGGCCTGATCAGTGAGGCGG Hs.6764 8458 -1.15635 0.67263291 0.010454189 -1.087375 1.0437956 0.036804493 0.2626 0.32987298 0.209597138 0.19005 0.39776169 0.409773123
HDAC6 NM_006044_bp3383_R AGCTAAAAAGCCTCACTGATCAGGCCATATTCTCTTGAAATATGGCCTGATCAGTGAGGCGG Hs.6764 13834 -1.195125 0.16344464 0.000407667 -0.6749 0.88171371 0.107689822 0.41605 0.49102013 0.188716904 0.258575 0.44384192 0.328174256
HDAC6 NM_006044_bp892_R AGCTAAAAAGACCCCAGTGTCCTCTATTTCTCTCTTGAAGAAATAGAGGACACTGGGGTCGG Hs.6764 3084 -1.79715 0.24401121 9.60E-05 0.1091 0.23289985 0.600952967 -0.3604 0.65994901 0.354604517 0.21045 0.40241399 0.372439937
HDAC6 NM_006044_bp892_R AGCTAAAAAGACCCCAGTGTCCTCTATTTCTCTCTTGAAGAAATAGAGGACACTGGGGTCGG Hs.6764 8460 -1.749625 0.17590786 7.02E-05 0.106075 0.20454255 0.603863513 -0.303975 0.6274835 0.404075698 0.297225 0.39375601 0.228270472
HDAC6 NM_006044_bp892_R AGCTAAAAAGACCCCAGTGTCCTCTATTTCTCTCTTGAAGAAATAGAGGACACTGGGGTCGG Hs.6764 13836 -1.740375 0.19685931 8.20E-05 0.084775 0.20408963 0.677008548 -0.226625 0.53550979 0.45950669 0.360325 0.41217149 0.178709603
HDAC7A NM_015401_bp2148_R AGCTAAAAAGTCACTGACCTCGCCTTCAAATCTCTTGAATTTGAAGGCGAGGTCAGTGACGG Hs.200063 3136 -0.95 0.30982787 0.01040182 0.8526 1.04530101 0.110284338 0.20525 0.26934479 0.224885313 0.227175 0.61537914 0.513830419
HDAC7A NM_015401_bp2148_R AGCTAAAAAGTCACTGACCTCGCCTTCAAATCTCTTGAATTTGAAGGCGAGGTCAGTGACGG Hs.200063 8512 -0.7268 0.1360279 0.014341749 0.707066667 0.84272769 0.12123262 0.181 0.40195884 0.434182329 0.168 0.66920393 0.650140271
HDAC7A NM_015401_bp2148_R AGCTAAAAAGTCACTGACCTCGCCTTCAAATCTCTTGAATTTGAAGGCGAGGTCAGTGACGG Hs.200063 13888 -0.963475 0.33135659 0.003181968 0.5148 0.91095064 0.209515954 0.270175 0.2959129 0.165320552 0.1768 0.69509277 0.646007594
HDAC7A NM_015401_bp2307_R AGCTAAAAAGCCAGCAAGATCCTCATTGTATCTCTTGAATACAATGAGGATCTTGCTGGCGG Hs.200063 3134 0.8735 0.31673646 0.00442061 1.12625 1.71194309 0.12195604 1.59355 0.56098454 0.010806871 1.106575 0.4877148 0.020034523
HDAC7A NM_015401_bp2307_R AGCTAAAAAGCCAGCAAGATCCTCATTGTATCTCTTGAATACAATGAGGATCTTGCTGGCGG Hs.200063 8510 0.9071 0.45288178 0.008706767 1.063525 1.56839446 0.115226556 1.58805 0.65921697 0.017033753 1.089575 0.43837002 0.015639469
HDAC7A NM_015401_bp2307_R AGCTAAAAAGCCAGCAAGATCCTCATTGTATCTCTTGAATACAATGAGGATCTTGCTGGCGG Hs.200063 13886 1.0046 0.41413002 0.004512206 1.18655 1.7256102 0.108728025 1.5953 0.63582986 0.015241437 1.032425 0.46317528 0.021012521
HDAC7A NM_015401_bp2650_R AGCTAAAAAGCTACCATGTTTCTGCCAAATTCTCTTGAAATTTGGCAGAAACATGGTAGCGG Hs.200063 3138 -1.369525 0.24737943 0.000362017 -0.8548 1.05820139 0.083082156 0.3122 0.51930711 0.315467295 0.336475 0.42149122 0.208635306
HDAC7A NM_015401_bp2650_R AGCTAAAAAGCTACCATGTTTCTGCCAAATTCTCTTGAAATTTGGCAGAAACATGGTAGCGG Hs.200063 8514 -1.455925 0.18303246 0.000178314 -0.92665 1.20140082 0.089062831 0.25915 0.44863867 0.331639885 0.3136 0.2272954 0.070187266
HDAC7A NM_015401_bp2650_R AGCTAAAAAGCTACCATGTTTCTGCCAAATTCTCTTGAAATTTGGCAGAAACATGGTAGCGG Hs.200063 13890 -1.455375 0.15502222 0.000151912 -0.793825 1.08375061 0.107483396 0.2329 0.4608425 0.386577926 0.375625 0.2093631 0.037068661
HDAC8 NM_018486_bp458_R AGCTAAAAAGAGGGTGGCATCATGCAAAGATCTCTTGAATCTTTGCATGATGCCACCCTCGG Hs.310536 3122 0.8287 1.30770265 0.173028358 -0.234475 0.50590094 0.389188876 0.12505 0.55769858 0.684239011 0.99185 0.41127335 0.016982592
HDAC8 NM_018486_bp458_R AGCTAAAAAGAGGGTGGCATCATGCAAAGATCTCTTGAATCTTTGCATGATGCCACCCTCGG Hs.310536 8498 0.845075 1.25667171 0.153491544 -0.1954 0.48365244 0.459488496 0.039125 0.31563903 0.820204185 0.5492 0.54073536 0.135173473
HDAC8 NM_018486_bp458_R AGCTAAAAAGAGGGTGGCATCATGCAAAGATCTCTTGAATCTTTGCATGATGCCACCCTCGG Hs.310536 13874 0.882125 1.28517372 0.146282427 -0.2258 0.52635225 0.414697369 0.118375 0.35777636 0.555434564 0.66245 0.42350267 0.052128878
HDAC8 NM_018486_bp705_R AGCTAAAAAGGGACGGTACTACAGTGTAAATCTCTTGAATTTACACTGTAGTACCGTCCCGG Hs.310536 3124 0.414 0.43938395 0.11004391 2.33015 1.0422632 0.001180914 0.267025 0.56946358 0.417524028 1.20885 0.76732409 0.051232922
HDAC8 NM_018486_bp705_R AGCTAAAAAGGGACGGTACTACAGTGTAAATCTCTTGAATTTACACTGTAGTACCGTCCCGG Hs.310536 8500 0.61235 0.57494227 0.062938696 2.140675 0.75095522 0.000501798 0.2247 0.47325856 0.412377676 1.45315 0.4831309 0.009205382
HDAC8 NM_018486_bp705_R AGCTAAAAAGGGACGGTACTACAGTGTAAATCTCTTGAATTTACACTGTAGTACCGTCCCGG Hs.310536 13876 0.479425 0.37727358 0.057133073 2.334675 1.12991097 0.001647537 0.382725 0.48668602 0.213822424 1.627875 0.39815982 0.003826376
HDAC8 NM_018486_bp855_R AGCTAAAAAGGATCCCATGTGCTCCTTTAATCTCTTGAATTAAAGGAGCACATGGGATCCGG Hs.310536 3126 0.035075 0.30493482 0.849028632 -0.75315 0.74676854 0.055036274 0.097375 0.21560383 0.432959747 0.307025 0.3826364 0.206883052
HDAC8 NM_018486_bp855_R AGCTAAAAAGGATCCCATGTGCTCCTTTAATCTCTTGAATTAAAGGAGCACATGGGATCCGG Hs.310536 8502 0.0325 0.26990921 0.852629017 -0.736575 0.70012804 0.051430272 0.094325 0.20780979 0.430908554 0.3044 0.40737278 0.231919248
HDAC8 NM_018486_bp855_R AGCTAAAAAGGATCCCATGTGCTCCTTTAATCTCTTGAATTAAAGGAGCACATGGGATCCGG Hs.310536 13878 0.116525 0.21378033 0.481882866 -0.744075 0.70153786 0.049942474 0.1078 0.25345013 0.457464921 0.321275 0.38513928 0.193836575
HDAC9 NM_178423_bp1338_R AGCTAAAAAGCAGCATTTATTATTGAAAGATCTCTTGAATCTTTCAATAATAAATGCTGCGG Hs.196054 3128 -1.171225 0.29990483 0.001075196 -0.116 0.65784353 0.705521675 0.412175 0.14639696 0.011078888 0.11395 0.64601758 0.747586304
HDAC9 NM_178423_bp1338_R AGCTAAAAAGCAGCATTTATTATTGAAAGATCTCTTGAATCTTTCAATAATAAATGCTGCGG Hs.196054 8504 -1.124025 0.25514492 0.000960448 -0.192475 0.34429994 0.408606723 0.39795 0.1622885 0.016229051 0.204875 0.66167576 0.579591776
HDAC9 NM_178423_bp1338_R AGCTAAAAAGCAGCATTTATTATTGAAAGATCTCTTGAATCTTTCAATAATAAATGCTGCGG Hs.196054 13880 -1.076475 0.17329096 0.00070361 -0.2026 0.36297347 0.393423213 0.414825 0.15304251 0.0123147 0.2249 0.71033959 0.571566982
HDAC9 NM_178423_bp1930_R AGCTAAAAAGCGGTTGGCATGGATGGATTATCTCTTGAATAATCCATCCATGCCAACCGCGG Hs.196054 3132 0.27185 0.09710717 0.09935985 -0.40435 0.30785495 0.101867818 -0.17745 0.33192116 0.363354824 0.251125 0.42143356 0.319037945
HDAC9 NM_178423_bp1930_R AGCTAAAAAGCGGTTGGCATGGATGGATTATCTCTTGAATAATCCATCCATGCCAACCGCGG Hs.196054 8508 0.10085 0.39084935 0.633651826 -0.28865 0.35854875 0.236325187 -0.22765 0.32322456 0.253700932 0.2142 0.52285704 0.472621753
HDAC9 NM_178423_bp1930_R AGCTAAAAAGCGGTTGGCATGGATGGATTATCTCTTGAATAATCCATCCATGCCAACCGCGG Hs.196054 13884 0.208625 0.1746837 0.211967934 -0.065525 0.76071856 0.845409982 -0.22835 0.26494263 0.183219338 0.2035 0.43741336 0.420763104
HDAC9 NM_178423_bp822_R AGCTAAAAAGAAGGTGCGGTCCAGGTTAAATCTCTTGAATTTAACCTGGACCGCACCTTCGG Hs.196054 3130 2.86465 1.06090228 0.001137708 0.613975 0.93881274 0.152417907 2.0139 0.95869537 0.206708626 1.18285 0.33599236 0.005887195
HDAC9 NM_178423_bp822_R AGCTAAAAAGAAGGTGCGGTCCAGGTTAAATCTCTTGAATTTAACCTGGACCGCACCTTCGG Hs.196054 8506 2.381325 0.8138467 0.000905496 0.1651 0.60020684 0.572861328 1.28195 0.16143248 0.05653808 0.95715 0.20607181 0.002640397
HDAC9 NM_178423_bp822_R AGCTAAAAAGAAGGTGCGGTCCAGGTTAAATCTCTTGAATTTAACCTGGACCGCACCTTCGG Hs.196054 13882 3.1668 1.17075477 0.001087275 0.77595 1.02678182 0.101679262 1.28715 0.84025499 0.275312272 1 0.36302048 0.011773924
HDGFRP3 AL133102_bp1196_R AGCTAAAAAGGTCCTGGAATCGTTTATTATTCTCTTGAAATAATAAACGATTCCAGGACCGG Hs.513954 3880 -0.7401375 0.24718824 0.005781887 0.171 0.55239418 0.541755758
HDGFRP3 AL133102_bp1196_R AGCTAAAAAGGTCCTGGAATCGTTTATTATTCTCTTGAAATAATAAACGATTCCAGGACCGG Hs.513954 9256 -0.6151625 0.44199809 0.034858696 0.371075 0.72006893 0.27629069
HDGFRP3 AL133102_bp1196_R AGCTAAAAAGGTCCTGGAATCGTTTATTATTCTCTTGAAATAATAAACGATTCCAGGACCGG Hs.513954 14632 -0.7729625 0.13730369 0.002626695 0.1117 0.6210772 0.706301594
HDGFRP3 AL133102_bp1481_R AGCTAAAAAGGGACCCAAATAGAAACATAATCTCTTGAATTATGTTTCTATTTGGGTCCCGG Hs.513954 9258 -0.6238 0.32244424 0.057831155
HDGFRP3 AL133102_bp975_R AGCTAAAAAGGGAGGAAGATCCTCCAAAGTTCTCTTGAAACTTTGGAGGATCTTCCTCCCGG Hs.513954 3884 0.2347875 0.50567948 0.362422537 -0.4024 0.20122303 0.082107436
HDGFRP3 AL133102_bp975_R AGCTAAAAAGGGAGGAAGATCCTCCAAAGTTCTCTTGAAACTTTGGAGGATCTTCCTCCCGG Hs.513954 9260 0.3424375 0.38322676 0.141967488 0.26575 0.56711267 0.359895921
HDGFRP3 AL133102_bp975_R AGCTAAAAAGGGAGGAAGATCCTCCAAAGTTCTCTTGAAACTTTGGAGGATCTTCCTCCCGG Hs.513954 14636 0.1955125 0.48695426 0.431036839 -0.1401 0.24139395 0.507616532
HECW2 AB037722_bp3362_R AGCTAAAAAGGCCATCCAGTACATTCAATATCTCTTGAATATTGAATGTACTGGATGGCCGG Hs.191841 3723 1.125725 1.09928207 0.052146238 1.3936375 0.50920291 0.001453467
HECW2 AB037722_bp3362_R AGCTAAAAAGGCCATCCAGTACATTCAATATCTCTTGAATATTGAATGTACTGGATGGCCGG Hs.191841 9099 1.412425 0.76520108 0.007142779 0.6497625 0.40956058 0.029898995
HECW2 AB037722_bp3362_R AGCTAAAAAGGCCATCCAGTACATTCAATATCTCTTGAATATTGAATGTACTGGATGGCCGG Hs.191841 14475 1.916675 0.60407438 0.000805364 0.7480125 0.25764974 0.009696958
HECW2 AB037722_bp4355_R AGCTAAAAAGGGGTGCCAATATCCCAGTTATCTCTTGAATAACTGGGATATTGGCACCCCGG Hs.191841 3695 -0.660925 0.28081603 0.011181587 -0.1224875 0.69999207 0.701358068
HECW2 AB037722_bp4355_R AGCTAAAAAGGGGTGCCAATATCCCAGTTATCTCTTGAATAACTGGGATATTGGCACCCCGG Hs.191841 9071 -0.59565 0.1609302 0.008847156 0.1269625 0.7949013 0.715205209
HECW2 AB037722_bp4355_R AGCTAAAAAGGGGTGCCAATATCCCAGTTATCTCTTGAATAACTGGGATATTGGCACCCCGG Hs.191841 14447 -0.636975 0.23359617 0.00987848 -0.0493875 0.56892344 0.860252385
HECW2 AB037722_bp515_R AGCTAAAAAGGGGTGTGACTGGAACACAAATCTCTTGAATTTGTGTTCCAGTCACACCCCGG Hs.191841 3721 -0.14025 0.260328 0.431094879 -0.0368375 0.37969708 0.874745467
HECW2 AB037722_bp515_R AGCTAAAAAGGGGTGTGACTGGAACACAAATCTCTTGAATTTGTGTTCCAGTCACACCCCGG Hs.191841 9097 -0.0605 0.24956436 0.723043429 -0.0552125 0.32844035 0.804797022
HECW2 AB037722_bp515_R AGCTAAAAAGGGGTGTGACTGGAACACAAATCTCTTGAATTTGTGTTCCAGTCACACCCCGG Hs.191841 14473 0.0954 0.30909156 0.611184207 0.0262875 0.54217384 0.923310245
HELZ AL832149_bp1819_R AGCTAAAAAGCTGATGTTCTTTGGGTATTATCTCTTGAATAATACCCAAAGAACATCAGCGG Hs.370140 4016 0.3668625 0.457991 0.155011814 0.65865 0.42032237 0.029527566
HELZ AL832149_bp1819_R AGCTAAAAAGCTGATGTTCTTTGGGTATTATCTCTTGAATAATACCCAAAGAACATCAGCGG Hs.370140 9392 0.1321875 0.3663412 0.521307691 0.5482 0.22439609 0.031165179
HELZ AL832149_bp1819_R AGCTAAAAAGCTGATGTTCTTTGGGTATTATCTCTTGAATAATACCCAAAGAACATCAGCGG Hs.370140 14768 0.3655125 0.31931129 0.096172212 0.8354 0.48548488 0.014723132
HELZ AL832149_bp797_R AGCTAAAAAGCTGCGTGCCTCTTGTATTCATCTCTTGAATGAATACAAGAGGCACGCAGCGG Hs.370140 4018 0.121 0.19945197 0.554028014
HELZ AL832149_bp797_R AGCTAAAAAGCTGCGTGCCTCTTGTATTCATCTCTTGAATGAATACAAGAGGCACGCAGCGG Hs.370140 9394 0.2225 0.20523482 0.394574066
HELZ AL832149_bp797_R AGCTAAAAAGCTGCGTGCCTCTTGTATTCATCTCTTGAATGAATACAAGAGGCACGCAGCGG Hs.370140 14770 0.1767 0.07731214 0.369061871
HELZ AL832149_bp892_R AGCTAAAAAGTGGCAGACATAGACTTGTAATCTCTTGAATTACAAGTCTATGTCTGCCACGG Hs.370140 4014 0.10755 0.51042227 0.707254378 -0.059725 0.34819278 0.792883302
HELZ AL832149_bp892_R AGCTAAAAAGTGGCAGACATAGACTTGTAATCTCTTGAATTACAAGTCTATGTCTGCCACGG Hs.370140 9390 -0.191083333 0.46608936 0.49167188 0.3629 0.12600241 0.097501974
HELZ AL832149_bp892_R AGCTAAAAAGTGGCAGACATAGACTTGTAATCTCTTGAATTACAAGTCTATGTCTGCCACGG Hs.370140 14766 -0.04065 0.13982667 0.828964726 0.644625 0.3625813 0.026087915
HERC2 NM_004667_bp11421_R AGCTAAAAAGGCAGTCAATTAACATAAATATCTCTTGAATATTTATGTTAATTGACTGCCGG Hs.434890 3295 0.303033333 1.0641803 0.549691606 0.0265875 0.56786799 0.924342049 0.55495 0.41216151 0.07423281 0.5272 0.20108627 0.013504265
HERC2 NM_004667_bp11421_R AGCTAAAAAGGCAGTCAATTAACATAAATATCTCTTGAATATTTATGTTAATTGACTGCCGG Hs.434890 8671 0.039175 0.69010696 0.900035439 0.0737375 0.43202646 0.764614103 0.630525 0.40247235 0.051934107 0.6064 0.16558432 0.005257249
HERC2 NM_004667_bp11421_R AGCTAAAAAGGCAGTCAATTAACATAAATATCTCTTGAATATTTATGTTAATTGACTGCCGG Hs.434890 14047 -0.536775 1.09878495 0.280686929 0.3719625 0.18862934 0.100023542 0.59375 0.45863132 0.081128445 0.6638 0.17796125 0.00498703
HERC2 NM_004667_bp3746_R AGCTAAAAAGACGGGAAGGTGTATGATATATCTCTTGAATATATCATACACCTTCCCGTCGG Hs.434890 3299 1.27 0.30295088 0.003567787 0.4667125 0.54293403 0.124678756 0.7464 0.48832894 0.055125002 1.6891 0.64345505 0.013457599
HERC2 NM_004667_bp3746_R AGCTAAAAAGACGGGAAGGTGTATGATATATCTCTTGAATATATCATACACCTTCCCGTCGG Hs.434890 8675 1.249775 1.07560215 0.034892498 0.5441625 1.03362903 0.226981486 0.753325 0.47146051 0.049494174 1.707475 0.68432864 0.015475263
HERC2 NM_004667_bp3746_R AGCTAAAAAGACGGGAAGGTGTATGATATATCTCTTGAATATATCATACACCTTCCCGTCGG Hs.434890 14051 0.6916 0.99277396 0.18885686 0.6124875 0.69060517 0.088185425 0.7053 0.44022336 0.049170551 1.696125 0.64037382 0.013128643
HERC2 NM_004667_bp9450_R AGCTAAAAAGGCTGGGACATGGGGATAATATCTCTTGAATATTATCCCCATGTCCCAGCCGG Hs.434890 3297 -0.779766667 0.40178125 0.028783135 -0.4745125 0.67575121 0.16147325 0.37395 0.75013294 0.392234916 0.324925 0.41652451 0.216626716
HERC2 NM_004667_bp9450_R AGCTAAAAAGGCTGGGACATGGGGATAATATCTCTTGAATATTATCCCCATGTCCCAGCCGG Hs.434890 8673 -0.415633333 1.43768257 0.532317329 -0.5744625 0.2886835 0.031532102 0.400925 0.71973625 0.346462858 0.2699 0.33500727 0.205500313
HERC2 NM_004667_bp9450_R AGCTAAAAAGGCTGGGACATGGGGATAATATCTCTTGAATATTATCCCCATGTCCCAGCCGG Hs.434890 14049 -0.3534 1.22587016 0.538791685 -0.5081125 0.13241426 0.033636483 0.34025 0.67711156 0.388938151 0.297375 0.34519117 0.183369897
HEY1 AF176422_bp1302_R AGCTAAAAAGTGCCTAATTTACTTTGTAAATCTCTTGAATTTACAAAGTAAATTAGGCACGG Hs.234434 3596 -0.8911125 0.14858457 0.001468532 -0.09235 0.11839866 0.634978612
HEY1 AF176422_bp1302_R AGCTAAAAAGTGCCTAATTTACTTTGTAAATCTCTTGAATTTACAAAGTAAATTAGGCACGG Hs.234434 8972 -0.9849125 0.1801876 0.001103407 0.05465 0.41138506 0.820642687
HEY1 AF176422_bp1302_R AGCTAAAAAGTGCCTAATTTACTTTGTAAATCTCTTGAATTTACAAAGTAAATTAGGCACGG Hs.234434 14348 -0.8947625 0.16660058 0.001583584 -0.20045 0.06552259 0.311445053
HEY1 AF176422_bp344_R AGCTAAAAAGAAGCAGGGATCTGCTAAGCTTCTCTTGAAAGCTTAGCAGATCCCTGCTTCGG Hs.234434 3592 1.1874875 0.87402467 0.021815054 0.1808 0.27285511 0.409168465
HEY1 AF176422_bp344_R AGCTAAAAAGAAGCAGGGATCTGCTAAGCTTCTCTTGAAAGCTTAGCAGATCCCTGCTTCGG Hs.234434 8968 1.1184875 0.79142098 0.019866989 0.232125 0.25946567 0.29333799
HEY1 AF176422_bp344_R AGCTAAAAAGAAGCAGGGATCTGCTAAGCTTCTCTTGAAAGCTTAGCAGATCCCTGCTTCGG Hs.234434 14344 1.1442875 0.8451084 0.022443794 0.265425 0.35762381 0.271554189
HEY1 AF176422_bp555_R AGCTAAAAAGTTCGACTGGTTTCGCATCTCTCTCTTGAAGAGATGCGAAACCAGTCGAACGG Hs.234434 3594 -0.355925 0.31451479 0.14232415
HEY1 AF176422_bp555_R AGCTAAAAAGTTCGACTGGTTTCGCATCTCTCTCTTGAAGAGATGCGAAACCAGTCGAACGG Hs.234434 8970 -0.3686 -0.341975 0.39550288 0.182645548
HEY1 AF176422_bp555_R AGCTAAAAAGTTCGACTGGTTTCGCATCTCTCTCTTGAAGAGATGCGAAACCAGTCGAACGG Hs.234434 14346 -0.4133 -0.369775 0.39812518 0.155224961
HFE2 NM_006472_bp1320_R AGCTAAAAAGCCCCTGAGTTCAAGTTCATGTCTCTTGAACATGAACTTGAACTCAGGGGCGG Hs.533977 1010 -0.7023125 0.14548439 0.004140097 -0.4273625 0.50303959 0.140414899
HFE2 NM_006472_bp1320_R AGCTAAAAAGCCCCTGAGTTCAAGTTCATGTCTCTTGAACATGAACTTGAACTCAGGGGCGG Hs.533977 6386 -0.7589875 0.14846142 0.003000385 -0.3849375 0.43051437 0.151984977
HFE2 NM_006472_bp1320_R AGCTAAAAAGCCCCTGAGTTCAAGTTCATGTCTCTTGAACATGAACTTGAACTCAGGGGCGG Hs.533977 11762 -0.7298875 0.17595153 0.00408726 -0.3679125 0.40881141 0.160544881
HFE2 NM_006472_bp619_R AGCTAAAAAGCCAGCCAACTCAAGAGACAATCTCTTGAATTGTCTCTTGAGTTGGCTGGCGG Hs.533977 2049 -0.7559875 0.33056245 0.008785089 -0.7991125 0.67769176 0.036090459
HFE2 NM_006472_bp619_R AGCTAAAAAGCCAGCCAACTCAAGAGACAATCTCTTGAATTGTCTCTTGAGTTGGCTGGCGG Hs.533977 7425 -0.7748625 0.44478186 0.015444602 -0.6455375 0.65938024 0.06932342
HFE2 NM_006472_bp619_R AGCTAAAAAGCCAGCCAACTCAAGAGACAATCTCTTGAATTGTCTCTTGAGTTGGCTGGCGG Hs.533977 12801 -0.6059125 0.23542783 0.01216018 -0.6702375 0.60852002 0.052767863
HFE2 NM_006472_bp657_R AGCTAAAAAGTGGATCTGGTGGATGTCAATTCTCTTGAAATTGACATCCACCAGATCCACGG Hs.533977 1011 -0.7555125 0.21419411 0.004361725 0.1687375 0.37280122 0.476839512
HFE2 NM_006472_bp657_R AGCTAAAAAGTGGATCTGGTGGATGTCAATTCTCTTGAAATTGACATCCACCAGATCCACGG Hs.533977 6387 -0.8726125 0.20603109 0.002217256 0.2420125 0.35688337 0.311711215
HFE2 NM_006472_bp657_R AGCTAAAAAGTGGATCTGGTGGATGTCAATTCTCTTGAAATTGACATCCACCAGATCCACGG Hs.533977 11763 -0.8713125 0.13236447 0.001503268 0.1556625 0.41088366 0.524723718
HGF NM_000601_bp1915_R AGCTAAAAAGGGGCTACACTGGATTGATCATCTCTTGAATGATCAATCCAGTGTAGCCCCGG Hs.396530 2246 -0.0934125 0.63877505 0.657696816 0.495925 1.23393778 0.324142034
HGF NM_000601_bp1915_R AGCTAAAAAGGGGCTACACTGGATTGATCATCTCTTGAATGATCAATCCAGTGTAGCCCCGG Hs.396530 7622 -0.1026125 0.59374866 0.616882658 0.3174 1.04836426 0.459271683
HGF NM_000601_bp1915_R AGCTAAAAAGGGGCTACACTGGATTGATCATCTCTTGAATGATCAATCCAGTGTAGCCCCGG Hs.396530 12998 -0.0306875 0.60087955 0.80713938 0.342425 1.04245434 0.424829432
HGF NM_000601_bp1954_R AGCTAAAAAGAGTGGCACATCTCTATATAATCTCTTGAATTATATAGAGATGTGCCACTCGG Hs.396530 1182 0.4742625 0.27000042 0.046974009 1.122225 1.3433331 0.066370397
HGF NM_000601_bp1954_R AGCTAAAAAGAGTGGCACATCTCTATATAATCTCTTGAATTATATAGAGATGTGCCACTCGG Hs.396530 6558 0.3883625 0.23741715 0.07846448 1.178025 1.29651819 0.051511789
HGF NM_000601_bp1954_R AGCTAAAAAGAGTGGCACATCTCTATATAATCTCTTGAATTATATAGAGATGTGCCACTCGG Hs.396530 11934 0.4163625 0.27034524 0.072208932 1.105575 1.24717463 0.056842373
HGF NM_000601_bp2088_R AGCTAAAAAGGCCCACTTGTTTGTGAGCAATCTCTTGAATTGCTCACAAACAAGTGGGCCGG Hs.396530 1181 -0.6784625 0.12720805 0.003490628 -0.53985 0.40078144 0.056464101
HGF NM_000601_bp2088_R AGCTAAAAAGGCCCACTTGTTTGTGAGCAATCTCTTGAATTGCTCACAAACAAGTGGGCCGG Hs.396530 6557 -0.7240125 0.13300471 0.002730792 -0.589325 0.37229819 0.038172217
HGF NM_000601_bp2088_R AGCTAAAAAGGCCCACTTGTTTGTGAGCAATCTCTTGAATTGCTCACAAACAAGTGGGCCGG Hs.396530 11933 -0.7072125 0.14443152 0.003175615 -0.57095 0.37451471 0.043074149
HGS NM_004712_bp275_R AGCTAAAAAGGTCATGGAATCTGTGGTAAATCTCTTGAATTTACCACAGATTCCATGACCGG Hs.514590 1180 0.8281875 0.20374497 0.003368321 0.09625 0.47967118 0.699892445
HGS NM_004712_bp275_R AGCTAAAAAGGTCATGGAATCTGTGGTAAATCTCTTGAATTTACCACAGATTCCATGACCGG Hs.514590 6556 0.8576875 0.23641226 0.003483422 0.08495 0.54926792 0.748463838
HGS NM_004712_bp275_R AGCTAAAAAGGTCATGGAATCTGTGGTAAATCTCTTGAATTTACCACAGATTCCATGACCGG Hs.514590 11932 0.8536625 0.25728185 0.004048676 0.07265 0.48046104 0.767681305
HGS NM_004712_bp633_R AGCTAAAAAGGGCAGATATTCTGTGGAAAGTCTCTTGAACTTTCCACAGAATATCTGCCCGG Hs.514590 2244 0.8612875 0.91256277 0.079231434 0.97355 0.36731618 0.004202306
HGS NM_004712_bp633_R AGCTAAAAAGGGCAGATATTCTGTGGAAAGTCTCTTGAACTTTCCACAGAATATCTGCCCGG Hs.514590 7620 0.8835125 0.82485713 0.056760607 0.959575 0.42297323 0.005767971
HGS NM_004712_bp633_R AGCTAAAAAGGGCAGATATTCTGTGGAAAGTCTCTTGAACTTTCCACAGAATATCTGCCCGG Hs.514590 12996 0.7519875 0.96990981 0.130745806 1.05025 0.35560818 0.002794382



HGS NM_004712_bp994_R AGCTAAAAAGCCTGTACTCTTCACCTGTGATCTCTTGAATCACAGGTGAAGAGTACAGGCGG Hs.514590 1179 -0.1413375 0.58749063 0.524155618 -0.497125 0.56221596 0.111195895
HGS NM_004712_bp994_R AGCTAAAAAGCCTGTACTCTTCACCTGTGATCTCTTGAATCACAGGTGAAGAGTACAGGCGG Hs.514590 6555 -0.1484625 0.56132263 0.494739804 -0.542825 0.60096644 0.097094967
HGS NM_004712_bp994_R AGCTAAAAAGCCTGTACTCTTCACCTGTGATCTCTTGAATCACAGGTGAAGAGTACAGGCGG Hs.514590 11931 -0.1045875 0.58198526 0.607637064 -0.5719 0.51593017 0.065580537
HIF1A NM_001530_bp1098_R AGCTAAAAAGGCCGCTCAATTTATGAATATTCTCTTGAAATATTCATAAATTGAGCGGCCGG Hs.509554 2240 -0.5295375 0.21693072 0.014390255 -0.067375 0.0902152 0.739514175
HIF1A NM_001530_bp1098_R AGCTAAAAAGGCCGCTCAATTTATGAATATTCTCTTGAAATATTCATAAATTGAGCGGCCGG Hs.509554 7616 -0.5834125 0.23512439 0.011129798 -0.075775 0.07220219 0.705504129
HIF1A NM_001530_bp1098_R AGCTAAAAAGGCCGCTCAATTTATGAATATTCTCTTGAAATATTCATAAATTGAGCGGCCGG Hs.509554 12992 -0.5356625 0.23101454 0.014832457 0.03465 0.19122143 0.84819997
HIF1A NM_001530_bp1283_R AGCTAAAAAGTGCATTGTATGTGTGAATTATCTCTTGAATAATTCACACATACAATGCACGG Hs.509554 1178 -0.7186375 0.1897437 0.003784261 -0.583325 0.42665109 0.047125385
HIF1A NM_001530_bp1283_R AGCTAAAAAGTGCATTGTATGTGTGAATTATCTCTTGAATAATTCACACATACAATGCACGG Hs.509554 6554 -0.8112125 0.23781301 0.003035986 -0.57305 0.43529238 0.051524809
HIF1A NM_001530_bp1283_R AGCTAAAAAGTGCATTGTATGTGTGAATTATCTCTTGAATAATTCACACATACAATGCACGG Hs.509554 11930 -0.7688375 0.17918541 0.002705885 -0.57005 0.42494835 0.050686319
HIF1A NM_001530_bp2634_R AGCTAAAAAGGGCAATCAATGGATGAAAGTTCTCTTGAAACTTTCATCCATTGATTGCCCGG Hs.509554 2242 0.9016625 0.27579605 0.003546948 0.8096 0.69972464 0.035506187
HIF1A NM_001530_bp2634_R AGCTAAAAAGGGCAATCAATGGATGAAAGTTCTCTTGAAACTTTCATCCATTGATTGCCCGG Hs.509554 7618 0.9829125 0.45658122 0.007504568 0.70465 0.67407951 0.052872043
HIF1A NM_001530_bp2634_R AGCTAAAAAGGGCAATCAATGGATGAAAGTTCTCTTGAAACTTTCATCCATTGATTGCCCGG Hs.509554 12994 0.9038125 0.3584011 0.00592244 0.766925 0.75233268 0.05065641
HIF1AN NM_017902_bp1029_R AGCTAAAAAGGGCCCTTGTTGAACACAATGTCTCTTGAACATTGTGTTCAACAAGGGCCCGG Hs.500788 2238 1.3929625 0.45875343 0.0016084 -0.251 0.74428608 0.467684695
HIF1AN NM_017902_bp1029_R AGCTAAAAAGGGCCCTTGTTGAACACAATGTCTCTTGAACATTGTGTTCAACAAGGGCCCGG Hs.500788 7614 1.3537125 0.46709254 0.001933402 -0.05905 0.80210846 0.874802121
HIF1AN NM_017902_bp1029_R AGCTAAAAAGGGCCCTTGTTGAACACAATGTCTCTTGAACATTGTGTTCAACAAGGGCCCGG Hs.500788 12990 1.3730375 0.44829964 0.001604928 -0.135175 0.79846142 0.708328954
HIF1AN NM_017902_bp405_R AGCTAAAAAGTTGAGAAACTGCAGGATATATCTCTTGAATATATCCTGCAGTTTCTCAACGG Hs.500788 1177 0.6781125 0.35642823 0.019277359 0.169 0.471714 0.503046622
HIF1AN NM_017902_bp405_R AGCTAAAAAGTTGAGAAACTGCAGGATATATCTCTTGAATATATCCTGCAGTTTCTCAACGG Hs.500788 6553 0.6498375 0.39693363 0.028229892 0.1391 0.50976442 0.591179364
HIF1AN NM_017902_bp405_R AGCTAAAAAGTTGAGAAACTGCAGGATATATCTCTTGAATATATCCTGCAGTTTCTCAACGG Hs.500788 11929 0.6247625 0.41549214 0.035743998 0.157875 0.54269272 0.557109622
HIF1AN NM_017902_bp817_R AGCTAAAAAGCCCTGGTGATGTTCTTTACATCTCTTGAATGTAAAGAACATCACCAGGGCGG Hs.500788 1164 -0.6240125 0.15075087 0.005444808 -0.1098 0.54745566 0.701559604
HIF1AN NM_017902_bp817_R AGCTAAAAAGCCCTGGTGATGTTCTTTACATCTCTTGAATGTAAAGAACATCACCAGGGCGG Hs.500788 6540 -0.7559875 0.30203941 0.006078455 -0.077175 0.38213702 0.755262444
HIF1AN NM_017902_bp817_R AGCTAAAAAGCCCTGGTGATGTTCTTTACATCTCTTGAATGTAAAGAACATCACCAGGGCGG Hs.500788 11916 -0.9584875 0.32993925 0.002756148 -0.256225 0.68942772 0.436489141
HIF3A NM_152794_bp345_R AGCTAAAAAGGCTTACCTGTCGGAGAATGTTCTCTTGAAACATTCTCCGACAGGTAAGCCGG Hs.420830 2234 -0.1609625 0.19648727 0.24121148 -0.3299 0.36147466 0.188628269
HIF3A NM_152794_bp345_R AGCTAAAAAGGCTTACCTGTCGGAGAATGTTCTCTTGAAACATTCTCCGACAGGTAAGCCGG Hs.420830 7610 -0.2092125 0.20216421 0.161891618 -0.353275 0.30097887 0.144450481
HIF3A NM_152794_bp345_R AGCTAAAAAGGCTTACCTGTCGGAGAATGTTCTCTTGAAACATTCTCCGACAGGTAAGCCGG Hs.420830 12986 -0.1739625 0.2203915 0.228390021 -0.2737 0.31857423 0.249401576
HIF3A NM_152794_bp591_R AGCTAAAAAGCTGAACTGCTCTGGACATATTCTCTTGAAATATGTCCAGAGCAGTTCAGCGG Hs.420830 2236 -0.5067875 0.5428028 0.078056174 -0.100525 0.5888814 0.734400149
HIF3A NM_152794_bp591_R AGCTAAAAAGCTGAACTGCTCTGGACATATTCTCTTGAAATATGTCCAGAGCAGTTCAGCGG Hs.420830 7612 -0.6668625 0.51623425 0.031451379 -0.3143 0.65821377 0.327056814
HIF3A NM_152794_bp591_R AGCTAAAAAGCTGAACTGCTCTGGACATATTCTCTTGAAATATGTCCAGAGCAGTTCAGCGG Hs.420830 12988 -0.5135375 0.56399451 0.081336392 -0.0388 0.65345403 0.907795279
HIF3A NM_152794_bp790_R AGCTAAAAAGACGACAGGATTGCAGAAGTGTCTCTTGAACACTTCTGCAATCCTGTCGTCGG Hs.420830 1163 1.3519875 0.20192822 0.000321195 0.843275 0.73089455 0.034088301
HIF3A NM_152794_bp790_R AGCTAAAAAGACGACAGGATTGCAGAAGTGTCTCTTGAACACTTCTGCAATCCTGTCGTCGG Hs.420830 6539 1.3124625 0.18662292 0.000338652 0.83585 0.69504241 0.031116802
HIF3A NM_152794_bp790_R AGCTAAAAAGACGACAGGATTGCAGAAGTGTCTCTTGAACACTTCTGCAATCCTGTCGTCGG Hs.420830 11915 1.3281875 0.18825237 0.000322288 0.912225 0.76743442 0.02884533
HIP1R NM_003959_bp2525_R AGCTAAAAAGATCCTCAACTCCTGCACAGATCTCTTGAATCTGTGCAGGAGTTGAGGATCGG Hs.524815 3531 -0.821675 0.25750199 0.003951173 -0.1305375 0.52618439 0.630656841
HIP1R NM_003959_bp2525_R AGCTAAAAAGATCCTCAACTCCTGCACAGATCTCTTGAATCTGTGCAGGAGTTGAGGATCGG Hs.524815 8907 -0.166425 0.52868132 0.521983666 -0.2527125 0.37669558 0.300658976
HIP1R NM_003959_bp2525_R AGCTAAAAAGATCCTCAACTCCTGCACAGATCTCTTGAATCTGTGCAGGAGTTGAGGATCGG Hs.524815 14283 -0.816825 0.16406398 0.002349219 -0.0739375 0.56042279 0.790787314
HIP1R NM_003959_bp2864_R AGCTAAAAAGCAGGAATGTTCTCGCACAGTTCTCTTGAAACTGTGCGAGAACATTCCTGCGG Hs.524815 3503 0.2611 0.24586207 0.164550058 -0.2524125 0.22462034 0.245983232
HIP1R NM_003959_bp2864_R AGCTAAAAAGCAGGAATGTTCTCGCACAGTTCTCTTGAAACTGTGCGAGAACATTCCTGCGG Hs.524815 8879 0.620375 0.17908895 0.008199919 -0.1909125 0.28061397 0.387839482
HIP1R NM_003959_bp2864_R AGCTAAAAAGCAGGAATGTTCTCGCACAGTTCTCTTGAAACTGTGCGAGAACATTCCTGCGG Hs.524815 14255 0.4126 0.17630394 0.036879153 -0.2874875 0.31772591 0.222963497
HIP1R NM_003959_bp555_R AGCTAAAAAGGGACCGATGTCAACAACATCTCTCTTGAAGATGTTGTTGACATCGGTCCCGG Hs.524815 3529 0.05595 0.2101332 0.729069719 0.8862125 0.36491112 0.006831679
HIP1R NM_003959_bp555_R AGCTAAAAAGGGACCGATGTCAACAACATCTCTCTTGAAGATGTTGTTGACATCGGTCCCGG Hs.524815 8905 0.045525 0.28030942 0.798070115 0.5263625 0.37937672 0.056465269
HIP1R NM_003959_bp555_R AGCTAAAAAGGGACCGATGTCAACAACATCTCTCTTGAAGATGTTGTTGACATCGGTCCCGG Hs.524815 14281 0.036725 0.17717819 0.811821407 1.0675125 0.26600293 0.001814248
HIPK1 NM_198268_bp250_R AGCTAAAAAGCTGGGATGTTTCAGGACAGATCTCTTGAATCTGTCCTGAAACATCCCAGCGG Hs.532363 1942 -2.6286
HIPK1 NM_198268_bp250_R AGCTAAAAAGCTGGGATGTTTCAGGACAGATCTCTTGAATCTGTCCTGAAACATCCCAGCGG Hs.532363 7318 -2.7736
HIPK1 NM_198268_bp250_R AGCTAAAAAGCTGGGATGTTTCAGGACAGATCTCTTGAATCTGTCCTGAAACATCCCAGCGG Hs.532363 12694 -2.0219
HIPK1 NM_198268_bp2649_R AGCTAAAAAGCCCATGTTGTCAGACAACAATCTCTTGAATTGTTGTCTGACAACATGGGCGG Hs.532363 7320 1.181
HIPK1 NM_198268_bp2649_R AGCTAAAAAGCCCATGTTGTCAGACAACAATCTCTTGAATTGTTGTCTGACAACATGGGCGG Hs.532363 12696 1.4147
HIPK1 NM_198268_bp3010_R AGCTAAAAAGCAGCCCTTATTCCACTGATATCTCTTGAATATCAGTGGAATAAGGGCTGCGG Hs.532363 1970 7.9716
HIPK1 NM_198268_bp3010_R AGCTAAAAAGCAGCCCTTATTCCACTGATATCTCTTGAATATCAGTGGAATAAGGGCTGCGG Hs.532363 7346 9.0089
HIPK1 NM_198268_bp3010_R AGCTAAAAAGCAGCCCTTATTCCACTGATATCTCTTGAATATCAGTGGAATAAGGGCTGCGG Hs.532363 12722 8.9871
HIPK2 NM_022740_bp1321_R AGCTAAAAAGCACCAGTCATCTGTGAGAAATCTCTTGAATTTCTCACAGATGACTGGTGCGG Hs.397465 680 0.0636 0.98528259 0.899910335 0.203475 0.4394797 0.403959102
HIPK2 NM_022740_bp1321_R AGCTAAAAAGCACCAGTCATCTGTGAGAAATCTCTTGAATTTCTCACAGATGACTGGTGCGG Hs.397465 6056 -0.2436 0.610666667 0.13524653 0.033253843
HIPK2 NM_022740_bp1321_R AGCTAAAAAGCACCAGTCATCTGTGAGAAATCTCTTGAATTTCTCACAGATGACTGGTGCGG Hs.397465 11432 0.2088 0.39965675 0.518687622 0.084 0.6025054 0.775852222
HIPK2 NM_022740_bp561_R AGCTAAAAAGTCGGGTGAATATGTATGACATCTCTTGAATGTCATACATATTCACCCGACGG Hs.397465 681 -0.205966667 0.22998088 0.342234577 -1.003175 0.37355417 0.005393812
HIPK2 NM_022740_bp561_R AGCTAAAAAGTCGGGTGAATATGTATGACATCTCTTGAATGTCATACATATTCACCCGACGG Hs.397465 11433 -0.0863 0.1587001 0.654787603 -0.4256 0.35058661 0.145515379
HIPK2 NM_022740_bp561_R AGCTAAAAAGTCGGGTGAATATGTATGACATCTCTTGAATGTCATACATATTCACCCGACGG Hs.397465 6057 -0.1369 0.26799032 0.530027566
HIPK3 NM_005734_bp1046_R AGCTAAAAAGGTCGGCCAGTCATGTATCAATCTCTTGAATTGATACATGACTGGCCGACCGG Hs.201918 1711 2.90665 3.70850418 0.099350118 0.821333333 0.96043455 0.153588974
HIPK3 NM_005734_bp1046_R AGCTAAAAAGGTCGGCCAGTCATGTATCAATCTCTTGAATTGATACATGACTGGCCGACCGG Hs.201918 7087 3.56785 5.00486864 0.125048593 0.815 1.09169354 0.192375314
HIPK3 NM_005734_bp1046_R AGCTAAAAAGGTCGGCCAGTCATGTATCAATCTCTTGAATTGATACATGACTGGCCGACCGG Hs.201918 12463 3.2272 4.3770132 0.115500362 0.479266667 0.96752484 0.359363882
HIPK3 NM_005734_bp2705_R AGCTAAAAAGCCAGAGCACTTTGAATATTGTCTCTTGAACAATATTCAAAGTGCTCTGGCGG Hs.201918 1713 -0.854633333 0.9748481 0.118020292 0.5605 0.92496953 0.27868127
HIPK3 NM_005734_bp2705_R AGCTAAAAAGCCAGAGCACTTTGAATATTGTCTCTTGAACAATATTCAAAGTGCTCTGGCGG Hs.201918 7089 -0.6038 0.3347382 0.021376365 0.464933333 0.33951003 0.117378047
HIPK3 NM_005734_bp2705_R AGCTAAAAAGCCAGAGCACTTTGAATATTGTCTCTTGAACAATATTCAAAGTGCTCTGGCGG Hs.201918 12465 -0.1512 1.22331137 0.770229967 0.365333333 1.68068108 0.656310193
HIPK3 NM_005734_bp3083_R AGCTAAAAAGATCTGCCCCTGGAAGATTAATCTCTTGAATTAATCTTCCAGGGGCAGATCGG Hs.201918 434 3.198375 0.64477532 0.002778821 -0.50355 2.42261854 0.686818533
HIPK3 NM_005734_bp3083_R AGCTAAAAAGATCTGCCCCTGGAAGATTAATCTCTTGAATTAATCTTCCAGGGGCAGATCGG Hs.201918 5810 5.721325 4.28959182 0.018365591 1.7197 4.5388477 0.442417719
HIPK3 NM_005734_bp3083_R AGCTAAAAAGATCTGCCCCTGGAAGATTAATCTCTTGAATTAATCTTCCAGGGGCAGATCGG Hs.201918 11186 6.0947 4.62815442 0.019224324 2.3856 4.73966964 0.322957523
HIPK4 NM_144685_bp1122_R AGCTAAAAAGCGCCGCAAGTATATGCTCAATCTCTTGAATTGAGCATATACTTGCGGCGCGG Hs.79363 12919 -0.484975 0.71970248 0.174681737 -1.170625 0.32615347 0.002148933
HIPK4 NM_144685_bp1122_R AGCTAAAAAGCGCCGCAAGTATATGCTCAATCTCTTGAATTGAGCATATACTTGCGGCGCGG Hs.79363 2167 -1.3021 0.42949666 0.021076651 -2.0615
HIPK4 NM_144685_bp1122_R AGCTAAAAAGCGCCGCAAGTATATGCTCAATCTCTTGAATTGAGCATATACTTGCGGCGCGG Hs.79363 7543 -1.427 0.0079196 0.008924112 -2.1887
HIPK4 NM_144685_bp1919_R AGCTAAAAAGGCCCAACATTGACAACATGATCTCTTGAATCATGTTGTCAATGTTGGGCCGG Hs.79363 687 2.5791 0.32109226 2.86E-05 0.51915 0.15640398 0.018533824
HIPK4 NM_144685_bp1919_R AGCTAAAAAGGCCCAACATTGACAACATGATCTCTTGAATCATGTTGTCAATGTTGGGCCGG Hs.79363 6063 2.518725 0.25296467 1.96E-05 0.6665 0.16429035 0.007682421
HIPK4 NM_144685_bp1919_R AGCTAAAAAGGCCCAACATTGACAACATGATCTCTTGAATCATGTTGTCAATGTTGGGCCGG Hs.79363 11439 2.51715 0.33473487 3.56E-05 0.754725 0.16003403 0.004636637
HIPK4 NM_144685_bp306_R AGCTAAAAAGACTGACTGCTACGACATCATTCTCTTGAAATGATGTCGTAGCAGTCAGTCGG Hs.79363 688 -0.6763 0.2454157 0.008301174 -0.595725 0.33740793 0.029174885
HIPK4 NM_144685_bp306_R AGCTAAAAAGACTGACTGCTACGACATCATTCTCTTGAAATGATGTCGTAGCAGTCAGTCGG Hs.79363 6064 -0.423 0.29456321 0.057458702 -0.153875 0.51507063 0.563138078
HIPK4 NM_144685_bp306_R AGCTAAAAAGACTGACTGCTACGACATCATTCTCTTGAAATGATGTCGTAGCAGTCAGTCGG Hs.79363 11440 0.29845 1.09756597 0.530894089 -0.062975 0.6335017 0.837082617
HLF NM_002126_bp588_R AGCTAAAAAGAAGACGCATTTAGTAAAGATTCTCTTGAAATCTTTACTAAATGCGTCTTCGG Hs.196952 3328 -0.362625 1.23570987 0.496616763 -0.02405 0.67133653 0.937970272
HLF NM_002126_bp588_R AGCTAAAAAGAAGACGCATTTAGTAAAGATTCTCTTGAAATCTTTACTAAATGCGTCTTCGG Hs.196952 8704 -1.0711 0.68953798 0.015225371 0.024825 0.71155051 0.938326324
HLF NM_002126_bp588_R AGCTAAAAAGAAGACGCATTTAGTAAAGATTCTCTTGAAATCTTTACTAAATGCGTCTTCGG Hs.196952 14080 -0.805075 0.35321431 0.007806805 0.120175 0.73588253 0.71568031
HLF NM_002126_bp675_R AGCTAAAAAGGGCCTACCTTATGGGACAAATCTCTTGAATTTGTCCCATAAGGTAGGCCCGG Hs.196952 3324 0.03925 0.04975229 0.776075541 -0.2992 0.2425108 0.183164673
HLF NM_002126_bp675_R AGCTAAAAAGGGCCTACCTTATGGGACAAATCTCTTGAATTTGTCCCATAAGGTAGGCCCGG Hs.196952 8700 -0.089175 0.32485494 0.641771272 -0.1152 0.2328082 0.581248032
HLF NM_002126_bp675_R AGCTAAAAAGGGCCTACCTTATGGGACAAATCTCTTGAATTTGTCCCATAAGGTAGGCCCGG Hs.196952 14076 0.21385 0.27082901 0.254907442 0.0894 0.41797195 0.71346152
HLF NM_002126_bp889_R AGCTAAAAAGCATCCCATCTCCGAACTGTATCTCTTGAATACAGTTCGGAGATGGGATGCGG Hs.196952 3326 -1.065075 0.23873678 0.001104575 -0.764 0.51978494 0.024201236
HLF NM_002126_bp889_R AGCTAAAAAGCATCCCATCTCCGAACTGTATCTCTTGAATACAGTTCGGAGATGGGATGCGG Hs.196952 8702 -1.041825 0.25578821 0.001365328 -0.780975 0.60872526 0.030891844
HLF NM_002126_bp889_R AGCTAAAAAGCATCCCATCTCCGAACTGTATCTCTTGAATACAGTTCGGAGATGGGATGCGG Hs.196952 14078 -0.96085 0.21327836 0.001503496 -0.759275 0.58022712 0.030974918
HMGN1 CR616640_bp1275_R AGCTAAAAAGTCTGTGGAATCCTACTATTATCTCTTGAATAATAGTAGGATTCCACAGACGG Hs.356285 4938 -0.7573875 0.21637621 0.004370879 -0.3109375 0.66265263 0.35214254
HMGN1 CR616640_bp1275_R AGCTAAAAAGTCTGTGGAATCCTACTATTATCTCTTGAATAATAGTAGGATTCCACAGACGG Hs.356285 10314 -0.8164625 0.17579416 0.002506068 -0.2458875 0.66138204 0.452680862
HMGN1 CR616640_bp1275_R AGCTAAAAAGTCTGTGGAATCCTACTATTATCTCTTGAATAATAGTAGGATTCCACAGACGG Hs.356285 15690 -0.7757375 0.23480418 0.004400784 -0.3951875 0.82975118 0.330631853
HMGN1 CR616640_bp1445_R AGCTAAAAAGCTGCTGCTGTATACTTACTATCTCTTGAATAGTAAGTATACAGCAGCAGCGG Hs.356285 4936 -0.0806875 0.16859492 0.601390158 -0.0868125 0.57311399 0.75985628
HMGN1 CR616640_bp1445_R AGCTAAAAAGCTGCTGCTGTATACTTACTATCTCTTGAATAGTAAGTATACAGCAGCAGCGG Hs.356285 10312 -0.1036125 0.15651306 0.500490342 -0.0077875 0.63213842 0.979627185
HMGN1 CR616640_bp1445_R AGCTAAAAAGCTGCTGCTGTATACTTACTATCTCTTGAATAGTAAGTATACAGCAGCAGCGG Hs.356285 15688 -0.0483375 0.17612344 0.754232178 -0.0429125 0.55704604 0.876774847
HMGN1 CR616640_bp674_R AGCTAAAAAGGCCAACAGGTAAGTCTTCATTCTCTTGAAATGAAGACTTACCTGTTGGCCGG Hs.356285 4940 -0.4856625 0.20523019 0.023868387 -0.0786125 0.27691576 0.668104879
HMGN1 CR616640_bp674_R AGCTAAAAAGGCCAACAGGTAAGTCTTCATTCTCTTGAAATGAAGACTTACCTGTTGGCCGG Hs.356285 10316 -0.5142125 0.24200508 0.023327905 -0.1778125 0.285193 0.35816657
HMGN1 CR616640_bp674_R AGCTAAAAAGGCCAACAGGTAAGTCTTCATTCTCTTGAAATGAAGACTTACCTGTTGGCCGG Hs.356285 15692 -0.4095625 0.25242618 0.052524056 -0.4754125 0.58887468 0.148470238
HMOX1 NM_002133_bp1261_R AGCTAAAAAGCCCTGAGTTTCAAGTATCCTTCTCTTGAAAGGATACTTGAAACTCAGGGCGG Hs.517581 2863 -0.083725 0.29211119 0.646400005 -0.334375 0.48994326 0.227266716
HMOX1 NM_002133_bp1261_R AGCTAAAAAGCCCTGAGTTTCAAGTATCCTTCTCTTGAAAGGATACTTGAAACTCAGGGCGG Hs.517581 8239 -0.1589 0.37177815 0.44851113 -0.2791 0.4309707 0.279643253
HMOX1 NM_002133_bp1261_R AGCTAAAAAGCCCTGAGTTTCAAGTATCCTTCTCTTGAAAGGATACTTGAAACTCAGGGCGG Hs.517581 13615 -0.011775 0.41642852 0.956736079 -0.074075 0.46398786 0.770498294
HMOX1 NM_002133_bp233_R AGCTAAAAAGGCCTCCCTGTACCACATCTATCTCTTGAATAGATGTGGTACAGGGAGGCCGG Hs.517581 2861 0.072425 0.23770109 0.66713723 -0.2102 0.48601315 0.428880755
HMOX1 NM_002133_bp233_R AGCTAAAAAGGCCTCCCTGTACCACATCTATCTCTTGAATAGATGTGGTACAGGGAGGCCGG Hs.517581 8237 0.1986 0.4618991 0.408946301 -0.1283 0.61365867 0.663556806
HMOX1 NM_002133_bp233_R AGCTAAAAAGGCCTCCCTGTACCACATCTATCTCTTGAATAGATGTGGTACAGGGAGGCCGG Hs.517581 13613 0.086975 0.17712223 0.578088993 -0.29295 0.99094265 0.482342018
HMOX1 NM_002133_bp891_R AGCTAAAAAGTCCTTACACTCAGCTTTCTGTCTCTTGAACAGAAAGCTGAGTGTAAGGACGG Hs.517581 2859 -0.04045 0.73391542 0.901843863 0.273925 0.39647673 0.273527646
HMOX1 NM_002133_bp891_R AGCTAAAAAGTCCTTACACTCAGCTTTCTGTCTCTTGAACAGAAAGCTGAGTGTAAGGACGG Hs.517581 8235 -0.060825 0.59451845 0.826737515 0.1509 0.5800086 0.598586386
HMOX1 NM_002133_bp891_R AGCTAAAAAGTCCTTACACTCAGCTTTCTGTCTCTTGAACAGAAAGCTGAGTGTAAGGACGG Hs.517581 13611 -0.34355 0.62035139 0.262899668 -0.0049 0.41575919 0.983812936
HOMER2 NM_199330_bp217_R AGCTAAAAAGCGCATGTCTTCCAGATTGACTCTCTTGAAGTCAATCTGGAAGACATGCGCGG Hs.93564 4847 0.4418875 0.1765783 0.029245745 0.0901375 0.34582349 0.659460651
HOMER2 NM_199330_bp217_R AGCTAAAAAGCGCATGTCTTCCAGATTGACTCTCTTGAAGTCAATCTGGAAGACATGCGCGG Hs.93564 10223 0.4807375 0.03670916 0.013992109 0.0642375 0.20110178 0.693810852
HOMER2 NM_199330_bp217_R AGCTAAAAAGCGCATGTCTTCCAGATTGACTCTCTTGAAGTCAATCTGGAAGACATGCGCGG Hs.93564 15599 0.0832625 1.73760985 0.90787204 -0.83805 3.32455002 0.60109753
HOMER2 NM_199330_bp279_R AGCTAAAAAGGTCACCGTTTCCTACTTCTATCTCTTGAATAGAAGTAGGAAACGGTGACCGG Hs.93564 4845 -0.8746625 0.13284082 0.001480641 0.4175125 0.6525114 0.22371311
HOMER2 NM_199330_bp279_R AGCTAAAAAGGTCACCGTTTCCTACTTCTATCTCTTGAATAGAAGTAGGAAACGGTGACCGG Hs.93564 10221 -1.1307375 0.20144868 0.000661308 0.4396875 0.62332411 0.190400566
HOMER2 NM_199330_bp279_R AGCTAAAAAGGTCACCGTTTCCTACTTCTATCTCTTGAATAGAAGTAGGAAACGGTGACCGG Hs.93564 15597 -0.1453375 0.55234158 0.585690882 0.5445875 0.23630825 0.023181826
HOMER2 NM_199330_bp340_R AGCTAAAAAGGAGCCAAGGTGATCATAAACTCTCTTGAAGTTTATGATCACCTTGGCTCCGG Hs.93564 4843 1.4366125 0.52037609 0.001817781 0.6110875 0.17661387 0.011321343
HOMER2 NM_199330_bp340_R AGCTAAAAAGGAGCCAAGGTGATCATAAACTCTCTTGAAGTTTATGATCACCTTGGCTCCGG Hs.93564 10219 1.2106125 0.40710755 0.001906975 0.4639875 0.07906228 0.020803306
HOMER2 NM_199330_bp340_R AGCTAAAAAGGAGCCAAGGTGATCATAAACTCTCTTGAAGTTTATGATCACCTTGGCTCCGG Hs.93564 15595 2.7134125 1.617914 0.008055335 0.6893625 0.85400508 0.129393925
HOP BF575818_bp144_R AGCTAAAAAGACCCAGAAATGGTTTAAGCATCTCTTGAATGCTTAAACCATTTCTGGGTCGG Hs.121443 4353 -0.8899 0.27356919 0.003094661 -0.3432 0.55110011 0.249088547 -0.7844 0.14388395 0.01956225
HOP BF575818_bp144_R AGCTAAAAAGACCCAGAAATGGTTTAAGCATCTCTTGAATGCTTAAACCATTTCTGGGTCGG Hs.121443 9729 -0.7148 0.7444903 0.107610277 -0.6475 0.18574377 0.009558585 -1.0089 0.31756392 0.010393079
HOP BF575818_bp144_R AGCTAAAAAGACCCAGAAATGGTTTAAGCATCTCTTGAATGCTTAAACCATTTCTGGGTCGG Hs.121443 15105 -0.85205 0.28926565 0.004128247 0.0093 0.35415967 0.969820043 -0.85006667 0.30794175 0.019677251
HOXA1 S79869_bp255_R AGCTAAAAAGGTGTCCTACTCCCACTCAAGTCTCTTGAACTTGAGTGGGAGTAGGACACCGG Hs.67397 4857 0.5777625 0.4007829 0.035180256 0.6342125 1.18982587 0.268543556 1.630566667 1.27788858 0.157688493 0.70855 0.82339071 0.183723922
HOXA1 S79869_bp255_R AGCTAAAAAGGTGTCCTACTCCCACTCAAGTCTCTTGAACTTGAGTGGGAGTAGGACACCGG Hs.67397 10233 0.4792125 0.39047866 0.060671013 0.6083625 1.20102269 0.289618739 2.136533333 1.40743541 0.119309639 0.790125 0.96670921 0.200631193
HOXA1 S79869_bp255_R AGCTAAAAAGGTGTCCTACTCCCACTCAAGTCTCTTGAACTTGAGTGGGAGTAGGACACCGG Hs.67397 15609 0.5965625 0.40477916 0.032200729 0.9008875 0.74606992 0.04655987 2.458533333 2.20135115 0.192730146 0.893325 0.8777372 0.134626279
HOXA1 S79869_bp85_R AGCTAAAAAGACCATAGGATTACAACTTTCTCTCTTGAAGAAAGTTGTAATCCTATGGTCGG Hs.67397 4855 0.0853625 0.29531661 0.641666646 0.3270875 0.30114659 0.132450023 0.422375 0.54383787 0.218169736 0.395225 0.28467663 0.069183053
HOXA1 S79869_bp85_R AGCTAAAAAGACCATAGGATTACAACTTTCTCTCTTGAAGAAAGTTGTAATCCTATGGTCGG Hs.67397 10231 -0.1655875 0.81957907 0.648933499 1.0078125 1.13437397 0.096434072 0.42655 0.51129471 0.193806545 0.4911 0.33006273 0.05879441
HOXA1 S79869_bp85_R AGCTAAAAAGACCATAGGATTACAACTTTCTCTCTTGAAGAAAGTTGTAATCCTATGGTCGG Hs.67397 15607 0.8358375 0.90032459 0.074052603 0.9110875 0.5686965 0.022051095 0.404125 0.53100572 0.225342852 0.39965 0.24446222 0.046790232
HOXA5 BM920882_bp1105_R AGCTAAAAAGAAACGGCAGTTCATCAGAAATCTCTTGAATTTCTGATGAACTGCCGTTTCGG Hs.533357 4499 -0.306175 0.55581214 0.27648234 -0.307 0.54059605 0.289276391 0.174766667 0.99784117 0.698875685
HOXA5 BM920882_bp1105_R AGCTAAAAAGAAACGGCAGTTCATCAGAAATCTCTTGAATTTCTGATGAACTGCCGTTTCGG Hs.533357 9875 -0.28485 0.59986732 0.332330342 -0.235725 0.31126619 0.255779158 0.813966667 0.23710456 0.019851526
HOXA5 BM920882_bp1105_R AGCTAAAAAGAAACGGCAGTTCATCAGAAATCTCTTGAATTTCTGATGAACTGCCGTTTCGG Hs.533357 15251 -0.0407 0.56899323 0.893563856 -0.24265 0.62586021 0.569161483 -0.10363333 0.64078572 0.762426286
HOXA5 BM920882_bp79_R AGCTAAAAAGGACTACCAGTTGCATAATTATCTCTTGAATAATTATGCAACTGGTAGTCCGG Hs.533357 15247 0.7604 0.36802823 0.010735818 0.291075 0.304041 0.171466216 0.011666667 0.49364609 0.969367344
HOXA5 BM920882_bp79_R AGCTAAAAAGGACTACCAGTTGCATAATTATCTCTTGAATAATTATGCAACTGGTAGTCCGG Hs.533357 4495 0.9414 0.52809398 0.025721165 0.5295 0.79337381 0.322534758 0.9412
HOXA5 BM920882_bp79_R AGCTAAAAAGGACTACCAGTTGCATAATTATCTCTTGAATAATTATGCAACTGGTAGTCCGG Hs.533357 9871 1.217766667 0.69442048 0.020559903 0.5817 0.95445273 0.337526703
HOXA5 BM920882_bp936_R AGCTAAAAAGCGACCATCCTCTCATCTAACTCTCTTGAAGTTAGATGAGAGGATGGTCGCGG Hs.533357 4497 0.110325 0.97754436 0.79344973 0.8859 0.32677531 0.006571902 0.3896 0.40482672 0.208541134
HOXA5 BM920882_bp936_R AGCTAAAAAGCGACCATCCTCTCATCTAACTCTCTTGAAGTTAGATGAGAGGATGGTCGCGG Hs.533357 9873 0.05375 0.83116731 0.882754497 0.305425 0.75852426 0.408818392 1.0136 0.80218135 0.039651097
HOXA5 BM920882_bp936_R AGCTAAAAAGCGACCATCCTCTCATCTAACTCTCTTGAAGTTAGATGAGAGGATGGTCGCGG Hs.533357 15249 0.234175 1.2462241 0.658520806 0.131975 1.42311043 0.834247816 0.706633333 0.49629635 0.057957178
HOXA5 NM_153631_bp1159_R AGCTAAAAAGGTGGCTATCTGAACTCTATGTCTCTTGAACATAGAGTTCAGATAGCCACCGG Hs.533357 3508 3.828075 0.57430785 2.41E-05 0.385883333 1.18623772 0.462489646
HOXA5 NM_153631_bp1159_R AGCTAAAAAGGTGGCTATCTGAACTCTATGTCTCTTGAACATAGAGTTCAGATAGCCACCGG Hs.533357 14260 3.542625 0.39994931 1.07E-05 -0.0654875 0.34909656 0.773734799
HOXA5 NM_153631_bp1159_R AGCTAAAAAGGTGGCTATCTGAACTCTATGTCTCTTGAACATAGAGTTCAGATAGCCACCGG Hs.533357 8884 3.841025 1.17545889 0.0004507 0.79925 0.71028619 0.06645489
HOXA5 NM_153631_bp400_R AGCTAAAAAGCCAACGGGTTCGCTTATAATTCTCTTGAAATTATAAGCGAACCCGTTGGCGG Hs.533357 3480 1.060075 0.36081034 0.002537833 -0.4407625 0.3097016 0.080374671
HOXA5 NM_153631_bp400_R AGCTAAAAAGCCAACGGGTTCGCTTATAATTCTCTTGAAATTATAAGCGAACCCGTTGGCGG Hs.533357 8856 0.977025 0.58476778 0.013206876 -0.2541125 0.1239917 0.218749823
HOXA5 NM_153631_bp400_R AGCTAAAAAGCCAACGGGTTCGCTTATAATTCTCTTGAAATTATAAGCGAACCCGTTGGCGG Hs.533357 14232 1.710725 0.57818445 0.001166653 0.1876125 0.40264955 0.443445147
HOXA5 NM_153631_bp957_R AGCTAAAAAGGAGAAAGAGTTCCACTTCAATCTCTTGAATTGAAGTGGAACTCTTTCTCCGG Hs.533357 3506 -0.1001 0.52109136 0.693186879 0.4603875 0.30479291 0.069702067
HOXA5 NM_153631_bp957_R AGCTAAAAAGGAGAAAGAGTTCCACTTCAATCTCTTGAATTGAAGTGGAACTCTTTCTCCGG Hs.533357 8882 -0.214075 0.25477545 0.244868859 0.4661125 0.24665865 0.057858075
HOXA5 NM_153631_bp957_R AGCTAAAAAGGAGAAAGAGTTCCACTTCAATCTCTTGAATTGAAGTGGAACTCTTTCTCCGG Hs.533357 14258 -0.21825 0.21036814 0.212341939 0.5878375 0.19258304 0.021954025
HPCAL1 AK093973_bp1960_R AGCTAAAAAGTCCCCTTTCTATATATAAATTCTCTTGAAATTTATATATAGAAAGGGGACGG Hs.580427 3864 -0.8727875 0.85107293 0.056490745 -0.626725 1.05456792 0.177954742
HPCAL1 AK093973_bp1960_R AGCTAAAAAGTCCCCTTTCTATATATAAATTCTCTTGAAATTTATATATAGAAAGGGGACGG Hs.580427 9240 -0.9619625 1.04698246 0.072870261 -0.57095 1.1315936 0.237654863
HPCAL1 AK093973_bp1960_R AGCTAAAAAGTCCCCTTTCTATATATAAATTCTCTTGAAATTTATATATAGAAAGGGGACGG Hs.580427 14616 -0.8973375 1.02257452 0.083335693 -0.52135 1.1087962 0.269060734
HPCAL1 AK093973_bp2080_R AGCTAAAAAGGCTGTTGTGTGGTATTTATGTCTCTTGAACATAAATACCACACAACAGCCGG Hs.580427 3892 0.1119875 0.30863003 0.552435152 0.743125 0.83453289 0.073279505
HPCAL1 AK093973_bp2080_R AGCTAAAAAGGCTGTTGTGTGGTATTTATGTCTCTTGAACATAAATACCACACAACAGCCGG Hs.580427 9268 0.4825125 0.59294198 0.126097749 0.20345 0.31195688 0.371265987



HPCAL1 AK093973_bp2080_R AGCTAAAAAGGCTGTTGTGTGGTATTTATGTCTCTTGAACATAAATACCACACAACAGCCGG Hs.580427 14644 0.3505625 0.58079397 0.233931102 0.18935 0.27830454 0.390653912
HPCAL1 AK093973_bp2216_R AGCTAAAAAGTCTGGCATTTCCGGTATTAATCTCTTGAATTAATACCGGAAATGCCAGACGG Hs.580427 3890 -0.939166667 0.42246005 0.017156967 -0.79395 0.28797697 0.008285154
HPCAL1 AK093973_bp2216_R AGCTAAAAAGTCTGGCATTTCCGGTATTAATCTCTTGAATTAATACCGGAAATGCCAGACGG Hs.580427 9266 -1.0149375 0.30693764 0.002154452 -0.778375 0.30788166 0.009761898
HPCAL1 AK093973_bp2216_R AGCTAAAAAGTCTGGCATTTCCGGTATTAATCTCTTGAATTAATACCGGAAATGCCAGACGG Hs.580427 14642 -0.9890875 0.37601134 0.003790795 -0.75345 0.31418166 0.011533282
HPN NM_182983_bp1011_R AGCTAAAAAGCTCATGGTCTTTGACAAGACTCTCTTGAAGTCTTGTCAAAGACCATGAGCGG Hs.182385 1162 0.8446125 0.63627031 0.033125178 -0.0351 0.41203504 0.896604975
HPN NM_182983_bp1011_R AGCTAAAAAGCTCATGGTCTTTGACAAGACTCTCTTGAAGTCTTGTCAAAGACCATGAGCGG Hs.182385 6538 0.7819375 0.62948131 0.042117565 -0.055 0.34884594 0.821787063
HPN NM_182983_bp1011_R AGCTAAAAAGCTCATGGTCTTTGACAAGACTCTCTTGAAGTCTTGTCAAAGACCATGAGCGG Hs.182385 11914 0.8023625 0.66168787 0.043835898 -0.0621 0.31314628 0.791485739
HPN NM_182983_bp1765_R AGCTAAAAAGTCCCCATAATCAGCAATGATTCTCTTGAAATCATTGCTGATTATGGGGACGG Hs.182385 2208 2.5074375 0.39146015 5.86E-05 1.457275 0.38917517 0.00061893
HPN NM_182983_bp1765_R AGCTAAAAAGTCCCCATAATCAGCAATGATTCTCTTGAAATCATTGCTGATTATGGGGACGG Hs.182385 7584 2.4658625 0.52165304 0.000156529 1.392175 0.41043356 0.000874678
HPN NM_182983_bp1765_R AGCTAAAAAGTCCCCATAATCAGCAATGATTCTCTTGAAATCATTGCTGATTATGGGGACGG Hs.182385 12960 2.4837875 0.47535123 0.000110692 1.4138 0.38469667 0.00070956
HPN NM_182983_bp1795_R AGCTAAAAAGGCGCTGACTTCTATGGAAACTCTCTTGAAGTTTCCATAGAAGTCAGCGCCGG Hs.182385 1161 0.1115875 0.53521075 0.774229769 -0.2468 0.18879804 0.249782518
HPN NM_182983_bp1795_R AGCTAAAAAGGCGCTGACTTCTATGGAAACTCTCTTGAAGTTTCCATAGAAGTCAGCGCCGG Hs.182385 6537 0.2718125 0.36486754 0.274989951 -0.25575 0.18392481 0.233583189
HPN NM_182983_bp1795_R AGCTAAAAAGGCGCTGACTTCTATGGAAACTCTCTTGAAGTTTCCATAGAAGTCAGCGCCGG Hs.182385 11913 -0.0020875 0.51460023 0.873815804 -0.21905 0.22242838 0.311605403
HRAS NM_176795_bp273_R AGCTAAAAAGACCCCACTATAGAGGATTCCTCTCTTGAAGGAATCCTCTATAGTGGGGTCGG Hs.37003 2204 -0.0165125 0.69723528 0.863640819 1.104925 3.15775219 0.360032464
HRAS NM_176795_bp273_R AGCTAAAAAGACCCCACTATAGAGGATTCCTCTCTTGAAGGAATCCTCTATAGTGGGGTCGG Hs.37003 7580 0.1127625 0.68513879 0.809412684 1.0621 3.32235393 0.399708635
HRAS NM_176795_bp273_R AGCTAAAAAGACCCCACTATAGAGGATTCCTCTCTTGAAGGAATCCTCTATAGTGGGGTCGG Hs.37003 12956 0.0970375 0.68476791 0.848562007 0.919925 3.07060611 0.428854969
HRAS NM_176795_bp321_R AGCTAAAAAGAGACGTGCCTGTTGGACATCTCTCTTGAAGATGTCCAACAGGCACGTCTCGG Hs.37003 1160 -0.3914875 0.32824562 0.064188985 0.3861 0.39780807 0.136490056
HRAS NM_176795_bp321_R AGCTAAAAAGAGACGTGCCTGTTGGACATCTCTCTTGAAGATGTCCAACAGGCACGTCTCGG Hs.37003 6536 -0.4493875 0.36716121 0.052273746 0.37035 0.4041986 0.152132362
HRAS NM_176795_bp321_R AGCTAAAAAGAGACGTGCCTGTTGGACATCTCTCTTGAAGATGTCCAACAGGCACGTCTCGG Hs.37003 11912 -0.4320125 0.33353814 0.049999475 0.387475 0.43537743 0.146927005
HRAS NM_176795_bp404_R AGCTAAAAAGGGCTTCCTGTGTGTGTTTGCTCTCTTGAAGCAAACACACACAGGAAGCCCGG Hs.37003 2206 0.1020875 0.78926596 0.853542729 2.0142 1.54620806 0.019941489
HRAS NM_176795_bp404_R AGCTAAAAAGGGCTTCCTGTGTGTGTTTGCTCTCTTGAAGCAAACACACACAGGAAGCCCGG Hs.37003 7582 0.0767625 0.74145532 0.905884427 1.81765 1.28346952 0.028510491
HRAS NM_176795_bp404_R AGCTAAAAAGGGCTTCCTGTGTGTGTTTGCTCTCTTGAAGCAAACACACACAGGAAGCCCGG Hs.37003 12958 0.1733125 0.73887382 0.683502632 0.4149 0.4874007 0.13952024
HRK NM_003806_bp442_R AGCTAAAAAGCGAGCAACAGGTTGGTGAAATCTCTTGAATTTCACCAACCTGTTGCTCGCGG Hs.87247 816 -0.8734875 0.10785875 0.001337326 -0.03206667 0.88685655 0.938149866
HRK NM_003806_bp442_R AGCTAAAAAGCGAGCAACAGGTTGGTGAAATCTCTTGAATTTCACCAACCTGTTGCTCGCGG Hs.87247 6192 -0.9003625 0.08185153 0.001060834 -0.09576667 0.95255846 0.82569313
HRK NM_003806_bp442_R AGCTAAAAAGCGAGCAACAGGTTGGTGAAATCTCTTGAATTTCACCAACCTGTTGCTCGCGG Hs.87247 11568 -0.8635875 0.12808181 0.001534719 -0.01363333 0.9092352 0.974111847
HRK NM_003806_bp604_R AGCTAAAAAGGGAAGCCCTTTGGAAATCCATCTCTTGAATGGATTTCCAAAGGGCTTCCCGG Hs.87247 2170 -1.0339
HRK NM_003806_bp604_R AGCTAAAAAGGGAAGCCCTTTGGAAATCCATCTCTTGAATGGATTTCCAAAGGGCTTCCCGG Hs.87247 7546 -1.0438
HRK NM_003806_bp604_R AGCTAAAAAGGGAAGCCCTTTGGAAATCCATCTCTTGAATGGATTTCCAAAGGGCTTCCCGG Hs.87247 12922 -0.9504
HRK NM_003806_bp637_R AGCTAAAAAGACACCCCAATGCTATTTACATCTCTTGAATGTAAATAGCATTGGGGTGTCGG Hs.87247 829 0.091925 0.39863145 0.769129884 -0.1096
HRK NM_003806_bp637_R AGCTAAAAAGACACCCCAATGCTATTTACATCTCTTGAATGTAAATAGCATTGGGGTGTCGG Hs.87247 6205 -0.40545
HRK NM_003806_bp637_R AGCTAAAAAGACACCCCAATGCTATTTACATCTCTTGAATGTAAATAGCATTGGGGTGTCGG Hs.87247 11581
HSP90AA1 NM_005348_bp108_R AGCTAAAAAGGTTGAGACGTTCGCCTTTCATCTCTTGAATGAAAGGCGAACGTCTCAACCGG Hs.525600 2200 1.5130875 2.40691787 0.176756366 1.32425 1.40226346 0.08163721
HSP90AA1 NM_005348_bp108_R AGCTAAAAAGGTTGAGACGTTCGCCTTTCATCTCTTGAATGAAAGGCGAACGTCTCAACCGG Hs.525600 7576 1.5607125 2.41588585 0.166811863 0.8493 0.91316113 0.083524436
HSP90AA1 NM_005348_bp108_R AGCTAAAAAGGTTGAGACGTTCGCCTTTCATCTCTTGAATGAAAGGCGAACGTCTCAACCGG Hs.525600 12952 1.7708375 2.64173042 0.152747098 0.583725 1.06736318 0.206517181
HSP90AA1 NM_005348_bp1582_R AGCTAAAAAGTGGAACGTCTTCGGAAACATTCTCTTGAAATGTTTCCGAAGACGTTCCACGG Hs.525600 2202 0.7430125 0.59341709 0.043985842 0.394675 0.33293564 0.109775126
HSP90AA1 NM_005348_bp1582_R AGCTAAAAAGTGGAACGTCTTCGGAAACATTCTCTTGAAATGTTTCCGAAGACGTTCCACGG Hs.525600 7578 0.7467375 0.52436564 0.032043326 0.3777 0.50463999 0.178287956
HSP90AA1 NM_005348_bp1582_R AGCTAAAAAGTGGAACGTCTTCGGAAACATTCTCTTGAAATGTTTCCGAAGACGTTCCACGG Hs.525600 12954 0.8245875 0.58933925 0.030062934 0.5216 0.27334963 0.040749624
HSP90AA1 NM_005348_bp2041_R AGCTAAAAAGATCTGGTCATCTTGCTTTATTCTCTTGAAATAAAGCAAGATGACCAGATCGG Hs.525600 1159 -0.4683375 0.48942256 0.077300427 0.04945 0.19774601 0.791937678
HSP90AA1 NM_005348_bp2041_R AGCTAAAAAGATCTGGTCATCTTGCTTTATTCTCTTGAAATAAAGCAAGATGACCAGATCGG Hs.525600 6535 -0.4336875 0.56374178 0.120756679 -0.06645 0.19733901 0.756092037
HSP90AA1 NM_005348_bp2041_R AGCTAAAAAGATCTGGTCATCTTGCTTTATTCTCTTGAAATAAAGCAAGATGACCAGATCGG Hs.525600 11911 -0.4635125 0.49581123 0.08136234 0.06985 0.20649049 0.717599009
HSP90AB1 NM_007355_bp1518_R AGCTAAAAAGACACAGAAGTCCATCTATTATCTCTTGAATAATAGATGGACTTCTGTGTCGG Hs.509736 2194 -0.0818375 0.66117765 0.693141765 2.0009 2.66500557 0.078642034
HSP90AB1 NM_007355_bp1518_R AGCTAAAAAGACACAGAAGTCCATCTATTATCTCTTGAATAATAGATGGACTTCTGTGTCGG Hs.509736 7570 0.0438375 0.70308737 0.984361205 1.749 2.30272131 0.077263656
HSP90AB1 NM_007355_bp1518_R AGCTAAAAAGACACAGAAGTCCATCTATTATCTCTTGAATAATAGATGGACTTCTGTGTCGG Hs.509736 12946 -0.1009375 0.52098738 0.587361154 3.94395 1.14049253 0.001326717
HSP90AB1 NM_007355_bp712_R AGCTAAAAAGGCTATCCCATCACCCTTTATTCTCTTGAAATAAAGGGTGATGGGATAGCCGG Hs.509736 1156 -0.8779125 0.68090059 0.026304614 -0.0656 0.39993568 0.79667568
HSP90AB1 NM_007355_bp712_R AGCTAAAAAGGCTATCCCATCACCCTTTATTCTCTTGAAATAAAGGGTGATGGGATAGCCGG Hs.509736 6532 -0.8977875 0.76385593 0.033842426 -0.036225 0.37052842 0.889170918
HSP90AB1 NM_007355_bp712_R AGCTAAAAAGGCTATCCCATCACCCTTTATTCTCTTGAAATAAAGGGTGATGGGATAGCCGG Hs.509736 11908 -0.7373375 0.78500743 0.065892105 0.01145 0.37046343 0.947791638
HSP90AB1 NM_007355_bp866_R AGCTAAAAAGCGGTAAGGATAAGAAGAAGATCTCTTGAATCTTCTTCTTATCCTTACCGCGG Hs.509736 1157 0.8920375 0.43525893 0.009979068 0.048775 0.47667855 0.837120046
HSP90AB1 NM_007355_bp866_R AGCTAAAAAGCGGTAAGGATAAGAAGAAGATCTCTTGAATCTTCTTCTTATCCTTACCGCGG Hs.509736 6533 0.8267375 0.33129597 0.007382792 -0.0033 0.45999244 0.998449681
HSP90AB1 NM_007355_bp866_R AGCTAAAAAGCGGTAAGGATAAGAAGAAGATCTCTTGAATCTTCTTCTTATCCTTACCGCGG Hs.509736 11909 0.8407625 0.36090693 0.008250063 0.03585 0.43025969 0.870961603
HSP90B1 NM_003299_bp1749_R AGCTAAAAAGGCTGAATCTTCTCCATTTGTTCTCTTGAAACAAATGGAGAAGATTCAGCCGG Hs.192374 1019 1.3860625 0.39622009 0.000958541 -0.0270625 0.58437577 0.924210964
HSP90B1 NM_003299_bp1749_R AGCTAAAAAGGCTGAATCTTCTCCATTTGTTCTCTTGAAACAAATGGAGAAGATTCAGCCGG Hs.192374 6395 1.3053625 0.22090714 0.000381042 -0.0492875 0.56091308 0.859458625
HSP90B1 NM_003299_bp1749_R AGCTAAAAAGGCTGAATCTTCTCCATTTGTTCTCTTGAAACAAATGGAGAAGATTCAGCCGG Hs.192374 11771 1.2970625 0.29927625 0.000667781 -0.0843625 0.39593027 0.723349717
HSP90B1 NM_003299_bp2189_R AGCTAAAAAGAGACATGCTTCGACGAATTATCTCTTGAATAATTCGTCGAAGCATGTCTCGG Hs.192374 1018 0.9924375 0.51895639 0.008789097 0.6039125 0.48516538 0.050132317
HSP90B1 NM_003299_bp2189_R AGCTAAAAAGAGACATGCTTCGACGAATTATCTCTTGAATAATTCGTCGAAGCATGTCTCGG Hs.192374 6394 1.0671625 0.50747683 0.006116649 0.6183375 0.47733324 0.045111743
HSP90B1 NM_003299_bp2189_R AGCTAAAAAGAGACATGCTTCGACGAATTATCTCTTGAATAATTCGTCGAAGCATGTCTCGG Hs.192374 11770 1.0687875 0.52553514 0.006732752 0.5927125 0.48480797 0.053276659
HSP90B1 NM_003299_bp683_R AGCTAAAAAGCCAGTTTGGTGTCGGTTTCTTCTCTTGAAAGAAACCGACACCAAACTGGCGG Hs.192374 12803
HSPC049 AK124765_bp1616_R AGCTAAAAAGGGGTCTAACTCTGATAATAATCTCTTGAATTATTATCAGAGTTAGACCCCGG Hs.459858 4192 -0.3665375 0.14854155 0.048677004 0.54355 0.31861568 0.042151984
HSPC049 AK124765_bp1616_R AGCTAAAAAGGGGTCTAACTCTGATAATAATCTCTTGAATTATTATCAGAGTTAGACCCCGG Hs.459858 9568 -0.2680125 0.33928131 0.205290717 0.52365 0.20148556 0.034795286
HSPC049 AK124765_bp1616_R AGCTAAAAAGGGGTCTAACTCTGATAATAATCTCTTGAATTATTATCAGAGTTAGACCCCGG Hs.459858 14944 -0.2140375 0.54356445 0.425318736 0.548925 0.61217989 0.097283254
HSPC049 AK124765_bp766_R AGCTAAAAAGGCTGCAGGATTCAGATAAGATCTCTTGAATCTTATCTGAATCCTGCAGCCGG Hs.459858 4196 2.0919 -0.383325 0.11860468 0.082848909
HSPC049 AK124765_bp766_R AGCTAAAAAGGCTGCAGGATTCAGATAAGATCTCTTGAATCTTATCTGAATCCTGCAGCCGG Hs.459858 9572 1.17515 0.17133197 0.017219256 -0.54105 0.29518614 0.039928457
HSPC049 AK124765_bp766_R AGCTAAAAAGGCTGCAGGATTCAGATAAGATCTCTTGAATCTTATCTGAATCCTGCAGCCGG Hs.459858 14948 1.0725 0.10620744 0.020598592 -0.3715 0.18899674 0.100423127
HSPC049 AK124765_bp943_R AGCTAAAAAGGGAGTTGGCTATCCTTATGATCTCTTGAATCATAAGGATAGCCAACTCCCGG Hs.459858 4194 -0.4196875 0.33428015 0.070019718 -0.0956 0.436029 0.699711495
HSPC049 AK124765_bp943_R AGCTAAAAAGGGAGTTGGCTATCCTTATGATCTCTTGAATCATAAGGATAGCCAACTCCCGG Hs.459858 9570 -0.4019625 0.16994409 0.039187902 0.129775 0.27751458 0.549350138
HSPC049 AK124765_bp943_R AGCTAAAAAGGGAGTTGGCTATCCTTATGATCTCTTGAATCATAAGGATAGCCAACTCCCGG Hs.459858 14946 -0.3359125 0.22747936 0.084316994 -0.0581 0.3072428 0.7911536
HSPC065 NM_014157_bp185_R AGCTAAAAAGACTGAGATGTTTGAGAAATATCTCTTGAATATTTCTCAAACATCTCAGTCGG Hs.11614 3210 0.72185 0.16982942 0.004150979 0.625116667 0.95237062 0.18953806 0.7573 0.60367202 0.087015775 0.37595 0.35078032 0.121450015
HSPC065 NM_014157_bp185_R AGCTAAAAAGACTGAGATGTTTGAGAAATATCTCTTGAATATTTCTCAAACATCTCAGTCGG Hs.11614 8586 0.449225 0.32437658 0.054774906 0.301466667 1.65453197 0.657384441 0.753175 0.68102638 0.113901501 0.436725 0.34968084 0.087873148
HSPC065 NM_014157_bp185_R AGCTAAAAAGACTGAGATGTTTGAGAAATATCTCTTGAATATTTCTCAAACATCTCAGTCGG Hs.11614 13962 0.61685 0.49218777 0.043639188 0.169666667 0.60765262 0.614450796 0.762925 0.60916805 0.087335718 0.423575 0.40169335 0.125492611
HSPC065 NM_014157_bp289_R AGCTAAAAAGAGGCAGGCGTAGATCCAAATTCTCTTGAAATTTGGATCTACGCCTGCCTCGG Hs.11614 3212 0.21145 0.84193828 0.572359044 0.0226625 0.32853758 0.919026406 0.013375 0.60096619 0.967293649 0.605375 0.74822957 0.204060063
HSPC065 NM_014157_bp289_R AGCTAAAAAGAGGCAGGCGTAGATCCAAATTCTCTTGAAATTTGGATCTACGCCTGCCTCGG Hs.11614 8588 0.2252 0.69325727 0.48327652 0.0302125 0.37483235 0.896633241 0.052675 0.66473442 0.884142745 0.74165 0.76661307 0.148455203
HSPC065 NM_014157_bp289_R AGCTAAAAAGAGGCAGGCGTAGATCCAAATTCTCTTGAAATTTGGATCTACGCCTGCCTCGG Hs.11614 13964 0.171525 0.7578327 0.615188473 0.0778875 0.35007118 0.733012288 0.023025 0.60443072 0.944066368 0.717533333 0.81448757 0.266567371
HSPCAL3 XM_084514_bp1978_R AGCTAAAAAGATCTGCTCATCTTGCTTTACTCTCTTGAAGTAAAGCAAGATGAGCAGATCGG 2198 1.0820875 0.83085555 0.02916479 5.3583 1.34166441 0.000593616
HSPCAL3 XM_084514_bp1978_R AGCTAAAAAGATCTGCTCATCTTGCTTTACTCTCTTGAAGTAAAGCAAGATGAGCAGATCGG 7574 0.4574375 0.55052148 0.151400087 4.446 1.38239033 0.000420646
HSPCAL3 XM_084514_bp1978_R AGCTAAAAAGATCTGCTCATCTTGCTTTACTCTCTTGAAGTAAAGCAAGATGAGCAGATCGG 12950 0.907483333 0.56276849 0.036933277 3.83425 1.32787582 0.002117241
HSPCAL3 XM_084514_bp48_R AGCTAAAAAGGTTGAGACATTCGCCTTTCATCTCTTGAATGAAAGGCGAATGTCTCAACCGG 2196 0.5591875 0.78253185 0.172859728 0.386225 0.81045364 0.288746975
HSPCAL3 XM_084514_bp48_R AGCTAAAAAGGTTGAGACATTCGCCTTTCATCTCTTGAATGAAAGGCGAATGTCTCAACCGG 7572 0.0496125 0.47802334 0.959636273 0.2957 0.69751541 0.361161998
HSPCAL3 XM_084514_bp48_R AGCTAAAAAGGTTGAGACATTCGCCTTTCATCTCTTGAATGAAAGGCGAATGTCTCAACCGG 12948 0.6897625 0.83474868 0.118739526 0.3768 0.83456495 0.308831803
HSPCAL3 XM_084514_bp666_R AGCTAAAAAGGAGAAGGAATGTGATAAAGATCTCTTGAATCTTTATCACATTCCTTCTCCGG 1158 -0.0508875 0.20118737 0.584253888 -0.145875 0.66496801 0.644947755
HSPCAL3 XM_084514_bp666_R AGCTAAAAAGGAGAAGGAATGTGATAAAGATCTCTTGAATCTTTATCACATTCCTTCTCCGG 6534 -0.1160875 0.12918432 0.319043061 -0.162225 0.68290593 0.614188721
HSPCAL3 XM_084514_bp666_R AGCTAAAAAGGAGAAGGAATGTGATAAAGATCTCTTGAATCTTTATCACATTCCTTCTCCGG 11910 -0.0945375 0.16138776 0.40071252 -0.164025 0.68428332 0.610651521
HTR2B NM_000867_bp1068_R AGCTAAAAAGCCATTCCAGTCCCTATTAAATCTCTTGAATTTAATAGGGACTGGAATGGCGG Hs.421649 2718 -0.310325 0.60147235 0.296001738 -1.268775 0.43690343 0.001643503
HTR2B NM_000867_bp1068_R AGCTAAAAAGCCATTCCAGTCCCTATTAAATCTCTTGAATTTAATAGGGACTGGAATGGCGG Hs.421649 8094 -0.40655 0.53559669 0.156601496 -1.133 0.35190746 0.001950217
HTR2B NM_000867_bp1068_R AGCTAAAAAGCCATTCCAGTCCCTATTAAATCTCTTGAATTTAATAGGGACTGGAATGGCGG Hs.421649 13470 -0.307825 0.6020813 0.299819936 -1.185625 0.44959926 0.002469418
HTR2B NM_000867_bp1522_R AGCTAAAAAGTCCCTTCTTTATTACAAATATCTCTTGAATATTTGTAATAAAGAAGGGACGG Hs.421649 2714 -0.8 0.11039979 0.002007808 -0.01745 0.62029086 0.952734646
HTR2B NM_000867_bp1522_R AGCTAAAAAGTCCCTTCTTTATTACAAATATCTCTTGAATATTTGTAATAAAGAAGGGACGG Hs.421649 8090 -1.1731 0.76016874 0.014620692 -0.43695 0.5889628 0.161400708
HTR2B NM_000867_bp1522_R AGCTAAAAAGTCCCTTCTTTATTACAAATATCTCTTGAATATTTGTAATAAAGAAGGGACGG Hs.421649 13466 -0.8755 0.45981999 0.010442618 0.00815 0.72759807 0.98002715
HTR2B NM_000867_bp1672_R AGCTAAAAAGGGATGCATTTGGCCGATATATCTCTTGAATATATCGGCCAAATGCATCCCGG Hs.421649 2716 -0.24245 0.29979906 0.221367776 -1.614175 0.16966525 0.000133348
HTR2B NM_000867_bp1672_R AGCTAAAAAGGGATGCATTTGGCCGATATATCTCTTGAATATATCGGCCAAATGCATCCCGG Hs.421649 8092 -0.22815 0.27287856 0.229737215 -1.50425 0.38718015 0.000518277
HTR2B NM_000867_bp1672_R AGCTAAAAAGGGATGCATTTGGCCGATATATCTCTTGAATATATCGGCCAAATGCATCCCGG Hs.421649 13468 -0.12615 0.246329 0.467677658 -1.60295 0.84567118 0.003490404
HUNK NM_014586_bp1170_R AGCTAAAAAGAGGGCTTTGTACCAGAAGATTCTCTTGAAATCTTCTGGTACAAAGCCCTCGG Hs.109437 478 3.3599 3.320581 0.069087872 -0.05785 2.70291567 0.96609038
HUNK NM_014586_bp1170_R AGCTAAAAAGAGGGCTTTGTACCAGAAGATTCTCTTGAAATCTTCTGGTACAAAGCCCTCGG Hs.109437 5854 4.548933333 3.61071732 0.037010084 1.0125 7.05746213 0.761488314
HUNK NM_014586_bp1170_R AGCTAAAAAGAGGGCTTTGTACCAGAAGATTCTCTTGAAATCTTCTGGTACAAAGCCCTCGG Hs.109437 11230 4.275966667 3.32925294 0.035038638 0.9562 6.76921334 0.765028673
HUNK NM_014586_bp1305_R AGCTAAAAAGGCGAATCGCTGGCTTAATGATCTCTTGAATCATTAAGCCAGCGATTCGCCGG Hs.109437 5855 -4.654633333 2.98197889 0.01903998 -3.91585 2.13171481 0.039570311
HUNK NM_014586_bp1305_R AGCTAAAAAGGCGAATCGCTGGCTTAATGATCTCTTGAATCATTAAGCCAGCGATTCGCCGG Hs.109437 11231 -4.8142 2.97618516 0.016929355 -4.65925 1.29775308 0.009285998
HUNK NM_014586_bp1305_R AGCTAAAAAGGCGAATCGCTGGCTTAATGATCTCTTGAATCATTAAGCCAGCGATTCGCCGG Hs.109437 479 -0.45485
HUNK NM_014586_bp1485_R AGCTAAAAAGGCCATCTACTTCCTCTTAAATCTCTTGAATTTAAGAGGAAGTAGATGGCCGG Hs.109437 480 -0.23335 1.49343276 0.70955717 1.4973
HUNK NM_014586_bp1485_R AGCTAAAAAGGCCATCTACTTCCTCTTAAATCTCTTGAATTTAAGAGGAAGTAGATGGCCGG Hs.109437 5856 -0.0905 1.3508774 0.873017137 -0.871333333 3.17500147 0.570970685
HUNK NM_014586_bp1485_R AGCTAAAAAGGCCATCTACTTCCTCTTAAATCTCTTGAATTTAAGAGGAAGTAGATGGCCGG Hs.109437 11232 -0.148825 1.42625987 0.803213666 -0.9284 2.8934029 0.512045285
HYPB NM_012271_bp2034_R AGCTAAAAAGCCCCAGAAATTGTGTCTACATCTCTTGAATGTAGACACAATTTCTGGGGCGG 3125 -1.166725 0.80856912 0.0181791 -1.10725 0.51893752 0.004801455
HYPB NM_012271_bp2034_R AGCTAAAAAGCCCCAGAAATTGTGTCTACATCTCTTGAATGTAGACACAATTTCTGGGGCGG 8501 -0.879275 0.3091121 0.004093475 -0.7938 0.86905456 0.065604863
HYPB NM_012271_bp2034_R AGCTAAAAAGCCCCAGAAATTGTGTCTACATCTCTTGAATGTAGACACAATTTCTGGGGCGG 13877 -1.1723 0.40166298 0.002124339 -0.9017 0.46972132 0.009910436
HYPB NM_012271_bp3696_R AGCTAAAAAGGAGAGGTACTCGATCATAAATCTCTTGAATTTATGATCGAGTACCTCTCCGG 3123 1.549125 0.71235652 0.003765774 0.30635 0.27984418 0.185334991
HYPB NM_012271_bp3696_R AGCTAAAAAGGAGAGGTACTCGATCATAAATCTCTTGAATTTATGATCGAGTACCTCTCCGG 8499 1.295275 0.65901412 0.006162855 0.63025 0.32676751 0.025130172
HYPB NM_012271_bp3696_R AGCTAAAAAGGAGAGGTACTCGATCATAAATCTCTTGAATTTATGATCGAGTACCTCTCCGG 13875 1.4791 0.77680899 0.006219042 0.471425 0.44815538 0.09547748
HYPB NM_012271_bp4131_R AGCTAAAAAGGTGAGGGTCTCTCTGATAAATCTCTTGAATTTATCAGAGAGACCCTCACCGG 3121 -0.434425 0.27547121 0.048521276 0.3415 0.88039603 0.376006392
HYPB NM_012271_bp4131_R AGCTAAAAAGGTGAGGGTCTCTCTGATAAATCTCTTGAATTTATCAGAGAGACCCTCACCGG 8497 -0.40785 0.35194682 0.081720154 0.3629 0.795601 0.316081788
HYPB NM_012271_bp4131_R AGCTAAAAAGGTGAGGGTCTCTCTGATAAATCTCTTGAATTTATCAGAGAGACCCTCACCGG 13873 -0.2717 0.2676858 0.161700706 0.407325 0.76343283 0.253250646
IBRDC2 NM_182757_bp1138_R AGCTAAAAAGGCCTCCCCATGTATAATCTGTCTCTTGAACAGATTATACATGGGGAGGCCGG Hs.148741 3562 -0.973566667 0.15278434 0.00538767 -0.09415 0.08308505 0.777738791
IBRDC2 NM_182757_bp1138_R AGCTAAAAAGGCCTCCCCATGTATAATCTGTCTCTTGAACAGATTATACATGGGGAGGCCGG Hs.148741 14314 -0.8936 0.24233908 0.009875642 -0.2681875 0.2046817 0.215320151
IBRDC2 NM_182757_bp1138_R AGCTAAAAAGGCCTCCCCATGTATAATCTGTCTCTTGAACAGATTATACATGGGGAGGCCGG Hs.148741 8938 -0.9269 0.20731576 0.007652861 -0.12125 0.21743534 0.723667059
IBRDC2 NM_182757_bp593_R AGCTAAAAAGTGGACCAGTTTCAACTTTATTCTCTTGAAATAAAGTTGAAACTGGTCCACGG Hs.148741 3560 -0.3059 0.30660069 0.141508573 0.3417875 0.77479871 0.334493431
IBRDC2 NM_182757_bp593_R AGCTAAAAAGTGGACCAGTTTCAACTTTATTCTCTTGAAATAAAGTTGAAACTGGTCCACGG Hs.148741 8936 -0.355625 0.4781736 0.175649671 0.3286375 0.09700505 0.12252117
IBRDC2 NM_182757_bp593_R AGCTAAAAAGTGGACCAGTTTCAACTTTATTCTCTTGAAATAAAGTTGAAACTGGTCCACGG Hs.148741 14312 -0.1618 0.38872176 0.451510457 0.2438125 0.53669505 0.385154254
IBRDC3 AK131439_bp1049_R AGCTAAAAAGGTCATTGCATCCCCAGTTATTCTCTTGAAATAACTGGGGATGCAATGACCGG Hs.591504 4201 0.0335625 0.09086754 0.812184008 0.055025 0.18106171 0.782880459
IBRDC3 AK131439_bp1049_R AGCTAAAAAGGTCATTGCATCCCCAGTTATTCTCTTGAAATAACTGGGGATGCAATGACCGG Hs.591504 9577 0.0538625 0.05127133 0.697580489 0.116575 0.05900364 0.543778696
IBRDC3 AK131439_bp1049_R AGCTAAAAAGGTCATTGCATCCCCAGTTATTCTCTTGAAATAACTGGGGATGCAATGACCGG Hs.591504 14953 0.0462875 0.17598411 0.764201005 0.2524 0.15984774 0.22881715
IBRDC3 AK131439_bp1095_R AGCTAAAAAGTCCCCATTATGCTGGCATATTCTCTTGAAATATGCCAGCATAATGGGGACGG Hs.591504 14925 0.242975 0.18166332 0.249996522
IBRDC3 AK131439_bp1095_R AGCTAAAAAGTCCCCATTATGCTGGCATATTCTCTTGAAATATGCCAGCATAATGGGGACGG Hs.591504 4173 0.3692 0.02743574 0.299593722
IBRDC3 AK131439_bp1095_R AGCTAAAAAGTCCCCATTATGCTGGCATATTCTCTTGAAATATGCCAGCATAATGGGGACGG Hs.591504 9549 0.29095 0.2906916 0.422972924
IBRDC3 AK131439_bp1315_R AGCTAAAAAGCCCTACAGATGGACTTAGTGTCTCTTGAACACTAAGTCCATCTGTAGGGCGG Hs.591504 4175 0.0634125 0.15461822 0.674822064 0.555075 0.47432142 0.063641975
IBRDC3 AK131439_bp1315_R AGCTAAAAAGCCCTACAGATGGACTTAGTGTCTCTTGAACACTAAGTCCATCTGTAGGGCGG Hs.591504 9551 0.0823125 0.24255233 0.628283843 0.475675 0.32875871 0.067224054
IBRDC3 AK131439_bp1315_R AGCTAAAAAGCCCTACAGATGGACTTAGTGTCTCTTGAACACTAAGTCCATCTGTAGGGCGG Hs.591504 14927 0.0630125 0.29652071 0.730291853 0.603325 0.4126491 0.039568087
ICK NM_014920_bp1972_R AGCTAAAAAGTTCCAGCTCTACAAGTTCTATCTCTTGAATAGAACTTGTAGAGCTGGAACGG Hs.417022 504 -2.0047 2.64087386 0.108827068 0.257466667 2.61248638 0.835712047
ICK NM_014920_bp1972_R AGCTAAAAAGTTCCAGCTCTACAAGTTCTATCTCTTGAATAGAACTTGTAGAGCTGGAACGG Hs.417022 5880 -2.4292 2.84232471 0.079414316 -0.654866667 4.2798246 0.747009796
ICK NM_014920_bp1972_R AGCTAAAAAGTTCCAGCTCTACAAGTTCTATCTCTTGAATAGAACTTGTAGAGCTGGAACGG Hs.417022 11256 -2.634375 3.02432729 0.075139243 -1.089166667 4.06675689 0.5788011
ICK NM_014920_bp706_R AGCTAAAAAGCTTCTTTCATCGAGACTTAATCTCTTGAATTAAGTCTCGATGAAAGAAGCGG Hs.417022 1628 -0.385075 0.61544056 0.214191065 -1.5742
ICK NM_014920_bp706_R AGCTAAAAAGCTTCTTTCATCGAGACTTAATCTCTTGAATTAAGTCTCGATGAAAGAAGCGG Hs.417022 7004 -0.6557 1.04482473 0.182658484 -0.2834 0.86234091 0.53500405
ICK NM_014920_bp706_R AGCTAAAAAGCTTCTTTCATCGAGACTTAATCTCTTGAATTAAGTCTCGATGAAAGAAGCGG Hs.417022 12380 -0.7868 1.0431246 0.122181301 -0.285333333 0.92214861 0.553843396
ICK NM_014920_bp954_R AGCTAAAAAGCCAGTGAAATTGACACAATATCTCTTGAATATTGTGTCAATTTCACTGGCGG Hs.417022 517 -1.612125 2.3333591 0.136996931 1.7792
ICK NM_014920_bp954_R AGCTAAAAAGCCAGTGAAATTGACACAATATCTCTTGAATATTGTGTCAATTTCACTGGCGG Hs.417022 5893 -2.0753 3.36812872 0.173492052 2.5024 0.44956542 0.001207008
ICK NM_014920_bp954_R AGCTAAAAAGCCAGTGAAATTGACACAATATCTCTTGAATATTGTGTCAATTTCACTGGCGG Hs.417022 11269 -2.1887 3.41242383 0.159506976 2.08025 0.31049059 0.009302931
ID1 NM_181353_bp364_R AGCTAAAAAGTGAGCAAGGTGGAGATTCTCTCTCTTGAAGAGAATCTCCACCTTGCTCACGG Hs.504609 2192 2.7063125 1.87474331 0.015003851 0.93805 1.38746474 0.118078348
ID1 NM_181353_bp364_R AGCTAAAAAGTGAGCAAGGTGGAGATTCTCTCTCTTGAAGAGAATCTCCACCTTGCTCACGG Hs.504609 7568 2.5205375 1.55436867 0.009818133 0.686225 1.01209627 0.131813173
ID1 NM_181353_bp364_R AGCTAAAAAGTGAGCAAGGTGGAGATTCTCTCTCTTGAAGAGAATCTCCACCTTGCTCACGG Hs.504609 12944 2.5666875 1.58504039 0.009831106 0.758025 1.07339465 0.115980016
ID1 NM_181353_bp409_R AGCTAAAAAGACCTTCAGTTGGAGCTGAACTCTCTTGAAGTTCAGCTCCAACTGAAGGTCGG Hs.504609 2190 2.1335125 1.05487042 0.004424646 0.861625 0.48401009 0.012296327
ID1 NM_181353_bp409_R AGCTAAAAAGACCTTCAGTTGGAGCTGAACTCTCTTGAAGTTCAGCTCCAACTGAAGGTCGG Hs.504609 7566 2.0791625 1.25687521 0.009619965 0.828925 0.30495023 0.00696463
ID1 NM_181353_bp409_R AGCTAAAAAGACCTTCAGTTGGAGCTGAACTCTCTTGAAGTTCAGCTCCAACTGAAGGTCGG Hs.504609 12942 2.6328875 1.3530047 0.004768025 0.9687 0.48379794 0.007265229
ID1 NM_181353_bp541_R AGCTAAAAAGACCACTAGATCATCCTTATATCTCTTGAATATAAGGATGATCTAGTGGTCGG Hs.504609 1155 -0.5077125 0.35602516 0.033800392 -0.162525 0.55972675 0.570326578
ID1 NM_181353_bp541_R AGCTAAAAAGACCACTAGATCATCCTTATATCTCTTGAATATAAGGATGATCTAGTGGTCGG Hs.504609 6531 -0.5000125 0.32529929 0.030328672 -0.1121 0.84475084 0.763937832



ID1 NM_181353_bp541_R AGCTAAAAAGACCACTAGATCATCCTTATATCTCTTGAATATAAGGATGATCTAGTGGTCGG Hs.504609 11907 -0.5346625 0.3645343 0.029972773 -0.20075 0.59282041 0.497737124
ID2 CR623038_bp1094_R AGCTAAAAAGACTGTGATATTCGTTATTTATCTCTTGAATAAATAACGAATATCACAGTCGG Hs.180919 4717 -0.402275 0.4163879 0.10878159 0.13775 0.24616938 0.44218744 -0.65426667 0.8799489 0.154431506
ID2 CR623038_bp1094_R AGCTAAAAAGACTGTGATATTCGTTATTTATCTCTTGAATAAATAACGAATATCACAGTCGG Hs.180919 10093 -0.57405 0.88280089 0.176443383 -0.21755 0.49323674 0.409184017 -0.099 0.4550196 0.738627261
ID2 CR623038_bp1094_R AGCTAAAAAGACTGTGATATTCGTTATTTATCTCTTGAATAAATAACGAATATCACAGTCGG Hs.180919 15469 -0.40645 0.17285995 0.038222953 -0.118975 0.41999289 0.605770435 -0.47466667 0.37765109 0.132743613
ID2 CR623038_bp1327_R AGCTAAAAAGCCTACTGAATGCTGTGTATATCTCTTGAATATACACAGCATTCAGTAGGCGG Hs.180919 4721 -0.170725 0.48970265 0.489951832 0.323725 0.62401353 0.313813266 -0.4652 0.35805266 0.134773463
ID2 CR623038_bp1327_R AGCTAAAAAGCCTACTGAATGCTGTGTATATCTCTTGAATATACACAGCATTCAGTAGGCGG Hs.180919 10097 -0.176975 0.47007637 0.463452299 0.4661 0.68811761 0.198410536 -0.7094 0.33024156 0.039081103
ID2 CR623038_bp1327_R AGCTAAAAAGCCTACTGAATGCTGTGTATATCTCTTGAATATACACAGCATTCAGTAGGCGG Hs.180919 15473 -0.199775 0.19349561 0.238627862 0.21705 0.24331436 0.246140268 -0.8899 0.23080007 0.013976915
ID2 CR623038_bp1416_R AGCTAAAAAGTGGCAGAGATGTCTATTTCTTCTCTTGAAAGAAATAGACATCTCTGCCACGG Hs.180919 4719 1.5546 0.50573542 0.001160794 -0.5286 0.26254692 0.029328765 -0.3836 0.43240204 0.222544039
ID2 CR623038_bp1416_R AGCTAAAAAGTGGCAGAGATGTCTATTTCTTCTCTTGAAAGAAATAGACATCTCTGCCACGG Hs.180919 10095 1.6349 0.52783138 0.001058038 -0.486825 0.19768088 0.027911531 -0.473 0.19173656 0.102477546
ID2 CR623038_bp1416_R AGCTAAAAAGTGGCAGAGATGTCTATTTCTTCTCTTGAAAGAAATAGACATCTCTGCCACGG Hs.180919 15471 1.5318 0.36960466 0.00050101 -0.4493 -0.9075
ID3 BM906235_bp1093_R AGCTAAAAACCAGCGACCATGCCACATAATTCTCTTGAAATTATGTGGCATGGTCGCTGGGG Hs.76884 4457 -0.70395 0.79487482 0.088331058 -0.7054 0.53021085 0.042808911 -0.26903333 0.68795132 0.460668679
ID3 BM906235_bp1093_R AGCTAAAAACCAGCGACCATGCCACATAATTCTCTTGAAATTATGTGGCATGGTCGCTGGGG Hs.76884 9833 -1.06965 0.76096733 0.020727451 -0.521275 0.25878123 0.030120931 -0.2356 0.73898805 0.531501427
ID3 BM906235_bp1093_R AGCTAAAAACCAGCGACCATGCCACATAATTCTCTTGAAATTATGTGGCATGGTCGCTGGGG Hs.76884 15209 -0.781125 0.46920768 0.017088055 -0.5988 0.45657298 0.051046257 -0.4382 0.27573707 0.137055588
ID3 BM906235_bp1302_R AGCTAAAAAGCACCACTGCTGCTCTGTTATTCTCTTGAAATAACAGAGCAGCAGTGGTGCGG Hs.76884 4455 0.250175 0.80250431 0.490152264 -0.14675 0.36434581 0.493258154 0.012433333 1.27735958 0.981665971
ID3 BM906235_bp1302_R AGCTAAAAAGCACCACTGCTGCTCTGTTATTCTCTTGAAATAACAGAGCAGCAGTGGTGCGG Hs.76884 9831 0.30785 0.67281807 0.3376676 -0.182475 0.29244153 0.351882531 0.2104 1.42953728 0.724692298
ID3 BM906235_bp1302_R AGCTAAAAAGCACCACTGCTGCTCTGTTATTCTCTTGAAATAACAGAGCAGCAGTGGTGCGG Hs.76884 15207 -0.085025 0.66074828 0.778437814 -0.2426 0.41210183 0.496901194 1.3035 2.20391042 0.190236024
ID3 BM906235_bp939_R AGCTAAAAACTCTCCTTTCTTAACGTGTCATCTCTTGAATGACACGTTAAGAAAGGAGAGGG Hs.76884 4459 -0.680475 0.65712837 0.0624868 -0.4061 0.25721906 0.064174406 -0.4326 0.51270939 0.19964817
ID3 BM906235_bp939_R AGCTAAAAACTCTCCTTTCTTAACGTGTCATCTCTTGAATGACACGTTAAGAAAGGAGAGGG Hs.76884 9835 -0.658725 0.61643279 0.05929319 -0.441325 0.43122515 0.10549223 -0.46823333 0.47182033 0.159685506
ID3 BM906235_bp939_R AGCTAAAAACTCTCCTTTCTTAACGTGTCATCTCTTGAATGACACGTTAAGAAAGGAGAGGG Hs.76884 15211 -0.602725 0.64980611 0.085923137 -0.5501 0.31731929 0.034102735 -0.45016667 0.47738639 0.174913035
IER3 NM_052815_bp118_R AGCTAAAAAGCTCCGGTCCTGAGATCTTCATCTCTTGAATGAAGATCTCAGGACCGGAGCGG Hs.591785 926 -1.0062875 0.50641136 0.007748029 0.3409375 0.09434581 0.111317983 0.0286 0.44515257 0.905887326 0.13825 0.34739137 0.484233732
IER3 NM_052815_bp118_R AGCTAAAAAGCTCCGGTCCTGAGATCTTCATCTCTTGAATGAAGATCTCAGGACCGGAGCGG Hs.591785 6302 -1.0589875 0.4957541 0.005903728 0.3180875 0.16338318 0.142755354 0.038025 0.42128497 0.868251109 0.17305 0.36152197 0.409020168
IER3 NM_052815_bp118_R AGCTAAAAAGCTCCGGTCCTGAGATCTTCATCTCTTGAATGAAGATCTCAGGACCGGAGCGG Hs.591785 11678 -1.0341125 0.51464243 0.007256388 0.3340375 0.19165231 0.132336391 -0.00675 0.35623544 0.97215113 0.211575 0.32261793 0.280996863
IER3 NM_052815_bp564_R AGCTAAAAAGCTCTGGACCTCAGCACTTTCTCTCTTGAAGAAAGTGCTGAGGTCCAGAGCGG Hs.591785 927 -1.0604375 0.73180784 0.018982668 -0.1079625 2.35395504 0.90250466 -0.123933333 0.98763407 0.848096295 0.706525 0.5990429 0.099503949
IER3 NM_052815_bp564_R AGCTAAAAAGCTCTGGACCTCAGCACTTTCTCTCTTGAAGAAAGTGCTGAGGTCCAGAGCGG Hs.591785 6303 -1.1142375 0.69151252 0.013199054 -0.1211625 2.31778717 0.889060202 -0.229966667 0.78824396 0.663520788 0.770175 0.57439976 0.074942516
IER3 NM_052815_bp564_R AGCTAAAAAGCTCTGGACCTCAGCACTTTCTCTCTTGAAGAAAGTGCTGAGGTCCAGAGCGG Hs.591785 11679 -1.0912875 0.75444821 0.018748997 -0.1064875 2.25941892 0.90002321 -0.4191 0.96625591 0.53086821 0.708225 0.4863181 0.06186602
IFI35 BC001356_bp326_R AGCTAAAAAGCCTAAGTCTTTAGTTTCCAATCTCTTGAATTGGAAACTAAAGACTTAGGCGG Hs.50842 4839 -0.5924125 0.15498697 0.00879686 -0.4400875 0.59510206 0.177058647
IFI35 BC001356_bp326_R AGCTAAAAAGCCTAAGTCTTTAGTTTCCAATCTCTTGAATTGGAAACTAAAGACTTAGGCGG Hs.50842 10215 -0.4361625 0.10831483 0.023662335 -0.3602875 0.49609952 0.200238542
IFI35 BC001356_bp326_R AGCTAAAAAGCCTAAGTCTTTAGTTTCCAATCTCTTGAATTGGAAACTAAAGACTTAGGCGG Hs.50842 15591 -2.22515 1.35498575 0.018041777 -0.321066667 0.31139496 0.222670579
IFI35 BC001356_bp711_R AGCTAAAAAGCTCAGCGTCTGTGCCAAATCTCTCTTGAAGATTTGGCACAGACGCTGAGCGG Hs.50842 4841 -0.4949125 0.10228591 0.014520877 -0.0284125 0.23676679 0.867787967
IFI35 BC001356_bp711_R AGCTAAAAAGCTCAGCGTCTGTGCCAAATCTCTCTTGAAGATTTGGCACAGACGCTGAGCGG Hs.50842 10217 -0.5668375 0.24005787 0.016115855 -0.0614125 0.17225894 0.695248886
IFI35 BC001356_bp711_R AGCTAAAAAGCTCAGCGTCTGTGCCAAATCTCTCTTGAAGATTTGGCACAGACGCTGAGCGG Hs.50842 15593 -0.4536125 0.17003854 0.025945661 -0.1083625 0.20891644 0.518181367
IFI35 BC001356_bp849_R AGCTAAAAAGTGCTCAACATTCCTGATATCTCTCTTGAAGATATCAGGAATGTTGAGCACGG Hs.50842 4837 -0.9311125 0.18132132 0.001434743 -0.5618375 0.4240835 0.05337043
IFI35 BC001356_bp849_R AGCTAAAAAGTGCTCAACATTCCTGATATCTCTCTTGAAGATATCAGGAATGTTGAGCACGG Hs.50842 10213 -0.9713375 0.15000201 0.000997856 -0.5838875 0.55477188 0.081227723
IFI35 BC001356_bp849_R AGCTAAAAAGTGCTCAACATTCCTGATATCTCTCTTGAAGATATCAGGAATGTTGAGCACGG Hs.50842 15589 -0.9276875 0.22438319 0.00188608 -0.5064375 0.4999281 0.096311904
IFI44 BX537508_bp2355_R AGCTAAAAAGCCACCGCATTTAGTATTACATCTCTTGAATGTAATACTAAATGCGGTGGCGG Hs.82316 4599 -0.355025 1.22443522 0.501784343 -0.3779 0.2828505 0.086982273 -0.1531 0.75651806 0.684761715
IFI44 BX537508_bp2355_R AGCTAAAAAGCCACCGCATTTAGTATTACATCTCTTGAATGTAATACTAAATGCGGTGGCGG Hs.82316 9975 -0.3154 1.03548653 0.487157497 -0.49015 0.16541549 0.02352637 0.138933333 0.69319068 0.698358178
IFI44 BX537508_bp2355_R AGCTAAAAAGCCACCGCATTTAGTATTACATCTCTTGAATGTAATACTAAATGCGGTGGCGG Hs.82316 15351 -0.170675 0.94373598 0.677686295 -0.4835 0.13966806 0.022107839 -0.29013333 0.67328011 0.423307043
IFI44 BX537508_bp2610_R AGCTAAAAAGTACGTGTGCTCCTAATATTATCTCTTGAATAATATTAGGAGCACACGTACGG Hs.82316 4597 -0.2251 0.28171134 0.453557168 1.9494
IFI44 BX537508_bp2610_R AGCTAAAAAGTACGTGTGCTCCTAATATTATCTCTTGAATAATATTAGGAGCACACGTACGG Hs.82316 9973 -0.6995 1.4226
IFI44 BX537508_bp2610_R AGCTAAAAAGTACGTGTGCTCCTAATATTATCTCTTGAATAATATTAGGAGCACACGTACGG Hs.82316 15349 -0.3903 0.05854844 0.19776735 1.2043
IFI44 BX537508_bp496_R AGCTAAAAAGCCAGTGTGTTACTCTCTTATTCTCTTGAAATAAGAGAGTAACACACTGGCGG Hs.82316 4601 -0.38555 0.55935535 0.186409605 -0.163375 0.18942514 0.332271062 -0.36086667 0.67517777 0.328328409
IFI44 BX537508_bp496_R AGCTAAAAAGCCAGTGTGTTACTCTCTTATTCTCTTGAAATAAGAGAGTAACACACTGGCGG Hs.82316 9977 -0.36595 0.56371229 0.208206892 -0.21435 0.20261429 0.227044663 -0.40983333 0.74092617 0.295571581
IFI44 BX537508_bp496_R AGCTAAAAAGCCAGTGTGTTACTCTCTTATTCTCTTGAAATAAGAGAGTAACACACTGGCGG Hs.82316 15353 -0.320625 0.56195187 0.260486704 -0.270225 0.19592766 0.141751084 -0.4074 0.67043002 0.27431524
IFIH1 NM_022168_bp1751_R AGCTAAAAAGTGCCAATCTTGATGCATTTATCTCTTGAATAAATGCATCAAGATTGGCACGG Hs.163173 3563 -0.023425 0.36709166 0.907645775 0.1738625 0.15465728 0.39063284
IFIH1 NM_022168_bp1751_R AGCTAAAAAGTGCCAATCTTGATGCATTTATCTCTTGAATAAATGCATCAAGATTGGCACGG Hs.163173 8939 0.084475 0.78747408 0.808597519 0.3308875 0.40601286 0.199081909
IFIH1 NM_022168_bp1751_R AGCTAAAAAGTGCCAATCTTGATGCATTTATCTCTTGAATAAATGCATCAAGATTGGCACGG Hs.163173 14315 0.654125 0.56901411 0.050314659 0.3600875 0.3426161 0.146754406
IFIH1 NM_022168_bp3072_R AGCTAAAAAGTGTGCCGACTATCAAATAAATCTCTTGAATTTATTTGATAGTCGGCACACGG Hs.163173 8943 0.71015 0.7152586 0.067389717 0.3329125 0.31320975 0.165045577
IFIH1 NM_022168_bp3072_R AGCTAAAAAGTGTGCCGACTATCAAATAAATCTCTTGAATTTATTTGATAGTCGGCACACGG Hs.163173 14319 0.224175 0.70161428 0.489197311 0.3057375 0.29273045 0.19016028
IFIH1 NM_022168_bp3072_R AGCTAAAAAGTGTGCCGACTATCAAATAAATCTCTTGAATTTATTTGATAGTCGGCACACGG Hs.163173 3567 0.34915 0.52835562 0.208172179 -0.23065 0.03740595 0.498877208
IFIH1 NM_022168_bp642_R AGCTAAAAAGGAGGAACTGTTGACAATTGATCTCTTGAATCAATTGTCAACAGTTCCTCCGG Hs.163173 3565 0.783075 0.36418325 0.009332536 -0.3264625 0.33152325 0.178059579
IFIH1 NM_022168_bp642_R AGCTAAAAAGGAGGAACTGTTGACAATTGATCTCTTGAATCAATTGTCAACAGTTCCTCCGG Hs.163173 8941 0.60975 0.32175438 0.019202982 -0.5105125 0.25077205 0.043156821
IFIH1 NM_022168_bp642_R AGCTAAAAAGGAGGAACTGTTGACAATTGATCTCTTGAATCAATTGTCAACAGTTCCTCCGG Hs.163173 14317 0.71845 0.51459047 0.029050979 -0.4552375 0.17342208 0.053132386
IFIT3 AF026939_bp428_R AGCTAAAAAGATGCTCAGATTTATGTAGATTCTCTTGAAATCTACATAAATCTGAGCATCGG Hs.47338 3486 -0.4567125 0.57538673 0.135937962 -0.549125 0.18439845 0.028014604
IFIT3 AF026939_bp428_R AGCTAAAAAGATGCTCAGATTTATGTAGATTCTCTTGAAATCTACATAAATCTGAGCATCGG Hs.47338 8862 -0.5658125 0.36586599 0.031692729 -0.374325 0.20905831 0.101945537
IFIT3 AF026939_bp428_R AGCTAAAAAGATGCTCAGATTTATGTAGATTCTCTTGAAATCTACATAAATCTGAGCATCGG Hs.47338 14238 -0.6270625 0.57148427 0.057848584 -0.4936 0.07583711 0.03457693
IFIT3 AF026939_bp892_R AGCTAAAAAGGTGTTGGAATCCACACCAAATCTCTTGAATTTGGTGTGGATTCCAACACCGG Hs.47338 3490 -0.312066667 0.86793055 0.469366851 -1.04845 0.44893699 0.004502896
IFIT3 AF026939_bp892_R AGCTAAAAAGGTGTTGGAATCCACACCAAATCTCTTGAATTTGGTGTGGATTCCAACACCGG Hs.47338 8866 -0.16865 0.68808561 0.676334014 -0.986 0.54271142 0.009133301
IFIT3 AF026939_bp892_R AGCTAAAAAGGTGTTGGAATCCACACCAAATCTCTTGAATTTGGTGTGGATTCCAACACCGG Hs.47338 14242 0.2837 -0.9495 0.41806155 0.006253079
IFIT3 AF026939_bp959_R AGCTAAAAAGTAAGACAAATGCAGAATACATCTCTTGAATGTATTCTGCATTTGTCTTACGG Hs.47338 3488 -0.0401375 0.06910419 0.773381378 0.2399 0.32700718 0.303720068
IFIT3 AF026939_bp959_R AGCTAAAAAGTAAGACAAATGCAGAATACATCTCTTGAATGTATTCTGCATTTGTCTTACGG Hs.47338 8864 0.0366375 0.27296843 0.834933294 0.217175 0.21129039 0.30702736
IFIT3 AF026939_bp959_R AGCTAAAAAGTAAGACAAATGCAGAATACATCTCTTGAATGTATTCTGCATTTGTCTTACGG Hs.47338 14240 0.2729 0.22641559 0.359762015 0.09975 0.36120425 0.666368877
IGBP1 NM_001551_bp472_R AGCTAAAAAGCTCGACTTGTTCAGCCGAAATCTCTTGAATTTCGGCTGAACAAGTCGAGCGG Hs.496267 5109 -0.8477625 0.12126978 0.001618959 -0.1740125 0.13237102 0.274485448
IGBP1 NM_001551_bp472_R AGCTAAAAAGCTCGACTTGTTCAGCCGAAATCTCTTGAATTTCGGCTGAACAAGTCGAGCGG Hs.496267 10485 -0.8249625 0.12585487 0.001867213 0.1653375 0.5070075 0.531213413
IGBP1 NM_001551_bp472_R AGCTAAAAAGCTCGACTTGTTCAGCCGAAATCTCTTGAATTTCGGCTGAACAAGTCGAGCGG Hs.496267 15861 -0.6626125 0.09941856 0.004393414 0.0677125 0.99898346 0.881104135
IGBP1 NM_001551_bp802_R AGCTAAAAAGGAGCATAGGTTGTCTGCAATTCTCTTGAAATTGCAGACAACCTATGCTCCGG Hs.496267 5137 1.2161875 0.56150516 0.004790518 -0.3297875 0.37532336 0.167160666
IGBP1 NM_001551_bp802_R AGCTAAAAAGGAGCATAGGTTGTCTGCAATTCTCTTGAAATTGCAGACAACCTATGCTCCGG Hs.496267 10513 1.2106125 0.43029694 0.002217504 -0.4125625 1.12524796 0.43101436
IGBP1 NM_001551_bp802_R AGCTAAAAAGGAGCATAGGTTGTCTGCAATTCTCTTGAAATTGCAGACAACCTATGCTCCGG Hs.496267 15889 1.9888875 0.94405656 0.003625895 -0.456816667 0.83436248 0.327122582
IGBP1 NM_001551_bp894_R AGCTAAAAAGGTGGATTGATATCAGCTTAGTCTCTTGAACTAAGCTGATATCAATCCACCGG Hs.496267 5111 0.8501375 0.62400279 0.026577495 0.0418125 0.53415942 0.876109953
IGBP1 NM_001551_bp894_R AGCTAAAAAGGTGGATTGATATCAGCTTAGTCTCTTGAACTAAGCTGATATCAATCCACCGG Hs.496267 10487 0.8321375 0.64752934 0.031660211 0.0678625 0.56426201 0.808534486
IGBP1 NM_001551_bp894_R AGCTAAAAAGGTGGATTGATATCAGCTTAGTCTCTTGAACTAAGCTGATATCAATCCACCGG Hs.496267 15863 0.9189625 0.71284685 0.029359395 0.1859125 0.49525914 0.477096228
IGF1R NM_000875_bp1732_R AGCTAAAAAGAGCCCGGCATCTTACTACATTCTCTTGAAATGTAGTAAGATGCCGGGCTCGG Hs.20573 145 -0.882475 1.16470286 0.118185022 -0.188866667 0.28611879 0.426301195
IGF1R NM_000875_bp1732_R AGCTAAAAAGAGCCCGGCATCTTACTACATTCTCTTGAAATGTAGTAAGATGCCGGGCTCGG Hs.20573 5521 -0.880925 1.05743975 0.094964325 -0.3357875 0.62141295 0.296778415
IGF1R NM_000875_bp1732_R AGCTAAAAAGAGCCCGGCATCTTACTACATTCTCTTGAAATGTAGTAAGATGCCGGGCTCGG Hs.20573 10897 -0.701575 1.08083497 0.169515531 -0.3749375 0.5581037 0.217894668
IGF1R NM_000875_bp840_R AGCTAAAAAGCCCAACACCTACAGGTTTGATCTCTTGAATCAAACCTGTAGGTGTTGGGCGG Hs.592020 147 0.07055 0.32748513 0.712703058 0.0831625 0.46542072 0.733717014
IGF1R NM_000875_bp840_R AGCTAAAAAGCCCAACACCTACAGGTTTGATCTCTTGAATCAAACCTGTAGGTGTTGGGCGG Hs.592020 10899 0.236175 0.33358284 0.252364137 0.1905625 0.41919082 0.419021337
IGF1R NM_000875_bp840_R AGCTAAAAAGCCCAACACCTACAGGTTTGATCTCTTGAATCAAACCTGTAGGTGTTGGGCGG Hs.592020 5523 -0.177 0.2362125 0.51326932 0.385899197
IGF2 NM_000612_bp103_R AGCTAAAAAGTGGATTAATTACACGCTTTCTCTCTTGAAGAAAGCGTGTAATTAATCCACGG Hs.556244 2158 0.1491625 0.36267811 0.583671776 -0.824325 0.7463972 0.041329672
IGF2 NM_000612_bp103_R AGCTAAAAAGTGGATTAATTACACGCTTTCTCTCTTGAAGAAAGCGTGTAATTAATCCACGG Hs.556244 7534 0.1370875 0.37280448 0.629212937 -0.886225 0.73270116 0.030313875
IGF2 NM_000612_bp103_R AGCTAAAAAGTGGATTAATTACACGCTTTCTCTCTTGAAGAAAGCGTGTAATTAATCCACGG Hs.556244 12910 0.1254625 0.35641221 0.661458755 -0.8445 0.72642498 0.035344449
IGF2 NM_000612_bp270_R AGCTAAAAAGCTGACCTCATTTCCCGATACTCTCTTGAAGTATCGGGAAATGAGGTCAGCGG Hs.556244 1151 -1.1961375 0.12001579 0.00027805 -0.1395 0.15679148 0.497741144
IGF2 NM_000612_bp270_R AGCTAAAAAGCTGACCTCATTTCCCGATACTCTCTTGAAGTATCGGGAAATGAGGTCAGCGG Hs.556244 6527 -1.1873125 0.10012536 0.000266951 -0.215725 0.23146648 0.323647054
IGF2 NM_000612_bp270_R AGCTAAAAAGCTGACCTCATTTCCCGATACTCTCTTGAAGTATCGGGAAATGAGGTCAGCGG Hs.556244 11903 -1.2353875 0.14392248 0.000270695 -0.114825 0.20554591 0.587584585
IGF2 NM_000612_bp883_R AGCTAAAAAGGCAAGTTCTTCCAATATGACTCTCTTGAAGTCATATTGGAAGAACTTGCCGG Hs.556244 2156 1.9007125 0.5501641 0.000663983 0.4754 0.22669843 0.208753602
IGF2 NM_000612_bp883_R AGCTAAAAAGGCAAGTTCTTCCAATATGACTCTCTTGAAGTCATATTGGAAGAACTTGCCGG Hs.556244 7532 1.7798125 0.62043132 0.001369717 0.69855 0.61771593 0.045779172
IGF2 NM_000612_bp883_R AGCTAAAAAGGCAAGTTCTTCCAATATGACTCTCTTGAAGTCATATTGGAAGAACTTGCCGG Hs.556244 12908 1.8871375 0.66584938 0.001343937 0.714 0.62038409 0.042801353
IGF2BP2 NM_006548_bp1065_R AGCTAAAAAGTGCCAGTGCTGAGATAGAGATCTCTTGAATCTCTATCTCAGCACTGGCACGG Hs.35354 3118 -0.54095 0.40608363 0.044785102 0.1426125 0.27099902 0.509759673 0.32695 0.33589201 0.146738356 0.240525 1.07272528 0.68424731
IGF2BP2 NM_006548_bp1065_R AGCTAAAAAGTGCCAGTGCTGAGATAGAGATCTCTTGAATCTCTATCTCAGCACTGGCACGG Hs.35354 8494 -0.35015 0.70021146 0.295702634 -0.2655375 0.70457956 0.41830388 0.2766 0.36754676 0.229359761 0.12905 1.21046885 0.844820832
IGF2BP2 NM_006548_bp1065_R AGCTAAAAAGTGCCAGTGCTGAGATAGAGATCTCTTGAATCTCTATCTCAGCACTGGCACGG Hs.35354 13870 -0.641325 0.34556161 0.018169547 -0.1109 0.13420887 0.741742292 0.321125 0.40513402 0.211082348 0.1741 1.24814649 0.798390915
IGF2BP2 NM_006548_bp828_R AGCTAAAAAGCCGCATGATTCTTGAAATCATCTCTTGAATGATTTCAAGAATCATGCGGCGG Hs.35354 3114 -1.440075 0.24851627 0.000287393 -0.5289875 0.45688642 0.070085078 0.3819 0.12065217 0.00796964 0.62545 0.32270361 0.03039841
IGF2BP2 NM_006548_bp828_R AGCTAAAAAGCCGCATGATTCTTGAAATCATCTCTTGAATGATTTCAAGAATCATGCGGCGG Hs.35354 8490 -1.439275 0.22746208 0.000250074 -0.3796875 0.12735385 0.086094408 0.420825 0.10562627 0.004123821 0.653775 0.34787314 0.0329194
IGF2BP2 NM_006548_bp828_R AGCTAAAAAGCCGCATGATTCTTGAAATCATCTCTTGAATGATTTCAAGAATCATGCGGCGG Hs.35354 13866 -1.1255 0.41259547 0.002731309 -0.4253625 0.1527098 0.063641855 0.420375 0.11703197 0.005557628 0.607125 0.37191062 0.04695752
IGF2BP2 NM_006548_bp977_R AGCTAAAAAGGGACCAAGATAACAATCTCATCTCTTGAATGAGATTGTTATCTTGGTCCCGG Hs.35354 3116 1.5225 0.32388822 0.000373695 0.7029125 0.34916454 0.017627206 0.938925 0.77736708 0.094536362 0.586375 0.46185107 0.084735948
IGF2BP2 NM_006548_bp977_R AGCTAAAAAGGGACCAAGATAACAATCTCATCTCTTGAATGAGATTGTTATCTTGGTCCCGG Hs.35354 8492 1.454175 1.35505227 0.042930143 0.8845375 0.49500334 0.012003106 0.9063 0.75746037 0.096480615 0.63405 0.54523209 0.102539963
IGF2BP2 NM_006548_bp977_R AGCTAAAAAGGGACCAAGATAACAATCTCATCTCTTGAATGAGATTGTTATCTTGGTCCCGG Hs.35354 13868 1.060925 0.44514083 0.004330751 0.5589625 0.58605728 0.086223784 0.95585 0.86343039 0.11366882 0.5907 0.49226164 0.095879374
IGF2R NM_000876_bp1185_R AGCTAAAAAGAGCGGAGGTTCATCCTATATTCTCTTGAAATATAGGATGAACCTCCGCTCGG Hs.487062 2152 2.1335125 1.13856231 0.005944692 3.7803
IGF2R NM_000876_bp1185_R AGCTAAAAAGAGCGGAGGTTCATCCTATATTCTCTTGAAATATAGGATGAACCTCCGCTCGG Hs.487062 7528 1.9960375 1.17361413 0.008814959 0.649825 1.77412537 0.350437479
IGF2R NM_000876_bp1185_R AGCTAAAAAGAGCGGAGGTTCATCCTATATTCTCTTGAAATATAGGATGAACCTCCGCTCGG Hs.487062 12904 2.1585625 1.20191356 0.006958983 0.5639 1.87719684 0.436090039
IGF2R NM_000876_bp2562_R AGCTAAAAAGTGGAGGAAATACTACATTAATCTCTTGAATTAATGTAGTATTTCCTCCACGG Hs.487062 1150 -0.9708625 0.42709987 0.0048765 0.1233 0.23492248 0.614386716
IGF2R NM_000876_bp2562_R AGCTAAAAAGTGGAGGAAATACTACATTAATCTCTTGAATTAATGTAGTATTTCCTCCACGG Hs.487062 6526 -1.0661875 0.41069268 0.002980512 0.1848 0.22971776 0.464066797
IGF2R NM_000876_bp2562_R AGCTAAAAAGTGGAGGAAATACTACATTAATCTCTTGAATTAATGTAGTATTTCCTCCACGG Hs.487062 11902 -1.0325125 0.37777043 0.002763505 0.126766667 0.16429453 0.593265677
IGF2R NM_000876_bp3294_R AGCTAAAAAGCCCCTCAAATTCCTGCATCATCTCTTGAATGATGCAGGAATTTGAGGGGCGG Hs.487062 2154 -1.0442375 0.59567835 0.009470782 0.480025 1.35554025 0.375895149
IGF2R NM_000876_bp3294_R AGCTAAAAAGCCCCTCAAATTCCTGCATCATCTCTTGAATGATGCAGGAATTTGAGGGGCGG Hs.487062 7530 -0.9699875 0.58409351 0.011839225 0.45535 1.32572744 0.390589288
IGF2R NM_000876_bp3294_R AGCTAAAAAGCCCCTCAAATTCCTGCATCATCTCTTGAATGATGCAGGAATTTGAGGGGCGG Hs.487062 12906 -1.0658375 0.69789567 0.014277967 0.4744 1.30785568 0.367118716
IGFBP1 NM_000596_bp559_R AGCTAAAAAGAGGAGCTCCTGGATAATTTCTCTCTTGAAGAAATTATCCAGGAGCTCCTCGG Hs.401316 1153 -0.4065125 0.44893826 0.094265345 0.0432 0.6313045 0.87468115
IGFBP1 NM_000596_bp559_R AGCTAAAAAGAGGAGCTCCTGGATAATTTCTCTCTTGAAGAAATTATCCAGGAGCTCCTCGG Hs.401316 6529 -0.5101875 0.46179706 0.054739551 -0.0167 0.62480809 0.965152982
IGFBP1 NM_000596_bp559_R AGCTAAAAAGAGGAGCTCCTGGATAATTTCTCTCTTGAAGAAATTATCCAGGAGCTCCTCGG Hs.401316 11905 -0.5301875 0.43556747 0.043463758 0.02145 0.64979033 0.933593085
IGFBP1 NM_000596_bp644_R AGCTAAAAAGCTCGAAGGCTCTCCATGTCATCTCTTGAATGACATGGAGAGCCTTCGAGCGG Hs.401316 2188 -0.0142625 0.39959001 0.806967464 0.013175 0.27949401 0.936633081
IGFBP1 NM_000596_bp644_R AGCTAAAAAGCTCGAAGGCTCTCCATGTCATCTCTTGAATGACATGGAGAGCCTTCGAGCGG Hs.401316 7564 0.0543875 0.37504046 0.934681043 -0.0407 0.27006889 0.861802531
IGFBP1 NM_000596_bp644_R AGCTAAAAAGCTCGAAGGCTCTCCATGTCATCTCTTGAATGACATGGAGAGCCTTCGAGCGG Hs.401316 12940 -0.0134875 0.40935446 0.812468652 -0.054 0.23483343 0.80793133
IGFBP1 NM_000596_bp806_R AGCTAAAAAGCAGACAGTGTGAGACATCCATCTCTTGAATGGATGTCTCACACTGTCTGCGG Hs.401316 1154 0.2732375 0.13402706 0.150523398 0.135225 0.45866724 0.585488278
IGFBP1 NM_000596_bp806_R AGCTAAAAAGCAGACAGTGTGAGACATCCATCTCTTGAATGGATGTCTCACACTGTCTGCGG Hs.401316 6530 0.1868375 0.17030681 0.349589664 -0.03795 0.36041208 0.881741911
IGFBP1 NM_000596_bp806_R AGCTAAAAAGCAGACAGTGTGAGACATCCATCTCTTGAATGGATGTCTCACACTGTCTGCGG Hs.401316 11906 0.2227875 0.17998716 0.261476544 -0.1528 0.47976031 0.568008574
IGFBP3 NM_000598_bp719_R AGCTAAAAAGTCCCTGCCGTAGAGAAATGGTCTCTTGAACCATTTCTCTACGGCAGGGACGG Hs.450230 1152 0.3443125 0.27449079 0.125506688 0.2966 0.28694008 0.196523739
IGFBP3 NM_000598_bp719_R AGCTAAAAAGTCCCTGCCGTAGAGAAATGGTCTCTTGAACCATTTCTCTACGGCAGGGACGG Hs.450230 6528 0.3455375 0.21528644 0.100955629 0.326875 0.26963372 0.15581854
IGFBP3 NM_000598_bp719_R AGCTAAAAAGTCCCTGCCGTAGAGAAATGGTCTCTTGAACCATTTCTCTACGGCAGGGACGG Hs.450230 11904 0.3591125 0.25677973 0.104913225 0.351425 0.31656761 0.144654173
IGFBP3 NM_000598_bp787_R AGCTAAAAAGGTGTACACATTCCCAACTGTTCTCTTGAAACAGTTGGGAATGTGTACACCGG Hs.450230 7536 0.4500125 1.23584063 0.441814406 0.214433333 2.23570651 0.808074203
IGFBP3 NM_000598_bp787_R AGCTAAAAAGGTGTACACATTCCCAACTGTTCTCTTGAAACAGTTGGGAATGTGTACACCGG Hs.450230 12912 0.5720375 1.09235669 0.27925121 0.06225 1.96780089 0.929182947
IGFBP3 NM_000598_bp787_R AGCTAAAAAGGTGTACACATTCCCAACTGTTCTCTTGAAACAGTTGGGAATGTGTACACCGG Hs.450230 2160 -0.013016667 0.15075122 0.795700096 2.8698
IGFBP3 NM_000598_bp930_R AGCTAAAAAGGACGTGCACTGCTACAGCATTCTCTTGAAATGCTGTAGCAGTGCACGTCCGG Hs.450230 2186 0.3776375 0.95785384 0.42472586 0.042625 1.19917759 0.922863684
IGFBP3 NM_000598_bp930_R AGCTAAAAAGGACGTGCACTGCTACAGCATTCTCTTGAAATGCTGTAGCAGTGCACGTCCGG Hs.450230 7562 -0.05455 0.50391652 0.749107305 0.023875 1.16219201 0.952746809
IGFBP3 NM_000598_bp930_R AGCTAAAAAGGACGTGCACTGCTACAGCATTCTCTTGAAATGCTGTAGCAGTGCACGTCCGG Hs.450230 12938 0.018416667 0.44793016 0.946175588 -0.05485 1.21156985 0.915905165
IKBKAP NM_003640_bp2299_R AGCTAAAAAGCCTGAGGGATGCTTCATTTATCTCTTGAATAAATGAAGCATCCCTCAGGCGG Hs.494738 2741 0.789325 0.42204678 0.011283026 -0.2178625 0.44993154 0.494750078
IKBKAP NM_003640_bp2299_R AGCTAAAAAGCCTGAGGGATGCTTCATTTATCTCTTGAATAAATGAAGCATCCCTCAGGCGG Hs.494738 8117 0.401625 0.4353511 0.092918532 -0.2094625 0.60326233 0.572748903
IKBKAP NM_003640_bp2299_R AGCTAAAAAGCCTGAGGGATGCTTCATTTATCTCTTGAATAAATGAAGCATCCCTCAGGCGG Hs.494738 13493 0.40895 0.32752796 0.057329643 -0.2275875 0.5458504 0.510946522
IKBKAP NM_003640_bp3587_R AGCTAAAAAGAGGCTGGTATACAAATATAATCTCTTGAATTATATTTGTATACCAGCCTCGG Hs.494738 2739 1.33965 0.5967125 1.19409517 0.210567266
IKBKAP NM_003640_bp3587_R AGCTAAAAAGAGGCTGGTATACAAATATAATCTCTTGAATTATATTTGTATACCAGCCTCGG Hs.494738 13491 1.451575 0.55958878 0.002212571 0.5073375 1.31424216 0.309620499
IKBKAP NM_003640_bp3587_R AGCTAAAAAGAGGCTGGTATACAAATATAATCTCTTGAATTATATTTGTATACCAGCCTCGG Hs.494738 8115 1.353225 0.68745048 0.005707628 -0.47 0.02658722 0.235687941
IKBKAP NM_003640_bp4171_R AGCTAAAAAGTCCCAATTCTACTGCAAATATCTCTTGAATATTTGCAGTAGAATTGGGACGG Hs.494738 2737 1.54035 0.56098687 0.001539325 0.1148125 0.28173779 0.472834334
IKBKAP NM_003640_bp4171_R AGCTAAAAAGTCCCAATTCTACTGCAAATATCTCTTGAATATTTGCAGTAGAATTGGGACGG Hs.494738 8113 1.553025 0.52393475 0.001195382 0.1344125 0.33488227 0.442641502
IKBKAP NM_003640_bp4171_R AGCTAAAAAGTCCCAATTCTACTGCAAATATCTCTTGAATATTTGCAGTAGAATTGGGACGG Hs.494738 13489 1.5786 0.5324897 0.001166746 0.2254875 0.28266757 0.239950194
IKBKB NM_001556_bp1086_R AGCTAAAAAGGATGACATCTTAAACTTAAATCTCTTGAATTTAAGTTTAAGATGTCATCCGG Hs.413513 44 0.228875 0.22803239 0.203358385 0.2257875 0.08777713 0.159147642
IKBKB NM_001556_bp1086_R AGCTAAAAAGGATGACATCTTAAACTTAAATCTCTTGAATTTAAGTTTAAGATGTCATCCGG Hs.413513 5420 0.343625 0.21065619 0.074273014 0.2132375 0.16151831 0.207466026
IKBKB NM_001556_bp1086_R AGCTAAAAAGGATGACATCTTAAACTTAAATCTCTTGAATTTAAGTTTAAGATGTCATCCGG Hs.413513 10796 0.282325 0.25766934 0.144131063 0.3109875 0.06390394 0.070324248
IKBKB NM_001556_bp1312_R AGCTAAAAAGGCCACACATTGGACATGGATTCTCTTGAAATCCATGTCCAATGTGTGGCCGG Hs.413513 45 -0.0309 0.16555376 0.83887786 -0.0927375 0.23835471 0.593627909
IKBKB NM_001556_bp1312_R AGCTAAAAAGGCCACACATTGGACATGGATTCTCTTGAAATCCATGTCCAATGTGTGGCCGG Hs.413513 5421 0.007725 0.19696009 0.96093778 -0.0407375 0.18794815 0.79815043
IKBKB NM_001556_bp1312_R AGCTAAAAAGGCCACACATTGGACATGGATTCTCTTGAAATCCATGTCCAATGTGTGGCCGG Hs.413513 10797 -0.075525 0.37068495 0.711711887 0.0836875 0.19094603 0.605320398
IKBKB NM_001556_bp2070_R AGCTAAAAAGGTGGTGAGCTTAATGAATGATCTCTTGAATCATTCATTAAGCTCACCACCGG Hs.413513 1601 0.0564 0.22530137 0.732320417 -0.1563875 0.15658456 0.332274176
IKBKB NM_001556_bp2070_R AGCTAAAAAGGTGGTGAGCTTAATGAATGATCTCTTGAATCATTCATTAAGCTCACCACCGG Hs.413513 6977 0.1071 0.2175478 0.518391816 -0.2598875 0.26206987 0.188189397
IKBKB NM_001556_bp2070_R AGCTAAAAAGGTGGTGAGCTTAATGAATGATCTCTTGAATCATTCATTAAGCTCACCACCGG Hs.413513 12353 0.133425 0.19778169 0.41507372 -0.1855875 0.34256693 0.378966645



IKBKE XM_375834_bp2148_R AGCTAAAAAGAGGAGTGCGTGCAGAAGTATTCTCTTGAAATACTTCTGCACGCACTCCTCGG Hs.321045 7454
IKBKE XM_375834_bp2148_R AGCTAAAAAGAGGAGTGCGTGCAGAAGTATTCTCTTGAAATACTTCTGCACGCACTCCTCGG Hs.321045 12830
IKBKE XM_375834_bp381_R AGCTAAAAAGCCAATTACCTGTGGCACACATCTCTTGAATGTGTGCCACAGGTAATTGGCGG Hs.321045 894 -0.5751
IKBKE XM_375834_bp381_R AGCTAAAAAGCCAATTACCTGTGGCACACATCTCTTGAATGTGTGCCACAGGTAATTGGCGG Hs.321045 11646 -0.462
IKBKE XM_375834_bp381_R AGCTAAAAAGCCAATTACCTGTGGCACACATCTCTTGAATGTGTGCCACAGGTAATTGGCGG Hs.321045 6270
IKBKE XM_375834_bp990_R AGCTAAAAAGGAGTGACCTTGTACCATGCATCTCTTGAATGCATGGTACAAGGTCACTCCGG Hs.321045 6271 1.81355 1.44203375 0.02475408 0.839925 0.75587252 0.059197197
IKBKE XM_375834_bp990_R AGCTAAAAAGGAGTGACCTTGTACCATGCATCTCTTGAATGCATGGTACAAGGTCACTCCGG Hs.321045 11647 1.978325 1.46151119 0.018899685 0.906575 0.96996169 0.087576288
IKBKE XM_375834_bp990_R AGCTAAAAAGGAGTGACCTTGTACCATGCATCTCTTGAATGCATGGTACAAGGTCACTCCGG Hs.321045 895 1.4473 1.54763143 0.06427801 1.6158
IKBKG NM_003639_bp1267_R AGCTAAAAAGCAGAGGGAGTACAGCAAACTTCTCTTGAAAGTTTGCTGTACTCCCTCTGCGG Hs.43505 1453 0.1456 1.33953616 0.718345429 1.1519125 1.34448218 0.055901536
IKBKG NM_003639_bp1267_R AGCTAAAAAGCAGAGGGAGTACAGCAAACTTCTCTTGAAAGTTTGCTGTACTCCCTCTGCGG Hs.43505 6829 0.143675 1.29346834 0.71202569 1.1416125 1.31658792 0.054210403
IKBKG NM_003639_bp1267_R AGCTAAAAAGCAGAGGGAGTACAGCAAACTTCTCTTGAAAGTTTGCTGTACTCCCTCTGCGG Hs.43505 12205 0.11925 1.32998322 0.751881726 1.0124625 1.30825098 0.076346425
IKBKG NM_003639_bp280_R AGCTAAAAAGAGCCAACTGTGTGAGATGGTTCTCTTGAAACCATCTCACACAGTTGGCTCGG Hs.43505 12192 -1.3663 0.20254096 0.000366826 1.90685 1.03540447 0.006286544
IKBKG NM_003639_bp280_R AGCTAAAAAGAGCCAACTGTGTGAGATGGTTCTCTTGAAACCATCTCACACAGTTGGCTCGG Hs.43505 1440 -1.5048 0.20095643 0.000224232 2.733916667 0.82945332 0.000647346
IKBKG NM_003639_bp280_R AGCTAAAAAGAGCCAACTGTGTGAGATGGTTCTCTTGAAACCATCTCACACAGTTGGCTCGG Hs.43505 6816 -1.47005 0.27154173 0.000411651 2.63685 0.94522916 0.001150259
IKBKG NM_003639_bp557_R AGCTAAAAAGCCAGGAAACTGGTGGAGAGATCTCTTGAATCTCTCCACCAGTTTCCTGGCGG Hs.43505 1454 -1.23035 0.17366882 0.000416014 -0.2347375 0.8910298 0.614573491
IKBKG NM_003639_bp557_R AGCTAAAAAGCCAGGAAACTGGTGGAGAGATCTCTTGAATCTCTCCACCAGTTTCCTGGCGG Hs.43505 6830 -1.25595 0.11649687 0.000298094 -0.22498333 1.08241042 0.709994741
IKBKG NM_003639_bp557_R AGCTAAAAAGCCAGGAAACTGGTGGAGAGATCTCTTGAATCTCTCCACCAGTTTCCTGGCGG Hs.43505 12206 -1.189075 0.15262587 0.000455039 -0.1410375 0.81799574 0.781996808
IL10 BC022315_bp1074_R AGCTAAAAAGGGAGCCCCTTTGATGATTAATCTCTTGAATTAATCATCAAAGGGGCTCCCGG Hs.193717 4697 1.3160375 0.22769835 0.000383299 0.1124375 0.25005934 0.52802612
IL10 BC022315_bp1074_R AGCTAAAAAGGGAGCCCCTTTGATGATTAATCTCTTGAATTAATCATCAAAGGGGCTCCCGG Hs.193717 10073 1.2146375 0.59605893 0.005816392 -0.1098625 0.45097432 0.648020864
IL10 BC022315_bp1074_R AGCTAAAAAGGGAGCCCCTTTGATGATTAATCTCTTGAATTAATCATCAAAGGGGCTCCCGG Hs.193717 15449 1.4340875 0.20449417 0.000219086 0.2672875 0.26424532 0.179381403
IL10 BC022315_bp1165_R AGCTAAAAAGCCAGCTTGTTATTTATAACATCTCTTGAATGTTATAAATAACAAGCTGGCGG Hs.193717 4701 -0.0407625 0.43797982 0.855800159 -0.1894375 0.17543299 0.26146815
IL10 BC022315_bp1165_R AGCTAAAAAGCCAGCTTGTTATTTATAACATCTCTTGAATGTTATAAATAACAAGCTGGCGG Hs.193717 10077 -0.1476125 0.77022031 0.668384754 -0.2149625 0.22547678 0.239187544
IL10 BC022315_bp1165_R AGCTAAAAAGCCAGCTTGTTATTTATAACATCTCTTGAATGTTATAAATAACAAGCTGGCGG Hs.193717 15453 0.0651625 0.44022113 0.772753669 -8.75E-05 0.15140272 0.999538284
IL10 BC022315_bp240_R AGCTAAAAAGCTGGACAACTTGTTGTTAAATCTCTTGAATTTAACAACAAGTTGTCCAGCGG Hs.193717 4699 -0.5206125 0.23679058 0.02172041 0.0614875 0.55962506 0.825040214
IL10 BC022315_bp240_R AGCTAAAAAGCTGGACAACTTGTTGTTAAATCTCTTGAATTTAACAACAAGTTGTCCAGCGG Hs.193717 10075 -0.4330125 0.15132908 0.028292735 -0.0684125 0.3719962 0.746873115
IL10 BC022315_bp240_R AGCTAAAAAGCTGGACAACTTGTTGTTAAATCTCTTGAATTTAACAACAAGTTGTCCAGCGG Hs.193717 15451 -0.2866875 0.27274362 0.146264573 0.2453625 0.099565 0.135993434
IL10RA BC028082_bp1142_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 4729 0.5438125 1.07547461 0.266897328 -0.5219875 0.68886374 0.158972714
IL10RA BC028082_bp1142_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 10105 0.4677375 1.10785764 0.343637226 -0.4332875 0.71058919 0.236719722
IL10RA BC028082_bp1142_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 15481 0.5082375 1.08915928 0.300655739 -0.5890375 0.70223368 0.126373385
IL10RA BC028082_bp1530_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 15455 0.04205 0.36465497 0.889602245
IL10RA BC028082_bp1530_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 10079
IL10RA BC028082_bp1530_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 4703
IL10RA BC028082_bp285_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 10107 -0.3318125 0.53801395 0.233380578 -0.3666 0.65464984 0.339612248
IL10RA BC028082_bp285_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 15483 -0.1362375 0.20818468 0.412000868 0.0186375 0.61400017 0.950137446
IL10RA BC028082_bp285_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 4731 0.183075 0.36857941 0.559062767
IL10RA NM_001558_bp1162_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 5044 -0.2170375 0.36080543 0.305449313 -0.0806375 1.34779547 0.892731435
IL10RA NM_001558_bp1162_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 10420 -0.2466375 0.35968434 0.250564502 -0.4130125 0.91061901 0.347096317
IL10RA NM_001558_bp1162_R AGCTAAAAAGCAGCAGCAATAGCACAGACATCTCTTGAATGTCTGTGCTATTGCTGCTGCGG Hs.504035 15796 -0.3082125 0.3973215 0.18525284 -0.5329375 1.12998046 0.321878284
IL10RA NM_001558_bp1550_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 5042 -0.0430375 0.24731373 0.799683183 -0.4770625 0.55955529 0.13523134
IL10RA NM_001558_bp1550_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 10418 -0.1294125 0.17458317 0.41554108 -0.2789625 0.42124725 0.257078003
IL10RA NM_001558_bp1550_R AGCTAAAAAGGCCAAGGGCTATTTGAAACATCTCTTGAATGTTTCAAATAGCCCTTGGCCGG Hs.504035 15794 -0.3052125 0.6737861 0.341945662 0.2514875 0.65262841 0.438535823
IL10RA NM_001558_bp305_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 5046 -0.4126625 0.32275597 0.0699505 0.0685125 0.9045661 0.868599726
IL10RA NM_001558_bp305_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 10422 -0.4438125 0.25088921 0.040405449 0.0417375 0.81025365 0.911506729
IL10RA NM_001558_bp305_R AGCTAAAAAGACCCTGTCCTATGACCTTACTCTCTTGAAGTAAGGTCATAGGACAGGGTCGG Hs.504035 15798 -0.4712625 0.29726389 0.041455914 0.0966375 0.82734598 0.801112682
IL1A NM_000575_bp1050_R AGCTAAAAAGAATCAGAAATCCTTCTATCATCTCTTGAATGATAGAAGGATTTCTGATTCGG Hs.1722 2331 1.5815 0.74194943 0.003346947 0.8581375 0.22141493 0.003630474
IL1A NM_000575_bp1050_R AGCTAAAAAGAATCAGAAATCCTTCTATCATCTCTTGAATGATAGAAGGATTTCTGATTCGG Hs.1722 7707 1.529375 0.76241758 0.004224373 0.8455125 0.2659607 0.004589523
IL1A NM_000575_bp1050_R AGCTAAAAAGAATCAGAAATCCTTCTATCATCTCTTGAATGATAGAAGGATTTCTGATTCGG Hs.1722 13083 1.54235 0.78291116 0.004531522 0.8304875 0.22857721 0.004333075
IL1A NM_000575_bp1097_R AGCTAAAAAGCTGCATGGATCAATCTGTGTTCTCTTGAAACACAGATTGATCCATGCAGCGG Hs.1722 1362 0.050975 1.30689729 0.845819044 -0.8263625 0.56677237 0.026351847
IL1A NM_000575_bp1097_R AGCTAAAAAGCTGCATGGATCAATCTGTGTTCTCTTGAAACACAGATTGATCCATGCAGCGG Hs.1722 6738 0.33155 1.46349928 0.582171471 -0.8678625 0.59561108 0.02413587
IL1A NM_000575_bp1097_R AGCTAAAAAGCTGCATGGATCAATCTGTGTTCTCTTGAAACACAGATTGATCCATGCAGCGG Hs.1722 12114 0.220425 1.2022061 0.596170765 -0.8589375 0.57476685 0.023283742
IL1A NM_000575_bp1206_R AGCTAAAAAGAAGAGACGGTTGAGTTTAAGTCTCTTGAACTTAAACTCAACCGTCTCTTCGG Hs.1722 1363 1.380725 0.25179785 0.000251579 -0.0808875 0.59279145 0.894593236
IL1A NM_000575_bp1206_R AGCTAAAAAGAAGAGACGGTTGAGTTTAAGTCTCTTGAACTTAAACTCAACCGTCTCTTCGG Hs.1722 6739 1.368775 0.26625695 0.000286442 -0.0918125 0.69288136 0.876831466
IL1A NM_000575_bp1206_R AGCTAAAAAGAAGAGACGGTTGAGTTTAAGTCTCTTGAACTTAAACTCAACCGTCTCTTCGG Hs.1722 12115 1.37705 0.21869722 0.000210936 -0.0500875 0.69957023 0.981736573
IL1R1 NM_000877_bp1046_R AGCTAAAAAGCAGCATATATCCAGTTAATATCTCTTGAATATTAACTGGATATATGCTGCGG Hs.557403 2573 -0.206775 0.11731036 0.31277617 0.2738125 0.47925683 0.243977488
IL1R1 NM_000877_bp1046_R AGCTAAAAAGCAGCATATATCCAGTTAATATCTCTTGAATATTAACTGGATATATGCTGCGG Hs.557403 7949 -0.16915 0.0677843 0.429988991 0.2602625 0.41901639 0.237727732
IL1R1 NM_000877_bp1046_R AGCTAAAAAGCAGCATATATCCAGTTAATATCTCTTGAATATTAACTGGATATATGCTGCGG Hs.557403 13325 -0.1364 0.12717996 0.583184661 0.2775875 0.41078957 0.211501494
IL1R1 NM_000877_bp343_R AGCTAAAAAGGTGGAGGATTCAGGACATTATCTCTTGAATAATGTCCTGAATCCTCCACCGG Hs.557403 2575 -0.808266667 0.35172846 0.025506217 -0.4612375 0.598604 0.180417913
IL1R1 NM_000877_bp343_R AGCTAAAAAGGTGGAGGATTCAGGACATTATCTCTTGAATAATGTCCTGAATCCTCCACCGG Hs.557403 7951
IL1RAP NM_002182_bp1236_R AGCTAAAAAGCAGCCAAGGTGAAGCAGAAATCTCTTGAATTTCTGCTTCACCTTGGCTGCGG Hs.478673 2386 0.773025 0.23264374 0.002960379 -0.3313125 0.61464254 0.346827089
IL1RAP NM_002182_bp1236_R AGCTAAAAAGCAGCCAAGGTGAAGCAGAAATCTCTTGAATTTCTGCTTCACCTTGGCTGCGG Hs.478673 7762 0.784375 0.27307221 0.00351194 -0.3090125 0.61267188 0.381898593
IL1RAP NM_002182_bp1236_R AGCTAAAAAGCAGCCAAGGTGAAGCAGAAATCTCTTGAATTTCTGCTTCACCTTGGCTGCGG Hs.478673 13138 0.799225 0.25432457 0.002879949 -0.3034625 0.62720872 0.397449268
IL1RAP NM_002182_bp1545_R AGCTAAAAAGGGGGAATTGTCACAGATGAGTCTCTTGAACTCATCTGTGACAATTCCCCCGG Hs.478673 2390 0.7109 0.19065677 0.003200081 -0.3739875 0.58311114 0.272558236
IL1RAP NM_002182_bp1545_R AGCTAAAAAGGGGGAATTGTCACAGATGAGTCTCTTGAACTCATCTGTGACAATTCCCCCGG Hs.478673 7766 0.739025 0.23918592 0.003746917 -0.3876625 0.6074536 0.265227664
IL1RAP NM_002182_bp1545_R AGCTAAAAAGGGGGAATTGTCACAGATGAGTCTCTTGAACTCATCTGTGACAATTCCCCCGG Hs.478673 13142 0.6697 0.20165785 0.00457828 -0.4036625 0.56140223 0.227465154
IL1RAP NM_002182_bp1888_R AGCTAAAAAGCCTCTCGTATTCATCTTTGATCTCTTGAATCAAAGATGAATACGAGAGGCGG Hs.478673 2388 -0.7768 0.22089501 0.004976563 -0.1965625 0.24275952 0.469703165
IL1RAP NM_002182_bp1888_R AGCTAAAAAGCCTCTCGTATTCATCTTTGATCTCTTGAATCAAAGATGAATACGAGAGGCGG Hs.478673 7764 -0.714925 0.24185122 0.00830097 -0.1693125 0.29291201 0.563699929
IL1RAP NM_002182_bp1888_R AGCTAAAAAGCCTCTCGTATTCATCTTTGATCTCTTGAATCAAAGATGAATACGAGAGGCGG Hs.478673 13140 -0.692075 0.22296526 0.008624583 -0.1588125 0.29770943 0.597515202
IL1RAPL1 NM_014271_bp1404_R AGCTAAAAAGCTGGGTGACTCTGCTAATCTTCTCTTGAAAGATTAGCAGAGTCACCCAGCGG Hs.495893 2669 0.115925 0.61247133 0.560248947 0.2249625 0.17468502 0.210178243
IL1RAPL1 NM_014271_bp1404_R AGCTAAAAAGCTGGGTGACTCTGCTAATCTTCTCTTGAAAGATTAGCAGAGTCACCCAGCGG Hs.495893 8045 0.078475 0.5847903 0.63520646 0.2501625 0.20089296 0.181909159
IL1RAPL1 NM_014271_bp1404_R AGCTAAAAAGCTGGGTGACTCTGCTAATCTTCTCTTGAAAGATTAGCAGAGTCACCCAGCGG Hs.495893 13421 0.12605 0.58461331 0.526152011 0.1591125 0.16122546 0.326657564
IL1RAPL1 NM_014271_bp1663_R AGCTAAAAAGCCAGCGTTCTCCTTCATAAATCTCTTGAATTTATGAAGGAGAACGCTGGCGG Hs.495893 2667 -0.566125 0.4188005 0.054641383 -0.41531667 0.43989077 0.236774234
IL1RAPL1 NM_014271_bp1663_R AGCTAAAAAGCCAGCGTTCTCCTTCATAAATCTCTTGAATTTATGAAGGAGAACGCTGGCGG Hs.495893 8043 -0.5459 0.34058987 0.043809224 -0.38481667 0.43468642 0.271572204
IL1RAPL1 NM_014271_bp1663_R AGCTAAAAAGCCAGCGTTCTCCTTCATAAATCTCTTGAATTTATGAAGGAGAACGCTGGCGG Hs.495893 13419 -0.52915 0.40585927 0.065022502 -0.44621667 0.44348222 0.206977132
IL1RAPL1 NM_014271_bp1752_R AGCTAAAAAGGTGACCATCTACAAGTGTTATCTCTTGAATAACACTTGTAGATGGTCACCGG Hs.495893 2671 4.1146 0.98654974 0.000131244 0.8752625 0.43099188 0.007802289
IL1RAPL1 NM_014271_bp1752_R AGCTAAAAAGGTGACCATCTACAAGTGTTATCTCTTGAATAACACTTGTAGATGGTCACCGG Hs.495893 8047 3.975775 0.84469719 7.87E-05 0.9413375 0.35709858 0.004104966
IL1RAPL1 NM_014271_bp1752_R AGCTAAAAAGGTGACCATCTACAAGTGTTATCTCTTGAATAACACTTGTAGATGGTCACCGG Hs.495893 13423 4.298125 1.10238409 0.000172286 0.5706125 0.56002423 0.060353115
IL27RA NM_004843_bp1166_R AGCTAAAAAGAGAGGAACCTTTGCTTCTATTCTCTTGAAATAGAAGCAAAGGTTCCTCTCGG Hs.132781 4749 0.8060375 0.40847481 0.010799477 0.1948625 0.24329126 0.290731808
IL27RA NM_004843_bp1166_R AGCTAAAAAGAGAGGAACCTTTGCTTCTATTCTCTTGAAATAGAAGCAAAGGTTCCTCTCGG Hs.132781 10125 0.8586625 0.38106603 0.007104333 0.0217625 0.23566127 0.898300096
IL27RA NM_004843_bp1166_R AGCTAAAAAGAGAGGAACCTTTGCTTCTATTCTCTTGAAATAGAAGCAAAGGTTCCTCTCGG Hs.132781 15501 0.8258375 0.44365793 0.012002197 -0.0569375 0.9411089 0.894368849
IL27RA NM_004843_bp1541_R AGCTAAAAAGGAACCTCAGTGCTCTGTTACTCTCTTGAAGTAACAGAGCACTGAGGTTCCGG Hs.132781 4751 0.8054875 0.26274426 0.004445115 -0.3468375 0.37663502 0.1511476
IL27RA NM_004843_bp1541_R AGCTAAAAAGGAACCTCAGTGCTCTGTTACTCTCTTGAAGTAACAGAGCACTGAGGTTCCGG Hs.132781 10127 0.6741375 0.24114934 0.00820507 -0.6027625 0.71199382 0.123059636
IL27RA NM_004843_bp1541_R AGCTAAAAAGGAACCTCAGTGCTCTGTTACTCTCTTGAAGTAACAGAGCACTGAGGTTCCGG Hs.132781 15503 0.7657375 0.25979277 0.005409432 -0.6979875 0.41733844 0.026045953
IL27RA NM_004843_bp890_R AGCTAAAAAGGCCATCTCATAAAGTTCTGATCTCTTGAATCAGAACTTTATGAGATGGCCGG Hs.132781 4747 0.2609375 0.36643043 0.231708543 -0.0961375 0.7394781 0.782716552
IL27RA NM_004843_bp890_R AGCTAAAAAGGCCATCTCATAAAGTTCTGATCTCTTGAATCAGAACTTTATGAGATGGCCGG Hs.132781 10123 0.2221875 0.39887885 0.31977863 -0.1635375 0.73641764 0.640708137
IL27RA NM_004843_bp890_R AGCTAAAAAGGCCATCTCATAAAGTTCTGATCTCTTGAATCAGAACTTTATGAGATGGCCGG Hs.132781 15499 0.2433125 0.34223337 0.245433724 -0.0595125 0.75367649 0.866209387
IL2RG BC071710_bp1010_R AGCTAAAAAGCCAGGGGAATGACCACATATTCTCTTGAAATATGTGGTCATTCCCCTGGCGG Hs.84 4895 0.0443875 0.56098388 0.867359578 -0.4309625 0.5426818 0.160170731
IL2RG BC071710_bp1010_R AGCTAAAAAGCCAGGGGAATGACCACATATTCTCTTGAAATATGTGGTCATTCCCCTGGCGG Hs.84 10271 -0.2809375 0.41423091 0.230396155 -0.2118875 0.3137444 0.301975342
IL2RG BC071710_bp1010_R AGCTAAAAAGCCAGGGGAATGACCACATATTCTCTTGAAATATGTGGTCATTCCCCTGGCGG Hs.84 15647 -0.0555625 0.39200688 0.791491022 -0.0770125 0.37441064 0.717808471
IL2RG BC071710_bp1183_R AGCTAAAAAGACTGAACAATCAGTGGATTATCTCTTGAATAATCCACTGATTGTTCAGTCGG Hs.84 4921 1.3501625 0.56341757 0.00308731 3.6485
IL2RG BC071710_bp1183_R AGCTAAAAAGACTGAACAATCAGTGGATTATCTCTTGAATAATCCACTGATTGTTCAGTCGG Hs.84 10297 1.1546625 0.38102803 0.001984042 0.2029625 0.18303448 0.237728433
IL2RG BC071710_bp1183_R AGCTAAAAAGACTGAACAATCAGTGGATTATCTCTTGAATAATCCACTGATTGTTCAGTCGG Hs.84 15673 0.8454875 1.13332855 0.12330128 0.1480375 1.02057605 0.749618646
IL2RG BC071710_bp1416_R AGCTAAAAAGCCTTCTCTGTGTGTATTTCTTCTCTTGAAAGAAATACACACAGAGAAGGCGG Hs.84 4923 -0.5059875 0.34085573 0.040646403 -0.4118 0.05218448 0.210678207
IL2RG BC071710_bp1416_R AGCTAAAAAGCCTTCTCTGTGTGTATTTCTTCTCTTGAAAGAAATACACACAGAGAAGGCGG Hs.84 10299 -0.5139625 0.17658642 0.016932345 -0.4912375 0.51293896 0.108707387
IL2RG BC071710_bp1416_R AGCTAAAAAGCCTTCTCTGTGTGTATTTCTTCTCTTGAAAGAAATACACACAGAGAAGGCGG Hs.84 15675 -0.5491875 0.06352832 0.008663416 -0.7883125 0.63332934 0.046322092
IL6 BC027978_bp1066_R AGCTAAAAAGTGGGATTCTTTGGTGTGAAATCTCTTGAATTTCACACCAAAGAATCCCACGG Hs.512234 1965 1.8575875 0.9049313 0.004141459 0.1447625 1.14854869 0.753972522 -0.4454 0.69457906 0.289781416 0.9549 0.82468081 0.18275079
IL6 BC027978_bp1066_R AGCTAAAAAGTGGGATTCTTTGGTGTGAAATCTCTTGAATTTCACACCAAAGAATCCCACGG Hs.512234 7341 1.8988375 0.98873503 0.005271888 -0.25981667 1.03027651 0.577433012 -0.4785 0.64022274 0.231837627 0.996566667 0.98293182 0.221158534
IL6 BC027978_bp1066_R AGCTAAAAAGTGGGATTCTTTGGTGTGAAATCTCTTGAATTTCACACCAAAGAATCCCACGG Hs.512234 12717 1.9350875 1.01768544 0.005431024 0.2867875 1.45003238 0.614039384 -0.409775 0.77348877 0.36710409 0.982366667 0.8852585 0.194537684
IL6 BC027978_bp17_R AGCTAAAAAGTCGAGGATGTACCGAATTTGTCTCTTGAACAAATTCGGTACATCCTCGACGG Hs.512234 953 -0.5602375 0.47536371 0.05482562 -0.8614375 0.56558052 0.017907233 0.276575 0.59441401 0.420714243 0.225875 0.42844142 0.369112829
IL6 BC027978_bp17_R AGCTAAAAAGTCGAGGATGTACCGAATTTGTCTCTTGAACAAATTCGGTACATCCTCGACGG Hs.512234 6329 -0.5746875 0.49715013 0.055659843 -0.9045625 0.55139118 0.013795645 0.284825 0.63221689 0.433979214 0.249975 0.40948085 0.309314925
IL6 BC027978_bp17_R AGCTAAAAAGTCGAGGATGTACCGAATTTGTCTCTTGAACAAATTCGGTACATCCTCGACGG Hs.512234 11705 -0.5811375 0.51410095 0.05775053 -0.8403875 0.50912993 0.015812684 0.36075 0.61600228 0.326057659 0.23665 0.43257903 0.353879041
IL6 BC027978_bp938_R AGCTAAAAAGTGACCTCTGTTGGGCATTTATCTCTTGAATAAATGCCCAACAGAGGTCACGG Hs.512234 954 -0.7848875 1.17187983 0.156491248 0.449716667 0.94028159 0.321182421 0.7687 0.73312831 0.377723872 0.10735 0.45785164 0.796170622
IL6 BC027978_bp938_R AGCTAAAAAGTGACCTCTGTTGGGCATTTATCTCTTGAATAAATGCCCAACAGAGGTCACGG Hs.512234 6330 -0.2291 0.50768481 0.437128745 0.349483333 0.68902647 0.347210875 0.9623 0.4663 0.49950023 0.412691017
IL6 BC027978_bp938_R AGCTAAAAAGTGACCTCTGTTGGGCATTTATCTCTTGAATAAATGCCCAACAGAGGTCACGG Hs.512234 11706 -0.190966667 0.54070745 0.527462243 0.37705 0.76085178 0.338687641 1.1214 0.5676
IL6R NM_000565_bp1584_R AGCTAAAAAGCCATTGTTCTGAGGTTCAAGTCTCTTGAACTTGAACCTCAGAACAATGGCGG Hs.591492 955 0.0996125 0.36915098 0.627038651 -0.8706375 0.38443338 0.008047992 0.305025 0.43747451 0.257496078 -0.267425 0.58799976 0.430091343
IL6R NM_000565_bp1584_R AGCTAAAAAGCCATTGTTCTGAGGTTCAAGTCTCTTGAACTTGAACCTCAGAACAATGGCGG Hs.591492 6331 0.0422125 0.38262368 0.838374936 -0.9058375 0.43772793 0.008457247 0.28635 0.49386723 0.330111486 -0.27045 0.54701853 0.395653188
IL6R NM_000565_bp1584_R AGCTAAAAAGCCATTGTTCTGAGGTTCAAGTCTCTTGAACTTGAACCTCAGAACAATGGCGG Hs.591492 11707 0.0526875 0.38442983 0.799807563 -0.8945125 0.34681466 0.006060355 0.39055 0.43984756 0.173842314 -0.21895 0.69884885 0.575360796
IL6R NM_000565_bp884_R AGCTAAAAAGGTGAGGAAGTTTCAGAACAGTCTCTTGAACTGTTCTGAAACTTCCTCACCGG Hs.591492 12719 -0.07545 0.14111632 0.36331599 -0.13716667 0.2609372 0.458675198
IL6ST NM_002184_bp1240_R AGCTAAAAAGCACCAAGTTTCTGGTATAAATCTCTTGAATTTATACCAGAAACTTGGTGCGG Hs.532082 956 -0.5273375 0.13318842 0.012706368 0.0751625 0.07878396 0.694203168 0.58445 0.49347841 0.098620314 -0.2353 0.24625036 0.239749455
IL6ST NM_002184_bp1240_R AGCTAAAAAGCACCAAGTTTCTGGTATAAATCTCTTGAATTTATACCAGAAACTTGGTGCGG Hs.532082 6332 -0.4460625 0.2423695 0.038181621 0.2832875 0.121836 0.176199517 0.7436 0.36812461 0.027288696 -0.16733333 0.1462956 0.186096439
IL6ST NM_002184_bp1240_R AGCTAAAAAGCACCAAGTTTCTGGTATAAATCTCTTGAATTTATACCAGAAACTTGGTGCGG Hs.532082 11708 -0.4236375 0.26460205 0.04995041 0.1510375 0.11905176 0.444893041 0.7441 0.34825176 0.023526223 -0.13013333 0.17017856 0.316429369
IL6ST NM_002184_bp2160_R AGCTAAAAAGGGAGTGCTGTTCTGCTTTAATCTCTTGAATTAAAGCAGAACAGCACTCCCGG Hs.532082 1993 1.3383625 0.46465846 0.00176493 0.5693875 0.2495074 0.028994983 0.290066667 0.14342895 0.07272147 0.28685 0.61001939 0.416360832
IL6ST NM_002184_bp2160_R AGCTAAAAAGGGAGTGCTGTTCTGCTTTAATCTCTTGAATTAAAGCAGAACAGCACTCCCGG Hs.532082 7369 1.3294375 0.50688312 0.00236589 0.5656375 0.24484633 0.029330306 -0.018966667 0.42446842 0.945356075 0.2584 0.69749314 0.512455935
IL6ST NM_002184_bp2160_R AGCTAAAAAGGGAGTGCTGTTCTGCTTTAATCTCTTGAATTAAAGCAGAACAGCACTCCCGG Hs.532082 12745 1.3034875 0.53166782 0.002993663 0.6077125 0.29353687 0.025895077 0.324866667 0.23289073 0.136972366 0.27775 0.6666233 0.465812306
IL6ST NM_002184_bp2630_R AGCTAAAAAGGCCAGAAGATCTACAATTAGTCTCTTGAACTAATTGTAGATCTTCTGGCCGG Hs.532082 957 0.3522875 0.30970832 0.10193128 0.0806375 0.599206 0.780556348 0.588925 0.082477 0.000744022 0.28445 0.26513343 0.12119738
IL6ST NM_002184_bp2630_R AGCTAAAAAGGCCAGAAGATCTACAATTAGTCTCTTGAACTAATTGTAGATCTTCTGGCCGG Hs.532082 6333 0.3417125 0.32307971 0.11562437 0.1197625 0.60651469 0.68235877 0.698475 0.15303027 0.002778493 0.39645 0.24755105 0.049219698
IL6ST NM_002184_bp2630_R AGCTAAAAAGGCCAGAAGATCTACAATTAGTCTCTTGAACTAATTGTAGATCTTCTGGCCGG Hs.532082 11709 0.3881625 0.31596821 0.080762273 0.1482375 0.60754457 0.614179252 0.769075 0.20613847 0.004983799 0.461125 0.33754468 0.071805784
ILF3 NM_020428_bp1017_R AGCTAAAAAGCAGACCTGGTTGGCCTTTATTCTCTTGAAATAAAGGCCAACCAGGTCTGCGG Hs.465885 2723 -0.2119 0.22778749 0.2334763 -0.214725 0.47671639 0.415571438
ILF3 NM_020428_bp1017_R AGCTAAAAAGCAGACCTGGTTGGCCTTTATTCTCTTGAAATAAAGGCCAACCAGGTCTGCGG Hs.465885 8099 -0.1987 0.24764901 0.271614447 -0.215825 0.4356189 0.395745357
ILF3 NM_020428_bp1017_R AGCTAAAAAGCAGACCTGGTTGGCCTTTATTCTCTTGAAATAAAGGCCAACCAGGTCTGCGG Hs.465885 13475 -0.206175 0.22723646 0.244283807 -0.22215 0.44300108 0.386064282
ILF3 NM_020428_bp1975_R AGCTAAAAAGCACCACCCCTCAATTATTACTCTCTTGAAGTAATAATTGAGGGGTGGTGCGG Hs.465885 2721 -1.35145 0.26158201 0.000424641 -0.473475 0.6318331 0.147811674
ILF3 NM_020428_bp1975_R AGCTAAAAAGCACCACCCCTCAATTATTACTCTCTTGAAGTAATAATTGAGGGGTGGTGCGG Hs.465885 8097 -1.3696 0.52243292 0.002278147 0.180825 1.07279461 0.679755145
ILF3 NM_020428_bp1975_R AGCTAAAAAGCACCACCCCTCAATTATTACTCTCTTGAAGTAATAATTGAGGGGTGGTGCGG Hs.465885 13473 -1.171025 0.52384109 0.004543322 -0.421525 0.59365497 0.17606476
ILK NM_004517_bp1461_R AGCTAAAAAGCGACCCAAATTTGACATGATTCTCTTGAAATCATGTCAAATTTGGGTCGCGG Hs.5158 1838 -0.12925 0.37046971 0.532635408 -0.7359 1.62959829 0.421818331
ILK NM_004517_bp1461_R AGCTAAAAAGCGACCCAAATTTGACATGATTCTCTTGAAATCATGTCAAATTTGGGTCGCGG Hs.5158 7214 -0.350033333 0.22056996 0.138246021 -0.6084 2.20574889 0.599417305
ILK NM_004517_bp1461_R AGCTAAAAAGCGACCCAAATTTGACATGATTCTCTTGAAATCATGTCAAATTTGGGTCGCGG Hs.5158 12590 -0.9834 0.38194133 0.012442207 -2.22825 0.48924718 0.011423549
ILK NM_004517_bp325_R AGCTAAAAAGGGGCACGGATCAATGTAATGTCTCTTGAACATTACATTGATCCGTGCCCCGG Hs.5158 1840 1.163425 2.76589107 0.329340809 -1.51695 2.50223877 0.293676393
ILK NM_004517_bp325_R AGCTAAAAAGGGGCACGGATCAATGTAATGTCTCTTGAACATTACATTGATCCGTGCCCCGG Hs.5158 7216 2.019125 2.97125681 0.140996737 -2.32425 3.76371726 0.281897195
ILK NM_004517_bp325_R AGCTAAAAAGGGGCACGGATCAATGTAATGTCTCTTGAACATTACATTGATCCGTGCCCCGG Hs.5158 12592 2.12435 3.39480901 0.168021278 -0.260433333 5.51610267 0.919984755
ILK NM_004517_bp972_R AGCTAAAAAGCCGTATGGATCCCTCTACAATCTCTTGAATTGTAGAGGGATCCATACGGCGG Hs.5158 304 -0.306 0.36946091 0.172987266 0.435533333 1.54888266 0.570455322
ILK NM_004517_bp972_R AGCTAAAAAGCCGTATGGATCCCTCTACAATCTCTTGAATTGTAGAGGGATCCATACGGCGG Hs.5158 5680 -0.39335 0.28332368 0.067826607 0.5332 2.26004733 0.626272564
ILK NM_004517_bp972_R AGCTAAAAAGCCGTATGGATCCCTCTACAATCTCTTGAATTGTAGAGGGATCCATACGGCGG Hs.5158 11056 -0.30965 0.31908877 0.143567959 0.183933333 2.4670338 0.875312138
IMP-3 U97188_bp1112_R AGCTAAAAAGTTGGACGTCTTATTGGTAAATCTCTTGAATTTACCAATAAGACGTCCAACGG Hs.432616 4758 -0.6992125 0.24422436 0.007194116 -0.9895375 0.73044888 0.032791907 0.370725 0.38576994 0.150341951 0.03925 0.46663842 0.877108463
IMP-3 U97188_bp1112_R AGCTAAAAAGTTGGACGTCTTATTGGTAAATCTCTTGAATTTACCAATAAGACGTCCAACGG Hs.432616 10134 -0.7635875 0.26408404 0.00561887 -1.0261625 0.80953872 0.03866062 0.393675 0.37234527 0.124824103 0.0148 0.59366438 0.96336802
IMP-3 U97188_bp1112_R AGCTAAAAAGTTGGACGTCTTATTGGTAAATCTCTTGAATTTACCAATAAGACGTCCAACGG Hs.432616 15510 -0.6681625 0.32436072 0.013793562 -0.9074625 1.06679298 0.108624748 0.372975 0.40336587 0.161534803 0.05925 0.56717101 0.847883856
IMP-3 U97188_bp1220_R AGCTAAAAAGAACGCACTATTACAGTTAAATCTCTTGAATTTAACTGTAATAGTGCGTTCGG Hs.432616 4756 -0.1412375 0.43299904 0.533879037 0.3790375 0.19732918 0.060525453 1.139975 0.50614278 0.020434713 1.689025 0.22395716 0.000632612
IMP-3 U97188_bp1220_R AGCTAAAAAGAACGCACTATTACAGTTAAATCTCTTGAATTTAACTGTAATAGTGCGTTCGG Hs.432616 10132 -0.1123625 0.61434104 0.695005749 0.0846125 0.57885491 0.76741549 1.0855 0.45878429 0.017887821 1.710175 0.20915755 0.000497581
IMP-3 U97188_bp1220_R AGCTAAAAAGAACGCACTATTACAGTTAAATCTCTTGAATTTAACTGTAATAGTGCGTTCGG Hs.432616 15508 0.1178625 0.57822005 0.667247124 0.4772125 0.23687126 0.03594598 1.121375 0.46128265 0.016616885 1.745325 0.23678904 0.000677156
IMP-3 U97188_bp894_R AGCTAAAAAGTGCCACCATTCGGAACATCATCTCTTGAATGATGTTCCGAATGGTGGCACGG Hs.432616 4760 1.1916375 0.36154039 0.001511374 0.3590875 0.32239545 0.115366956 0.177875 0.16687927 0.122803995 0.168275 0.09999658 0.043551868
IMP-3 U97188_bp894_R AGCTAAAAAGTGCCACCATTCGGAACATCATCTCTTGAATGATGTTCCGAATGGTGGCACGG Hs.432616 10136 1.0177375 0.22974191 0.001283335 0.1616875 0.18366471 0.333310764 0.1655 0.13347132 0.089275216 0.20935 0.12460873 0.043729512



IMP-3 U97188_bp894_R AGCTAAAAAGTGCCACCATTCGGAACATCATCTCTTGAATGATGTTCCGAATGGTGGCACGG Hs.432616 15512 1.1460625 0.23751444 0.000781604 0.3103125 0.10011322 0.076319503 0.14505 0.11759525 0.090309542 0.0583 0.14545503 0.481389457
ING2 BC030128_bp497_R AGCTAAAAAGTTTCCAAGATCCTGCTGAAATCTCTTGAATTTCAGCAGGATCTTGGAAACGG Hs.107153 15237 -0.66585 0.30019576 0.012155257 0.12905 0.78218582 0.724942839 -1.12883333 0.74791273 0.023606265
ING2 BC030128_bp497_R AGCTAAAAAGTTTCCAAGATCCTGCTGAAATCTCTTGAATTTCAGCAGGATCTTGGAAACGG Hs.107153 4485 -1.0964 0.1729458 0.00371338 0.2658 -1.1641 0.7045612 0.041463826
ING2 BC030128_bp497_R AGCTAAAAAGTTTCCAAGATCCTGCTGAAATCTCTTGAATTTCAGCAGGATCTTGGAAACGG Hs.107153 9861 -0.5851 0.33586985 0.024094732 -0.0728 0.55791401 0.819724366 -0.99625 1.40693036 0.160488912
ING2 BC030128_bp524_R AGCTAAAAAGAGCCTCAGATAAAGCAAAGATCTCTTGAATCTTTGCTTTATCTGAGGCTCGG Hs.107153 4481 2.860825 0.39799314 3.01E-05 1.312475 0.32961515 0.001368068 -0.19673333 0.7393599 0.599174577
ING2 BC030128_bp524_R AGCTAAAAAGAGCCTCAGATAAAGCAAAGATCTCTTGAATCTTTGCTTTATCTGAGGCTCGG Hs.107153 9857 3.0811 0.43770932 2.78E-05 1.271625 0.32153626 0.001480038 -0.28626667 0.80833287 0.474200597
ING2 BC030128_bp524_R AGCTAAAAAGAGCCTCAGATAAAGCAAAGATCTCTTGAATCTTTGCTTTATCTGAGGCTCGG Hs.107153 15233 2.839 0.70071965 0.00021961 1.17135 0.1921728 0.000909752 0.0796 0.93376529 0.852654771
ING2 BC030128_bp876_R AGCTAAAAAGGGGAAATGGTATTGCCCAAATCTCTTGAATTTGGGCAATACCATTTCCCCGG Hs.107153 4483 -0.160425 0.73967312 0.630993969 -0.072675 0.22746852 0.668834522 -0.2012 0.6283697 0.558672951
ING2 BC030128_bp876_R AGCTAAAAAGGGGAAATGGTATTGCCCAAATCTCTTGAATTTGGGCAATACCATTTCCCCGG Hs.107153 9859 -0.1059 0.65924739 0.72615852 0.010575 0.23962976 0.950738426 -0.09776667 0.89496786 0.814572385
ING2 BC030128_bp876_R AGCTAAAAAGGGGAAATGGTATTGCCCAAATCTCTTGAATTTGGGCAATACCATTTCCCCGG Hs.107153 15235 -0.134325 0.85264216 0.720007453 -0.003375 0.22864485 0.984002267 -0.00316667 0.60498017 0.992380192
INPP4A BC028361_bp1855_R AGCTAAAAAGAGGAGCAGGTGATGCTTAGATCTCTTGAATCTAAGCATCACCTGCTCCTCGG Hs.580527 4467 1.37245 0.98578588 0.018957212 -1.5918
INPP4A BC028361_bp1855_R AGCTAAAAAGAGGAGCAGGTGATGCTTAGATCTCTTGAATCTAAGCATCACCTGCTCCTCGG Hs.580527 9843 1.910066667 0.50290329 0.001914409
INPP4A BC028361_bp1855_R AGCTAAAAAGAGGAGCAGGTGATGCTTAGATCTCTTGAATCTAAGCATCACCTGCTCCTCGG Hs.580527 15219 1.720833333 0.71579091 0.006806913
INPP4A BC028361_bp1986_R AGCTAAAAAGAGCCTAGAGTGCATCATTCATCTCTTGAATGAATGATGCACTCTAGGCTCGG Hs.580527 4465 1.92225 0.65649618 0.001071862 3.35875 1.16065783 0.00154357 2.446166667 3.40653372 0.10748217
INPP4A BC028361_bp1986_R AGCTAAAAAGAGCCTAGAGTGCATCATTCATCTCTTGAATGAATGATGCACTCTAGGCTCGG Hs.580527 9841 2.1371 0.82560166 0.001570202 3.49155 1.06525393 0.00094016 3.052433333 4.31081472 0.109604094
INPP4A BC028361_bp1986_R AGCTAAAAAGAGCCTAGAGTGCATCATTCATCTCTTGAATGAATGATGCACTCTAGGCTCGG Hs.580527 15217 1.839925 0.34321575 0.000173747 3.1466 0.91967778 0.000830458 2.270133333 3.05116065 0.099184892
INPP5F NM_014937_bp2108_R AGCTAAAAAGCCTACTACGTGGCCTATTATTCTCTTGAAATAATAGGCCACGTAGTAGGCGG Hs.369755 3262 0.221275 0.46564162 0.363899551 -0.16541667 0.31826154 0.544737926 0.170625 0.54609982 0.57634785 0.54255 0.3824704 0.065804463
INPP5F NM_014937_bp2108_R AGCTAAAAAGCCTACTACGTGGCCTATTATTCTCTTGAAATAATAGGCCACGTAGTAGGCGG Hs.369755 8638 0.151225 0.22621153 0.377108014 -0.2658125 0.28875861 0.245196371 0.2205 0.55554961 0.48529898 0.595675 0.23244184 0.01438019
INPP5F NM_014937_bp2108_R AGCTAAAAAGCCTACTACGTGGCCTATTATTCTCTTGAAATAATAGGCCACGTAGTAGGCGG Hs.369755 14014 0.213425 0.1938067 0.21251446 -0.2348125 0.18556417 0.265590038 0.208175 0.48905319 0.457141302 0.608475 0.37280447 0.04697829
INPP5F NM_014937_bp2377_R AGCTAAAAAGGGATCGGATTTACCCATAATTCTCTTGAAATTATGGGTAAATCCGATCCCGG Hs.369755 3260 0.60315 0.02573869 0.083165976 -0.3693375 0.4557717 0.175435192 0.1713 0.37858378 0.432199537 0.280533333 0.76637264 0.590908994
INPP5F NM_014937_bp2377_R AGCTAAAAAGGGATCGGATTTACCCATAATTCTCTTGAAATTATGGGTAAATCCGATCCCGG Hs.369755 8636 0.60445 0.29257907 0.016870981 -0.51051667 0.25044032 0.090581595 0.155175 0.39134295 0.485685719 0.414466667 0.6921235 0.408591873
INPP5F NM_014937_bp2377_R AGCTAAAAAGGGATCGGATTTACCCATAATTCTCTTGAAATTATGGGTAAATCCGATCCCGG Hs.369755 14012 0.491666667 0.57209865 0.161204719 -0.34591667 0.25146857 0.216220744 0.15375 0.43823976 0.533420116 0.211366667 0.78324076 0.686184436
INPP5F NM_014937_bp2993_R AGCTAAAAAGCTGGCGACGTACACATATTGTCTCTTGAACAATATGTGTACGTCGCCAGCGG Hs.369755 3264 1.75945 0.34805108 0.001281189 1.1868875 0.28028335 0.001110599 0.641975 0.18240796 0.005892084 0.83195 1.02817326 0.204027809
INPP5F NM_014937_bp2993_R AGCTAAAAAGCTGGCGACGTACACATATTGTCTCTTGAACAATATGTGTACGTCGCCAGCGG Hs.369755 8640 1.484216667 0.42254701 0.003417184 1.2541125 0.26009737 0.000760438 0.604275 0.29055745 0.02527286 0.788025 0.91630072 0.183917651
INPP5F NM_014937_bp2993_R AGCTAAAAAGCTGGCGACGTACACATATTGTCTCTTGAACAATATGTGTACGTCGCCAGCGG Hs.369755 14016 2.11265 1.2908625 0.28444353 0.000723579 0.7052 0.23549112 0.009319912 0.8483 0.96851153 0.178108892
INSR NM_000208_bp1984_R AGCTAAAAAGGATCCAATCTCAGTGTCTAATCTCTTGAATTAGACACTGAGATTGGATCCGG Hs.465744 5473 -0.0295 -0.2074875 0.39656733 0.367137763
INSR NM_000208_bp1984_R AGCTAAAAAGGATCCAATCTCAGTGTCTAATCTCTTGAATTAGACACTGAGATTGGATCCGG Hs.465744 97 -0.1042 0.11375399 0.590186588
INSR NM_000208_bp1984_R AGCTAAAAAGGATCCAATCTCAGTGTCTAATCTCTTGAATTAGACACTGAGATTGGATCCGG Hs.465744 10849 0.0996
INSR NM_000208_bp3913_R AGCTAAAAAGCGCATGTGCTGGCAATTCAATCTCTTGAATTGAATTGCCAGCACATGCGCGG Hs.465744 99
INSR NM_000208_bp3913_R AGCTAAAAAGCGCATGTGCTGGCAATTCAATCTCTTGAATTGAATTGCCAGCACATGCGCGG Hs.465744 5475
INSR NM_000208_bp3913_R AGCTAAAAAGCGCATGTGCTGGCAATTCAATCTCTTGAATTGAATTGCCAGCACATGCGCGG Hs.465744 10851
INSRR NM_014215_bp2438_R AGCTAAAAAGAAGGTGACGTCCATCAACAATCTCTTGAATTGTTGATGGACGTCACCTTCGG Hs.248138 5824 1.582133333 3.17763338 0.291964582
INSRR NM_014215_bp2438_R AGCTAAAAAGAAGGTGACGTCCATCAACAATCTCTTGAATTGTTGATGGACGTCACCTTCGG Hs.248138 11200 1.154566667 3.32144015 0.444646101 -4.241
INSRR NM_014215_bp2438_R AGCTAAAAAGAAGGTGACGTCCATCAACAATCTCTTGAATTGTTGATGGACGTCACCTTCGG Hs.248138 448 -0.423125 0.16422555 0.182343983 -0.9387
INSRR NM_014215_bp3854_R AGCTAAAAAGGTGCTGAAGTTCGTCATGGATCTCTTGAATCCATGACGAACTTCAGCACCGG Hs.248138 449 -0.271216667 0.82646714 0.51028598 -0.0218
INSRR NM_014215_bp3854_R AGCTAAAAAGGTGCTGAAGTTCGTCATGGATCTCTTGAATCCATGACGAACTTCAGCACCGG Hs.248138 5825 -0.272133333 0.55950737 0.389786004 -1.0226 2.52435832 0.41779652
INSRR NM_014215_bp3854_R AGCTAAAAAGGTGCTGAAGTTCGTCATGGATCTCTTGAATCCATGACGAACTTCAGCACCGG Hs.248138 11201 -0.431233333 0.55765964 0.200569139 -1.212033333 2.88533862 0.401382293
INSRR NM_014215_bp3959_R AGCTAAAAAGCGCCCATCTTTCACACACATTCTCTTGAAATGTGTGTGAAAGATGGGCGCGG Hs.248138 1578 -0.69845 0.68077738 0.062896624 -0.2227 1.28252228 0.725329871
INSRR NM_014215_bp3959_R AGCTAAAAAGCGCCCATCTTTCACACACATTCTCTTGAAATGTGTGTGAAAGATGGGCGCGG Hs.248138 6954 -0.922 0.7182261 0.029652701 -0.172433333 1.65230678 0.828923759
INSRR NM_014215_bp3959_R AGCTAAAAAGCGCCCATCTTTCACACACATTCTCTTGAAATGTGTGTGAAAGATGGGCGCGG Hs.248138 12330 -1.039325 0.97269371 0.047345876 -0.2041 1.52909465 0.783667503
IQGAP2 NM_006633_bp2361_R AGCTAAAAAGCGGCAAACGTTCATTGATAATCTCTTGAATTATCAATGAACGTTTGCCGCGG Hs.291030 2743 1.287425 0.83563514 0.011048958 0.1346375 0.47100997 0.494486188
IQGAP2 NM_006633_bp2361_R AGCTAAAAAGCGGCAAACGTTCATTGATAATCTCTTGAATTATCAATGAACGTTTGCCGCGG Hs.291030 8119 1.25175 0.7037322 0.006696663 0.2036125 0.60428454 0.40857591
IQGAP2 NM_006633_bp2361_R AGCTAAAAAGCGGCAAACGTTCATTGATAATCTCTTGAATTATCAATGAACGTTTGCCGCGG Hs.291030 13495 1.3263 0.72040702 0.005955028 0.0236375 0.79011907 0.847052996
IQGAP2 NM_006633_bp3285_R AGCTAAAAAGGCCAGCAAGTTGCCTTATGATCTCTTGAATCATAAGGCAACTTGCTGGCCGG Hs.291030 2747 -0.185125 0.54512844 0.615598524 -0.8656125 1.06798619 0.094490947
IQGAP2 NM_006633_bp3285_R AGCTAAAAAGGCCAGCAAGTTGCCTTATGATCTCTTGAATCATAAGGCAACTTGCTGGCCGG Hs.291030 8123 -0.147075 0.48392739 0.70088685 -0.9231625 1.14020332 0.091182881
IQGAP2 NM_006633_bp3285_R AGCTAAAAAGGCCAGCAAGTTGCCTTATGATCTCTTGAATCATAAGGCAACTTGCTGGCCGG Hs.291030 13499 -0.242625 0.40578186 0.391132879 -0.9598125 1.19763885 0.091406886
IQGAP2 NM_006633_bp868_R AGCTAAAAAGCTGCAGTTATAGCCATTAATTCTCTTGAAATTAATGGCTATAACTGCAGCGG Hs.291030 2745 0.02875 0.28052261 0.623833228 -0.5357375 0.54227777 0.108246685
IQGAP2 NM_006633_bp868_R AGCTAAAAAGCTGCAGTTATAGCCATTAATTCTCTTGAAATTAATGGCTATAACTGCAGCGG Hs.291030 8121 0.038625 0.29352763 0.591201569 -0.5370875 0.51881396 0.101155638
IQGAP2 NM_006633_bp868_R AGCTAAAAAGCTGCAGTTATAGCCATTAATTCTCTTGAAATTAATGGCTATAACTGCAGCGG Hs.291030 13497 0.0288 0.29504107 0.630237989 -0.4628625 0.53592968 0.157203922
IQSEC1 AY653734_bp2506_R AGCTAAAAAGGAGCAGATATCAAAGTGTTATCTCTTGAATAACACTTTGATATCTGCTCCGG Hs.475506 4231 0.2405 0.3129424 0.232387186 0.7137 0.99581097 0.161689212 0.931666667 1.63412793 0.200435571
IQSEC1 AY653734_bp2506_R AGCTAAAAAGGAGCAGATATCAAAGTGTTATCTCTTGAATAACACTTTGATATCTGCTCCGG Hs.475506 9607 -0.32345 0.40736088 0.173183623 0.515833333 0.47451293 0.136013667 1.77025 1.27470139 0.030155005
IQSEC1 AY653734_bp2506_R AGCTAAAAAGGAGCAGATATCAAAGTGTTATCTCTTGAATAACACTTTGATATCTGCTCCGG Hs.475506 14983 -0.13565 0.53344051 0.601357491 -0.0134 0.74036935 0.969229276 0.962133333 1.45212683 0.152743728
IQSEC1 AY653734_bp591_R AGCTAAAAAGAAGCAGGTCTCAGTGACTAATCTCTTGAATTAGTCACTGAGACCTGCTTCGG Hs.475506 4233 1.5655 1.24857874 0.025784717 0.529425 0.65209834 0.14010051 -0.45863333 2.24875702 0.61022606
IQSEC1 AY653734_bp591_R AGCTAAAAAGAAGCAGGTCTCAGTGACTAATCTCTTGAATTAGTCACTGAGACCTGCTTCGG Hs.475506 9609 1.724325 1.1610768 0.014057065 0.731325 0.65723576 0.06305469 -0.33243333 2.06046479 0.687252081
IQSEC1 AY653734_bp591_R AGCTAAAAAGAAGCAGGTCTCAGTGACTAATCTCTTGAATTAGTCACTGAGACCTGCTTCGG Hs.475506 14985 1.739425 1.03164439 0.008868448 0.708975 0.497001 0.036377591 -0.30513333 2.170176 0.724063859
IRAK1 NM_001569_bp1051_R AGCTAAAAAGGCAATTCAGTTTCTACATCATCTCTTGAATGATGTAGAAACTGAATTGCCGG Hs.522819 46 0.56965 0.9659103 0.208909545 -0.2996625 0.38684913 0.208040565
IRAK1 NM_001569_bp1051_R AGCTAAAAAGGCAATTCAGTTTCTACATCATCTCTTGAATGATGTAGAAACTGAATTGCCGG Hs.522819 5422 0.6041 0.98008429 0.191594415 -0.2807875 0.39348874 0.237282154
IRAK1 NM_001569_bp1051_R AGCTAAAAAGGCAATTCAGTTTCTACATCATCTCTTGAATGATGTAGAAACTGAATTGCCGG Hs.522819 10798 0.622725 0.99327792 0.18482035 -0.2565375 0.35743388 0.251001632
IRAK1 NM_001569_bp1487_R AGCTAAAAAGCCATGCAGATCTACAAGAAGTCTCTTGAACTTCTTGTAGATCTGCATGGCGG Hs.522819 47 -0.018375 0.24675242 0.913410118 -0.2528375 0.17883818 0.155391319
IRAK1 NM_001569_bp1487_R AGCTAAAAAGCCATGCAGATCTACAAGAAGTCTCTTGAACTTCTTGTAGATCTGCATGGCGG Hs.522819 5423 0.061175 0.2549953 0.722180666 -0.3550625 0.2462285 0.08820016
IRAK1 NM_001569_bp1487_R AGCTAAAAAGCCATGCAGATCTACAAGAAGTCTCTTGAACTTCTTGTAGATCTGCATGGCGG Hs.522819 10799 -0.0189 0.24527205 0.910762264 -0.2539125 0.17494919 0.152306535
IRAK1 NM_001569_bp160_R AGCTAAAAAGTGCCGCTTCTACAAAGTGATTCTCTTGAAATCACTTTGTAGAAGCGGCACGG Hs.522819 48 2.145775 0.94094007 0.002569047 0.4731125 0.10208588 0.020788653
IRAK1 NM_001569_bp160_R AGCTAAAAAGTGCCGCTTCTACAAAGTGATTCTCTTGAAATCACTTTGTAGAAGCGGCACGG Hs.522819 5424 2.175975 1.02715339 0.003408437 0.3596625 0.1026505 0.050486958
IRAK1 NM_001569_bp160_R AGCTAAAAAGTGCCGCTTCTACAAAGTGATTCTCTTGAAATCACTTTGTAGAAGCGGCACGG Hs.522819 10800 2.212075 1.00070547 0.002862773 0.3626625 0.08862815 0.047456686
IRAK2 NM_001570_bp1560_R AGCTAAAAAGGGTACAGGCTCTTCTTCCAATCTCTTGAATTGGAAGAAGAGCCTGTACCCGG Hs.449207 1603 0.4006 0.64024618 0.265194642 -0.1295375 0.33352294 0.523914523
IRAK2 NM_001570_bp1560_R AGCTAAAAAGGGTACAGGCTCTTCTTCCAATCTCTTGAATTGGAAGAAGAGCCTGTACCCGG Hs.449207 6979 0.3614 0.61149745 0.294322607 -0.1093875 0.36774761 0.606943892
IRAK2 NM_001570_bp1560_R AGCTAAAAAGGGTACAGGCTCTTCTTCCAATCTCTTGAATTGGAAGAAGAGCCTGTACCCGG Hs.449207 12355 0.357266667 0.66793223 0.32552346 -0.0248625 0.39165823 0.908918557
IRAK2 NM_001570_bp287_R AGCTAAAAAGGAAACCGGCTCCTGAAATCATCTCTTGAATGATTTCAGGAGCCGGTTTCCGG Hs.449207 61 -0.667275 0.34005957 0.015169038 0.7356625 0.35049401 0.015130876
IRAK2 NM_001570_bp287_R AGCTAAAAAGGAAACCGGCTCCTGAAATCATCTCTTGAATGATTTCAGGAGCCGGTTTCCGG Hs.449207 5437 -0.475325 0.20722047 0.026013481 0.0742375 0.27839866 0.685882378
IRAK2 NM_001570_bp287_R AGCTAAAAAGGAAACCGGCTCCTGAAATCATCTCTTGAATGATTTCAGGAGCCGGTTTCCGG Hs.449207 10813 -0.605425 0.25602043 0.013672396 0.5110375 0.28288644 0.036272683
IRAK2 NM_001570_bp778_R AGCTAAAAAGAGTTGCAGATTTGTCTTAGATCTCTTGAATCTAAGACAAATCTGCAACTCGG Hs.449207 62 -0.638475 0.18573945 0.007544833 -0.3841875 0.23526426 0.068220891
IRAK2 NM_001570_bp778_R AGCTAAAAAGAGTTGCAGATTTGTCTTAGATCTCTTGAATCTAAGACAAATCTGCAACTCGG Hs.449207 5438 -0.53605 0.15704134 0.013190655 -0.2881625 0.1881424 0.119545552
IRAK2 NM_001570_bp778_R AGCTAAAAAGAGTTGCAGATTTGTCTTAGATCTCTTGAATCTAAGACAAATCTGCAACTCGG Hs.449207 10814 -0.487575 0.15469948 0.018707979 -0.3761875 0.16217388 0.053857364
IRAK4 NM_016123_bp695_R AGCTAAAAAGCAGCAATGGTTGACATTACTTCTCTTGAAAGTAATGTCAACCATTGCTGCGG Hs.138499 545 0.182666667 3.25909019 0.898003612 1.8622 1.47389338 0.093560197
IRAK4 NM_016123_bp695_R AGCTAAAAAGCAGCAATGGTTGACATTACTTCTCTTGAAAGTAATGTCAACCATTGCTGCGG Hs.138499 5921 -0.176275 3.21303505 0.893269719 3.209866667 2.50496771 0.051847165
IRAK4 NM_016123_bp695_R AGCTAAAAAGCAGCAATGGTTGACATTACTTCTCTTGAAAGTAATGTCAACCATTGCTGCGG Hs.138499 11297 -0.01745 3.33663378 0.989781742 3.091333333 2.65003315 0.065881459
IRAK4 NM_016123_bp87_R AGCTAAAAAGCCTCAATGTTGGACTAATTATCTCTTGAATAATTAGTCCAACATTGAGGCGG Hs.138499 1716 3.525416667 6.18005201 0.234657282 -2.3372
IRAK4 NM_016123_bp87_R AGCTAAAAAGCCTCAATGTTGGACTAATTATCTCTTGAATAATTAGTCCAACATTGAGGCGG Hs.138499 7092 3.932316667 7.06061506 0.243830852 -5.9014 3.22836672 0.038449571
IRAK4 NM_016123_bp87_R AGCTAAAAAGCCTCAATGTTGGACTAATTATCTCTTGAATAATTAGTCCAACATTGAGGCGG Hs.138499 12468 3.99535 6.88718501 0.228010175 -6.1945 2.81386073 0.025446116
IRF1 BC009483_bp245_R AGCTAAAAAGCAGATTAATTCCAACCAAATTCTCTTGAAATTTGGTTGGAATTAATCTGCGG Hs.436061 4787 0.5642375 0.13466051 0.009788773 -0.6218875 0.62011373 0.086346386
IRF1 BC009483_bp245_R AGCTAAAAAGCAGATTAATTCCAACCAAATTCTCTTGAAATTTGGTTGGAATTAATCTGCGG Hs.436061 10163 0.3027875 0.30821463 0.145562179 -0.4003375 0.56826926 0.198327458
IRF1 BC009483_bp245_R AGCTAAAAAGCAGATTAATTCCAACCAAATTCTCTTGAAATTTGGTTGGAATTAATCTGCGG Hs.436061 15539 0.5974875 0.23339158 0.012700271 -0.2928875 0.5013628 0.285908515
IRF1 BC009483_bp269_R AGCTAAAAAGGGGCTCATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGAGCCCCGG Hs.436061 4646 -0.1218625 0.17593886 0.442210168 0.2458625 0.38256923 0.284826328
IRF1 BC009483_bp269_R AGCTAAAAAGGGGCTCATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGAGCCCCGG Hs.436061 10022 -0.1506625 0.16158786 0.34208691 0.1691625 0.40964282 0.463471472
IRF1 BC009483_bp269_R AGCTAAAAAGGGGCTCATCTGGATTAATAATCTCTTGAATTATTAATCCAGATGAGCCCCGG Hs.436061 15398 -0.2625125 0.28650569 0.18363767 0.2093375 0.38011817 0.352204407
IRF1 BC009483_bp817_R AGCTAAAAAGCACCAGTGATCTGTACAACTTCTCTTGAAAGTTGTACAGATCACTGGTGCGG Hs.436061 4789 0.6909375 0.15449102 0.004633993 -0.1736375 0.60313201 0.562590784
IRF1 BC009483_bp817_R AGCTAAAAAGCACCAGTGATCTGTACAACTTCTCTTGAAAGTTGTACAGATCACTGGTGCGG Hs.436061 10165 0.6105625 0.16469361 0.008148362 -0.0911625 0.3172552 0.641503093
IRF1 BC009483_bp817_R AGCTAAAAAGCACCAGTGATCTGTACAACTTCTCTTGAAAGTTGTACAGATCACTGGTGCGG Hs.436061 15541 0.6269375 0.13900331 0.006490677 -0.1754375 0.5747119 0.544426809
IRF3 NM_001571_bp541_R AGCTAAAAAGACCCTCACGACCCACATAAATCTCTTGAATTTATGTGGGTCGTGAGGGTCGG Hs.75254 2334 0.625775 0.21680188 0.006330978 0.4806375 0.66910975 0.126772586
IRF3 NM_001571_bp541_R AGCTAAAAAGACCCTCACGACCCACATAAATCTCTTGAATTTATGTGGGTCGTGAGGGTCGG Hs.75254 7710 0.7435 0.34824235 0.007161941 0.4534375 0.58536541 0.118582374
IRF3 NM_001571_bp541_R AGCTAAAAAGACCCTCACGACCCACATAAATCTCTTGAATTTATGTGGGTCGTGAGGGTCGG Hs.75254 13086 0.703 0.24849731 0.004894251 0.4904625 0.58085986 0.098416338
IRF3 NM_001571_bp629_R AGCTAAAAAGTGGAGGCAGTACTTCTGATATCTCTTGAATATCAGAAGTACTGCCTCCACGG Hs.75254 2685 -0.12645 0.33216749 0.720026388 0.3902125 0.35121592 0.09366261
IRF3 NM_001571_bp629_R AGCTAAAAAGTGGAGGCAGTACTTCTGATATCTCTTGAATATCAGAAGTACTGCCTCCACGG Hs.75254 8061 -0.1386 0.31513734 0.66752336 0.3469375 0.30639304 0.111564621
IRF3 NM_001571_bp629_R AGCTAAAAAGTGGAGGCAGTACTTCTGATATCTCTTGAATATCAGAAGTACTGCCTCCACGG Hs.75254 13437 -0.102875 0.29690385 0.801782834 0.3459625 0.3090473 0.113219375

IRF8 CR599608_bp1016_R AGCTAAAAAGGCTTGATTCTATGTGAAATATCTCTTGAATATTTCACATAGAATCAAGCCGG Hs.137427 4918 -0.5167875 0.18133064 0.016959041 -0.1581875 0.4615867 0.522723415
IRF8 CR599608_bp1016_R AGCTAAAAAGGCTTGATTCTATGTGAAATATCTCTTGAATATTTCACATAGAATCAAGCCGG Hs.137427 10294 -0.4227375 0.1773856 0.034150471 -0.1195125 0.43402455 0.61157535
IRF8 CR599608_bp1016_R AGCTAAAAAGGCTTGATTCTATGTGAAATATCTCTTGAATATTTCACATAGAATCAAGCCGG Hs.137427 15670 -0.2459875 0.22090091 0.173163589 0.7153125 1.50426381 0.311450863
IRF8 CR599608_bp1238_R AGCTAAAAAGCCAGGAAGATTAGAACTAAATCTCTTGAATTTAGTTCTAATCTTCCTGGCGG Hs.137427 4920 -0.5611625 0.20187231 0.013706669 -0.5872875 0.43418075 0.048949099
IRF8 CR599608_bp1238_R AGCTAAAAAGCCAGGAAGATTAGAACTAAATCTCTTGAATTTAGTTCTAATCTTCCTGGCGG Hs.137427 10296 -0.5654625 0.19325088 0.012737929 -0.5614125 0.48594951 0.069523553
IRF8 CR599608_bp1238_R AGCTAAAAAGCCAGGAAGATTAGAACTAAATCTCTTGAATTTAGTTCTAATCTTCCTGGCGG Hs.137427 15672 0.0099125 0.58601761 0.971159873 -0.0148875 0.69725152 0.96405538
IRF8 CR599608_bp625_R AGCTAAAAAGTGGCCCGCATCATGATTAAATCTCTTGAATTTAATCATGATGCGGGCCACGG Hs.137427 4916 0.0934875 0.33530746 0.631369021 0.1484625 0.56800571 0.602616209
IRF8 CR599608_bp625_R AGCTAAAAAGTGGCCCGCATCATGATTAAATCTCTTGAATTTAATCATGATGCGGGCCACGG Hs.137427 10292 0.1275125 0.35584781 0.529386066 0.3320125 0.30511848 0.129880933
IRF8 CR599608_bp625_R AGCTAAAAAGTGGCCCGCATCATGATTAAATCTCTTGAATTTAATCATGATGCGGGCCACGG Hs.137427 15668 0.1350875 0.36054327 0.509127113 0.3796875 0.43506322 0.150850857
ISL2 BC012136_bp113_R AGCTAAAAAGTGCTATGGGTGATCATTCCATCTCTTGAATGGAATGATCACCCATAGCACGG Hs.444677 4291 4.398225 3.631851 0.026181272 2.7967 0.67517718 0.000441223 -0.2236
ISL2 BC012136_bp113_R AGCTAAAAAGTGCTATGGGTGATCATTCCATCTCTTGAATGGAATGATCACCCATAGCACGG Hs.444677 9667 4.32525 3.43152644 0.022736363 2.39295 0.60038572 0.000575163 0.4384
ISL2 BC012136_bp113_R AGCTAAAAAGTGCTATGGGTGATCATTCCATCTCTTGAATGGAATGATCACCCATAGCACGG Hs.444677 15043 3.439925 2.30867971 0.012381511 2.5243 0.46126784 0.000197721 0.7972
ISL2 BC012136_bp273_R AGCTAAAAAGTGCACGTGCTTCGTGAGAGATCTCTTGAATCTCTCACGAAGCACGTGCACGG Hs.444677 4293 -1.072825 0.23939045 0.001073 -0.127725 0.879233 0.752823162 -0.14043333 0.86963338 0.732181698
ISL2 BC012136_bp273_R AGCTAAAAAGTGCACGTGCTTCGTGAGAGATCTCTTGAATCTCTCACGAAGCACGTGCACGG Hs.444677 9669 -1.0427 0.18806845 0.000888597 -0.346975 1.38143079 0.57766849 -0.19993333 0.72187714 0.588472562
ISL2 BC012136_bp273_R AGCTAAAAAGTGCACGTGCTTCGTGAGAGATCTCTTGAATCTCTCACGAAGCACGTGCACGG Hs.444677 15045 -0.920575 0.10234547 0.001029501 0.009875 0.91204095 0.98108438 -0.3095 1.10452171 0.530359553
ISL2 BC012136_bp396_R AGCTAAAAAGGACAGCGTGTACCACATCGATCTCTTGAATCGATGTGGTACACGCTGTCCGG Hs.444677 4295 0.241025 0.95621373 0.565195087 0.950575 1.30255419 0.149436779 1.312266667 2.12080001 0.161058824
ISL2 BC012136_bp396_R AGCTAAAAAGGACAGCGTGTACCACATCGATCTCTTGAATCGATGTGGTACACGCTGTCCGG Hs.444677 9671 0.113133333 1.44860189 0.862601113 0.979675 1.20035118 0.117493745 1.3296 2.13313946 0.158402379
ISL2 BC012136_bp396_R AGCTAAAAAGGACAGCGTGTACCACATCGATCTCTTGAATCGATGTGGTACACGCTGTCCGG Hs.444677 15047 0.1919 0.87161215 0.617706699 1.051425 1.20886819 0.100607513 1.281666667 1.92914083 0.140319155
ITGB1 NM_002211_bp2075_R AGCTAAAAAGAGCCTTCAATAAAGGAGAAATCTCTTGAATTTCTCCTTTATTGAAGGCTCGG Hs.558072 1149 -1.1805125 0.36067662 0.001358541 -0.21475 0.43858661 0.40392982
ITGB1 NM_002211_bp2075_R AGCTAAAAAGAGCCTTCAATAAAGGAGAAATCTCTTGAATTTCTCCTTTATTGAAGGCTCGG Hs.558072 6525 -1.1863875 0.37167065 0.001433473 -0.40155 0.52564228 0.170601019
ITGB1 NM_002211_bp2075_R AGCTAAAAAGAGCCTTCAATAAAGGAGAAATCTCTTGAATTTCTCCTTTATTGAAGGCTCGG Hs.558072 11901 -1.1757125 0.36433724 0.001423669 -0.212225 0.4849398 0.428869634
ITGB1 NM_002211_bp2356_R AGCTAAAAAGGCCTTGCATTACTGCTGATATCTCTTGAATATCAGCAGTAATGCAAGGCCGG Hs.558072 2148 -0.675783333 0.55730245 0.064868436 1.6758
ITGB1 NM_002211_bp2356_R AGCTAAAAAGGCCTTGCATTACTGCTGATATCTCTTGAATATCAGCAGTAATGCAAGGCCGG Hs.558072 7524 -0.794583333 0.66008064 0.058438545 0.85295 0.47301762 0.012362928
ITGB1 NM_002211_bp2356_R AGCTAAAAAGGCCTTGCATTACTGCTGATATCTCTTGAATATCAGCAGTAATGCAAGGCCGG Hs.558072 12900 -0.733483333 0.5523917 0.051469282 0.845525 0.50712321 0.014785882
ITGB1 NM_002211_bp350_R AGCTAAAAAGCCCTCCAGATGACATAGAAATCTCTTGAATTTCTATGTCATCTGGAGGGCGG Hs.558072 2150 -0.6045875 0.23944391 0.010000303 -0.36605 0.26750854 0.123183764
ITGB1 NM_002211_bp350_R AGCTAAAAAGCCCTCCAGATGACATAGAAATCTCTTGAATTTCTATGTCATCTGGAGGGCGG Hs.558072 7526 -0.6659375 0.2140946 0.005982795 -0.225625 0.49284113 0.40688058
ITGB1 NM_002211_bp350_R AGCTAAAAAGCCCTCCAGATGACATAGAAATCTCTTGAATTTCTATGTCATCTGGAGGGCGG Hs.558072 12902 -0.4059375 0.49831604 0.114404316 -0.36285 0.23047378 0.117413783
ITK NM_005546_bp1298_R AGCTAAAAAGAGGCTGAAGTAATGATGAAATCTCTTGAATTTCATCATTACTTCAGCCTCGG Hs.483938 417 0.447575 1.49961638 0.485083692 -0.017866667 0.06925318 0.922792659
ITK NM_005546_bp1298_R AGCTAAAAAGAGGCTGAAGTAATGATGAAATCTCTTGAATTTCATCATTACTTCAGCCTCGG Hs.483938 5793 0.682475 1.46920469 0.294085099 -0.325966667 0.3700006 0.24518978
ITK NM_005546_bp1298_R AGCTAAAAAGAGGCTGAAGTAATGATGAAATCTCTTGAATTTCATCATTACTTCAGCCTCGG Hs.483938 11169 0.630725 1.36421178 0.297800318 -0.355566667 0.44010079 0.246508293
ITK NM_005546_bp682_R AGCTAAAAAGCTGGACAGTTCTGAGATTCATCTCTTGAATGAATCTCAGAACTGTCCAGCGG Hs.483938 5794 -0.444425 1.05941016 0.348158945 -0.898 3.80813408 0.623327478
ITK NM_005546_bp682_R AGCTAAAAAGCTGGACAGTTCTGAGATTCATCTCTTGAATGAATCTCAGAACTGTCCAGCGG Hs.483938 11170 -0.48025 1.01583835 0.297789451 -1.201366667 4.37272574 0.569290389
ITK NM_005546_bp682_R AGCTAAAAAGCTGGACAGTTCTGAGATTCATCTCTTGAATGAATCTCAGAACTGTCCAGCGG Hs.483938 418 -0.941275 0.22906724 0.033712216 0.0926
ITK NM_005546_bp933_R AGCTAAAAAGTGAGAACAATCCCTGTATAATCTCTTGAATTATACAGGGATTGTTCTCACGG Hs.483938 1679
ITK NM_005546_bp933_R AGCTAAAAAGTGAGAACAATCCCTGTATAATCTCTTGAATTATACAGGGATTGTTCTCACGG Hs.483938 12431
ITK NM_005546_bp933_R AGCTAAAAAGTGAGAACAATCCCTGTATAATCTCTTGAATTATACAGGGATTGTTCTCACGG Hs.483938 7055



ITPKB AJ242780_bp2355_R AGCTAAAAAGAAGGACATGTACCAGAAGATTCTCTTGAAATCTTCTGGTACATGTCCTTCGG Hs.528087 4937 2.2164625 1.24386213 0.006651078 0.9387125 0.77406662 0.045201784
ITPKB AJ242780_bp2355_R AGCTAAAAAGAAGGACATGTACCAGAAGATTCTCTTGAAATCTTCTGGTACATGTCCTTCGG Hs.528087 10313 1.5385625 0.76086163 0.004897597 0.3566375 0.69225759 0.308437946
ITPKB AJ242780_bp2355_R AGCTAAAAAGAAGGACATGTACCAGAAGATTCTCTTGAAATCTTCTGGTACATGTCCTTCGG Hs.528087 15689 1.6943875 0.7750894 0.003461758 -1.0865
ITPKB AJ242780_bp2727_R AGCTAAAAAGGCCAAAGTGTGGATGATCGATCTCTTGAATCGATCATCCACACTTTGGCCGG Hs.528087 4933 0.6115375 0.27816657 0.014890792 -0.4567375 0.46458329 0.109515585
ITPKB AJ242780_bp2727_R AGCTAAAAAGGCCAAAGTGTGGATGATCGATCTCTTGAATCGATCATCCACACTTTGGCCGG Hs.528087 10309 0.4325625 0.43202139 0.095770682 -0.6931875 0.63702851 0.068283156
ITPKB AJ242780_bp2727_R AGCTAAAAAGGCCAAAGTGTGGATGATCGATCTCTTGAATCGATCATCCACACTTTGGCCGG Hs.528087 15685 -0.530916667 0.73911346 0.197649798 -0.3555 1.58604051 0.67402711
ITPKB AJ242780_bp675_R AGCTAAAAAGGAGCAATGTTCAGAGACTTCTCTCTTGAAGAAGTCTCTGAACATTGCTCCGG Hs.528087 4935 -0.3337375 0.23396954 0.087939626 -0.2039375 0.76278179 0.574450754
ITPKB AJ242780_bp675_R AGCTAAAAAGGAGCAATGTTCAGAGACTTCTCTCTTGAAGAAGTCTCTGAACATTGCTCCGG Hs.528087 10311 -0.3438125 0.07462183 0.048414496 -0.4213875 0.75494847 0.268779941
ITPKB AJ242780_bp675_R AGCTAAAAAGGAGCAATGTTCAGAGACTTCTCTCTTGAAGAAGTCTCTGAACATTGCTCCGG Hs.528087 15687 -0.1834625 0.15256914 0.253113936 -0.3551875 0.82370915 0.374183671
ITPKB BX537724_bp1709_R AGCTAAAAAGGGGAGCTCATTGTTAACAAATCTCTTGAATTTGTTAACAATGAGCTCCCCGG Hs.119065 4686 -0.0407625 0.31389482 0.827307351 0.4071125 0.15715935 0.041600981
ITPKB BX537724_bp1709_R AGCTAAAAAGGGGAGCTCATTGTTAACAAATCTCTTGAATTTGTTAACAATGAGCTCCCCGG Hs.119065 10062 -0.1027125 0.12024536 0.488374518 0.3969625 0.1490322 0.043595581
ITPKB BX537724_bp1709_R AGCTAAAAAGGGGAGCTCATTGTTAACAAATCTCTTGAATTTGTTAACAATGAGCTCCCCGG Hs.119065 15438 0.0124875 0.28833166 0.944527591 0.3945125 0.14691278 0.044082531
ITPKB BX537724_bp3706_R AGCTAAAAAGGCCATTTGCTCACATTTATATCTCTTGAATATAAATGTGAGCAAATGGCCGG Hs.119065 4684 -0.0826875 0.20612964 0.609552284 -0.0758375 0.30276027 0.690825708
ITPKB BX537724_bp3706_R AGCTAAAAAGGCCATTTGCTCACATTTATATCTCTTGAATATAAATGTGAGCAAATGGCCGG Hs.119065 10060 -0.1048375 0.17230503 0.503315686 -0.1379875 0.30473601 0.479909057
ITPKB BX537724_bp3706_R AGCTAAAAAGGCCATTTGCTCACATTTATATCTCTTGAATATAAATGTGAGCAAATGGCCGG Hs.119065 15436 0.1153125 0.09705334 0.430825996 0.0193875 0.27501064 0.914648976
JAK1 NM_002227_bp142_R AGCTAAAAAGGGGTGGAAGTGATCTTCTATTCTCTTGAAATAGAAGATCACTTCCACCCCGG Hs.207538 1683 4.0885 1.19543472 0.004713943
JAK1 NM_002227_bp142_R AGCTAAAAAGGGGTGGAAGTGATCTTCTATTCTCTTGAAATAGAAGATCACTTCCACCCCGG Hs.207538 7059 3.91185 1.3085011 0.006632389
JAK1 NM_002227_bp142_R AGCTAAAAAGGGGTGGAAGTGATCTTCTATTCTCTTGAAATAGAAGATCACTTCCACCCCGG Hs.207538 12435 3.70175 0.99610132 0.004163321
JAK1 NM_002227_bp1965_R AGCTAAAAAGAGACAGGTCTCCCACAAACATCTCTTGAATGTTTGTGGGAGACCTGTCTCGG Hs.207538 1685 0.633
JAK1 NM_002227_bp1965_R AGCTAAAAAGAGACAGGTCTCCCACAAACATCTCTTGAATGTTTGTGGGAGACCTGTCTCGG Hs.207538 7061 0.64
JAK1 NM_002227_bp1965_R AGCTAAAAAGAGACAGGTCTCCCACAAACATCTCTTGAATGTTTGTGGGAGACCTGTCTCGG Hs.207538 12437 0.6384
JAK1 NM_002227_bp2233_R AGCTAAAAAGGCCCATTCATCAAGCTCAGTTCTCTTGAAACTGAGCTTGATGAATGGGCCGG Hs.207538 5520 0.0124 0.42014491 0.954688804 0.9271625 0.53339687 0.01754135
JAK1 NM_002227_bp2233_R AGCTAAAAAGGCCCATTCATCAAGCTCAGTTCTCTTGAAACTGAGCTTGATGAATGGGCCGG Hs.207538 10896 0.0615 0.39775005 0.771865129 0.8147875 0.54819854 0.02924605
JAK1 NM_002227_bp2233_R AGCTAAAAAGGCCCATTCATCAAGCTCAGTTCTCTTGAAACTGAGCTTGATGAATGGGCCGG Hs.207538 144 0.5456
JAK2 NM_004972_bp1183_R AGCTAAAAAGGTACAGATTTCGCAGATTTATCTCTTGAATAAATCTGCGAAATCTGTACCGG Hs.591081 25 0.257033333 0.37139039 0.317327455 0.2334875 0.25851131 0.226442607
JAK2 NM_004972_bp1183_R AGCTAAAAAGGTACAGATTTCGCAGATTTATCTCTTGAATAAATCTGCGAAATCTGTACCGG Hs.591081 5401 0.317233333 0.51106385 0.300035324 0.3087125 0.23615956 0.119897854
JAK2 NM_004972_bp1183_R AGCTAAAAAGGTACAGATTTCGCAGATTTATCTCTTGAATAAATCTGCGAAATCTGTACCGG Hs.591081 10777 0.10955 0.47411775 0.645947059 0.4354625 0.15533428 0.033373257
JAK2 NM_004972_bp3852_R AGCTAAAAAGCTCTTCGAGTGGATCAAATATCTCTTGAATATTTGATCCACTCGAAGAGCGG Hs.434374 26 0.311025 0.45401591 0.212918839 0.1219125 0.13163761 0.427259564
JAK2 NM_004972_bp3852_R AGCTAAAAAGCTCTTCGAGTGGATCAAATATCTCTTGAATATTTGATCCACTCGAAGAGCGG Hs.434374 5402 0.374175 0.50343525 0.170091008 0.1851375 0.12205468 0.244457651
JAK2 NM_004972_bp3852_R AGCTAAAAAGCTCTTCGAGTGGATCAAATATCTCTTGAATATTTGATCCACTCGAAGAGCGG Hs.434374 10778 0.39165 0.50667437 0.155939618 0.1781125 0.11236092 0.256084088
JAK2 NM_004972_bp673_R AGCTAAAAAGGGAGTATGTTGCAGAAGAAATCTCTTGAATTTCTTCTGCAACATACTCCCGG Hs.591081 27 1.565733333 0.53558122 0.004627592 0.3813875 0.19775198 0.05956342
JAK2 NM_004972_bp673_R AGCTAAAAAGGGAGTATGTTGCAGAAGAAATCTCTTGAATTTCTTCTGCAACATACTCCCGG Hs.591081 10779 1.709633333 0.44695282 0.00225381 0.5697125 0.31197313 0.029603966
JAK2 NM_004972_bp673_R AGCTAAAAAGGGAGTATGTTGCAGAAGAAATCTCTTGAATTTCTTCTGCAACATACTCCCGG Hs.591081 5403 1.4941 0.4598375 0.24552685 0.04209914
JAK3 NM_000215_bp1502_R AGCTAAAAAGACCCTCACTTCCTGCTGTATTCTCTTGAAATACAGCAGGAAGTGAGGGTCGG Hs.515247 100 -0.137116667 1.20909551 0.818422745
JAK3 NM_000215_bp1502_R AGCTAAAAAGACCCTCACTTCCTGCTGTATTCTCTTGAAATACAGCAGGAAGTGAGGGTCGG Hs.515247 5476 -0.1469 1.67386317 0.866172955
JAK3 NM_000215_bp1502_R AGCTAAAAAGACCCTCACTTCCTGCTGTATTCTCTTGAAATACAGCAGGAAGTGAGGGTCGG Hs.515247 10852 -0.0789 1.58674762 0.924170459
JAK3 NM_000215_bp212_R AGCTAAAAAGCGCCTATCTTTCTCCTTTGGTCTCTTGAACCAAAGGAGAAAGATAGGCGCGG Hs.515247 101 1.3238 0.1447375 0.73337559 0.677667785
JAK3 NM_000215_bp212_R AGCTAAAAAGCGCCTATCTTTCTCCTTTGGTCTCTTGAACCAAAGGAGAAAGATAGGCGCGG Hs.515247 5477 1.4325 0.371683333 0.65889772 0.33585602
JAK3 NM_000215_bp212_R AGCTAAAAAGCGCCTATCTTTCTCCTTTGGTCTCTTGAACCAAAGGAGAAAGATAGGCGCGG Hs.515247 10853 0.424633333 0.90596515 0.353478324 0.0461625 0.81145015 0.902310252
JAK3 NM_000215_bp2431_R AGCTAAAAAGCCTCATCTCTTCAGACTATGTCTCTTGAACATAGTCTGAAGAGATGAGGCGG Hs.515247 102 -0.8099 0.35666103 0.007780328 -0.1430375 0.09410828 0.341777148
JAK3 NM_000215_bp2431_R AGCTAAAAAGCCTCATCTCTTCAGACTATGTCTCTTGAACATAGTCTGAAGAGATGAGGCGG Hs.515247 5478 -0.8211 0.36838499 0.007899892 -0.1672875 0.14866779 0.299146714
JAK3 NM_000215_bp2431_R AGCTAAAAAGCCTCATCTCTTCAGACTATGTCTCTTGAACATAGTCTGAAGAGATGAGGCGG Hs.515247 10854 -0.7918 0.38263335 0.00996338 -0.1804375 0.18289642 0.285945885
JDP2 BX647685_bp1400_R AGCTAAAAAGCTGGGGCTTTGGATAAACTATCTCTTGAATAGTTTATCCAAAGCCCCAGCGG 4464 -0.3787 0.45437201 0.142921571 -0.075675 0.29790928 0.689234596 0.7196 0.38751707 0.042409112
JDP2 BX647685_bp1400_R AGCTAAAAAGCTGGGGCTTTGGATAAACTATCTCTTGAATAGTTTATCCAAAGCCCCAGCGG 9840 -0.1928 0.56536352 0.48195489 0.0056 0.16624761 0.971010361 0.676666667 0.31156748 0.043852833
JDP2 BX647685_bp1400_R AGCTAAAAAGCTGGGGCTTTGGATAAACTATCTCTTGAATAGTTTATCCAAAGCCCCAGCGG 15216 -0.237325 0.54438753 0.38073774 -0.1167 0.30533939 0.547202369 0.566566667 0.30697274 0.074517926
JDP2 BX647685_bp3840_R AGCTAAAAAGGCGGGGGGATGTCTAATTTATCTCTTGAATAAATTAGACATCCCCCCGCCGG 4462 -0.500325 0.52690652 0.092678508 -1.2218 0.72744789 0.015785954 -0.1676 0.64169026 0.627821338
JDP2 BX647685_bp3840_R AGCTAAAAAGGCGGGGGGATGTCTAATTTATCTCTTGAATAAATTAGACATCCCCCCGCCGG 9838 -0.64265 0.45036865 0.031300914 -0.481975 0.52113544 0.116955205 -0.16726667 0.60661154 0.619054682
JDP2 BX647685_bp3840_R AGCTAAAAAGGCGGGGGGATGTCTAATTTATCTCTTGAATAAATTAGACATCCCCCCGCCGG 15214 -0.1143 1.35942372 0.841086617 -0.933533333 0.6939736 0.06299977 -0.40575 0.89427795 0.408476165
JMJD5 BC027911_bp1065_R AGCTAAAAAGAGGAGGAAATCACCATCAATTCTCTTGAAATTGATGGTGATTTCCTCCTCGG Hs.145717 4435 1.843566667 2.64474669 0.165873311 1.015175 0.96163154 0.063037867 0.908733333 1.16549343 0.115418141
JMJD5 BC027911_bp1065_R AGCTAAAAAGAGGAGGAAATCACCATCAATTCTCTTGAAATTGATGGTGATTTCCTCCTCGG Hs.145717 15187 2.420225 1.63447522 0.013194745 1.274333333 0.93947883 0.053190325 0.523633333 1.53538204 0.422391827
JMJD5 BC027911_bp1065_R AGCTAAAAAGAGGAGGAAATCACCATCAATTCTCTTGAAATTGATGGTGATTTCCTCCTCGG Hs.145717 9811 3.6173 4.40103261 0.138658719 1.00065 0.50621775 0.07264858
JMJD5 BC027911_bp1346_R AGCTAAAAAGGTGAAATACTGGCATTACGTTCTCTTGAAACGTAATGCCAGTATTTCACCGG Hs.145717 4439 0.7099 0.95000505 0.127758268 -0.357675 0.37802902 0.142098659 0.498366667 0.6875171 0.19844094
JMJD5 BC027911_bp1346_R AGCTAAAAAGGTGAAATACTGGCATTACGTTCTCTTGAAACGTAATGCCAGTATTTCACCGG Hs.145717 9815 0.7729 1.06238131 0.132491002 -0.812725 0.39119602 0.0132805 1.2926 0.38919157 0.018199868
JMJD5 BC027911_bp1346_R AGCTAAAAAGGTGAAATACTGGCATTACGTTCTCTTGAAACGTAATGCCAGTATTTCACCGG Hs.145717 15191 1.22195 1.05175327 0.035140889 -0.554275 0.61669883 0.113836122 0.601066667 0.64546325 0.12361366
JMJD5 BC027911_bp564_R AGCTAAAAAGGGGACATCCTTCTTAAAGTCTCTCTTGAAGACTTTAAGAAGGATGTCCCCGG Hs.145717 4437 -0.379266667 0.35457345 0.160606697 1.192375 0.35043978 0.002331941 -0.42356667 0.55173956 0.219674355
JMJD5 BC027911_bp564_R AGCTAAAAAGGGGACATCCTTCTTAAAGTCTCTCTTGAAGACTTTAAGAAGGATGTCCCCGG Hs.145717 9813 -0.5425 0.19120167 0.116423899 1.39765 0.13539799 0.000311974 -0.41393333 0.27041103 0.154542223
JMJD5 BC027911_bp564_R AGCTAAAAAGGGGACATCCTTCTTAAAGTCTCTCTTGAAGACTTTAAGAAGGATGTCCCCGG Hs.145717 15189 -0.134475 0.86609317 0.723290803 0.9852 -0.26256667 0.46211948 0.394459706
JUN NM_002228_bp1111_R AGCTAAAAAGCGGACCTTATGGCTACAGTATCTCTTGAATACTGTAGCCATAAGGTCCGCGG Hs.525704 1148 3.6423875 0.78478138 0.000108772 0.490633333 1.33909749 0.396323982
JUN NM_002228_bp1111_R AGCTAAAAAGCGGACCTTATGGCTACAGTATCTCTTGAATACTGTAGCCATAAGGTCCGCGG Hs.525704 6524 3.9273125 1.19598925 0.000456295 0.462525 1.20438312 0.350612845
JUN NM_002228_bp1111_R AGCTAAAAAGCGGACCTTATGGCTACAGTATCTCTTGAATACTGTAGCCATAAGGTCCGCGG Hs.525704 11900 3.9061125 1.15158487 0.000395878 0.629575 1.17416414 0.209582876
JUN NM_002228_bp1956_R AGCTAAAAAGTGGCACAGCTTAAACAGAAATCTCTTGAATTTCTGTTTAAGCTGTGCCACGG Hs.525704 2144 -0.26505 0.55609241 0.344698513 -0.356775 0.45946702 0.192315144
JUN NM_002228_bp1956_R AGCTAAAAAGTGGCACAGCTTAAACAGAAATCTCTTGAATTTCTGTTTAAGCTGTGCCACGG Hs.525704 7520 -0.1873625 0.30769673 0.256712157 -0.490825 0.38419993 0.073166428
JUN NM_002228_bp1956_R AGCTAAAAAGTGGCACAGCTTAAACAGAAATCTCTTGAATTTCTGTTTAAGCTGTGCCACGG Hs.525704 12896 -0.115983333 0.35271059 0.527712512 -0.423975 0.37226859 0.107089146
JUN NM_002228_bp1998_R AGCTAAAAAGGGTGCCAACTCATGCTAACGTCTCTTGAACGTTAGCATGAGTTGGCACCCGG Hs.525704 2146 2.4818 0.06472086 0.000129094 -1.8508 0.8158598 0.011630814
JUN NM_002228_bp1998_R AGCTAAAAAGGGTGCCAACTCATGCTAACGTCTCTTGAACGTTAGCATGAGTTGGCACCCGG Hs.525704 7522 2.4129 0.10556268 0.000157019 -1.88615 0.97517096 0.014821454
JUN NM_002228_bp1998_R AGCTAAAAAGGGTGCCAACTCATGCTAACGTCTCTTGAACGTTAGCATGAGTTGGCACCCGG Hs.525704 12898 2.717566667 0.51205014 0.000536093 -1.97695 0.93599725 0.011689208
JUNB NM_002229_bp1237_R AGCTAAAAAGTGGCCCAGCTCAAACAGAAGTCTCTTGAACTTCTGTTTGAGCTGGGCCACGG Hs.25292 1146 1.0208375 0.33298966 0.002975305 -0.7765 0.13159661 0.005704295
JUNB NM_002229_bp1237_R AGCTAAAAAGTGGCCCAGCTCAAACAGAAGTCTCTTGAACTTCTGTTTGAGCTGGGCCACGG Hs.25292 6522 0.9837125 0.32687558 0.003383019 -0.768875 0.15776323 0.006344522
JUNB NM_002229_bp1237_R AGCTAAAAAGTGGCCCAGCTCAAACAGAAGTCTCTTGAACTTCTGTTTGAGCTGGGCCACGG Hs.25292 11898 0.9974125 0.31297907 0.002901524 -0.775475 0.15951066 0.006121105
JUNB NM_002229_bp1536_R AGCTAAAAAGGAAACAGACTCGATTCATATTCTCTTGAAATATGAATCGAGTCTGTTTCCGG Hs.25292 1147 1.0033875 0.43536327 0.006074124 -0.031975 0.69010738 0.928446384
JUNB NM_002229_bp1536_R AGCTAAAAAGGAAACAGACTCGATTCATATTCTCTTGAAATATGAATCGAGTCTGTTTCCGG Hs.25292 6523 1.0262375 0.45395332 0.006153127 -0.123475 0.87440264 0.747802892
JUNB NM_002229_bp1536_R AGCTAAAAAGGAAACAGACTCGATTCATATTCTCTTGAAATATGAATCGAGTCTGTTTCCGG Hs.25292 11899 1.0297875 0.48155329 0.007135718 -0.056525 0.84197217 0.883681842
JUNB NM_002229_bp352_R AGCTAAAAAGGCCTCTCTCTACACGACTACTCTCTTGAAGTAGTCGTGTAGAGAGAGGCCGG Hs.25292 12894 0.0678625 0.74403914 0.927518509 0.772425 1.63034292 0.240842698
JUNB NM_002229_bp352_R AGCTAAAAAGGCCTCTCTCTACACGACTACTCTCTTGAAGTAGTCGTGTAGAGAGAGGCCGG Hs.25292 7518 0.1045875 0.69122592 0.830822647 0.910133333 1.90040301 0.258932529
JUNB NM_002229_bp352_R AGCTAAAAAGGCCTCTCTCTACACGACTACTCTCTTGAAGTAGTCGTGTAGAGAGAGGCCGG Hs.25292 2142 0.0869625 0.71655782 0.878345845 1.74255 2.09961217 0.090891327
JUND NM_005354_bp1631_R AGCTAAAAAGCCCTATTTATGTTTCTACTCTCTCTTGAAGAGTAGAAACATAAATAGGGCGG Hs.2780 1145 -0.7815125 0.3994049 0.009676266 -0.5688 0.40284891 0.047853985
JUND NM_005354_bp1631_R AGCTAAAAAGCCCTATTTATGTTTCTACTCTCTCTTGAAGAGTAGAAACATAAATAGGGCGG Hs.2780 6521 -0.7694375 0.37201233 0.008723779 -0.61615 0.39799603 0.035402969
JUND NM_005354_bp1631_R AGCTAAAAAGCCCTATTTATGTTTCTACTCTCTCTTGAAGAGTAGAAACATAAATAGGGCGG Hs.2780 11897 -0.7506125 0.3787919 0.009994072 -0.5736 0.41959162 0.048981385
JUND NM_005354_bp1663_R AGCTAAAAAGTTGGTTGTGTGTGTGTGTGTTCTCTTGAAACACACACACACACAACCAACGG Hs.2780 2140 1.4725875 1.01689758 0.017833179 -0.018875 0.75473323 0.963666797
JUND NM_005354_bp1663_R AGCTAAAAAGTTGGTTGTGTGTGTGTGTGTTCTCTTGAAACACACACACACACAACCAACGG Hs.2780 7516 1.3932125 1.02189188 0.022343415 0.069925 0.74235038 0.822325539
JUND NM_005354_bp1663_R AGCTAAAAAGTTGGTTGTGTGTGTGTGTGTTCTCTTGAAACACACACACACACAACCAACGG Hs.2780 12892 1.4464125 1.07727848 0.023113513 0.124775 0.71151754 0.688400735
JUND NM_005354_bp1822_R AGCTAAAAAGAGTCCACATTCCTGTTTGTATCTCTTGAATACAAACAGGAATGTGGACTCGG Hs.2780 1144 1.1107125 0.55185498 0.007775595 0.097375 0.73354445 0.757100553
JUND NM_005354_bp1822_R AGCTAAAAAGAGTCCACATTCCTGTTTGTATCTCTTGAATACAAACAGGAATGTGGACTCGG Hs.2780 6520 1.0910875 0.52440945 0.007206447 0.158025 0.59335167 0.576833553
JUND NM_005354_bp1822_R AGCTAAAAAGAGTCCACATTCCTGTTTGTATCTCTTGAATACAAACAGGAATGTGGACTCGG Hs.2780 11896 1.1422375 0.46512758 0.004182911 0.146825 0.71475004 0.641103973
KCNA3 NM_002232_bp1162_R AGCTAAAAAGGTTCTTCGCTTGTCCTAGCATCTCTTGAATGCTAGGACAAGCGAAGAACCGG Hs.169948 3332 0.71045 0.39135136 0.015974896 0.048425 0.61585338 0.868932003
KCNA3 NM_002232_bp1162_R AGCTAAAAAGGTTCTTCGCTTGTCCTAGCATCTCTTGAATGCTAGGACAAGCGAAGAACCGG Hs.169948 8708 0.919975 0.4306605 0.007215452 0.38385 0.53430657 0.189646175
KCNA3 NM_002232_bp1162_R AGCTAAAAAGGTTCTTCGCTTGTCCTAGCATCTCTTGAATGCTAGGACAAGCGAAGAACCGG Hs.169948 14084 0.478475 0.46995554 0.08458395 0.42095 0.31180303 0.092107197
KCNA3 NM_002232_bp1703_R AGCTAAAAAGGAAGAGCAATCCCAGTACATTCTCTTGAAATGTACTGGGATTGCTCTTCCGG Hs.169948 3330 -0.284175 0.39728869 0.216009808 -0.871425 1.04405429 0.076071444
KCNA3 NM_002232_bp1703_R AGCTAAAAAGGAAGAGCAATCCCAGTACATTCTCTTGAAATGTACTGGGATTGCTCTTCCGG Hs.169948 8706 -0.249975 0.24637084 0.180196115 -0.8576 1.01541701 0.074662362
KCNA3 NM_002232_bp1703_R AGCTAAAAAGGAAGAGCAATCCCAGTACATTCTCTTGAAATGTACTGGGATTGCTCTTCCGG Hs.169948 14082 -0.26355 0.31007034 0.195116049 -0.815725 1.03898235 0.090989298
KCNA3 NM_002232_bp1783_R AGCTAAAAAGTAACTCGACTCTGAGTAAGTTCTCTTGAAACTTACTCAGAGTCGAGTTACGG Hs.169948 3334 1.23445 0.77169955 0.012608964 -0.6094 0.42692806 0.040074557
KCNA3 NM_002232_bp1783_R AGCTAAAAAGTAACTCGACTCTGAGTAAGTTCTCTTGAAACTTACTCAGAGTCGAGTTACGG Hs.169948 8710 0.929275 1.20128809 0.111705314 -0.1171 0.90978435 0.760078109
KCNA3 NM_002232_bp1783_R AGCTAAAAAGTAACTCGACTCTGAGTAAGTTCTCTTGAAACTTACTCAGAGTCGAGTTACGG Hs.169948 14086 0.937625 1.11339914 0.091213677 -0.52115 0.65222513 0.123072387
KCNK12 BM909477_bp1322_R AGCTAAAAAGCCCCACATCTTAGTTATCTATCTCTTGAATAGATAACTAAGATGTGGGGCGG Hs.591586 4461 -0.698 0.67179334 0.094761963 -0.2433 0.09458125 0.137213131 -0.5185 0.75533942 0.20369717
KCNK12 BM909477_bp1322_R AGCTAAAAAGCCCCACATCTTAGTTATCTATCTCTTGAATAGATAACTAAGATGTGGGGCGG Hs.591586 9837 -0.505466667 0.18591098 0.050735841 -0.531 -0.4475 0.67097199 0.23553267
KCNK12 BM909477_bp1322_R AGCTAAAAAGCCCCACATCTTAGTTATCTATCTCTTGAATAGATAACTAAGATGTGGGGCGG Hs.591586 15213 -0.5292 0.9926
KCNK12 BM909477_bp1583_R AGCTAAAAAGCGCTTTCTGTCCCTTTCTATTCTCTTGAAATAGAAAGGGACAGAAAGCGCGG Hs.591586 4489 -0.296375 0.36753622 0.183442109 -0.40825 0.83961514 0.321063578 0.073966667 0.43791508 0.800146271
KCNK12 BM909477_bp1583_R AGCTAAAAAGCGCTTTCTGTCCCTTTCTATTCTCTTGAAATAGAAAGGGACAGAAAGCGCGG Hs.591586 9865 -0.306125 0.86180576 0.430785134 -0.0454 0.5843023 0.874338612 0.332 0.51442962 0.309202655
KCNK12 BM909477_bp1583_R AGCTAAAAAGCGCTTTCTGTCCCTTTCTATTCTCTTGAAATAGAAAGGGACAGAAAGCGCGG Hs.591586 15241 -0.12805 0.40748933 0.557383176 -0.369925 0.07910969 0.043667191 0.6682 0.27256054 0.042302216
KCNK12 BM909477_bp872_R AGCTAAAAAGTCCCGCGATTCTCCTCTTATTCTCTTGAAATAAGAGGAGAATCGCGGGACGG Hs.591586 4463 -0.07385 1.00383638 0.863827179 -0.14865 0.1020025 0.328182786 -1.4251 1.5270415 0.061918289
KCNK12 BM909477_bp872_R AGCTAAAAAGTCCCGCGATTCTCCTCTTATTCTCTTGAAATAAGAGGAGAATCGCGGGACGG Hs.591586 9839 0.0528 1.23140064 0.918929432 -0.38885 0.2237136 0.062800863 -1.33616667 1.52519655 0.074458827
KCNK12 BM909477_bp872_R AGCTAAAAAGTCCCGCGATTCTCCTCTTATTCTCTTGAAATAAGAGGAGAATCGCGGGACGG Hs.591586 15215 0.017275 0.97278036 0.967034847 -0.9641 0.74772481 0.037962261 -0.94966667 1.67206145 0.200782103
KCNK9 AK090707_bp1043_R AGCTAAAAAGTCCCTGCTGTGGCTAAGTAATCTCTTGAATTACTTAGCCACAGCAGGGACGG Hs.493037 5013 -0.8480125 1.66699715 0.253364413 -0.2121125 0.61418672 0.489475429
KCNK9 AK090707_bp1043_R AGCTAAAAAGTCCCTGCTGTGGCTAAGTAATCTCTTGAATTACTTAGCCACAGCAGGGACGG Hs.493037 10389 -0.5102625 0.17135431 0.016984669 -0.0126625 0.51763457 0.961412845
KCNK9 AK090707_bp1043_R AGCTAAAAAGTCCCTGCTGTGGCTAAGTAATCTCTTGAATTACTTAGCCACAGCAGGGACGG Hs.493037 15765 -0.8968625 1.23293438 0.128957957 -0.0181625 0.4613446 0.940018893
KCNK9 AK090707_bp2202_R AGCTAAAAAGCCGACTCATTCATCCAAAGATCTCTTGAATCTTTGGATGAATGAGTCGGCGG Hs.493037 5015 -1.3526875 1.64707909 0.091721415 -0.151116667 0.46796739 0.603265376
KCNK9 AK090707_bp2202_R AGCTAAAAAGCCGACTCATTCATCCAAAGATCTCTTGAATCTTTGGATGAATGAGTCGGCGG Hs.493037 10391 -0.5381125 0.43749058 0.052567902 -0.0387625 0.43386408 0.867307308
KCNK9 AK090707_bp2202_R AGCTAAAAAGCCGACTCATTCATCCAAAGATCTCTTGAATCTTTGGATGAATGAGTCGGCGG Hs.493037 15767 -0.8671625 1.64597128 0.239206297 0.1231125 0.35368773 0.555919702
KCNK9 AK090707_bp897_R AGCTAAAAAGCCCTTCCACTCATTCATCATTCTCTTGAAATGATGAATGAGTGGAAGGGCGG Hs.493037 5041 -0.5233375 0.49296947 0.072099776 0.3065625 0.74432534 0.400268472
KCNK9 AK090707_bp897_R AGCTAAAAAGCCCTTCCACTCATTCATCATTCTCTTGAAATGATGAATGAGTGGAAGGGCGG Hs.493037 10417 -0.6939125 0.29152165 0.009812138 0.1564875 0.43385487 0.510553484
KCNK9 AK090707_bp897_R AGCTAAAAAGCCCTTCCACTCATTCATCATTCTCTTGAAATGATGAATGAGTGGAAGGGCGG Hs.493037 15793 -0.4966375 0.28060081 0.032062049 0.4398625 0.51726643 0.142209407
KCNMA1 NM_002247_bp1327_R AGCTAAAAAGTCCCTGAAATCATAGAGTTATCTCTTGAATAACTCTATGATTTCAGGGACGG Hs.144795 8740 -0.9566 0.52510566 0.010530492 -0.53515 0.57942031 0.09566179
KCNMA1 NM_002247_bp1327_R AGCTAAAAAGTCCCTGAAATCATAGAGTTATCTCTTGAATAACTCTATGATTTCAGGGACGG Hs.144795 14116 -0.60865 0.20797417 0.010292025 -0.4638 0.61819818 0.150408292
KCNMA1 NM_002247_bp1327_R AGCTAAAAAGTCCCTGAAATCATAGAGTTATCTCTTGAATAACTCTATGATTTCAGGGACGG Hs.144795 3364 -0.709575 0.39489673 0.016370236 -0.26366667 0.76024349 0.492853473
KCNMA1 NM_002247_bp2096_R AGCTAAAAAGAGAGAGCCGTATATTAATTATCTCTTGAATAATTAATATACGGCTCTCTCGG Hs.144795 3362 0.0652 0.4249301 0.76773182 0.64465 0.51892849 0.044927548
KCNMA1 NM_002247_bp2096_R AGCTAAAAAGAGAGAGCCGTATATTAATTATCTCTTGAATAATTAATATACGGCTCTCTCGG Hs.144795 8738 0.12075 0.40460201 0.577748192 0.62715 0.52134292 0.04970908
KCNMA1 NM_002247_bp2096_R AGCTAAAAAGAGAGAGCCGTATATTAATTATCTCTTGAATAATTAATATACGGCTCTCTCGG Hs.144795 14114 0.083925 0.3675998 0.680478138 0.3479 0.58524626 0.249318836
KCNMA1 NM_002247_bp3510_R AGCTAAAAAGGACCTGATCTTCTGCTTAATTCTCTTGAAATTAAGCAGAAGATCAGGTCCGG Hs.144795 3336 -0.2764 0.82867261 0.45996292 0.7643 1.39498026 0.255442809
KCNMA1 NM_002247_bp3510_R AGCTAAAAAGGACCTGATCTTCTGCTTAATTCTCTTGAAATTAAGCAGAAGATCAGGTCCGG Hs.144795 8712 0.1989 0.66146957 0.51852686 0.036633333 1.84331604 0.960527885
KCNMA1 NM_002247_bp3510_R AGCTAAAAAGGACCTGATCTTCTGCTTAATTCTCTTGAAATTAAGCAGAAGATCAGGTCCGG Hs.144795 14088 -0.036325 0.48321139 0.879235172 0.24385 1.02404333 0.566032932
KCNN3 BX649146_bp3990_R AGCTAAAAAGGTGGTGACTTTATTTATAATTCTCTTGAAATTATAAATAAAGTCACCACCGG 4617 -1.4385 0.57966941 0.002565293 -0.16855 0.25658151 0.361986702 -0.62985 0.24883088 0.121269687
KCNN3 BX649146_bp3990_R AGCTAAAAAGGTGGTGACTTTATTTATAATTCTCTTGAAATTATAAATAAAGTCACCACCGG 9993 -1.362425 0.42487344 0.001257021 -0.060925 0.32104201 0.755360324 -0.0042 0.30320739 0.990398116
KCNN3 BX649146_bp3990_R AGCTAAAAAGGTGGTGACTTTATTTATAATTCTCTTGAAATTATAAATAAAGTCACCACCGG 15369 -1.391925 0.44872132 0.00133366 -0.07305 0.17362992 0.643088999 -0.31665 0.08039804 0.366621393
KCNN3 BX649146_bp4380_R AGCTAAAAAGGGGCCTGGATGGAAATGTAATCTCTTGAATTACATTTCCATCCAGGCCCCGG 4615 1.7608 1.37294909 0.039104441 -0.282075 1.0189794 0.548884867 1.389066667 1.10314441 0.028663885
KCNN3 BX649146_bp4380_R AGCTAAAAAGGGGCCTGGATGGAAATGTAATCTCTTGAATTACATTTCCATCCAGGCCCCGG 9991 1.232225 1.04246455 0.033246139 -0.036875 1.15508305 0.94312556 1.57215 0.72980491 0.016686784
KCNN3 BX649146_bp4380_R AGCTAAAAAGGGGCCTGGATGGAAATGTAATCTCTTGAATTACATTTCCATCCAGGCCCCGG 15367 1.7087 0.96150386 0.015835606 0.1385 1.7177
KCNN3 BX649146_bp4487_R AGCTAAAAAGGCGGCTGTATATTGATGAAATCTCTTGAATTTCATCAATATACAGCCGCCGG 4613 -0.455625 0.19424595 0.028421407 -0.494825 0.31281484 0.046444109 -0.2615 0.20060561 0.322690372
KCNN3 BX649146_bp4487_R AGCTAAAAAGGCGGCTGTATATTGATGAAATCTCTTGAATTTCATCAATATACAGCCGCCGG 9989 -0.394425 0.184889 0.044252859 -0.60575 0.31165581 0.024077672 -0.2594 0.14483936 0.316339566
KCNN3 BX649146_bp4487_R AGCTAAAAAGGCGGCTGTATATTGATGAAATCTCTTGAATTTCATCAATATACAGCCGCCGG 15365 -0.334425 0.17293236 0.069868591 -0.62695 0.23816053 0.014272281 -0.26276667 0.20131285 0.320722168
KCNQ1 NM_000218_bp1525_R AGCTAAAAAGAAGTGAGCATGCCCCATTTCTCTCTTGAAGAAATGGGGCATGCTCACTTCGG Hs.95162 2949 -0.004 0.64071788 0.861645124 -0.44178333 1.06943068 0.416810208
KCNQ1 NM_000218_bp1525_R AGCTAAAAAGAAGTGAGCATGCCCCATTTCTCTCTTGAAGAAATGGGGCATGCTCACTTCGG Hs.95162 8325 -0.0098 0.68063861 0.882264898 -0.39748333 0.95154295 0.431497216
KCNQ1 NM_000218_bp1525_R AGCTAAAAAGAAGTGAGCATGCCCCATTTCTCTCTTGAAGAAATGGGGCATGCTCACTTCGG Hs.95162 13701 0.003875 0.64031111 0.841289218 -0.3783375 1.02470499 0.437769032
KCNQ1 NM_000218_bp1640_R AGCTAAAAAGGGCCACCATTAAGGTCATTCTCTCTTGAAGAATGACCTTAATGGTGGCCCGG Hs.95162 2945 -0.30285 0.39343483 0.265839471 -0.1637875 1.3694483 0.820604906
KCNQ1 NM_000218_bp1640_R AGCTAAAAAGGGCCACCATTAAGGTCATTCTCTCTTGAAGAATGACCTTAATGGTGGCCCGG Hs.95162 8321 -0.3794 0.34662137 0.136320041 -0.1417 0.54280804 0.747976722
KCNQ1 NM_000218_bp1640_R AGCTAAAAAGGGCCACCATTAAGGTCATTCTCTCTTGAAGAATGACCTTAATGGTGGCCCGG Hs.95162 13697 -0.406875 0.2828927 0.091419973 -0.2250875 1.26734431 0.71569981
KCNQ1 NM_000218_bp570_R AGCTAAAAAGACTCTCTTCTGGATGGAGATTCTCTTGAAATCTCCATCCAGAAGAGAGTCGG Hs.95162 2947 -0.488375 0.27684827 0.04918434 0.0812125 0.70765806 0.700098285
KCNQ1 NM_000218_bp570_R AGCTAAAAAGACTCTCTTCTGGATGGAGATTCTCTTGAAATCTCCATCCAGAAGAGAGTCGG Hs.95162 8323 -0.5618 0.13888217 0.017358604 0.1829125 0.72315586 0.494761682
KCNQ1 NM_000218_bp570_R AGCTAAAAAGACTCTCTTCTGGATGGAGATTCTCTTGAAATCTCCATCCAGAAGAGAGTCGG Hs.95162 13699 -0.401075 0.22473715 0.074700888 0.3290375 0.70672816 0.270908509
KCNRG NM_173605_bp812_R AGCTAAAAAGAGTCAGGTATGTTTCTATAATCTCTTGAATTATAGAAACATACCTGACTCGG Hs.508035 5048 1.0953125 0.18074127 0.000677448 -0.0124625 0.28877843 0.94622506



KCNRG NM_173605_bp812_R AGCTAAAAAGAGTCAGGTATGTTTCTATAATCTCTTGAATTATAGAAACATACCTGACTCGG Hs.508035 10424 1.1253625 0.08254017 0.00037552 -0.0550375 0.47637507 0.823962145
KCNRG NM_173605_bp812_R AGCTAAAAAGAGTCAGGTATGTTTCTATAATCTCTTGAATTATAGAAACATACCTGACTCGG Hs.508035 15800 1.2320125 0.13515658 0.000304088 0.0218625 0.83206317 0.954612472
KCNRG NM_173605_bp874_R AGCTAAAAAGGCTTACTGATTGACACTTTATCTCTTGAATAAAGTGTCAATCAGTAAGCCGG Hs.508035 5050 -0.5576875 0.4656554 0.053309069 0.7461125 0.69427707 0.067642492
KCNRG NM_173605_bp874_R AGCTAAAAAGGCTTACTGATTGACACTTTATCTCTTGAATAAAGTGTCAATCAGTAAGCCGG Hs.508035 10426 -0.3751125 0.46423372 0.150571912 1.0659875 0.58823442 0.013885084
KCNRG NM_173605_bp874_R AGCTAAAAAGGCTTACTGATTGACACTTTATCTCTTGAATAAAGTGTCAATCAGTAAGCCGG Hs.508035 15802 -0.3341375 0.65981664 0.29526138 1.0936125 0.59843774 0.013283668
KCNRG NM_173605_bp956_R AGCTAAAAAGCTATAGCTTTGAAAGGATAATCTCTTGAATTATCCTTTCAAAGCTATAGCGG Hs.508035 5052 -0.2740875 0.26012109 0.155015727 -0.5897625 0.3744791 0.036395751
KCNRG NM_173605_bp956_R AGCTAAAAAGCTATAGCTTTGAAAGGATAATCTCTTGAATTATCCTTTCAAAGCTATAGCGG Hs.508035 10428 -0.2543875 0.29140715 0.197990758 -0.5738875 0.62819039 0.10846713
KCNRG NM_173605_bp956_R AGCTAAAAAGCTATAGCTTTGAAAGGATAATCTCTTGAATTATCCTTTCAAAGCTATAGCGG Hs.508035 15804 -0.2318375 0.24394627 0.207016108 -0.6555625 0.52302587 0.051842615
KCTD7 NM_153033_bp668_R AGCTAAAAAGCTCAAGGTCTGTGTCTTCAATCTCTTGAATTGAAGACACAGACCTTGAGCGG Hs.520914 5207 -1.5532625 0.9902513 0.012011881 -0.1356875 0.38605473 0.538007556
KCTD7 NM_153033_bp668_R AGCTAAAAAGCTCAAGGTCTGTGTCTTCAATCTCTTGAATTGAAGACACAGACCTTGAGCGG Hs.520914 10583 -0.8400125 0.92343862 0.077750696 -0.1156875 0.36933102 0.587982177
KCTD7 NM_153033_bp668_R AGCTAAAAAGCTCAAGGTCTGTGTCTTCAATCTCTTGAATTGAAGACACAGACCTTGAGCGG Hs.520914 15959 -1.0850875 2.1259234 0.248888849 -0.1388125 0.41785157 0.548077616
KCTD7 NM_153033_bp941_R AGCTAAAAAGCGCCCCATCTATGAGTTCAATCTCTTGAATTGAACTCATAGATGGGGCGCGG Hs.520914 5205 -0.6239125 1.16652479 0.24090791 0.3640125 0.44116098 0.167851358
KCTD7 NM_153033_bp941_R AGCTAAAAAGCGCCCCATCTATGAGTTCAATCTCTTGAATTGAACTCATAGATGGGGCGCGG Hs.520914 10581 -0.0684375 0.23035752 0.68109206 0.4565625 0.46409186 0.109425609
KCTD7 NM_153033_bp941_R AGCTAAAAAGCGCCCCATCTATGAGTTCAATCTCTTGAATTGAACTCATAGATGGGGCGCGG Hs.520914 15957 -1.3235125 2.69502109 0.262993969 0.4380625 0.44893314 0.114504081
KDR NM_002253_bp3771_R AGCTAAAAAGGTGGAACATTTGGGAAATCTTCTCTTGAAAGATTTCCCAAATGTTCCACCGG Hs.479756 157 0.875075 0.8937598 0.063677258 0.0257375 0.72173556 0.939673604
KDR NM_002253_bp3771_R AGCTAAAAAGGTGGAACATTTGGGAAATCTTCTCTTGAAAGATTTCCCAAATGTTCCACCGG Hs.479756 5533 0.9204 0.91108252 0.057600531 -0.0214625 0.76829421 0.952265852
KDR NM_002253_bp3771_R AGCTAAAAAGGTGGAACATTTGGGAAATCTTCTCTTGAAAGATTTCCCAAATGTTCCACCGG Hs.479756 10909 0.979125 0.85284615 0.039507144 0.0492375 0.7282003 0.885840001
KDR NM_002253_bp480_R AGCTAAAAAGGACTGGCTTTGGCCCAATAATCTCTTGAATTATTGGGCCAAAGCCAGTCCGG Hs.479756 158 0.0489 0.93398072 0.9035192 -0.4572875 0.90709515 0.301744975
KDR NM_002253_bp480_R AGCTAAAAAGGACTGGCTTTGGCCCAATAATCTCTTGAATTATTGGGCCAAAGCCAGTCCGG Hs.479756 5534 0.139725 0.93565913 0.730939771 -0.4988625 0.85450842 0.243657604
KDR NM_002253_bp480_R AGCTAAAAAGGACTGGCTTTGGCCCAATAATCTCTTGAATTATTGGGCCAAAGCCAGTCCGG Hs.479756 10910 0.18255 0.9426227 0.656747783 -0.4312125 0.88387165 0.316999923
KDR NM_002253_bp634_R AGCTAAAAAGCCTCGGTCATTTATGTCTATTCTCTTGAAATAGACATAAATGACCGAGGCGG Hs.479756 1687 -0.681266667 0.3672833 0.038233585 -0.4843875 0.44096883 0.08651677
KDR NM_002253_bp634_R AGCTAAAAAGCCTCGGTCATTTATGTCTATTCTCTTGAAATAGACATAAATGACCGAGGCGG Hs.479756 7063 -0.650833333 0.36680843 0.043682023 -0.4833375 0.36460543 0.063252414
KDR NM_002253_bp634_R AGCTAAAAAGCCTCGGTCATTTATGTCTATTCTCTTGAAATAGACATAAATGACCGAGGCGG Hs.479756 12439 -0.85525 0.46292777 0.011655638 -0.4504375 0.33882114 0.068798063
KHSRP NM_003685_bp1117_R AGCTAAAAAGGAGAGATGATCAAGAAGATCTCTCTTGAAGATCTTCTTGATCATCTCTCCGG Hs.568331 3193 1.406275 0.69070979 0.005112835 2.0015 2.30885606 0.051871702
KHSRP NM_003685_bp1117_R AGCTAAAAAGGAGAGATGATCAAGAAGATCTCTCTTGAAGATCTTCTTGATCATCTCTCCGG Hs.568331 8569 1.451775 0.68212055 0.004277398 2.77765 3.94128874 0.092822981
KHSRP NM_003685_bp1117_R AGCTAAAAAGGAGAGATGATCAAGAAGATCTCTCTTGAAGATCTTCTTGATCATCTCTCCGG Hs.568331 13945 1.4624 0.65103613 0.003530866 1.66565 1.76525311 0.041111794
KHSRP NM_003685_bp1821_R AGCTAAAAAGGCCGCCTACTACTCACACTATCTCTTGAATAGTGTGAGTAGTAGGCGGCCGG Hs.568331 3195 1.2036 0.30831154 0.001004742 0.194275 0.5726372 0.498319251
KHSRP NM_003685_bp1821_R AGCTAAAAAGGCCGCCTACTACTCACACTATCTCTTGAATAGTGTGAGTAGTAGGCGGCCGG Hs.568331 8571 1.23815 0.33382036 0.001050977 0.093175 0.65624707 0.760631573
KHSRP NM_003685_bp1821_R AGCTAAAAAGGCCGCCTACTACTCACACTATCTCTTGAATAGTGTGAGTAGTAGGCGGCCGG Hs.568331 13947 1.220625 0.30835902 0.000942136 0.172675 0.55023513 0.537106727
KHSRP NM_003685_bp616_R AGCTAAAAAGGCTGCAAAGTACAGATTTCTTCTCTTGAAAGAAATCTGTACTTTGCAGCCGG Hs.568331 3167 1.2784 0.21477041 0.002429606 -0.023275 0.5763502 0.934279202
KHSRP NM_003685_bp616_R AGCTAAAAAGGCTGCAAAGTACAGATTTCTTCTCTTGAAAGAAATCTGTACTTTGCAGCCGG Hs.568331 8543 1.312625 0.18583816 0.000297678 0.075725 0.70824768 0.813260881
KHSRP NM_003685_bp616_R AGCTAAAAAGGCTGCAAAGTACAGATTTCTTCTCTTGAAAGAAATCTGTACTTTGCAGCCGG Hs.568331 13919 1.30505 0.16535688 0.000271403 -0.002125 0.68682702 0.994591341
KIAA0310 XM_088459_bp1814_R AGCTAAAAAGTGGCATTGGTGCTTCTGAGATCTCTTGAATCTCAGAAGCACCAATGCCACGG 2789 2.26465 1.23738909 0.005063301 -0.5648625 1.13078194 0.277793679
KIAA0310 XM_088459_bp1814_R AGCTAAAAAGTGGCATTGGTGCTTCTGAGATCTCTTGAATCTCAGAAGCACCAATGCCACGG 8165 2.2898 1.21884837 0.004548656 -0.7065875 1.26017131 0.215218286
KIAA0310 XM_088459_bp1814_R AGCTAAAAAGTGGCATTGGTGCTTCTGAGATCTCTTGAATCTCAGAAGCACCAATGCCACGG 13541 2.2633 1.19870616 0.004463271 -0.6769375 1.20119653 0.217256306
KIAA0310 XM_088459_bp2226_R AGCTAAAAAGCCTGCTAATTTGCTGGTTCATCTCTTGAATGAACCAGCAAATTAGCAGGCGG 2787 -0.5586 0.14522708 0.017743968 0.9222875 1.2670432 0.09096163
KIAA0310 XM_088459_bp2226_R AGCTAAAAAGCCTGCTAATTTGCTGGTTCATCTCTTGAATGAACCAGCAAATTAGCAGGCGG 8163 -0.524775 0.12989178 0.021724871 0.8155125 1.27027974 0.124805587
KIAA0310 XM_088459_bp2226_R AGCTAAAAAGCCTGCTAATTTGCTGGTTCATCTCTTGAATGAACCAGCAAATTAGCAGGCGG 13539 -0.6543 0.23075076 0.014374364 0.8901625 1.1873939 0.085606284
KIAA0310 XM_088459_bp3835_R AGCTAAAAAGGCGGTCAGCTTATCAAAGTGTCTCTTGAACACTTTGATAAGCTGACCGCCGG 2785 -0.388275 0.79715683 0.462264574 1.4887 0.84386123 0.022370573
KIAA0310 XM_088459_bp3835_R AGCTAAAAAGGCGGTCAGCTTATCAAAGTGTCTCTTGAACACTTTGATAAGCTGACCGCCGG 8161 -0.446575 0.82176415 0.403848327 1.56855 0.86429662 0.019653282
KIAA0310 XM_088459_bp3835_R AGCTAAAAAGGCGGTCAGCTTATCAAAGTGTCTCTTGAACACTTTGATAAGCTGACCGCCGG 13537 -0.75595 1.47175 0.87645886 0.024607707
KIAA0746 BC060867_bp2658_R AGCTAAAAAGCATGAAGCTTTGCTGTATTATCTCTTGAATAATACAGCAAAGCTTCATGCGG Hs.479384 4532 0.128 0.75783066 0.733739221 0.0414 0.35305168 0.839926919 1.017 2.37922166 0.304344075
KIAA0746 BC060867_bp2658_R AGCTAAAAAGCATGAAGCTTTGCTGTATTATCTCTTGAATAATACAGCAAAGCTTCATGCGG Hs.479384 9908 1.109675 0.33798196 0.001778445 -0.0388 0.46497233 0.891274469 0.712133333 1.89645049 0.369156379
KIAA0746 BC060867_bp2658_R AGCTAAAAAGCATGAAGCTTTGCTGTATTATCTCTTGAATAATACAGCAAAGCTTCATGCGG Hs.479384 15284 0.64375 0.14177291 0.005885289 -0.393925 0.79196208 0.314582781 0.5003 1.8848411 0.517068609
KIAA0746 BC060867_bp509_R AGCTAAAAAGCGCCTGGATTACTCACAAATTCTCTTGAAATTTGTGAGTAATCCAGGCGCGG Hs.479384 4528 -0.137 0.32773871 0.4832842 -0.204125 0.26010734 0.282091153 0.272766667 0.66559019 0.447259026
KIAA0746 BC060867_bp509_R AGCTAAAAAGCGCCTGGATTACTCACAAATTCTCTTGAAATTTGTGAGTAATCCAGGCGCGG Hs.479384 9904 0.187425 0.13215976 0.235389129 0.030775 0.38602771 0.886459701 0.114833333 0.6412736 0.738024533
KIAA0746 BC060867_bp509_R AGCTAAAAAGCGCCTGGATTACTCACAAATTCTCTTGAAATTTGTGAGTAATCCAGGCGCGG Hs.479384 15280 -0.1155 0.2297168 0.494596726 -0.173625 0.48307038 0.497961049 0.486733333 1.23243355 0.374911571
KIAA0746 BC060867_bp864_R AGCTAAAAAGTGGCTTTATTTACTCCATTATCTCTTGAATAATGGAGTAAATAAAGCCACGG Hs.479384 4530 -0.110275 1.01584624 0.800351527 -0.696675 0.65496018 0.071644929 0.778666667 1.23475528 0.180158499
KIAA0746 BC060867_bp864_R AGCTAAAAAGTGGCTTTATTTACTCCATTATCTCTTGAATAATGGAGTAAATAAAGCCACGG Hs.479384 9906 0.1893 0.92866947 0.670806558 -0.482325 0.51900459 0.115931507 0.707466667 1.45598116 0.271601368
KIAA0746 BC060867_bp864_R AGCTAAAAAGTGGCTTTATTTACTCCATTATCTCTTGAATAATGGAGTAAATAAAGCCACGG Hs.479384 15282 0.193833333 0.99876342 0.68211355 -0.15705 0.26226591 0.610975474 0.7619 1.1461431 0.167194345
KIAA0828 BC024325_bp1297_R AGCTAAAAAGGCTCCATTGTGTATGTAACTTCTCTTGAAAGTTACATACACAATGGAGCCGG Hs.195058 4429 0.421025 1.08321709 0.38081709 -0.049475 0.20348365 0.761628098 1.0779 0.92252773 0.043673565
KIAA0828 BC024325_bp1297_R AGCTAAAAAGGCTCCATTGTGTATGTAACTTCTCTTGAAAGTTACATACACAATGGAGCCGG Hs.195058 9805 0.54195 1.06515228 0.264650385 -0.055325 0.36275519 0.790727699 0.707566667 1.0404737 0.167667996
KIAA0828 BC024325_bp1297_R AGCTAAAAAGGCTCCATTGTGTATGTAACTTCTCTTGAAAGTTACATACACAATGGAGCCGG Hs.195058 15181 0.45275 1.62570245 0.511939138 -0.44905 0.39402681 0.087489484 0.980566667 1.2116157 0.102916028
KIAA0828 BC024325_bp1357_R AGCTAAAAAGGATTTCGACTGGTGAAATTATCTCTTGAATAATTTCACCAGTCGAAATCCGG Hs.195058 4433 -0.459675 0.72474011 0.196398474 0.01165 0.34331599 0.953868838 -0.4188 0.41506943 0.184131457
KIAA0828 BC024325_bp1357_R AGCTAAAAAGGATTTCGACTGGTGAAATTATCTCTTGAATAATTTCACCAGTCGAAATCCGG Hs.195058 9809 -0.198925 0.66026553 0.51789626 -0.09895 0.25834507 0.581325259 -0.1874 1.06372996 0.692271995
KIAA0828 BC024325_bp1357_R AGCTAAAAAGGATTTCGACTGGTGAAATTATCTCTTGAATAATTTCACCAGTCGAAATCCGG Hs.195058 15185 0.322075 1.13420626 0.512548149 -0.0471 0.6194713 0.875457227 -0.19703333 0.5513716 0.543280403
KIAA0828 BC024325_bp856_R AGCTAAAAAGCTGCTGCTCTAGCAGAAAGTTCTCTTGAAACTTTCTGCTAGAGCAGCAGCGG Hs.195058 4431 -0.3382 0.7043006 0.365697424 -0.793 -0.0091
KIAA0828 BC024325_bp856_R AGCTAAAAAGCTGCTGCTCTAGCAGAAAGTTCTCTTGAAACTTTCTGCTAGAGCAGCAGCGG Hs.195058 9807 -0.602975 0.5203512 0.052963168 -0.56255 0.40100026 0.179117487 -0.9685
KIAA0828 BC024325_bp856_R AGCTAAAAAGCTGCTGCTCTAGCAGAAAGTTCTCTTGAAACTTTCTGCTAGAGCAGCAGCGG Hs.195058 15183 -0.0881 0.76042828 0.814608865 -0.5834 0.27464027 0.141061611 -1.1128 0.81232427 0.056129406
KIAA0870 NM_014957_bp1119_R AGCTAAAAAGACGGTTTAGTTCTGATAAATTCTCTTGAAATTTATCAGAACTAAACCGTCGG Hs.18166 4648 -0.9400125 0.19899463 0.001523034 -0.6238625 0.77813993 0.135045173
KIAA0870 NM_014957_bp1119_R AGCTAAAAAGACGGTTTAGTTCTGATAAATTCTCTTGAAATTTATCAGAACTAAACCGTCGG Hs.18166 10024 -0.7165125 0.12492526 0.003463681 -0.2324 0.11073292 0.433165551
KIAA0870 NM_014957_bp1119_R AGCTAAAAAGACGGTTTAGTTCTGATAAATTCTCTTGAAATTTATCAGAACTAAACCGTCGG Hs.18166 15400 -1.802175 1.71844626 0.09199095
KIAA0870 NM_014957_bp723_R AGCTAAAAAGCTGCGAAGCTGTCTTTAATATCTCTTGAATATTAAAGACAGCTTCGCAGCGG Hs.18166 4791 0.7989875 0.46760187 0.015555016 -0.2009125 0.56255791 0.483778808
KIAA0870 NM_014957_bp723_R AGCTAAAAAGCTGCGAAGCTGTCTTTAATATCTCTTGAATATTAAAGACAGCTTCGCAGCGG Hs.18166 10167 0.2234875 0.21410058 0.205140855 0.0788875 0.18795251 0.624151966
KIAA0870 NM_014957_bp723_R AGCTAAAAAGCTGCGAAGCTGTCTTTAATATCTCTTGAATATTAAAGACAGCTTCGCAGCGG Hs.18166 15543 0.4676375 0.12557586 0.019467554 -0.0115375 0.51118055 0.9645165
KIAA0870 NM_014957_bp760_R AGCTAAAAAGACCGCTCCATTTGGTATTTATCTCTTGAATAAATACCAAATGGAGCGGTCGG Hs.18166 4793 0.0943375 0.09113826 0.512886504 -0.4688375 0.67594389 0.190876982
KIAA0870 NM_014957_bp760_R AGCTAAAAAGACCGCTCCATTTGGTATTTATCTCTTGAATAAATACCAAATGGAGCGGTCGG Hs.18166 10169 -0.0268625 0.10154639 0.850263184 -0.5548875 0.67468337 0.134247075
KIAA0870 NM_014957_bp760_R AGCTAAAAAGACCGCTCCATTTGGTATTTATCTCTTGAATAAATACCAAATGGAGCGGTCGG Hs.18166 15545 0.0527375 0.11774091 0.716269813 -0.3695125 0.4782655 0.181697998
KIAA0882 XM_093895_bp1030_R AGCTAAAAAGAGGCAACTCTTAGACAATGATCTCTTGAATCATTGTCTAAGAGTTGCCTCGG 3758 1.823175 0.2226224 7.74E-05 1.4472875 0.60025572 0.001885672
KIAA0882 XM_093895_bp1030_R AGCTAAAAAGAGGCAACTCTTAGACAATGATCTCTTGAATCATTGTCTAAGAGTTGCCTCGG 9134 1.80285 0.1973481 6.93E-05 0.8752875 0.49064406 0.012332349
KIAA0882 XM_093895_bp1030_R AGCTAAAAAGAGGCAACTCTTAGACAATGATCTCTTGAATCATTGTCTAAGAGTTGCCTCGG 14510 2.208 0.978863 0.002645433 1.3588875 1.21199146 0.025434477
KIAA0882 XM_093895_bp1607_R AGCTAAAAAGAGCGCCAGTTTAACCTAAATTCTCTTGAAATTTAGGTTAAACTGGCGCTCGG 3756 0.545125 0.31668502 0.027963557 -0.2252 0.29104515 0.528268255
KIAA0882 XM_093895_bp1607_R AGCTAAAAAGAGCGCCAGTTTAACCTAAATTCTCTTGAAATTTAGGTTAAACTGGCGCTCGG 9132 0.078225 0.32267941 0.681442719 -0.1418375 0.18805461 0.487275735
KIAA0882 XM_093895_bp1607_R AGCTAAAAAGAGCGCCAGTTTAACCTAAATTCTCTTGAAATTTAGGTTAAACTGGCGCTCGG 14508 -0.065475 0.2152959 0.687975966 -0.1140125 0.14869172 0.565260755
KIAA0882 XM_093895_bp2098_R AGCTAAAAAGCTGCTGCTTTATGCCAAAGATCTCTTGAATCTTTGGCATAAAGCAGCAGCGG 3760 0.329825 0.45376136 0.190475035 0.3491875 0.50195279 0.214413967
KIAA0882 XM_093895_bp2098_R AGCTAAAAAGCTGCTGCTTTATGCCAAAGATCTCTTGAATCTTTGGCATAAAGCAGCAGCGG 9136 -0.0704 0.79658482 0.841390177 0.1177625 0.40453117 0.625757376
KIAA0882 XM_093895_bp2098_R AGCTAAAAAGCTGCTGCTTTATGCCAAAGATCTCTTGAATCTTTGGCATAAAGCAGCAGCGG 14512 0.452075 0.61935303 0.157432615 0.1690125 0.46833363 0.513827995
KIAA0999 NM_025164_bp1849_R AGCTAAAAAGGGGGGCAGATTGATGAAAGATCTCTTGAATCTTTCATCAATCTGCCCCCCGG Hs.167451 1929 0.350775 0.13763588 0.053792352 -0.19705 0.28292968 0.312211548
KIAA0999 NM_025164_bp1849_R AGCTAAAAAGGGGGGCAGATTGATGAAAGATCTCTTGAATCTTTCATCAATCTGCCCCCCGG Hs.167451 7305 0.4012 0.08567602 0.029801566 -0.085125 0.36970701 0.687943696
KIAA0999 NM_025164_bp1849_R AGCTAAAAAGGGGGGCAGATTGATGAAAGATCTCTTGAATCTTTCATCAATCTGCCCCCCGG Hs.167451 12681 0.303575 0.43683872 0.212757552 -0.0761 0.39330954 0.728593036
KIAA0999 NM_025164_bp2727_R AGCTAAAAAGCCGCCAGACTATACAAGACATCTCTTGAATGTCTTGTATAGTCTGGCGGCGG Hs.167451 1931 -0.267225 0.23058588 0.14946924 -0.185975 0.68927125 0.577045551
KIAA0999 NM_025164_bp2727_R AGCTAAAAAGCCGCCAGACTATACAAGACATCTCTTGAATGTCTTGTATAGTCTGGCGGCGG Hs.167451 7307 -0.131325 0.34515645 0.511258926 -0.144575 0.51696297 0.587055659
KIAA0999 NM_025164_bp2727_R AGCTAAAAAGCCGCCAGACTATACAAGACATCTCTTGAATGTCTTGTATAGTCTGGCGGCGG Hs.167451 12683 -0.134575 0.17207325 0.397147874 -0.036675 0.55969742 0.894906947
KIAA0999 NM_025164_bp2985_R AGCTAAAAAGCGCCAGGCTTTATCTTATCATCTCTTGAATGATAAGATAAAGCCTGGCGCGG Hs.167451 6080 -5.1608
KIAA0999 NM_025164_bp2985_R AGCTAAAAAGCGCCAGGCTTTATCTTATCATCTCTTGAATGATAAGATAAAGCCTGGCGCGG Hs.167451 704
KIAA0999 NM_025164_bp2985_R AGCTAAAAAGCGCCAGGCTTTATCTTATCATCTCTTGAATGATAAGATAAAGCCTGGCGCGG Hs.167451 11456
KIAA1026 AB028949_bp1414_R AGCTAAAAAGAAGCCATACTCGCTGTTTCCTCTCTTGAAGGAAACAGCGAGTATGGCTTCGG Hs.368823 3675 -0.553375 0.53331671 0.071970786 0.3157375 0.74651151 0.358486719
KIAA1026 AB028949_bp1414_R AGCTAAAAAGAAGCCATACTCGCTGTTTCCTCTCTTGAAGGAAACAGCGAGTATGGCTTCGG Hs.368823 9051 -0.306566667 0.76994074 0.436750453 0.3806125 0.41142396 0.149609324
KIAA1026 AB028949_bp1414_R AGCTAAAAAGAAGCCATACTCGCTGTTTCCTCTCTTGAAGGAAACAGCGAGTATGGCTTCGG Hs.368823 14427 -0.182575 0.34972228 0.373880186 -0.2932625 0.1318145 0.165235708
KIAA1026 AB028949_bp1459_R AGCTAAAAAGGCGAATGCATTTCCTGTTCTTCTCTTGAAAGAACAGGAAATGCATTCGCCGG Hs.368823 3673 -0.394875 0.34783264 0.087744985 0.3004875 0.75908809 0.385661631
KIAA1026 AB028949_bp1459_R AGCTAAAAAGGCGAATGCATTTCCTGTTCTTCTCTTGAAAGAACAGGAAATGCATTCGCCGG Hs.368823 9049 -0.37515 0.49367692 0.164483446 0.9345625 0.96719305 0.05042059
KIAA1026 AB028949_bp1459_R AGCTAAAAAGGCGAATGCATTTCCTGTTCTTCTCTTGAAAGAACAGGAAATGCATTCGCCGG Hs.368823 14425 -0.39265 0.89252649 0.335285313 -0.1049125 0.39058994 0.659154459
KIAA1076 XM_037523_bp1329_R AGCTAAAAAGTCTGCTTTCTCTCCGTATCATCTCTTGAATGATACGGAGAGAAAGCAGACGG 2966 1.344925 0.16754326 0.000238028 -0.514475 1.02240906 0.246670815
KIAA1076 XM_037523_bp1329_R AGCTAAAAAGTCTGCTTTCTCTCCGTATCATCTCTTGAATGATACGGAGAGAAAGCAGACGG 8342 0.810366667 0.47458969 0.033587628 0.16365 1.15503918 0.724663038
KIAA1076 XM_037523_bp1329_R AGCTAAAAAGTCTGCTTTCTCTCCGTATCATCTCTTGAATGATACGGAGAGAAAGCAGACGG 13718 1.198825 0.35367729 0.001394575 -0.343825 0.80007741 0.341892909
KIAA1076 XM_037523_bp504_R AGCTAAAAAGAGGGACATGTGCAAGAAGTATCTCTTGAATACTTCTTGCACATGTCCCTCGG 2962 0.820675 0.63918812 0.032059174 0.18355 0.90653099 0.633266104
KIAA1076 XM_037523_bp504_R AGCTAAAAAGAGGGACATGTGCAAGAAGTATCTCTTGAATACTTCTTGCACATGTCCCTCGG 8338 0.8262 0.57213036 0.02325407 -0.31665 0.77003789 0.366700371
KIAA1076 XM_037523_bp504_R AGCTAAAAAGAGGGACATGTGCAAGAAGTATCTCTTGAATACTTCTTGCACATGTCCCTCGG 13714 0.9632 0.58319303 0.013845438 -0.07975 0.81155187 0.820690277
KIAA1076 XM_037523_bp5760_R AGCTAAAAAGGAGATTACCTATGACTATAATCTCTTGAATTATAGTCATAGGTAATCTCCGG 2964 0.875575 0.48751661 0.012174492 -0.295975 0.76576697 0.395066949
KIAA1076 XM_037523_bp5760_R AGCTAAAAAGGAGATTACCTATGACTATAATCTCTTGAATTATAGTCATAGGTAATCTCCGG 8340 0.4201 0.37485107 0.082740174 -0.059275 0.81413608 0.866383992
KIAA1076 XM_037523_bp5760_R AGCTAAAAAGGAGATTACCTATGACTATAATCTCTTGAATTATAGTCATAGGTAATCTCCGG 13716 0.374775 0.40617224 0.124630472 -0.19875 0.66526346 0.525074541
KIAA1274 AB033100_bp1554_R AGCTAAAAAGGAGCGATACTTCTACCTGATTCTCTTGAAATCAGGTAGAAGTATCGCTCCGG Hs.202351 3693 -0.7649 0.33724352 0.008723788 0.4228125 0.76026353 0.236374513
KIAA1274 AB033100_bp1554_R AGCTAAAAAGGAGCGATACTTCTACCTGATTCTCTTGAAATCAGGTAGAAGTATCGCTCCGG Hs.202351 9069 -0.989525 0.26884503 0.001876576 0.1768375 0.38608575 0.462187141
KIAA1274 AB033100_bp1554_R AGCTAAAAAGGAGCGATACTTCTACCTGATTCTCTTGAAATCAGGTAGAAGTATCGCTCCGG Hs.202351 14445 -0.8142 0.21074954 0.012165292 0.3254625 0.31362312 0.173390627
KIAA1274 AB033100_bp2607_R AGCTAAAAAGCGCTATGTCTGCCTGATTCTTCTCTTGAAAGAATCAGGCAGACATAGCGCGG Hs.202351 3691 -0.22065 0.3458584 0.288735214 -0.0261125 0.597706 0.927792738
KIAA1274 AB033100_bp2607_R AGCTAAAAAGCGCTATGTCTGCCTGATTCTTCTCTTGAAAGAATCAGGCAGACATAGCGCGG Hs.202351 9067 -0.14675 0.42253884 0.512620872 0.0279625 0.50618113 0.915549833
KIAA1274 AB033100_bp2607_R AGCTAAAAAGCGCTATGTCTGCCTGATTCTTCTCTTGAAAGAATCAGGCAGACATAGCGCGG Hs.202351 14443 -0.004725 0.93927445 0.990694253 0.4310125 0.83061043 0.254540798
KIAA1274 AB033100_bp269_R AGCTAAAAAGCTGGCAGACTATGGGTACAATCTCTTGAATTGTACCCATAGTCTGCCAGCGG Hs.202351 3689 0.42865 0.48352421 0.117855753 0.3225875 0.44412369 0.223782973
KIAA1274 AB033100_bp269_R AGCTAAAAAGCTGGCAGACTATGGGTACAATCTCTTGAATTGTACCCATAGTCTGCCAGCGG Hs.202351 9065 -0.0286 0.32815599 0.880731819 0.9704625 0.3653754 0.004464426
KIAA1274 AB033100_bp269_R AGCTAAAAAGCTGGCAGACTATGGGTACAATCTCTTGAATTGTACCCATAGTCTGCCAGCGG Hs.202351 14441 -0.0949 0.12004828 0.520435909 0.7652375 0.36902793 0.013333026
KIAA1509 XM_029353_bp1425_R AGCTAAAAAGCTCAGCCAGTTGGAGTTTGATCTCTTGAATCAAACTCCAACTGGCTGAGCGG 3704 -0.019225 0.15002077 0.89738613 -0.2315625 0.42667919 0.36055861
KIAA1509 XM_029353_bp1425_R AGCTAAAAAGCTCAGCCAGTTGGAGTTTGATCTCTTGAATCAAACTCCAACTGGCTGAGCGG 9080 0.1931 0.68396685 0.540778237 -0.4258375 0.57486523 0.165735426
KIAA1509 XM_029353_bp1425_R AGCTAAAAAGCTCAGCCAGTTGGAGTTTGATCTCTTGAATCAAACTCCAACTGGCTGAGCGG 14456 0.86045 1.03785632 0.09660323 0.0145875 0.58345092 0.959055695
KIAA1509 XM_029353_bp2557_R AGCTAAAAAGAAGCACAGATGGAAGAGAAATCTCTTGAATTTCTCTTCCATCTGTGCTTCGG 3706 1.5421 1.27863651 0.029383746 0.7546875 0.38894304 0.015289252
KIAA1509 XM_029353_bp2557_R AGCTAAAAAGAAGCACAGATGGAAGAGAAATCTCTTGAATTTCTCTTCCATCTGTGCTTCGG 9082 1.720175 1.30585386 0.021372025 0.5582125 0.41169715 0.051462927
KIAA1509 XM_029353_bp2557_R AGCTAAAAAGAAGCACAGATGGAAGAGAAATCTCTTGAATTTCTCTTCCATCTGTGCTTCGG 14458 1.187775 0.72380267 0.011898824 0.0394375 0.69350072 0.900570696
KIAA1509 XM_029353_bp774_R AGCTAAAAAGCAGCTGAAATCCAAGCTTCATCTCTTGAATGAAGCTTGGATTTCAGCTGCGG 3708 0.651425 0.61889913 0.06186482 -0.37763333 0.81298281 0.355779362
KIAA1509 XM_029353_bp774_R AGCTAAAAAGCAGCTGAAATCCAAGCTTCATCTCTTGAATGAAGCTTGGATTTCAGCTGCGG 9084 0.813525 0.21341711 0.003154618 -0.4620625 0.32666575 0.073022665
KIAA1509 XM_029353_bp774_R AGCTAAAAAGCAGCTGAAATCCAAGCTTCATCTCTTGAATGAAGCTTGGATTTCAGCTGCGG 14460 0.93265 0.31720533 0.003343448 -0.12038333 0.63845928 0.725433842
KIAA1545 AB046765_bp105_R AGCTAAAAAGAGCGTCGTCTCATCAAGAAGTCTCTTGAACTTCTTGATGAGACGACGCTCGG Hs.411138 3769 0.911925 0.05073143 0.000922065 0.9975875 0.70044044 0.016602919
KIAA1545 AB046765_bp105_R AGCTAAAAAGAGCGTCGTCTCATCAAGAAGTCTCTTGAACTTCTTGATGAGACGACGCTCGG Hs.411138 9145 0.949375 0.39058178 0.004952973 0.5356375 0.66271372 0.117772627
KIAA1545 AB046765_bp105_R AGCTAAAAAGAGCGTCGTCTCATCAAGAAGTCTCTTGAACTTCTTGATGAGACGACGCTCGG Hs.411138 14521 0.8651 0.09909234 0.001351073 0.5063875 0.40184697 0.06817237
KIAA1545 AB046765_bp1635_R AGCTAAAAAGGTGCAAAGCTGGACCTGTTCTCTCTTGAAGAACAGGTCCAGCTTTGCACCGG Hs.411138 3773 -0.39265 0.37117087 0.097634345 0.2081375 0.45281363 0.419089657
KIAA1545 AB046765_bp1635_R AGCTAAAAAGGTGCAAAGCTGGACCTGTTCTCTCTTGAAGAACAGGTCCAGCTTTGCACCGG Hs.411138 9149 -0.568175 0.24696839 0.016577292 0.2167125 0.54917312 0.442359663
KIAA1545 AB046765_bp1635_R AGCTAAAAAGGTGCAAAGCTGGACCTGTTCTCTCTTGAAGAACAGGTCCAGCTTTGCACCGG Hs.411138 14525 -0.605075 0.19221498 0.009699303 -0.0187875 0.30639358 0.931521932
KIAA1545 AB046765_bp371_R AGCTAAAAAGGGGAGAGGCTACTCTTGTGATCTCTTGAATCACAAGAGTAGCCTCTCCCCGG Hs.411138 3771 0.4024 0.10493132 0.031078411 -0.2062625 0.19357321 0.324674339
KIAA1545 AB046765_bp371_R AGCTAAAAAGGGGAGAGGCTACTCTTGTGATCTCTTGAATCACAAGAGTAGCCTCTCCCCGG Hs.411138 9147 0.334075 0.204138 0.078435196 -0.2576875 0.23285693 0.239814304
KIAA1545 AB046765_bp371_R AGCTAAAAAGGGGAGAGGCTACTCTTGTGATCTCTTGAATCACAAGAGTAGCCTCTCCCCGG Hs.411138 14523 0.3666 0.16589578 0.051778827 -0.2140125 0.20221888 0.310808711
KIAA1639 XM_290923_bp2388_R AGCTAAAAAGTACCTCCCATTCGAGTTTATTCTCTTGAAATAAACTCGAATGGGAGGTACGG Hs.287383 867 -0.652125 1.20226569 0.234312068 -0.2753 0.42753438 0.26642861
KIAA1639 XM_290923_bp2388_R AGCTAAAAAGTACCTCCCATTCGAGTTTATTCTCTTGAAATAAACTCGAATGGGAGGTACGG Hs.287383 6243 -0.4976 1.45690494 0.464753575 0.3452 0.08305366 0.126526743
KIAA1639 XM_290923_bp2388_R AGCTAAAAAGTACCTCCCATTCGAGTTTATTCTCTTGAAATAAACTCGAATGGGAGGTACGG Hs.287383 11619 -0.3766 1.44154673 0.570630316 0.217675 0.35978685 0.321553526
KIAA1639 XM_290923_bp318_R AGCTAAAAAGAGCGAAGCCTCCGACATTTGTCTCTTGAACAAATGTCGGAGGCTTCGCTCGG Hs.287383 2038 -1.159833333 0.60553615 0.017500979 -0.902 0.3132483 0.063610011
KIAA1639 XM_290923_bp318_R AGCTAAAAAGAGCGAAGCCTCCGACATTTGTCTCTTGAACAAATGTCGGAGGCTTCGCTCGG Hs.287383 7414 -1.174066667 0.56120175 0.014173289 -0.323166667 0.52263403 0.326920561
KIAA1639 XM_290923_bp318_R AGCTAAAAAGAGCGAAGCCTCCGACATTTGTCTCTTGAACAAATGTCGGAGGCTTCGCTCGG Hs.287383 12790 -1.4577 0.45568467 0.004235868 -0.215533333 0.55637141 0.512084714
KIAA1639 XM_290923_bp3450_R AGCTAAAAAGACCTTCGCATTCCAGACACATCTCTTGAATGTGTCTGGAATGCGAAGGTCGG Hs.287383 6244 -0.401366667 0.41399314 0.165722145 1.91485 2.93244253 0.26381937
KIAA1639 XM_290923_bp3450_R AGCTAAAAAGACCTTCGCATTCCAGACACATCTCTTGAATGTGTCTGGAATGCGAAGGTCGG Hs.287383 11620 -0.336633333 0.50604976 0.27299017 1.75285 2.74053375 0.272273186
KIAA1639 XM_290923_bp3450_R AGCTAAAAAGACCTTCGCATTCCAGACACATCTCTTGAATGTGTCTGGAATGCGAAGGTCGG Hs.287383 868 -0.4215 0.52098609 0.193271415 -0.271
KIAA1706 AK027386_bp1507_R AGCTAAAAAGTGCAAGAACTGCTTGACAGATCTCTTGAATCTGTCAAGCAGTTCTTGCACGG Hs.487994 3943 0.1841625 0.17919737 0.264713376 0.6201 0.07840591 0.014124551
KIAA1706 AK027386_bp1507_R AGCTAAAAAGTGCAAGAACTGCTTGACAGATCTCTTGAATCTGTCAAGCAGTTCTTGCACGG Hs.487994 9319 0.1194125 0.1504195 0.438033952 0.57745 0.10620159 0.019708032



KIAA1706 AK027386_bp2079_R AGCTAAAAAGGACAACATCTGGATCAGTAATCTCTTGAATTACTGATCCAGATGTTGTCCGG Hs.487994 3941 0.3199625 0.4304478 0.189298292 -0.160875 0.13560126 0.420659664
KIAA1706 AK027386_bp2079_R AGCTAAAAAGGACAACATCTGGATCAGTAATCTCTTGAATTACTGATCCAGATGTTGTCCGG Hs.487994 9317 0.0974625 0.23413235 0.563937011 -0.1262 0.16753024 0.529874595
KIAA1706 AK027386_bp2079_R AGCTAAAAAGGACAACATCTGGATCAGTAATCTCTTGAATTACTGATCCAGATGTTGTCCGG Hs.487994 14693 0.0243625 0.25291809 0.886419935 -0.110925 0.13296329 0.57263783
KIAA1706 AK027386_bp2214_R AGCTAAAAAGCTAGCCGAGTTCTACACTGATCTCTTGAATCAGTGTAGAACTCGGCTAGCGG Hs.487994 3945 -0.0882 0.1710886 0.651223074 -0.37485 0.64646281 0.242594473
KIAA1706 AK027386_bp2214_R AGCTAAAAAGCTAGCCGAGTTCTACACTGATCTCTTGAATCAGTGTAGAACTCGGCTAGCGG Hs.487994 9321 -0.13 0.157472 0.507309004 -0.355375 0.5896585 0.242168952
KIAA1706 AK027386_bp2214_R AGCTAAAAAGCTAGCCGAGTTCTACACTGATCTCTTGAATCAGTGTAGAACTCGGCTAGCGG Hs.487994 14697 -0.102466667 0.1407488 0.592508769 -0.321975 0.5919889 0.285418782
KIAA1706 AK027386_bp1507_R AGCTAAAAAGTGCAAGAACTGCTTGACAGATCTCTTGAATCTGTCAAGCAGTTCTTGCACGG Hs.487994 14695 0.2281625 0.167552 0.175356895 0.564175 0.18367835 0.025219646
KIAA1718 XM_379934_bp1138_R AGCTAAAAAGCCGATGAAATAATTATAAAGTCTCTTGAACTTTATAATTATTTCATCGGCGG Hs.308710 4781 0.1154625 0.34952962 0.56401878 -0.6855625 0.66006839 0.076153775
KIAA1718 XM_379934_bp1138_R AGCTAAAAAGCCGATGAAATAATTATAAAGTCTCTTGAACTTTATAATTATTTCATCGGCGG Hs.308710 10157 0.0275375 0.41093582 0.898306262 -0.7887375 0.61055161 0.042297093
KIAA1718 XM_379934_bp1138_R AGCTAAAAAGCCGATGAAATAATTATAAAGTCTCTTGAACTTTATAATTATTTCATCGGCGG Hs.308710 15533 0.0515625 0.39273423 0.806294825 -0.8314625 0.39692173 0.012621087
KIAA1718 XM_379934_bp2510_R AGCTAAAAAGGCAGCCCTTTGCAGATCAAATCTCTTGAATTTGATCTGCAAAGGGCTGCCGG Hs.308710 4779 -0.4896875 0.08577883 0.014396724 -0.0308125 0.76916609 0.931596116
KIAA1718 XM_379934_bp2510_R AGCTAAAAAGGCAGCCCTTTGCAGATCAAATCTCTTGAATTTGATCTGCAAAGGGCTGCCGG Hs.308710 10155 -0.4844875 0.0766734 0.014643377 -0.1102625 0.66858517 0.731535377
KIAA1718 XM_379934_bp2510_R AGCTAAAAAGGCAGCCCTTTGCAGATCAAATCTCTTGAATTTGATCTGCAAAGGGCTGCCGG Hs.308710 15531 -0.3144125 0.13058885 0.072759355 -0.1317375 0.73642825 0.70566358
KIAA1718 XM_379934_bp3077_R AGCTAAAAAGGCAGTTGTATCGCTATGATATCTCTTGAATATCATAGCGATACAACTGCCGG Hs.308710 4777 1.3111 -1.43985 1.50592531 0.156309254
KIAA1718 XM_379934_bp3077_R AGCTAAAAAGGCAGTTGTATCGCTATGATATCTCTTGAATATCATAGCGATACAACTGCCGG Hs.308710 15529 1.2368 -0.31985 1.77128873 0.709600259
KIAA1718 XM_379934_bp3077_R AGCTAAAAAGGCAGTTGTATCGCTATGATATCTCTTGAATATCATAGCGATACAACTGCCGG Hs.308710 10153 -1.17665 0.96428152 0.115687157
KIAA1804 NM_032435_bp1047_R AGCTAAAAAGGACCTCAAGTCCAGCAACATTCTCTTGAAATGTTGCTGGACTTGAGGTCCGG Hs.546455 2019 0.112625 0.49292889 0.645505405 -0.356725 0.16910621 0.064427365
KIAA1804 NM_032435_bp1047_R AGCTAAAAAGGACCTCAAGTCCAGCAACATTCTCTTGAAATGTTGCTGGACTTGAGGTCCGG Hs.546455 7395 0.13705 0.49544935 0.578960856 -0.3892 0.16505662 0.049221393
KIAA1804 NM_032435_bp1047_R AGCTAAAAAGGACCTCAAGTCCAGCAACATTCTCTTGAAATGTTGCTGGACTTGAGGTCCGG Hs.546455 12771 0.2687 0.91318144 0.5067634 -0.288525 0.13153814 0.10020296
KIAA1804 NM_032435_bp2154_R AGCTAAAAAGCCCTTGGCTTCATTGTTTGTTCTCTTGAAACAAACAATGAAGCCAAGGGCGG Hs.546455 755 0.8573 -0.19585 0.09920708 0.499114483
KIAA1804 NM_032435_bp2154_R AGCTAAAAAGCCCTTGGCTTCATTGTTTGTTCTCTTGAAACAAACAATGAAGCCAAGGGCGG Hs.546455 6131 -0.341575 0.50878311 0.206356212 -0.092375 0.52106487 0.727311345
KIAA1804 NM_032435_bp2154_R AGCTAAAAAGCCCTTGGCTTCATTGTTTGTTCTCTTGAAACAAACAATGAAGCCAAGGGCGG Hs.546455 11507 0.5034 1.28964934 0.373245995 -0.312725 0.43788591 0.221540554
KIAA1804 NM_032435_bp2936_R AGCTAAAAAGGACCATGTCTGATGGAAATCTCTCTTGAAGATTTCCATCAGACATGGTCCGG Hs.546455 756 0.633975 0.2824221 0.013279794 0.15655 0.32077276 0.437516386
KIAA1804 NM_032435_bp2936_R AGCTAAAAAGGACCATGTCTGATGGAAATCTCTCTTGAAGATTTCCATCAGACATGGTCCGG Hs.546455 6132 0.75435 0.26792393 0.006052413 0.36575 0.34380033 0.11963881
KIAA1804 NM_032435_bp2936_R AGCTAAAAAGGACCATGTCTGATGGAAATCTCTCTTGAAGATTTCCATCAGACATGGTCCGG Hs.546455 11508 0.775725 0.39685173 0.011743214 0.529825 0.33354467 0.041640819
KIAA1909 AB067496_bp1174_R AGCTAAAAAGGGAGTACATTCGGTGCTTAGTCTCTTGAACTAAGCACCGAATGTACTCCCGG Hs.535800 3783 -0.7092 0.46736499 0.02412218 0.0102625 0.70674574 0.97436418
KIAA1909 AB067496_bp1174_R AGCTAAAAAGGGAGTACATTCGGTGCTTAGTCTCTTGAACTAAGCACCGAATGTACTCCCGG Hs.535800 9159 -0.68195 0.24485568 0.007998867 0.3994375 0.23337926 0.089412326
KIAA1909 AB067496_bp1174_R AGCTAAAAAGGGAGTACATTCGGTGCTTAGTCTCTTGAACTAAGCACCGAATGTACTCCCGG Hs.535800 14535 -0.6743 0.24864692 0.008560309 0.0157875 0.22275262 0.938506617
KIAA1909 AB067496_bp212_R AGCTAAAAAGAGGAAATGGTCCAGGATTTCTCTCTTGAAGAAATCCTGGACCATTTCCTCGG Hs.535800 3781 1.976075 0.38489862 0.000166126 1.1708625 0.35764751 0.001692745
KIAA1909 AB067496_bp212_R AGCTAAAAAGAGGAAATGGTCCAGGATTTCTCTCTTGAAGAAATCCTGGACCATTTCCTCGG Hs.535800 9157 2.292725 0.18158714 1.93E-05 1.4649125 0.95330916 0.008169979
KIAA1909 AB067496_bp212_R AGCTAAAAAGAGGAAATGGTCCAGGATTTCTCTCTTGAAGAAATCCTGGACCATTTCCTCGG Hs.535800 14533 1.325325 0.14790964 0.000229144 1.0483125 0.62096142 0.00973312
KIAA1909 AB067496_bp437_R AGCTAAAAAGTGGCAGTGCTGAAGCCTCATTCTCTTGAAATGAGGCTTCAGCACTGCCACGG Hs.535800 9161 0.953433333 0.30967654 0.010266182 0.1202 0.18653477 0.723977974
KIAA1909 AB067496_bp437_R AGCTAAAAAGTGGCAGTGCTGAAGCCTCATTCTCTTGAAATGAGGCTTCAGCACTGCCACGG Hs.535800 14537 1.369475 0.21161468 0.000285769 0.3360125 0.22718311 0.138250603
KIAA1909 AB067496_bp437_R AGCTAAAAAGTGGCAGTGCTGAAGCCTCATTCTCTTGAAATGAGGCTTCAGCACTGCCACGG Hs.535800 3785 0.626425 0.56423586 0.152766946 0.0741
KIAA1909 XM_291137_bp1622_R AGCTAAAAAGCTGCTGTACTTCCATAGCATTCTCTTGAAATGCTATGGAAGTACAGCAGCGG 4917 -0.6088375 0.16185358 0.008131195 -0.4728625 0.44853932 0.094758957 -0.07945 0.58730367 0.804276949 0.4525 0.45879806 0.143091677
KIAA1909 XM_291137_bp1622_R AGCTAAAAAGCTGCTGTACTTCCATAGCATTCTCTTGAAATGCTATGGAAGTACAGCAGCGG 10293 -0.7210375 0.15343576 0.003840779 -0.5489625 0.51424849 0.082421066 -0.089175 0.52105031 0.754710418 0.4917 0.54802342 0.170626158
KIAA1909 XM_291137_bp1622_R AGCTAAAAAGCTGCTGTACTTCCATAGCATTCTCTTGAAATGCTATGGAAGTACAGCAGCGG 15669 -0.5123625 0.08433034 0.012032008 0.8851875 2.31156263 0.399923719 -0.121075 0.50897956 0.666745847 0.52835 0.51073461 0.130369323
KIAA1909 XM_291137_bp1949_R AGCTAAAAAGCTGGAACACTTCGCTGCAAATCTCTTGAATTTGCAGCGAAGTGTTCCAGCGG 4915 -0.3759375 0.29258889 0.080143917 -0.2203 0.30785011 0.372855554 -0.1765 0.21651896 0.201523244 0.0809 0.20375619 0.485159533
KIAA1909 XM_291137_bp1949_R AGCTAAAAAGCTGGAACACTTCGCTGCAAATCTCTTGAATTTGCAGCGAAGTGTTCCAGCGG 10291 -0.3774125 0.35705519 0.102409156 -0.4520125 0.64081539 0.188407166 -0.241475 0.16187152 0.058431434 0.1832 0.25206018 0.242016225
KIAA1909 XM_291137_bp1949_R AGCTAAAAAGCTGGAACACTTCGCTGCAAATCTCTTGAATTTGCAGCGAAGTGTTCCAGCGG 15667 -0.3267875 0.28633058 0.112820409 -0.5130375 0.4974421 0.092359186 -0.2279 0.25356807 0.170097665 0.19335 0.19357599 0.139641643
KIAA1909 XM_291137_bp832_R AGCTAAAAAGGCACCTTCCTTATCCAGAAATCTCTTGAATTTCTGGATAAGGAAGGTGCCGG 4913 -0.3138625 0.27374252 0.118993222 0.0828875 0.5206919 0.753900958 0.1742 0.15896807 0.116076561 0.277475 0.52817098 0.370564168
KIAA1909 XM_291137_bp832_R AGCTAAAAAGGCACCTTCCTTATCCAGAAATCTCTTGAATTTCTGGATAAGGAAGGTGCCGG 10289 -0.4705875 0.48924605 0.095038494 0.0137875 0.39641609 0.949756534 0.1722 0.12732533 0.073481775 0.279275 0.53232391 0.371127972
KIAA1909 XM_291137_bp832_R AGCTAAAAAGGCACCTTCCTTATCCAGAAATCTCTTGAATTTCTGGATAAGGAAGGTGCCGG 15665 -0.195183333 0.40873626 0.454113111 0.0898125 0.38705532 0.680152029 0.17315 0.14734788 0.100285716 0.2704 0.51556133 0.371251281
KIAA1912 AB067499_bp1001_R AGCTAAAAAGAGCTCTGTGTGCTACTAGATTCTCTTGAAATCTAGTAGCACACAGAGCTCGG Hs.117136 3789 0.635575 0.09754234 0.005209719 -0.6824625 0.52927637 0.038136433
KIAA1912 AB067499_bp1001_R AGCTAAAAAGAGCTCTGTGTGCTACTAGATTCTCTTGAAATCTAGTAGCACACAGAGCTCGG Hs.117136 9165 0.82945 0.31814577 0.005552911 -0.82958333 0.45667122 0.031211121
KIAA1912 AB067499_bp1001_R AGCTAAAAAGAGCTCTGTGTGCTACTAGATTCTCTTGAAATCTAGTAGCACACAGAGCTCGG Hs.117136 14541 0.4072 0.64982591 0.208998177 -0.5474875 0.55253013 0.083373976
KIAA1912 AB067499_bp2009_R AGCTAAAAAGCAGCTAGCTTCAGTGGACATTCTCTTGAAATGTCCACTGAAGCTAGCTGCGG Hs.117136 3787 -0.382675 0.44937598 0.137354202 -0.1430875 0.37461608 0.544535872
KIAA1912 AB067499_bp2009_R AGCTAAAAAGCAGCTAGCTTCAGTGGACATTCTCTTGAAATGTCCACTGAAGCTAGCTGCGG Hs.117136 9163 -0.1059 0.3059341 0.571993745 0.5773875 0.67371431 0.099389757
KIAA1912 AB067499_bp2009_R AGCTAAAAAGCAGCTAGCTTCAGTGGACATTCTCTTGAAATGTCCACTGAAGCTAGCTGCGG Hs.117136 14539 0.116425 0.36609068 0.570156268 0.0229875 0.15914742 0.906925276
KIAA1912 AB067499_bp2125_R AGCTAAAAAGCAACATTTGTCAGGAAACCATCTCTTGAATGGTTTCCTGACAAATGTTGCGG Hs.117136 3791 -0.4421 0.17633503 0.029166603 -0.06611667 0.3870946 0.814254122
KIAA1912 AB067499_bp2125_R AGCTAAAAAGCAACATTTGTCAGGAAACCATCTCTTGAATGGTTTCCTGACAAATGTTGCGG Hs.117136 9167 -0.47025 0.13676192 0.019887819 -0.1592625 0.24463422 0.454850309
KIAA1912 AB067499_bp2125_R AGCTAAAAAGCAACATTTGTCAGGAAACCATCTCTTGAATGGTTTCCTGACAAATGTTGCGG Hs.117136 14543 -0.439425 0.18662988 0.031140064 -0.2396125 0.27929056 0.286391143
KIAA1920 XM_375248_bp4938_R AGCTAAAAAGAGGCTGAACTGCGTAAATCCTCTCTTGAAGGATTTACGCAGTTCAGCCTCGG Hs.513096 4951 0.3479375 0.26085825 0.087174374 -0.3134875 0.10392002 0.074955416 0.229825 0.05800899 0.004190999 0.26025 0.21614706 0.095180702
KIAA1920 XM_375248_bp4938_R AGCTAAAAAGAGGCTGAACTGCGTAAATCCTCTCTTGAAGGATTTACGCAGTTCAGCCTCGG Hs.513096 10327 0.1687125 0.15095936 0.28765361 0.0043125 0.27235836 0.980888395 0.200325 0.11246532 0.03775475 0.32245 0.2253856 0.064507219
KIAA1920 XM_375248_bp4938_R AGCTAAAAAGAGGCTGAACTGCGTAAATCCTCTCTTGAAGGATTTACGCAGTTCAGCCTCGG Hs.513096 15703 0.7801125 0.02700143 0.001808933 0.0289375 0.24437676 0.866909775 0.41845 0.30100974 0.068972951 0.4223 0.4606631 0.16410562
KIAA1920 XM_375248_bp6167_R AGCTAAAAAGGAGGACACCTTCTGTTTCCATCTCTTGAATGGAAACAGAAGGTGTCCTCCGG Hs.513096 4949 0.3707875 0.69213047 0.267319533 -0.4504875 0.99060652 0.342298752 0.593725 0.90834109 0.28228868 0.27135 0.51058995 0.365806902
KIAA1920 XM_375248_bp6167_R AGCTAAAAAGGAGGACACCTTCTGTTTCCATCTCTTGAATGGAAACAGAAGGTGTCCTCCGG Hs.513096 10325 0.0756625 0.28891189 0.67639957 -0.5648625 0.96075352 0.235752995 0.654425 0.89390305 0.23935589 0.238375 0.4627181 0.378652101
KIAA1920 XM_375248_bp6167_R AGCTAAAAAGGAGGACACCTTCTGTTTCCATCTCTTGAATGGAAACAGAAGGTGTCCTCCGG Hs.513096 15701 0.1630875 0.22375491 0.342440386 -0.5592875 1.13385753 0.30255793 0.72695 0.90950482 0.208212733 0.36415 0.46531046 0.215505421
KIAA1920 XM_375248_bp6471_R AGCTAAAAAGACTCTGAGATCACTAGAAGATCTCTTGAATCTTCTAGTGATCTCAGAGTCGG Hs.513096 4953 -0.5780625 0.36783988 0.029740518 -0.9840375 0.52043263 0.013277517 0.9394 0.35100833 0.012756592 1.07425 0.24046579 0.002957865
KIAA1920 XM_375248_bp6471_R AGCTAAAAAGACTCTGAGATCACTAGAAGATCTCTTGAATCTTCTAGTGATCTCAGAGTCGG Hs.513096 10329 -0.7264125 0.37665112 0.01350026 -0.9880375 0.7031208 0.029695155 0.985275 0.35962619 0.011953471 1.04455 0.3569455 0.009943517
KIAA1920 XM_375248_bp6471_R AGCTAAAAAGACTCTGAGATCACTAGAAGATCTCTTGAATCTTCTAGTGATCTCAGAGTCGG Hs.513096 15705 -0.4191875 0.54066829 0.148696965 -0.8232125 0.73454027 0.058490175 0.933375 0.43228625 0.02287974 1.119 0.29236159 0.004630134
KIAA1967 NM_021174_bp2964_R AGCTAAAAAGCCACTGAAGTAACCAATAAGTCTCTTGAACTTATTGGTTACTTCAGTGGCGG Hs.433722 3180 0.568025 0.6848498 0.111680453 -0.093775 0.64208881 0.756025596 1.31545 1.01011895 0.080060939 -0.36025 0.68021131 0.367228792
KIAA1967 NM_021174_bp2964_R AGCTAAAAAGCCACTGAAGTAACCAATAAGTCTCTTGAACTTATTGGTTACTTCAGTGGCGG Hs.433722 8556 0.470275 0.71596521 0.184236837 -0.3083 0.75816836 0.373851965 1.22725 0.83650905 0.060793178 -0.190025 0.87444368 0.693203221
KIAA1967 NM_021174_bp2964_R AGCTAAAAAGCCACTGAAGTAACCAATAAGTCTCTTGAACTTATTGGTTACTTCAGTGGCGG Hs.433722 13932 0.118 0.85382454 0.752756503 -0.120725 0.55564279 0.66505959 1.27255 0.90652527 0.067430389 -0.289325 0.80798929 0.525605972
KIAA1967 NM_021174_bp586_R AGCTAAAAAGGGTCTTCACTGGTATTGTTATCTCTTGAATAACAATACCAGTGAAGACCCGG Hs.433722 3176 1.001275 0.6207479 0.014327698 0.839575 0.95081825 0.068100305 0.892225 0.37217324 0.017260161 0.861425 0.40892377 0.024429216
KIAA1967 NM_021174_bp586_R AGCTAAAAAGGGTCTTCACTGGTATTGTTATCTCTTGAATAACAATACCAGTGAAGACCCGG Hs.433722 8552 0.7838 0.54957935 0.02524925 0.8331 1.01017465 0.080346378 1.05985 0.232504 0.002788953 0.843275 0.36632551 0.019267567
KIAA1967 NM_021174_bp586_R AGCTAAAAAGGGTCTTCACTGGTATTGTTATCTCTTGAATAACAATACCAGTGAAGACCCGG Hs.433722 13928 0.6498 0.26512921 0.010919843 0.85695 0.29530031 0.005999629 0.917475 0.34125564 0.012596279 0.861675 0.39310483 0.021977013
KIAA1967 NM_021174_bp795_R AGCTAAAAAGCACCTCCTCTTCTGCATGTATCTCTTGAATACATGCAGAAGAGGAGGTGCGG Hs.433722 3178 -1.052275 0.58917384 0.010087763 -0.299425 0.7064448 0.365753459 0.29 0.32963213 0.17671808 0.260075 0.15819607 0.046147015
KIAA1967 NM_021174_bp795_R AGCTAAAAAGCACCTCCTCTTCTGCATGTATCTCTTGAATACATGCAGAAGAGGAGGTGCGG Hs.433722 8554 -0.958025 0.41305751 0.005480148 -0.34495 0.817139 0.347149524 0.34945 0.4532063 0.220712638 0.31075 0.19632243 0.050647699
KIAA1967 NM_021174_bp795_R AGCTAAAAAGCACCTCCTCTTCTGCATGTATCTCTTGAATACATGCAGAAGAGGAGGTGCGG Hs.433722 13930 -1.081725 0.23183186 0.000983745 -0.307925 0.83748935 0.405638928 0.306 0.39603174 0.219980358 0.288025 0.11128607 0.013993784
KIAA2002 XM_370878_bp1333_R AGCTAAAAAGGGCAAGCAGTAACCATAAACTCTCTTGAAGTTTATGGTTACTGCTTGCCCGG Hs.9587 11626 0.5736 0.4199
KIAA2002 XM_370878_bp1333_R AGCTAAAAAGGGCAAGCAGTAACCATAAACTCTCTTGAAGTTTATGGTTACTGCTTGCCCGG Hs.9587 6250 0.6119 0.29967185 0.104122323
KIAA2002 XM_370878_bp1333_R AGCTAAAAAGGGCAAGCAGTAACCATAAACTCTCTTGAAGTTTATGGTTACTGCTTGCCCGG Hs.9587 874 0.4847
KIAA2002 XM_370878_bp2447_R AGCTAAAAAGGCCCAAATCTCTCTTTACATTCTCTTGAAATGTAAAGAGAGATTTGGGCCGG Hs.9587 875 -0.622875 0.18965714 0.008516631 -0.5382 0.28600981 0.031187432
KIAA2002 XM_370878_bp2447_R AGCTAAAAAGGCCCAAATCTCTCTTTACATTCTCTTGAAATGTAAAGAGAGATTTGGGCCGG Hs.9587 6251 -0.540075 0.2118632 0.016690923 -0.38775 0.22322643 0.063177501
KIAA2002 XM_370878_bp2447_R AGCTAAAAAGGCCCAAATCTCTCTTTACATTCTCTTGAAATGTAAAGAGAGATTTGGGCCGG Hs.9587 11627 -0.689775 0.3220602 0.012027219 -0.334175 0.22656136 0.095436546
KIAA2002 XM_370878_bp847_R AGCTAAAAAGTTCGATTCTTTGTGGACAAATCTCTTGAATTTGTCCACAAAGAATCGAACGG Hs.9587 876 -0.25665 0.29226548 0.195139195 -0.4333 0.69055311 0.227329848
KIAA2002 XM_370878_bp847_R AGCTAAAAAGTTCGATTCTTTGTGGACAAATCTCTTGAATTTGTCCACAAAGAATCGAACGG Hs.9587 6252 -0.09965 0.17820463 0.52660477 -0.242225 0.69656164 0.476794867
KIAA2002 XM_370878_bp847_R AGCTAAAAAGTTCGATTCTTTGTGGACAAATCTCTTGAATTTGTCCACAAAGAATCGAACGG Hs.9587 11628 -0.05425 0.24373257 0.748335215 -0.1671 0.75630608 0.641048232
KISS1 NM_002256_bp107_R AGCTAAAAAGCAAGCCTCAAGGCACTTCTATCTCTTGAATAGAAGTGCCTTGAGGCTTGCGG Hs.95008 1141 0.5877 -0.40823333 1.29430767 0.466963318
KISS1 NM_002256_bp107_R AGCTAAAAAGCAAGCCTCAAGGCACTTCTATCTCTTGAATAGAAGTGCCTTGAGGCTTGCGG Hs.95008 6517 0.2061125 0.42236527 0.453737396 -0.3543 1.3022178 0.527222861
KISS1 NM_002256_bp107_R AGCTAAAAAGCAAGCCTCAAGGCACTTCTATCTCTTGAATAGAAGTGCCTTGAGGCTTGCGG Hs.95008 11893 0.1395 0.60330351 0.78056342 -0.74405 1.35619632 0.192957521
KISS1 NM_002256_bp134_R AGCTAAAAAGCCTCTTCTCACCAAGATGAATCTCTTGAATTCATCTTGGTGAGAAGAGGCGG Hs.95008 1128 -0.1824625 0.05899081 0.153884637 -0.63745 0.32596481 0.025192189
KISS1 NM_002256_bp134_R AGCTAAAAAGCCTCTTCTCACCAAGATGAATCTCTTGAATTCATCTTGGTGAGAAGAGGCGG Hs.95008 6504 -0.1918375 0.13180569 0.158896484 -0.638575 0.3001953 0.022842577
KISS1 NM_002256_bp134_R AGCTAAAAAGCCTCTTCTCACCAAGATGAATCTCTTGAATTCATCTTGGTGAGAAGAGGCGG Hs.95008 11880 -0.1354875 0.17777276 0.288737387 -0.55175 0.27039305 0.03601123
KISS1 NM_002256_bp595_R AGCTAAAAAACCCCAAAGGAGTCAGAGCATTCTCTTGAAATGCTCTGACTCCTTTGGGGTGG Hs.95008 2112 -0.0067375 0.78420595 0.897936897 -0.24195 0.51334554 0.388654266
KISS1 NM_002256_bp595_R AGCTAAAAAACCCCAAAGGAGTCAGAGCATTCTCTTGAAATGCTCTGACTCCTTTGGGGTGG Hs.95008 7488 0.0012625 0.77867481 0.915742095 -0.322075 0.52870354 0.266766413
KISS1 NM_002256_bp595_R AGCTAAAAAACCCCAAAGGAGTCAGAGCATTCTCTTGAAATGCTCTGACTCCTTTGGGGTGG Hs.95008 12864 0.0131875 0.77672667 0.943158928 -0.32795 0.52349961 0.256861182
KIT NM_000222_bp172_R AGCTAAAAAGGCGACGAGATTAGGCTGTTATCTCTTGAATAACAGCCTAATCTCGTCGCCGG Hs.479754 103 0.41485 0.91959237 0.417350306 -0.6230625 0.32413554 0.023397053
KIT NM_000222_bp172_R AGCTAAAAAGGCGACGAGATTAGGCTGTTATCTCTTGAATAACAGCCTAATCTCGTCGCCGG Hs.479754 5479 0.487 0.9091979 0.347784837 -0.5708375 0.32000749 0.030665519
KIT NM_000222_bp172_R AGCTAAAAAGGCGACGAGATTAGGCTGTTATCTCTTGAATAACAGCCTAATCTCGTCGCCGG Hs.479754 10855 0.52085 0.92001663 0.323812201 -0.5699375 0.29531941 0.027096575
KIT NM_000222_bp439_R AGCTAAAAAGACCCAGAAGTGACCAATTATTCTCTTGAAATAATTGGTCACTTCTGGGTCGG Hs.479754 105 -0.1951 0.27591307 0.509136299 -0.448966667 0.67510172 0.266103757
KIT NM_000222_bp439_R AGCTAAAAAGACCCAGAAGTGACCAATTATTCTCTTGAAATAATTGGTCACTTCTGGGTCGG Hs.479754 5481 -0.19685 0.08138799 0.468850128 -0.4887 0.6976785 0.242830421
KIT NM_000222_bp439_R AGCTAAAAAGACCCAGAAGTGACCAATTATTCTCTTGAAATAATTGGTCACTTCTGGGTCGG Hs.479754 10857 -0.16635 0.15506852 0.54433579 -0.437533333 0.82395094 0.3408421
KLF12 NM_007249_bp1036_R AGCTAAAAAGGCAATCGAATGAATAATCAATCTCTTGAATTGATTATTCATTCGATTGCCGG Hs.373857 4934 -0.4783625 0.13167775 0.018308386 0.3248625 0.51192768 0.249276129
KLF12 NM_007249_bp1036_R AGCTAAAAAGGCAATCGAATGAATAATCAATCTCTTGAATTGATTATTCATTCGATTGCCGG Hs.373857 10310 -0.4194375 0.09509118 0.026152429 0.2046625 0.56830176 0.479337817
KLF12 NM_007249_bp1036_R AGCTAAAAAGGCAATCGAATGAATAATCAATCTCTTGAATTGATTATTCATTCGATTGCCGG Hs.373857 15686 -0.3162125 0.13896513 0.073375739 0.3360875 0.74198156 0.359172925
KLF12 NM_007249_bp355_R AGCTAAAAAGCCGTTCCCCTGTTGCTAAATTCTCTTGAAATTTAGCAACAGGGGAACGGCGG Hs.373857 4932 -0.1698625 0.29756044 0.371384988 0.2500625 0.4630256 0.329682071
KLF12 NM_007249_bp355_R AGCTAAAAAGCCGTTCCCCTGTTGCTAAATTCTCTTGAAATTTAGCAACAGGGGAACGGCGG Hs.373857 10308 -0.2463875 0.32158412 0.227865624 0.2013375 0.42393386 0.398382675
KLF12 NM_007249_bp355_R AGCTAAAAAGCCGTTCCCCTGTTGCTAAATTCTCTTGAAATTTAGCAACAGGGGAACGGCGG Hs.373857 15684 -0.2146875 0.23258596 0.230916232 0.2704375 0.39362383 0.252476135
KLHL14 AB037805_bp1572_R AGCTAAAAAGCCGATATGATCCTCGATTTATCTCTTGAATAAATCGAGGATCATATCGGCGG Hs.446164 3729 0.142933333 0.24588118 0.503339748 -0.4856625 0.35692826 0.068171879
KLHL14 AB037805_bp1572_R AGCTAAAAAGCCGATATGATCCTCGATTTATCTCTTGAATAAATCGAGGATCATATCGGCGG Hs.446164 9105 0.0863 0.2713867 0.688550082 -0.4167625 0.33293592 0.099613603
KLHL14 AB037805_bp1572_R AGCTAAAAAGCCGATATGATCCTCGATTTATCTCTTGAATAAATCGAGGATCATATCGGCGG Hs.446164 14481 -0.2819 0.21506571 0.208835655 -0.57155 0.41627376 0.169688416
KLHL14 AB037805_bp1654_R AGCTAAAAAGGACAAGCATTTATACGTAATTCTCTTGAAATTACGTATAAATGCTTGTCCGG Hs.446164 3733 -0.43215 -0.626 0.16348309 0.117210166
KLHL14 AB037805_bp1654_R AGCTAAAAAGGACAAGCATTTATACGTAATTCTCTTGAAATTACGTATAAATGCTTGTCCGG Hs.446164 9109 -0.464633333 0.03999439 0.050066544 -0.6167375 0.08670959 0.014607866
KLHL14 AB037805_bp1654_R AGCTAAAAAGGACAAGCATTTATACGTAATTCTCTTGAAATTACGTATAAATGCTTGTCCGG Hs.446164 14485 -0.37705 -0.1151 0.02800143 0.729735178
KLHL14 AB037805_bp2137_R AGCTAAAAAGGCCTACAAGTCATCTACAATTCTCTTGAAATTGTAGATGACTTGTAGGCCGG Hs.446164 3731 -0.855125 0.36602201 0.006589167 -0.3537625 0.16800679 0.110549298
KLHL14 AB037805_bp2137_R AGCTAAAAAGGCCTACAAGTCATCTACAATTCTCTTGAAATTGTAGATGACTTGTAGGCCGG Hs.446164 9107 -0.57705 0.31687899 0.022869617 -0.0854875 0.29319024 0.694424909
KLHL14 AB037805_bp2137_R AGCTAAAAAGGCCTACAAGTCATCTACAATTCTCTTGAAATTGTAGATGACTTGTAGGCCGG Hs.446164 14483 -0.956825 0.5032596 0.00933814 -0.3148625 0.05557379 0.132244512
KLHL5 BC053860_bp1216_R AGCTAAAAAGACGGAAAGATCTAAGTAAACTCTCTTGAAGTTTACTTAGATCTTTCCGTCGG Hs.272251 4482 1.71625 1.56798129 0.0393062 1.03615 0.60984763 0.017009603 2.223233333 0.88671775 0.002273962
KLHL5 BC053860_bp1216_R AGCTAAAAAGACGGAAAGATCTAAGTAAACTCTCTTGAAGTTTACTTAGATCTTTCCGTCGG Hs.272251 9858 1.487625 1.2516205 0.031051702 1.135725 0.30930894 0.002181148 2.16 0.78358714 0.001815311
KLHL5 BC053860_bp1216_R AGCTAAAAAGACGGAAAGATCTAAGTAAACTCTCTTGAAGTTTACTTAGATCTTTCCGTCGG Hs.272251 15234 1.612025 0.70492216 0.003052195 0.40455 0.62385157 0.221954449 1.9155 0.50370298 0.001144596
KLHL5 BC053860_bp2262_R AGCTAAAAAGGAGCTTGTGTTGTGACTGTATCTCTTGAATACAGTCACAACACAAGCTCCGG Hs.272251 4484 1.2523 0.7107977 0.009088623 0.973675 0.36738003 0.005836945 0.245933333 0.86268702 0.551925291
KLHL5 BC053860_bp2262_R AGCTAAAAAGGAGCTTGTGTTGTGACTGTATCTCTTGAATACAGTCACAACACAAGCTCCGG Hs.272251 9860 1.326875 0.67375674 0.005999751 0.4774 0.54546768 0.12929749 0.349633333 0.53436622 0.293565922
KLHL5 BC053860_bp2262_R AGCTAAAAAGGAGCTTGTGTTGTGACTGTATCTCTTGAATACAGTCACAACACAAGCTCCGG Hs.272251 15236 1.027 0.81462698 0.029432664 0.64575 0.35431158 0.024357013 0.509533333 0.10196589 0.077125757
KLHL5 BC053860_bp429_R AGCTAAAAAGTCCCTGCATTTGAGTTTACATCTCTTGAATGTAAACTCAAATGCAGGGACGG Hs.272251 4480 -0.217025 0.78174586 0.538309291 -0.444 0.38999155 0.088647576 -0.0201 1.35019886 0.971672738
KLHL5 BC053860_bp429_R AGCTAAAAAGTCCCTGCATTTGAGTTTACATCTCTTGAATGTAAACTCAAATGCAGGGACGG Hs.272251 9856 -0.075825 1.06128239 0.867011875 -0.17255 0.1755726 0.300662653 0.287466667 1.01235982 0.534095057
KLHL5 BC053860_bp429_R AGCTAAAAAGTCCCTGCATTTGAGTTTACATCTCTTGAATGTAAACTCAAATGCAGGGACGG Hs.272251 15232 0.222466667 0.36307347 0.374755843 -0.7937 0.80229952 0.079839073 0.1104 0.70065684 0.758805635
KLHL6 AF441792_bp1172_R AGCTAAAAAGGATTCAGATTGAGTATTTAATCTCTTGAATTAAATACTCAATCTGAATCCGG Hs.333181 3726 0.8859875 0.30484441 0.00385497 -0.011475 0.07239205 0.951732465
KLHL6 AF441792_bp1172_R AGCTAAAAAGGATTCAGATTGAGTATTTAATCTCTTGAATTAAATACTCAATCTGAATCCGG Hs.333181 9102 0.7401375 0.15320818 0.003426347 -0.047475 0.03629668 0.801334105
KLHL6 AF441792_bp1172_R AGCTAAAAAGGATTCAGATTGAGTATTTAATCTCTTGAATTAAATACTCAATCTGAATCCGG Hs.333181 14478 0.9621875 0.3706701 0.004124856 0.011225 0.08138249 0.952903246
KLHL6 AF441792_bp126_R AGCTAAAAAGGGACTCTCCTTAATTCTTCATCTCTTGAATGAAGAATTAAGGAGAGTCCCGG Hs.333181 3728 -0.0602875 0.34869464 0.759951233 0.04655 0.28117864 0.828142007
KLHL6 AF441792_bp126_R AGCTAAAAAGGGACTCTCCTTAATTCTTCATCTCTTGAATGAAGAATTAAGGAGAGTCCCGG Hs.333181 9104 -0.1908625 0.17664183 0.248556471 -0.104675 0.36737516 0.653040181
KLHL6 AF441792_bp126_R AGCTAAAAAGGGACTCTCCTTAATTCTTCATCTCTTGAATGAAGAATTAAGGAGAGTCCCGG Hs.333181 14480 -0.1633125 0.23738371 0.350192259 0.2592 0.52361608 0.352158633
KLHL6 AF441792_bp546_R AGCTAAAAAGGTTCAGAGTTACATCATTCATCTCTTGAATGAATGATGTAACTCTGAACCGG Hs.333181 3730 1.2209375 0.33731388 0.001147773 0.311175 0.67979139 0.337471125
KLHL6 AF441792_bp546_R AGCTAAAAAGGTTCAGAGTTACATCATTCATCTCTTGAATGAATGATGTAACTCTGAACCGG Hs.333181 9106 0.9567375 0.31109527 0.002874504 0.0893 0.26118087 0.673910927
KLHL6 AF441792_bp546_R AGCTAAAAAGGTTCAGAGTTACATCATTCATCTCTTGAATGAATGATGTAACTCTGAACCGG Hs.333181 14482 1.2005875 0.33321137 0.001205177 0.322 0.54690463 0.266459297
KMO AF056032_bp693_R AGCTAAAAAGGCCTAGAAATACCTTTATGATCTCTTGAATCATAAAGGTATTTCTAGGCCGG Hs.409081 3530 -0.5491875 0.52989117 0.072583732 -0.172575 0.66086721 0.577899517
KMO AF056032_bp693_R AGCTAAAAAGGCCTAGAAATACCTTTATGATCTCTTGAATCATAAAGGTATTTCTAGGCCGG Hs.409081 8906 -0.4928625 0.51991373 0.094040821 -0.205425 0.5661948 0.47237009
KMO AF056032_bp693_R AGCTAAAAAGGCCTAGAAATACCTTTATGATCTCTTGAATCATAAAGGTATTTCTAGGCCGG Hs.409081 14282 -0.5221625 0.54850863 0.089354667 -0.131025 0.54588522 0.63579935
KMO AF056032_bp913_R AGCTAAAAAGTGCTCTTCATTTCACTTTAATCTCTTGAATTAAAGTGAAATGAAGAGCACGG Hs.409081 3532 0.263775 0.21294181 0.224320783
KMO AF056032_bp913_R AGCTAAAAAGTGCTCTTCATTTCACTTTAATCTCTTGAATTAAAGTGAAATGAAGAGCACGG Hs.409081 8908 0.189275 0.20517093 0.36643762
KMO AF056032_bp913_R AGCTAAAAAGTGCTCTTCATTTCACTTTAATCTCTTGAATTAAAGTGAAATGAAGAGCACGG Hs.409081 14284 0.197075 0.22743054 0.355325148
KMO AF056032_bp92_R AGCTAAAAAGGTGGCTTGGTTGGCTCATTATCTCTTGAATAATGAGCCAACCAAGCCACCGG Hs.409081 3504 0.0444625 0.46763758 0.849338401 -0.305125 0.24045075 0.175277642
KMO AF056032_bp92_R AGCTAAAAAGGTGGCTTGGTTGGCTCATTATCTCTTGAATAATGAGCCAACCAAGCCACCGG Hs.409081 8880 0.1664125 0.40873627 0.452086887 -0.29595 0.24321311 0.187498524
KMO AF056032_bp92_R AGCTAAAAAGGTGGCTTGGTTGGCTCATTATCTCTTGAATAATGAGCCAACCAAGCCACCGG Hs.409081 14256 0.1872625 0.42744212 0.41299379 -0.293875 0.26906052 0.197944589
KPNA2 NM_002266_bp717_R AGCTAAAAAGTTCCGAGACTTGGTTATTAATCTCTTGAATTAATAACCAAGTCTCGGAACGG Hs.546544 3140 -0.741825 0.59631595 0.03759553 -0.6479 -0.4205 -0.24803333 0.33040618 0.323180171
KPNA2 NM_002266_bp717_R AGCTAAAAAGTTCCGAGACTTGGTTATTAATCTCTTGAATTAATAACCAAGTCTCGGAACGG Hs.546544 8516 -0.561375 0.71675085 0.125689756 -0.3493 0.0339 0.43331504 0.929849899 -0.22473333 0.28460131 0.304812883
KPNA2 NM_002266_bp717_R AGCTAAAAAGTTCCGAGACTTGGTTATTAATCTCTTGAATTAATAACCAAGTCTCGGAACGG Hs.546544 13892 -0.625475 0.69467649 0.089805835 -0.7678 0.20855 0.84449763 0.786096018 -0.20493333 0.36528084 0.433684975



KPNA2 NM_002266_bp901_R AGCTAAAAAGTTCGGCTCCTGCATCATGATTCTCTTGAAATCATGATGCAGGAGCCGAACGG Hs.546544 3144 0.771025 0.34989943 0.009117372 1.307125 0.60782667 0.003260881 1.00595 0.26674938 0.00483213 0.918 0.55664235 0.045790155
KPNA2 NM_002266_bp901_R AGCTAAAAAGTTCGGCTCCTGCATCATGATTCTCTTGAAATCATGATGCAGGAGCCGAACGG Hs.546544 8520 0.458325 0.60797188 0.148124689 1.490175 0.72607097 0.002956584 0.972466667 0.25449567 0.022076014 0.9134 0.59731461 0.055064313
KPNA2 NM_002266_bp901_R AGCTAAAAAGTTCGGCTCCTGCATCATGATTCTCTTGAAATCATGATGCAGGAGCCGAACGG Hs.546544 13896 0.649475 0.73526055 0.091959963 1.9435 1.04342433 0.002996292 0.980366667 0.31207333 0.032156213 0.919375 0.5685487 0.048065382
KPNA2 NM_002266_bp947_R AGCTAAAAAGCTGGGCTATTTCCTACCTTATCTCTTGAATAAGGTAGGAAATAGCCCAGCGG Hs.546544 3142 -0.98565 0.37959005 0.00393711 -0.474975 0.58398102 0.131658282 -0.07595 0.58116598 0.810723047 0.158 0.17639027 0.171134362
KPNA2 NM_002266_bp947_R AGCTAAAAAGCTGGGCTATTTCCTACCTTATCTCTTGAATAAGGTAGGAAATAGCCCAGCGG Hs.546544 8518 -0.752925 0.27369499 0.006318474 -0.4861 0.48176263 0.09597911 -0.065975 0.54101685 0.823041698 0.131925 0.16198244 0.201825619
KPNA2 NM_002266_bp947_R AGCTAAAAAGCTGGGCTATTTCCTACCTTATCTCTTGAATAAGGTAGGAAATAGCCCAGCGG Hs.546544 13894 -0.8824 0.22705199 0.002396366 -0.2389 0.87772806 0.5277392 -0.073375 0.61155388 0.82582121 0.04915 0.23240098 0.700802248
KPNA3 NM_002267_bp1207_R AGCTAAAAAGGCTCTGTCATACTTGACAGATCTCTTGAATCTGTCAAGTATGACAGAGCCGG Hs.527919 2753 0.83485 0.29604166 0.004340075 -1.0720125 0.33989529 0.00300024
KPNA3 NM_002267_bp1207_R AGCTAAAAAGGCTCTGTCATACTTGACAGATCTCTTGAATCTGTCAAGTATGACAGAGCCGG Hs.527919 8129 0.8718 0.34506688 0.004998021 -1.0211125 0.31200229 0.003463975
KPNA3 NM_002267_bp1207_R AGCTAAAAAGGCTCTGTCATACTTGACAGATCTCTTGAATCTGTCAAGTATGACAGAGCCGG Hs.527919 13505 0.829925 0.25675384 0.003482685 -0.8355125 0.51377374 0.019842577
KPNA3 NM_002267_bp1514_R AGCTAAAAAGCTGGATTAATTCCTATGATATCTCTTGAATATCATAGGAATTAATCCAGCGG Hs.527919 2751 -1.016525 0.14017084 0.001176392 -0.7131875 0.34905912 0.021500005
KPNA3 NM_002267_bp1514_R AGCTAAAAAGCTGGATTAATTCCTATGATATCTCTTGAATATCATAGGAATTAATCCAGCGG Hs.527919 8127 -1.018875 0.18956008 0.001578726 -0.6966875 0.31361123 0.020831576
KPNA3 NM_002267_bp1514_R AGCTAAAAAGCTGGATTAATTCCTATGATATCTCTTGAATATCATAGGAATTAATCCAGCGG Hs.527919 13503 -1.0307 0.16277417 0.001260442 -0.7295625 0.30476634 0.016629856
KPNA3 NM_002267_bp1751_R AGCTAAAAAGCAAGCACAATAGCTGAAATATCTCTTGAATATTTCAGCTATTGTGCTTGCGG Hs.527919 2749 0.175975 0.49095796 0.368853504 0.5828625 0.65819645 0.07450415
KPNA3 NM_002267_bp1751_R AGCTAAAAAGCAAGCACAATAGCTGAAATATCTCTTGAATATTTCAGCTATTGTGCTTGCGG Hs.527919 8125 0.262816667 0.67105601 0.403769028 0.7330625 0.84777482 0.065268305
KPNA3 NM_002267_bp1751_R AGCTAAAAAGCAAGCACAATAGCTGAAATATCTCTTGAATATTTCAGCTATTGTGCTTGCGG Hs.527919 13501 0.140675 0.60263951 0.49997534 0.6898875 0.69596355 0.050613856
KPNA6 NM_012316_bp1453_R AGCTAAAAAGGCTCAGGGGTCAATCCTTATTCTCTTGAAATAAGGATTGACCCCTGAGCCGG Hs.591500 2759 0.3829 0.35127193 0.075125298 0.2336625 1.03013167 0.517029474
KPNA6 NM_012316_bp1453_R AGCTAAAAAGGCTCAGGGGTCAATCCTTATTCTCTTGAAATAAGGATTGACCCCTGAGCCGG Hs.591500 8135 0.2745 0.28792872 0.118697009 0.3197125 1.24723178 0.470530332
KPNA6 NM_012316_bp1453_R AGCTAAAAAGGCTCAGGGGTCAATCCTTATTCTCTTGAAATAAGGATTGACCCCTGAGCCGG Hs.591500 13511 0.2537 0.20937219 0.108113566 0.1206125 0.94232289 0.677798305
KPNA6 NM_012316_bp597_R AGCTAAAAAGCTGCTTAATTCAGACTTTGATCTCTTGAATCAAAGTCTGAATTAAGCAGCGG Hs.591500 2757 -0.51065 0.24188163 0.032727887 -0.0449375 0.31507439 0.992300685
KPNA6 NM_012316_bp597_R AGCTAAAAAGCTGCTTAATTCAGACTTTGATCTCTTGAATCAAAGTCTGAATTAAGCAGCGG Hs.591500 8133 -0.512875 0.24315806 0.033004158 0.0249125 0.32669363 0.760994871
KPNA6 NM_012316_bp597_R AGCTAAAAAGCTGCTTAATTCAGACTTTGATCTCTTGAATCAAAGTCTGAATTAAGCAGCGG Hs.591500 13509 -0.47815 0.19199378 0.033639827 -0.0041875 0.25237153 0.853680407
KPNA6 NM_012316_bp897_R AGCTAAAAAGGCCCTTTCTTATCTGTCTGATCTCTTGAATCAGACAGATAAGAAAGGGCCGG Hs.591500 2755 -0.299625 0.21255175 0.16658178 -0.0573625 0.56528824 0.958513672
KPNA6 NM_012316_bp897_R AGCTAAAAAGGCCCTTTCTTATCTGTCTGATCTCTTGAATCAGACAGATAAGAAAGGGCCGG Hs.591500 8131 -0.360875 0.31581316 0.137894796 -0.0186125 0.60461462 0.933558843
KPNA6 NM_012316_bp897_R AGCTAAAAAGGCCCTTTCTTATCTGTCTGATCTCTTGAATCAGACAGATAAGAAAGGGCCGG Hs.591500 13507 -0.4465 0.27948784 0.06417383 0.0283875 0.61378213 0.808434499
KRAS NM_033360_bp506_R AGCTAAAAAGTACCTATGGTCCTAGTAGGATCTCTTGAATCCTACTAGGACCATAGGTACGG Hs.505033 2110 2.5965125 1.2740327 0.003743154 1.6080625 0.6852967 0.001662042
KRAS NM_033360_bp506_R AGCTAAAAAGTACCTATGGTCCTAGTAGGATCTCTTGAATCCTACTAGGACCATAGGTACGG Hs.505033 7486 2.2757375 1.00637453 0.002584053 1.706616667 0.64608522 0.003207007
KRAS NM_033360_bp506_R AGCTAAAAAGTACCTATGGTCCTAGTAGGATCTCTTGAATCCTACTAGGACCATAGGTACGG Hs.505033 12862 2.5155375 1.18671343 0.003224145 1.6060625 0.75812512 0.002352996
KRAS NM_033360_bp568_R AGCTAAAAAGGCTCAGGACTTAGCAAGAAGTCTCTTGAACTTCTTGCTAAGTCCTGAGCCGG Hs.505033 2108 0.5645375 0.31192465 0.024095188 0.3299875 0.43262685 0.210173038
KRAS NM_033360_bp568_R AGCTAAAAAGGCTCAGGACTTAGCAAGAAGTCTCTTGAACTTCTTGCTAAGTCCTGAGCCGG Hs.505033 7484 0.6755125 0.35483378 0.015745069 0.2926375 0.63177801 0.344628679
KRAS NM_033360_bp568_R AGCTAAAAAGGCTCAGGACTTAGCAAGAAGTCTCTTGAACTTCTTGCTAAGTCCTGAGCCGG Hs.505033 12860 0.6505125 0.27280538 0.011364472 0.7088875 1.0040491 0.122701254
KRAS NM_033360_bp659_R AGCTAAAAAGTGAGGGAGATCCGACAATACTCTCTTGAAGTATTGTCGGATCTCCCTCACGG Hs.505033 12858 0.93295 0.28885312 0.038048155
KSR XM_290793_bp1852_R AGCTAAAAAGCTGCCTACTTCATTCATCATTCTCTTGAAATGATGAATGAAGTAGGCAGCGG Hs.133534 12788 -0.700866667 1.18349526 0.241275611 -1.14105 0.0781353 0.028293315
KSR XM_290793_bp1852_R AGCTAAAAAGCTGCCTACTTCATTCATCATTCTCTTGAAATGATGAATGAAGTAGGCAGCGG Hs.133534 2036 -0.3411 1.11044049 0.551212818
KSR XM_290793_bp1852_R AGCTAAAAAGCTGCCTACTTCATTCATCATTCTCTTGAAATGATGAATGAAGTAGGCAGCGG Hs.133534 7412 -0.45165 1.37949462 0.51196424
KSR XM_290793_bp2560_R AGCTAAAAAGCCAAGGGCATCGTACACAAATCTCTTGAATTTGTGTACGATGCCCTTGGCGG Hs.133534 865 0.063366667 1.09364217 0.900463015 0.3687 0.38578581 0.207092528
KSR XM_290793_bp2560_R AGCTAAAAAGCCAAGGGCATCGTACACAAATCTCTTGAATTTGTGTACGATGCCCTTGGCGG Hs.133534 6241 0.7353 0.98061568 0.210541322 0.725 0.32704396 0.03722247
KSR XM_290793_bp2560_R AGCTAAAAAGCCAAGGGCATCGTACACAAATCTCTTGAATTTGTGTACGATGCCCTTGGCGG Hs.133534 11617 0.9627 0.97198898 0.1273516 0.93495 0.45276047 0.075635259
KSR XM_290793_bp3065_R AGCTAAAAAGGAAGTCAGCTGACATTAACATCTCTTGAATGTTAATGTCAGCTGACTTCCGG Hs.133534 866 -0.112533333 1.44638366 0.863128306 0.60515 0.80405071 0.153434125
KSR XM_290793_bp3065_R AGCTAAAAAGGAAGTCAGCTGACATTAACATCTCTTGAATGTTAATGTCAGCTGACTTCCGG Hs.133534 6242 0.086166667 1.19413247 0.875057832 0.34145 0.5933333 0.426633755
KSR XM_290793_bp3065_R AGCTAAAAAGGAAGTCAGCTGACATTAACATCTCTTGAATGTTAATGTCAGCTGACTTCCGG Hs.133534 11618 0.205833333 1.34397179 0.737284277 0.49835 0.29224723 0.188655313
KSR2 NM_173598_bp1056_R AGCTAAAAAGTCCGTTCCGTGTGACATCAATCTCTTGAATTGATGTCACACGGAACGGACGG Hs.375836 13027
KSR2 NM_173598_bp109_R AGCTAAAAAGGAGGCAACCTTTCCAAACAATCTCTTGAATTGTTTGGAAAGGTTGCCTCCGG Hs.375836 758 -0.9807 -0.2711 0.52481465 0.493167235
KSR2 NM_173598_bp109_R AGCTAAAAAGGAGGCAACCTTTCCAAACAATCTCTTGAATTGTTTGGAAAGGTTGCCTCCGG Hs.375836 6134 0.1274
KSR2 NM_173598_bp109_R AGCTAAAAAGGAGGCAACCTTTCCAAACAATCTCTTGAATTGTTTGGAAAGGTTGCCTCCGG Hs.375836 11510 0.2484
KSR2 NM_173598_bp1871_R AGCTAAAAAGGACGCTCTATTCCGTTGTGATCTCTTGAATCACAACGGAATAGAGCGTCCGG Hs.375836 2277 0.321466667 0.03349184 0.127024862 -0.562825 0.32098892 0.0322739
KSR2 NM_173598_bp1871_R AGCTAAAAAGGACGCTCTATTCCGTTGTGATCTCTTGAATCACAACGGAATAGAGCGTCCGG Hs.375836 7653 0.10345 0.56907857 0.701965263 -0.546275 0.35379896 0.041815704
KSR2 NM_173598_bp1871_R AGCTAAAAAGGACGCTCTATTCCGTTGTGATCTCTTGAATCACAACGGAATAGAGCGTCCGG Hs.375836 13029 0.7667 -0.7093 0.33859377 0.016122541
KTN1 NM_182926_bp1826_R AGCTAAAAAGAGCAAAGACTAATGCAGTTATCTCTTGAATAACTGCATTAGTCTTTGCTCGG Hs.509414 2797 -0.0715
KTN1 NM_182926_bp1826_R AGCTAAAAAGAGCAAAGACTAATGCAGTTATCTCTTGAATAACTGCATTAGTCTTTGCTCGG Hs.509414 8173 -0.3569
KTN1 NM_182926_bp1826_R AGCTAAAAAGAGCAAAGACTAATGCAGTTATCTCTTGAATAACTGCATTAGTCTTTGCTCGG Hs.509414 13549 -0.189
KTN1 NM_182926_bp3042_R AGCTAAAAAGGGAGAGTGATCTTTCTAGCATCTCTTGAATGCTAGAAAGATCACTCTCCCGG Hs.509414 2801 2.91395 1.1842937 0.001527671 0.4228125 0.81133583 0.215764164
KTN1 NM_182926_bp3042_R AGCTAAAAAGGGAGAGTGATCTTTCTAGCATCTCTTGAATGCTAGAAAGATCACTCTCCCGG Hs.509414 8177 3.072475 1.37545229 0.002245382 0.3408125 0.81718119 0.300501933
KTN1 NM_182926_bp3042_R AGCTAAAAAGGGAGAGTGATCTTTCTAGCATCTCTTGAATGCTAGAAAGATCACTCTCCCGG Hs.509414 13553 2.833 1.34250371 0.00285845 0.3587125 0.85373431 0.293876109
KTN1 NM_182926_bp973_R AGCTAAAAAGATCCAGAAATCTGGGACTAATCTCTTGAATTAGTCCCAGATTTCTGGATCGG Hs.509414 2799 -1.138775 0.3710671 0.002485474 -0.3524125 0.81946902 0.396970189
KTN1 NM_182926_bp973_R AGCTAAAAAGATCCAGAAATCTGGGACTAATCTCTTGAATTAGTCCCAGATTTCTGGATCGG Hs.509414 8175 -1.213 0.49696534 0.003687837 -0.4351375 0.83105099 0.296932555
KTN1 NM_182926_bp973_R AGCTAAAAAGATCCAGAAATCTGGGACTAATCTCTTGAATTAGTCCCAGATTTCTGGATCGG Hs.509414 13551 -1.207075 0.328009 0.001270731 -0.4313875 0.81923405 0.296322846
KYNU CR609484_bp1456_R AGCTAAAAAGGGTGCCAGCTAACAATAACATCTCTTGAATGTTATTGTTAGCTGGCACCCGG Hs.470126 4675 1.232425 0.52954287 0.003772019 -0.574075 0.32867722 0.031482766 1.2361 0.48499492 0.007402317
KYNU CR609484_bp1456_R AGCTAAAAAGGGTGCCAGCTAACAATAACATCTCTTGAATGTTATTGTTAGCTGGCACCCGG Hs.470126 10051 1.369325 0.64192281 0.00446589 -0.7638 0.22139441 0.006185994 1.044266667 0.40516242 0.0115091
KYNU CR609484_bp1456_R AGCTAAAAAGGGTGCCAGCTAACAATAACATCTCTTGAATGTTATTGTTAGCTGGCACCCGG Hs.470126 15427 1.140975 0.32274705 0.001415222 -0.744725 0.51347362 0.033496876 0.948366667 0.47739462 0.02046945
KYNU CR609484_bp1699_R AGCTAAAAAGCTGTGGTTATTTCAGTATTATCTCTTGAATAATACTGAAATAACCACAGCGG Hs.470126 4677 -0.507025 0.56743726 0.102975439 0.3822 0.93045108 0.389163853 -0.41856667 0.32378561 0.161880056
KYNU CR609484_bp1699_R AGCTAAAAAGCTGTGGTTATTTCAGTATTATCTCTTGAATAATACTGAAATAACCACAGCGG Hs.470126 10053 -0.2933 0.60598213 0.322944503 0.716025 0.37684901 0.019275197 -0.4461 0.46543502 0.174896125
KYNU CR609484_bp1699_R AGCTAAAAAGCTGTGGTTATTTCAGTATTATCTCTTGAATAATACTGAAATAACCACAGCGG Hs.470126 15429 -0.22715 0.48670871 0.365403126 0.988375 0.62953793 0.02190228 -0.45563333 0.27635561 0.125241113
KYNU CR609484_bp843_R AGCTAAAAAGGAAGAAACCTTAAGAATAGATCTCTTGAATCTATTCTTAAGGTTTCTTCCGG Hs.470126 4679 0.22815 0.55854703 0.406210975 -0.167125 0.51712391 0.532604011 0.569033333 0.82089184 0.18782565
KYNU CR609484_bp843_R AGCTAAAAAGGAAGAAACCTTAAGAATAGATCTCTTGAATCTATTCTTAAGGTTTCTTCCGG Hs.470126 10055 0.21955 0.61821558 0.455801424 0.0549 0.31937402 0.778087792 0.8059 0.9078958 0.098824948
KYNU CR609484_bp843_R AGCTAAAAAGGAAGAAACCTTAAGAATAGATCTCTTGAATCTATTCTTAAGGTTTCTTCCGG Hs.470126 15431 0.75515 0.58156167 0.033236475 0.095525 0.38421164 0.660093804 0.659366667 0.83405881 0.140522758
LAF4 NM_002285_bp1455_R AGCTAAAAAGCTGGATAAATGGCTAAACAATCTCTTGAATTGTTTAGCCATTTATCCAGCGG Hs.444414 5043 0.3394875 0.34444763 0.12680294 -0.8895625 0.60620749 0.028250461
LAF4 NM_002285_bp1455_R AGCTAAAAAGCTGGATAAATGGCTAAACAATCTCTTGAATTGTTTAGCCATTTATCCAGCGG Hs.444414 10419 0.3501375 0.20749027 0.069553676 -0.8998375 0.62660378 0.029657023
LAF4 NM_002285_bp1455_R AGCTAAAAAGCTGGATAAATGGCTAAACAATCTCTTGAATTGTTTAGCCATTTATCCAGCGG Hs.444414 15795 0.252875 0.33576966 0.421729103 -1.0908125 0.72855332 0.023555754
LAF4 NM_002285_bp185_R AGCTAAAAAGCACGTTTAATTCTAGTTACTTCTCTTGAAAGTAACTAGAATTAAACGTGCGG Hs.444414 5045 -0.1630125 0.16883748 0.311438612 -0.1862875 0.4959286 0.476658829
LAF4 NM_002285_bp185_R AGCTAAAAAGCACGTTTAATTCTAGTTACTTCTCTTGAAAGTAACTAGAATTAAACGTGCGG Hs.444414 10421 -0.2207125 0.13415135 0.173872369 -0.2702125 0.54409878 0.346128749
LAF4 NM_002285_bp185_R AGCTAAAAAGCACGTTTAATTCTAGTTACTTCTCTTGAAAGTAACTAGAATTAAACGTGCGG Hs.444414 15797 -0.2669625 0.27324816 0.170627694 -0.1508125 0.50251666 0.563999381
LAF4 NM_002285_bp3123_R AGCTAAAAAGGAATCCAAATCTCCTTATTATCTCTTGAATAATAAGGAGATTTGGATTCCGG Hs.444414 5047 -0.6231875 0.50814641 0.045324572 0.0811625 0.66235068 0.798496415
LAF4 NM_002285_bp3123_R AGCTAAAAAGGAATCCAAATCTCCTTATTATCTCTTGAATAATAAGGAGATTTGGATTCCGG Hs.444414 10423 -0.6590875 0.38916581 0.020870108 0.0328875 0.67918423 0.919008694
LAF4 NM_002285_bp3123_R AGCTAAAAAGGAATCCAAATCTCCTTATTATCTCTTGAATAATAAGGAGATTTGGATTCCGG Hs.444414 15799 -0.5756875 0.45029106 0.045053056 0.1095625 0.8395452 0.778177695
LAT2 AK092904_bp1853_R AGCTAAAAAGCTTGTACAGTTAACTTATAGTCTCTTGAACTATAAGTTAACTGTACAAGCGG Hs.56607 3850 -0.5853 0.81948111 0.191672942 -0.629075 0.24044411 0.019126272
LAT2 AK092904_bp1853_R AGCTAAAAAGCTTGTACAGTTAACTTATAGTCTCTTGAACTATAAGTTAACTGTACAAGCGG Hs.56607 9226 -0.1361 0.24436659 0.522171174 -0.62465 0.50350111 0.04752206
LAT2 AK092904_bp1853_R AGCTAAAAAGCTTGTACAGTTAACTTATAGTCTCTTGAACTATAAGTTAACTGTACAAGCGG Hs.56607 14602 -0.145133333 0.25069955 0.499291114 -0.578525 0.34675474 0.036944016
LAT2 AK092904_bp1877_R AGCTAAAAAGGGAGCCATATTTAACATTCTTCTCTTGAAAGAATGTTAAATATGGCTCCCGG Hs.56607 3846 -0.7883125 0.99088329 0.108576297 -0.357275 0.35323767 0.152713048
LAT2 AK092904_bp1877_R AGCTAAAAAGGGAGCCATATTTAACATTCTTCTCTTGAAAGAATGTTAAATATGGCTCCCGG Hs.56607 9222 -0.3995875 0.60722548 0.196066583 0.059675 0.40474301 0.803350123
LAT2 AK092904_bp1877_R AGCTAAAAAGGGAGCCATATTTAACATTCTTCTCTTGAAAGAATGTTAAATATGGCTCCCGG Hs.56607 14598 -0.6453375 0.32334267 0.015664057 -0.2582 0.46454122 0.328243997
LAT2 AK092904_bp922_R AGCTAAAAAGGACAAGCTGTTGCAATTCTATCTCTTGAATAGAATTGCAACAGCTTGTCCGG Hs.56607 3848 1.0369375 0.30318541 0.001909486 0.753 0.2678632 0.00975833
LAT2 AK092904_bp922_R AGCTAAAAAGGACAAGCTGTTGCAATTCTATCTCTTGAATAGAATTGCAACAGCTTGTCCGG Hs.56607 9224 1.3490625 0.39095221 0.001047436 0.81435 0.2353388 0.006096932
LAT2 AK092904_bp922_R AGCTAAAAAGGACAAGCTGTTGCAATTCTATCTCTTGAATAGAATTGCAACAGCTTGTCCGG Hs.56607 14600 1.5844875 0.61810798 0.002075678 0.854825 0.28052322 0.005730712
LATS1 NM_004690_bp2555_R AGCTAAAAAGCGGGTTGGATTATCTCAAGATCTCTTGAATCTTGAGATAATCCAACCCGCGG Hs.549084 312 -1.4658 2.68917597 0.220554573 -2.025433333 3.95247258 0.316106936
LATS1 NM_004690_bp2555_R AGCTAAAAAGCGGGTTGGATTATCTCAAGATCTCTTGAATCTTGAGATAATCCAACCCGCGG Hs.549084 5688 -1.7558 2.5866388 0.141986393 -1.8899 3.95376474 0.345141613
LATS1 NM_004690_bp2555_R AGCTAAAAAGCGGGTTGGATTATCTCAAGATCTCTTGAATCTTGAGATAATCCAACCCGCGG Hs.549084 11064 -1.853025 2.74706587 0.143697469 -2.784933333 4.55458035 0.244868344
LATS1 NM_004690_bp3346_R AGCTAAAAAGGTGGAGTGTTGGTGTTATTCTCTCTTGAAGAATAACACCAACACTCCACCGG Hs.549084 1886 1.070766667 1.84704857 0.236873453 0.72785 6.76298139 0.82878881
LATS1 NM_004690_bp3346_R AGCTAAAAAGGTGGAGTGTTGGTGTTATTCTCTCTTGAAGAATAACACCAACACTCCACCGG Hs.549084 7262 2.31455 2.85026812 0.091217619 -0.6019 7.70590828 0.874871407
LATS1 NM_004690_bp3346_R AGCTAAAAAGGTGGAGTGTTGGTGTTATTCTCTCTTGAAGAATAACACCAACACTCCACCGG Hs.549084 12638 2.7225 3.59447355 0.10844313 -0.652566667 5.62777562 0.805883905
LATS1 NM_004690_bp566_R AGCTAAAAAGCCAGAAGGATATAGACAAATTCTCTTGAAATTTGTCTATATCCTTCTGGCGG Hs.549084 325 0.411475 1.80836226 0.587849076 0.707533333 0.25493414 0.031002867
LATS1 NM_004690_bp566_R AGCTAAAAAGCCAGAAGGATATAGACAAATTCTCTTGAAATTTGTCTATATCCTTCTGGCGG Hs.549084 5701 -0.2027 1.03767998 0.67862338 0.535133333 0.21789347 0.059063731
LATS1 NM_004690_bp566_R AGCTAAAAAGCCAGAAGGATATAGACAAATTCTCTTGAAATTTGTCTATATCCTTCTGGCGG Hs.549084 11077 0.768675 2.33375471 0.437479371 0.562066667 0.30273299 0.067410629
LATS2 NM_014572_bp3569_R AGCTAAAAAGGCTGAGAGCTCAGATTTAGATCTCTTGAATCTAAATCTGAGCTCTCAGCCGG Hs.78960 5852 -0.834366667 1.06165657 0.146021515 -0.913
LATS2 NM_014572_bp3569_R AGCTAAAAAGGCTGAGAGCTCAGATTTAGATCTCTTGAATCTAAATCTGAGCTCTCAGCCGG Hs.78960 11228 -0.7396 0.96012398 0.156739405 -1.02
LATS2 NM_014572_bp3569_R AGCTAAAAAGGCTGAGAGCTCAGATTTAGATCTCTTGAATCTAAATCTGAGCTCTCAGCCGG Hs.78960 476 -0.862175 1.25090725 0.221637751 0.6099
LATS2 NM_014572_bp458_R AGCTAAAAAGCCATCCAAGTCTTCGGTTCATCTCTTGAATGAACCGAAGACTTGGATGGCGG Hs.78960 477 -0.73185 1.03058508 0.140919514 0.005566667 4.09238957 0.997693573
LATS2 NM_014572_bp458_R AGCTAAAAAGCCATCCAAGTCTTCGGTTCATCTCTTGAATGAACCGAAGACTTGGATGGCGG Hs.78960 5853 -1.330625 1.6484764 0.095979186 -0.4406 4.27872014 0.827365166
LATS2 NM_014572_bp458_R AGCTAAAAAGCCATCCAAGTCTTCGGTTCATCTCTTGAATGAACCGAAGACTTGGATGGCGG Hs.78960 11229 -3.22115 2.90633571 0.035801607 -0.116433333 4.34770537 0.954604599
LCK NM_005356_bp1245_R AGCTAAAAAGGGGGCCAAGTTTCCCATTAATCTCTTGAATTAATGGGAAACTTGGCCCCCGG Hs.470627 1657 0.3298 0.50350579 0.280155648
LCK NM_005356_bp1245_R AGCTAAAAAGGGGGCCAAGTTTCCCATTAATCTCTTGAATTAATGGGAAACTTGGCCCCCGG Hs.470627 7033 -0.119275 0.29376751 0.682440462 2.2814 2.53059375 0.161674242
LCK NM_005356_bp1245_R AGCTAAAAAGGGGGCCAAGTTTCCCATTAATCTCTTGAATTAATGGGAAACTTGGCCCCCGG Hs.470627 12409 -0.039333333 0.40052235 0.874328832 2.37055 2.72681588 0.171041081
LCK NM_005356_bp373_R AGCTAAAAAGAAGGCTTCATCCCCTTCAATTCTCTTGAAATTGAAGGGGATGAAGCCTTCGG Hs.470627 395 -1.52805 2.19147502 0.134562375 -0.391866667 1.83072489 0.659856278
LCK NM_005356_bp373_R AGCTAAAAAGAAGGCTTCATCCCCTTCAATTCTCTTGAAATTGAAGGGGATGAAGCCTTCGG Hs.470627 5771 -1.774225 2.63183189 0.144101 -0.268166667 1.98286002 0.778294221
LCK NM_005356_bp373_R AGCTAAAAAGAAGGCTTCATCCCCTTCAATTCTCTTGAAATTGAAGGGGATGAAGCCTTCGG Hs.470627 11147 -1.7896 2.67874365 0.146934994 -0.314866667 1.95226763 0.737870693
LCP2 NM_005565_bp1504_R AGCTAAAAAGAAGCTGCTCTTAGAAAGATATCTCTTGAATATCTTTCTAAGAGCAGCTTCGG Hs.304475 3389 0.198233333 0.36972508 0.427539983 0.096916667 0.19491397 0.700697832 0.557225 0.35482744 0.051630623 1.0601 1.08356636 0.145321396
LCP2 NM_005565_bp1504_R AGCTAAAAAGAAGCTGCTCTTAGAAAGATATCTCTTGAATATCTTTCTAAGAGCAGCTTCGG Hs.304475 8765 0.254933333 0.42593672 0.349165509 -0.02651667 0.36212209 0.923425379 0.640725 0.29497652 0.022517497 0.96975 1.02396081 0.154525613
LCP2 NM_005565_bp1504_R AGCTAAAAAGAAGCTGCTCTTAGAAAGATATCTCTTGAATATCTTTCTAAGAGCAGCTTCGG Hs.304475 14141 0.189233333 0.34288969 0.433486709 0.0800125 0.22679651 0.698464229 0.575475 0.3089763 0.033689734 1.100575 1.08976169 0.136676615
LCP2 NM_005565_bp391_R AGCTAAAAAGTGCCGATTCTCAGTAAGTTATCTCTTGAATAACTTACTGAGAATCGGCACGG Hs.304475 3387 0.65705 0.52911164 0.041907138 -0.7510875 0.74947932 0.055975411 0.776525 0.50819297 0.055165467 -0.263825 0.96294306 0.621860911
LCP2 NM_005565_bp391_R AGCTAAAAAGTGCCGATTCTCAGTAAGTTATCTCTTGAATAACTTACTGAGAATCGGCACGG Hs.304475 8763 0.38715 0.13545305 0.039014318 -0.6258625 0.97718715 0.156562815 0.7877 0.47871124 0.046046193 -0.231525 0.91427415 0.647405146
LCP2 NM_005565_bp391_R AGCTAAAAAGTGCCGATTCTCAGTAAGTTATCTCTTGAATAACTTACTGAGAATCGGCACGG Hs.304475 14139 0.08785 0.17832295 0.574946794 0.344075 0.44522979 0.377257522 0.81815 0.50534934 0.047925169 -0.263475 0.98268768 0.629008911
LEF1 AK128255_bp1517_R AGCTAAAAAGTGCGTTGGGTAATGTGATTATCTCTTGAATAATCACATTACCCAACGCACGG Hs.555947 4111 0.5088625 0.5222947 0.087126312 0.04585 0.11843756 0.812305725
LEF1 AK128255_bp1517_R AGCTAAAAAGTGCGTTGGGTAATGTGATTATCTCTTGAATAATCACATTACCCAACGCACGG Hs.555947 9487 0.4782875 0.33958239 0.048389278 -0.03075 0.16394203 0.876105218
LEF1 AK128255_bp1517_R AGCTAAAAAGTGCGTTGGGTAATGTGATTATCTCTTGAATAATCACATTACCCAACGCACGG Hs.555947 14863 0.5370875 0.42509016 0.050012512 -0.199825 0.27162648 0.364237489
LEF1 AK128255_bp1875_R AGCTAAAAAGCAGAGGTTGTAAGACATATATCTCTTGAATATATGTCTTACAACCTCTGCGG Hs.555947 4109 -0.2972625 0.45586909 0.231864472 -0.170825 0.25476937 0.427821657
LEF1 AK128255_bp1875_R AGCTAAAAAGCAGAGGTTGTAAGACATATATCTCTTGAATATATGTCTTACAACCTCTGCGG Hs.555947 9485 -0.4256375 0.60935143 0.173958664 -0.2084 0.26048736 0.341508893
LEF1 AK128255_bp1875_R AGCTAAAAAGCAGAGGTTGTAAGACATATATCTCTTGAATATATGTCTTACAACCTCTGCGG Hs.555947 14861 -0.3127125 0.5198373 0.247512213 -0.180075 0.25951982 0.406254764
LEF1 AK128255_bp2800_R AGCTAAAAAGGCAGCCCTATTTCAGTTTATTCTCTTGAAATAAACTGAAATAGGGCTGCCGG Hs.555947 4107 -0.1847625 0.10301516 0.230190971 -0.6394 0.32309001 0.023463888
LEF1 AK128255_bp2800_R AGCTAAAAAGGCAGCCCTATTTCAGTTTATTCTCTTGAAATAAACTGAAATAGGGCTGCCGG Hs.555947 9483 -0.2605125 0.02363678 0.100549184 -0.590325 0.19162074 0.021537288
LEF1 AK128255_bp2800_R AGCTAAAAAGGCAGCCCTATTTCAGTTTATTCTCTTGAAATAAACTGAAATAGGGCTGCCGG Hs.555947 14859 -0.2032375 0.07254347 0.18500497 -0.4838 0.24827059 0.051439531
LEPREL1 NM_018192_bp1035_R AGCTAAAAAGGTGCTTGTTTGTCAGCATGATCTCTTGAATCATGCTGACAAACAAGCACCGG Hs.374191 5185 1.2248625 1.26558393 0.059972133 0.9177875 0.13947094 0.001896912
LEPREL1 NM_018192_bp1035_R AGCTAAAAAGGTGCTTGTTTGTCAGCATGATCTCTTGAATCATGCTGACAAACAAGCACCGG Hs.374191 10561 1.6666625 0.45014524 0.000586061 0.9513375 0.09295054 0.001341123
LEPREL1 NM_018192_bp1035_R AGCTAAAAAGGTGCTTGTTTGTCAGCATGATCTCTTGAATCATGCTGACAAACAAGCACCGG Hs.374191 15937 0.9014125 1.32445765 0.148439259 0.8566875 0.04036468 0.001805194
LEPREL1 NM_018192_bp1720_R AGCTAAAAAGGTGCAACTGTCCTGAAAGCATCTCTTGAATGCTTTCAGGACAGTTGCACCGG Hs.374191 5159 0.378516667 1.26351524 0.522678345
LEPREL1 NM_018192_bp1720_R AGCTAAAAAGGTGCAACTGTCCTGAAAGCATCTCTTGAATGCTTTCAGGACAGTTGCACCGG Hs.374191 10535 -0.1057625 0.24827105 0.540336848 0.5991125 0.9422304 0.206188335
LEPREL1 NM_018192_bp1720_R AGCTAAAAAGGTGCAACTGTCCTGAAAGCATCTCTTGAATGCTTTCAGGACAGTTGCACCGG Hs.374191 15911 0.2745125 0.42306678 0.244991788 0.2033375 1.33763554 0.733517252
LEPREL1 NM_018192_bp1810_R AGCTAAAAAGCTCGAAGGATTGTAGAATCTTCTCTTGAAAGATTCTACAATCCTTCGAGCGG Hs.374191 5157 0.394116667 0.382459 0.159132513 -1.4421
LEPREL1 NM_018192_bp1810_R AGCTAAAAAGCTCGAAGGATTGTAGAATCTTCTCTTGAAAGATTCTACAATCCTTCGAGCGG Hs.374191 10533 -0.1526875 0.28149826 0.40766669 -0.4640875 0.48151245 0.111854919
LEPREL1 NM_018192_bp1810_R AGCTAAAAAGCTCGAAGGATTGTAGAATCTTCTCTTGAAAGATTCTACAATCCTTCGAGCGG Hs.374191 15909 0.906016667 0.75540975 0.060590311
LGALS3 NM_194327_bp424_R AGCTAAAAAGCCTGTTTCTTCCCCTTGATCTCTCTTGAAGATCAAGGGGAAGAAACAGGCGG Hs.531081 2104 0.6669625 0.44686903 0.027040233 1.2191625 0.44774766 0.002125863
LGALS3 NM_194327_bp424_R AGCTAAAAAGCCTGTTTCTTCCCCTTGATCTCTCTTGAAGATCAAGGGGAAGAAACAGGCGG Hs.531081 7480 0.7521875 0.45208597 0.017967828 1.2562375 0.35741568 0.001172852
LGALS3 NM_194327_bp424_R AGCTAAAAAGCCTGTTTCTTCCCCTTGATCTCTCTTGAAGATCAAGGGGAAGAAACAGGCGG Hs.531081 12856 0.6586875 0.50445054 0.037220989 1.1297875 0.33973464 0.001870756
LGALS3 NM_194327_bp546_R AGCTAAAAAGCTTGCAAGCTGGAGCCTTGTTCTCTTGAAACAAGGCTCCAGCTTGCAAGCGG Hs.531081 1127 -0.6557125 0.36333635 0.018465349 -0.11901667 0.16968157 0.634692524
LGALS3 NM_194327_bp546_R AGCTAAAAAGCTTGCAAGCTGGAGCCTTGTTCTCTTGAAACAAGGCTCCAGCTTGCAAGCGG Hs.531081 6503 -0.7064625 0.37394555 0.014795321 -0.2278625 0.1201811 0.263584567
LGALS3 NM_194327_bp546_R AGCTAAAAAGCTTGCAAGCTGGAGCCTTGTTCTCTTGAAACAAGGCTCCAGCTTGCAAGCGG Hs.531081 11879 -0.6582875 0.30773106 0.013274474 -0.0951875 0.1338909 0.627191912
LGALS3 NM_194327_bp574_R AGCTAAAAAGCAGCAGATTTGGGAAGAAAGTCTCTTGAACTTTCTTCCCAAATCTGCTGCGG Hs.531081 1126 2.2489375 0.52595169 0.000234006 0.9467625 0.58625476 0.013118119
LGALS3 NM_194327_bp574_R AGCTAAAAAGCAGCAGATTTGGGAAGAAAGTCTCTTGAACTTTCTTCCCAAATCTGCTGCGG Hs.531081 6502 2.7672125 0.79648518 0.000412001 1.1616625 0.63738955 0.006560358
LGALS3 NM_194327_bp574_R AGCTAAAAAGCAGCAGATTTGGGAAGAAAGTCTCTTGAACTTTCTTCCCAAATCTGCTGCGG Hs.531081 11878 2.0824375 0.77705713 0.00139774 0.8458375 0.43090843 0.011134285
LGALS9 NM_009587_bp1023_R AGCTAAAAAGGTCAGCACCTGTTTGAATACTCTCTTGAAGTATTCAAACAGGTGCTGACCGG Hs.81337 2864 -0.3124 0.98059577 0.470697565 -0.72865 0.95410717 0.103066307
LGALS9 NM_009587_bp1023_R AGCTAAAAAGGTCAGCACCTGTTTGAATACTCTCTTGAAGTATTCAAACAGGTGCTGACCGG Hs.81337 8240 0.347175 0.90967072 0.396646459 -1.273475 1.12227105 0.025483366



LGALS9 NM_009587_bp1023_R AGCTAAAAAGGTCAGCACCTGTTTGAATACTCTCTTGAAGTATTCAAACAGGTGCTGACCGG Hs.81337 13616 -0.074525 0.93748678 0.854064563 -0.654425 1.11359149 0.178410225
LGALS9 NM_009587_bp447_R AGCTAAAAAGTGGACACCATCTCCGTCAATTCTCTTGAAATTGACGGAGATGGTGTCCACGG Hs.81337 2862 0.88465 0.71435833 0.033647068 4.4565
LGALS9 NM_009587_bp447_R AGCTAAAAAGTGGACACCATCTCCGTCAATTCTCTTGAAATTGACGGAGATGGTGTCCACGG Hs.81337 8238 0.47675 0.49999521 0.223008083 2.9519
LGALS9 NM_009587_bp447_R AGCTAAAAAGTGGACACCATCTCCGTCAATTCTCTTGAAATTGACGGAGATGGTGTCCACGG Hs.81337 13614 0.4274 0.50602689 0.182132442 3.6193
LGALS9 NM_009587_bp978_R AGCTAAAAAGTGTGGATCTTGTGTGAAGCTTCTCTTGAAAGCTTCACACAAGATCCACACGG Hs.81337 13618
LHFP AF463496_bp477_R AGCTAAAAAGATCAACTAATAGCCTAATAATCTCTTGAATTATTAGGCTATTAGTTGATCGG 3048 0.737933333 0.17539841 0.015168903 0.993325 1.03085918 0.048669259
LHFP AF463496_bp477_R AGCTAAAAAGATCAACTAATAGCCTAATAATCTCTTGAATTATTAGGCTATTAGTTGATCGG 8424 0.746133333 0.31711718 0.023961622 0.874275 1.01370189 0.070167494
LHFP AF463496_bp477_R AGCTAAAAAGATCAACTAATAGCCTAATAATCTCTTGAATTATTAGGCTATTAGTTGATCGG 13800 0.686266667 0.1961265 0.020531196 1.021 1.03004996 0.044232407
LHFP AF463496_bp591_R AGCTAAAAAGACCCAGGAGTTTAAGATCAATCTCTTGAATTGATCTTAAACTCCTGGGTCGG 3046 -0.152175 0.26045936 0.395700717 0.1441 0.693607 0.650776519
LHFP AF463496_bp591_R AGCTAAAAAGACCCAGGAGTTTAAGATCAATCTCTTGAATTGATCTTAAACTCCTGGGTCGG 8422 -0.14495 0.26068828 0.4170543 0.2779 0.39945525 0.268520236
LHFP AF463496_bp591_R AGCTAAAAAGACCCAGGAGTTTAAGATCAATCTCTTGAATTGATCTTAAACTCCTGGGTCGG 13798 -0.0896 0.30759624 0.631731916 0.287475 0.43252801 0.267497734
LHFP AF463496_bp92_R AGCTAAAAAGCTGAAATCCTATCTCTACAATCTCTTGAATTGTAGAGATAGGATTTCAGCGG 2713 -1.209 0.40799719 0.001929626 -0.94915 0.55643008 0.011457522
LHFP AF463496_bp92_R AGCTAAAAAGCTGAAATCCTATCTCTACAATCTCTTGAATTGTAGAGATAGGATTTCAGCGG 8089 -1.0096 0.37117984 0.003362353 -0.300725 0.24752202 0.18267926
LHFP AF463496_bp92_R AGCTAAAAAGCTGAAATCCTATCTCTACAATCTCTTGAATTGTAGAGATAGGATTTCAGCGG 13465 -1.230425 0.26198422 0.000661227 -0.814275 0.58170963 0.023864336
LIMK1 NM_002314_bp1386_R AGCTAAAAAGAGGCTCAACTTCATCACTGATCTCTTGAATCAGTGATGAAGTTGAGCCTCGG Hs.36566 159 1.07135 1.74577593 0.247490793 -0.2076125 0.43019021 0.389179484
LIMK1 NM_002314_bp1386_R AGCTAAAAAGAGGCTCAACTTCATCACTGATCTCTTGAATCAGTGATGAAGTTGAGCCTCGG Hs.36566 5535 1.063566667 1.18469492 0.105453302 -0.2122375 0.47642821 0.409353637
LIMK1 NM_002314_bp1386_R AGCTAAAAAGAGGCTCAACTTCATCACTGATCTCTTGAATCAGTGATGAAGTTGAGCCTCGG Hs.36566 10911 1.1384 1.23689193 0.098327726 0.1018375 0.5256151 0.702887655
LIMK1 NM_002314_bp690_R AGCTAAAAAGCGTGGACTTTCAGTCTCCATTCTCTTGAAATGGAGACTGAAAGTCCACGCGG Hs.36566 160 -1.004275 0.73237577 0.023209963 -1.0703625 0.84700723 0.038335746
LIMK1 NM_002314_bp690_R AGCTAAAAAGCGTGGACTTTCAGTCTCCATTCTCTTGAAATGGAGACTGAAAGTCCACGCGG Hs.36566 5536 -1.073475 0.83125888 0.026792217 -1.0606125 0.83313809 0.037698607
LIMK1 NM_002314_bp690_R AGCTAAAAAGCGTGGACTTTCAGTCTCCATTCTCTTGAAATGGAGACTGAAAGTCCACGCGG Hs.36566 10912 -1.044675 0.99994343 0.050358144 -1.0428375 0.79755422 0.035259526
LIMK2 NM_016733_bp1312_R AGCTAAAAAGGCAAAGTGATGGTCATGAAATCTCTTGAATTTCATGACCATCACTTTGCCGG Hs.474596 572 1.287825 1.30289753 0.055966749 1.813933333 0.8723154 0.016217939
LIMK2 NM_016733_bp1312_R AGCTAAAAAGGCAAAGTGATGGTCATGAAATCTCTTGAATTTCATGACCATCACTTTGCCGG Hs.474596 5948 1.44895 1.45640249 0.053833333 1.2652 1.22817055 0.097195403
LIMK2 NM_016733_bp1312_R AGCTAAAAAGGCAAAGTGATGGTCATGAAATCTCTTGAATTTCATGACCATCACTTTGCCGG Hs.474596 11324 1.3182 1.48709443 0.075374007 1.450066667 1.41455005 0.095786441
LIMK2 NM_016733_bp1851_R AGCTAAAAAGATCGTTCTCTGTGAGATCATTCTCTTGAAATGATCTCACAGAGAACGATCGG Hs.474596 573 -1.2062 2.75298319 0.311595214 0.6832 2.42538041 0.563285033
LIMK2 NM_016733_bp1851_R AGCTAAAAAGATCGTTCTCTGTGAGATCATTCTCTTGAAATGATCTCACAGAGAACGATCGG Hs.474596 5949 -1.13245 4.60838035 0.553963749 -0.922466667 4.79051495 0.685954034
LIMK2 NM_016733_bp1851_R AGCTAAAAAGATCGTTCTCTGTGAGATCATTCTCTTGAAATGATCTCACAGAGAACGATCGG Hs.474596 11325 -1.174025 3.163513 0.38357072 -0.2676 3.66104139 0.876929026
LIMK2 NM_016733_bp781_R AGCTAAAAAGCCACCACTGTGCAAGTGAAATCTCTTGAATTTCACTTGCACAGTGGTGGCGG Hs.474596 1758 1.7177 1.42718261 0.028949333 -0.412866667 2.32830205 0.711888254
LIMK2 NM_016733_bp781_R AGCTAAAAAGCCACCACTGTGCAAGTGAAATCTCTTGAATTTCACTTGCACAGTGGTGGCGG Hs.474596 7134 1.6969 1.70016093 0.052212279 -1.0588 3.32875082 0.514636397
LIMK2 NM_016733_bp781_R AGCTAAAAAGCCACCACTGTGCAAGTGAAATCTCTTGAATTTCACTTGCACAGTGGTGGCGG Hs.474596 12510 1.56095 1.64545765 0.061147798 -1.302533333 3.38321119 0.436950152
LIMS3 AK096170_bp1796_R AGCTAAAAAGGCTAGCAAGTATGTAATAATTCTCTTGAAATTATTACATACTTGCTAGCCGG 3996 -0.1833875 0.07581836 0.225085887 0.565075 0.17590767 0.024610844
LIMS3 AK096170_bp1796_R AGCTAAAAAGGCTAGCAAGTATGTAATAATTCTCTTGAAATTATTACATACTTGCTAGCCGG 9372 0.29005 0.91764143 0.517647303 0.49225 0.13438751 0.037842579
LIMS3 AK096170_bp1796_R AGCTAAAAAGGCTAGCAAGTATGTAATAATTCTCTTGAAATTATTACATACTTGCTAGCCGG 14748 0.0340625 0.44522529 0.880477967 0.57545 0.45870149 0.05402024
LIMS3 AK096170_bp2481_R AGCTAAAAAGAGCATGGTCTTCTCACTATATCTCTTGAATATAGTGAGAAGACCATGCTCGG 3998 -0.1524875 0.41157542 0.490469794 0.4436 0.86058475 0.253315303
LIMS3 AK096170_bp2481_R AGCTAAAAAGAGCATGGTCTTCTCACTATATCTCTTGAATATAGTGAGAAGACCATGCTCGG 9374 -0.1948625 0.35224041 0.346915349 0.32555 0.57982816 0.275507227
LIMS3 AK096170_bp2481_R AGCTAAAAAGAGCATGGTCTTCTCACTATATCTCTTGAATATAGTGAGAAGACCATGCTCGG 14750 -0.1897125 0.35368948 0.35963142 0.215 0.68225841 0.49963359
LIMS3 AK096170_bp3187_R AGCTAAAAAGGCTACATTGTTTATCATTAATCTCTTGAATTAATGATAAACAATGTAGCCGG 3994 -0.202825 0.25625532 0.352141595
LIMS3 AK096170_bp3187_R AGCTAAAAAGGCTACATTGTTTATCATTAATCTCTTGAATTAATGATAAACAATGTAGCCGG 9370 -0.1573 0.30615631 0.481288323
LIMS3 AK096170_bp3187_R AGCTAAAAAGGCTACATTGTTTATCATTAATCTCTTGAATTAATGATAAACAATGTAGCCGG 14746 -0.153225 0.29846975 0.489528948
LIN10 BC004556_bp1038_R AGCTAAAAAGGAGTGGACATCCTCTTTGATTCTCTTGAAATCAAAGAGGATGTCCACTCCGG Hs.513666 4275 0.316 1.00063628 0.473507352 0.625025 0.47289142 0.04824275 0.736133333 1.24103697 0.202574722
LIN10 BC004556_bp1038_R AGCTAAAAAGGAGTGGACATCCTCTTTGATTCTCTTGAAATCAAAGAGGATGTCCACTCCGG Hs.513666 9651 0.292025 1.1471447 0.555056023 0.664975 0.39981745 0.027994417 0.839966667 1.69316679 0.254144084
LIN10 BC004556_bp1038_R AGCTAAAAAGGAGTGGACATCCTCTTTGATTCTCTTGAAATCAAAGAGGATGTCCACTCCGG Hs.513666 15027 0.472025 1.04855744 0.317703205 0.685175 0.53072968 0.046896176 0.670433333 1.29296787 0.253033356
LIN10 BC004556_bp354_R AGCTAAAAAGGGATCAAACTAATGTTTGATTCTCTTGAAATCAAACATTAGTTTGATCCCGG Hs.513666 4277 -0.8236 0.60662988 0.027520149 0.266275 0.23522978 0.165278229 -0.65503333 0.31584031 0.049070594
LIN10 BC004556_bp354_R AGCTAAAAAGGGATCAAACTAATGTTTGATTCTCTTGAAATCAAACATTAGTTTGATCCCGG Hs.513666 9653 -0.831075 0.68332783 0.036758203 0.132425 0.47352441 0.596169775 -0.55666667 0.16902936 0.063655427
LIN10 BC004556_bp354_R AGCTAAAAAGGGATCAAACTAATGTTTGATTCTCTTGAAATCAAACATTAGTTTGATCCCGG Hs.513666 15029 -0.7428 0.59061827 0.036535995 0.17335 0.27195938 0.360187097 -0.85703333 0.36271118 0.021813339
LIN10 BC004556_bp831_R AGCTAAAAAGGACCTGGCCTATTAGCAGATTCTCTTGAAATCTGCTAATAGGCCAGGTCCGG Hs.513666 4273 -0.50375 0.49657305 0.081355108 -0.178275 0.16482084 0.280868207 -0.56856667 1.06041271 0.257616804
LIN10 BC004556_bp831_R AGCTAAAAAGGACCTGGCCTATTAGCAGATTCTCTTGAAATCTGCTAATAGGCCAGGTCCGG Hs.513666 9649 -0.37415 0.31976 0.090594727 -0.187825 0.18271987 0.269077777 -0.20606667 0.43375466 0.488999465
LIN10 BC004556_bp831_R AGCTAAAAAGGACCTGGCCTATTAGCAGATTCTCTTGAAATCTGCTAATAGGCCAGGTCCGG Hs.513666 15025 -0.4067 0.41901557 0.106861392 -0.1518 0.38117307 0.490159872 0.1747 0.62553031 0.609247401
LMO2 NM_005574_bp1240_R AGCTAAAAAGCGGCGCCTCTACTACAAACTTCTCTTGAAAGTTTGTAGTAGAGGCGCCGCGG Hs.34560 3395 -0.398333333 0.25797556 0.113272782 -0.31075 0.31063508 0.274456343 -0.118875 0.36075591 0.556943797 0.22745 0.60264151 0.505194868
LMO2 NM_005574_bp1240_R AGCTAAAAAGCGGCGCCTCTACTACAAACTTCTCTTGAAAGTTTGTAGTAGAGGCGCCGCGG Hs.34560 8771 -0.382433333 0.15552476 0.098565223 -0.7136625 0.07917994 0.007620872 0.0196 0.37214993 0.922758791 0.28385 0.54184272 0.371736697
LMO2 NM_005574_bp1240_R AGCTAAAAAGCGGCGCCTCTACTACAAACTTCTCTTGAAAGTTTGTAGTAGAGGCGCCGCGG Hs.34560 14147 -0.561933333 0.11667832 0.031546959 -0.1409125 0.52238945 0.603039618 -0.03955 0.35038658 0.835900665 0.3581 0.55264094 0.285685678
LMO2 NM_005574_bp1349_R AGCTAAAAAGAGATGACAATGCGGGTGAAATCTCTTGAATTTCACCCGCATTGTCATCTCGG Hs.34560 3391 -0.348825 0.1845318 0.064459222 -0.1247125 0.32674849 0.580214935 -0.844733333 0.37025262 0.058477 0.5634 0.49958382 0.109382323
LMO2 NM_005574_bp1349_R AGCTAAAAAGAGATGACAATGCGGGTGAAATCTCTTGAATTTCACCCGCATTGTCATCTCGG Hs.34560 8767 -0.0693 0.81743755 0.847176254 0.6886375 0.64728173 0.054511152 -0.7844 0.43443288 0.088833347 0.56005 0.49183035 0.107190446
LMO2 NM_005574_bp1349_R AGCTAAAAAGAGATGACAATGCGGGTGAAATCTCTTGAATTTCACCCGCATTGTCATCTCGG Hs.34560 14143 0.024075 0.6980114 0.938998635 0.2300625 1.11011406 0.610955824 -0.7474 0.47249788 0.11139779 0.555175 0.48813753 0.107461831
LMO2 NM_005574_bp1433_R AGCTAAAAAGACAGATACCTCCTCATCAACTCTCTTGAAGTTGATGAGGAGGTATCTGTCGG Hs.34560 3393 0.831375 0.52819444 0.018361176 -1.0515 0.81967818 0.066349195 0.41595 0.21222728 0.029528203 0.619 0.30785632 0.027620556
LMO2 NM_005574_bp1433_R AGCTAAAAAGACAGATACCTCCTCATCAACTCTCTTGAAGTTGATGAGGAGGTATCTGTCGG Hs.34560 14145 0.8813 0.78132391 0.043592208 0.5750875 0.67923672 0.101878965 0.477575 0.30150327 0.050560069 0.725725 0.42218931 0.041298793
LMO2 NM_005574_bp1433_R AGCTAAAAAGACAGATACCTCCTCATCAACTCTCTTGAAGTTGATGAGGAGGTATCTGTCGG Hs.34560 8769 0.762075 1.09177542 0.144757276 -0.2794 0.495 0.35040851 0.066448297 0.679475 0.3018566 0.020466295
LMTK2 NM_014916_bp2178_R AGCTAAAAAGAGAGCCCTTTCAACAATATATCTCTTGAATATATTGTTGAAAGGGCTCTCGG Hs.444179 501 0.673733333 0.70651054 0.112600777 -0.205866667 0.76657376 0.616053149
LMTK2 NM_014916_bp2178_R AGCTAAAAAGAGAGCCCTTTCAACAATATATCTCTTGAATATATTGTTGAAAGGGCTCTCGG Hs.444179 5877 1.4483 2.45784353 0.226590324 -1.9269 1.04623519 0.047897943
LMTK2 NM_014916_bp2178_R AGCTAAAAAGAGAGCCCTTTCAACAATATATCTCTTGAATATATTGTTGAAAGGGCTCTCGG Hs.444179 11253 0.561466667 0.81143835 0.203815906 -0.0972 0.53494408 0.75520508
LMTK2 NM_014916_bp2816_R AGCTAAAAAGCCCACGTGTTTAGATGTTATTCTCTTGAAATAACATCTAAACACGTGGGCGG Hs.444179 502 -0.486075 1.01872081 0.293702448 -2.647333333 2.01256229 0.04918787
LMTK2 NM_014916_bp2816_R AGCTAAAAAGCCCACGTGTTTAGATGTTATTCTCTTGAAATAACATCTAAACACGTGGGCGG Hs.444179 5878 0.85695 3.99380868 0.604028194 -4.922733333 1.51986434 0.003257557
LMTK2 NM_014916_bp2816_R AGCTAAAAAGCCCACGTGTTTAGATGTTATTCTCTTGAAATAACATCTAAACACGTGGGCGG Hs.444179 11254 1.066475 4.46521374 0.564807474 -5.707333333 0.62965315 0.000151034
LMTK2 NM_014916_bp3056_R AGCTAAAAAGGGACAGGAATTGCACAATAATCTCTTGAATTATTGTGCAATTCCTGTCCCGG Hs.444179 503 0.318375 1.25243374 0.553175534 -1.4356 0.77216061 0.056129947
LMTK2 NM_014916_bp3056_R AGCTAAAAAGGGACAGGAATTGCACAATAATCTCTTGAATTATTGTGCAATTCCTGTCCCGG Hs.444179 5879 0.3332 1.44339459 0.586006302 -4.022133333 2.57043932 0.029827608
LMTK2 NM_014916_bp3056_R AGCTAAAAAGGGACAGGAATTGCACAATAATCTCTTGAATTATTGTGCAATTCCTGTCCCGG Hs.444179 11255 0.34985 1.50933076 0.583724617 -4.282166667 2.61385577 0.026094762
LMTK3 XM_055866_bp1230_R AGCTAAAAAGGACTACTGGTATGACATTCTTCTCTTGAAAGAATGTCATACCAGTAGTCCGG Hs.207426 2022
LMTK3 XM_055866_bp1230_R AGCTAAAAAGGACTACTGGTATGACATTCTTCTCTTGAAAGAATGTCATACCAGTAGTCCGG Hs.207426 7398
LMTK3 XM_055866_bp1230_R AGCTAAAAAGGACTACTGGTATGACATTCTTCTCTTGAAAGAATGTCATACCAGTAGTCCGG Hs.207426 12774
LMTK3 XM_055866_bp6_R AGCTAAAAAGCAAGTGCTGTGGTTGTGTAATCTCTTGAATTACACAACCACAGCACTTGCGG Hs.207426 846 -0.6251 -0.605066667 0.49503137 0.10178148
LMTK3 XM_055866_bp6_R AGCTAAAAAGCAAGTGCTGTGGTTGTGTAATCTCTTGAATTACACAACCACAGCACTTGCGG Hs.207426 6222 -0.69525 0.33227919 0.012378557 -0.3738 0.38215824 0.200575906
LMTK3 XM_055866_bp6_R AGCTAAAAAGCAAGTGCTGTGGTTGTGTAATCTCTTGAATTACACAACCACAGCACTTGCGG Hs.207426 11598 -0.44545 0.0569221 0.15628718 -0.349766667 0.38925366 0.227944437
LOC339483 AL833686_bp1385_R AGCTAAAAAGCCCCTCTCTTACTACACCAATCTCTTGAATTGGTGTAGTAAGAGAGGGGCGG Hs.471067 4164 1.55765 0.26115438 0.000215519 0.852925 0.673543 0.042394991 0.781333333 0.81425741 0.088930928
LOC339483 AL833686_bp1385_R AGCTAAAAAGCCCCTCTCTTACTACACCAATCTCTTGAATTGGTGTAGTAAGAGAGGGGCGG Hs.471067 14916 1.56625 0.52357809 0.001253989 0.7297 1.0681202 0.224966232 0.8244 0.85059878 0.082897846
LOC339483 AL833686_bp1385_R AGCTAAAAAGCCCCTCTCTTACTACACCAATCTCTTGAATTGGTGTAGTAAGAGAGGGGCGG Hs.471067 9540 1.601266667 0.44291224 0.002826978 0.878825 0.46917465 0.015315554 0.92695 0.75695781 0.084236321
LOC339483 AL833686_bp2363_R AGCTAAAAAGGGGGAAGAGTGTGGCAAATATCTCTTGAATATTTGCCACACTCTTCCCCCGG Hs.471067 4162 1.60725 1.76748081 0.068685676 0.8503 1.12850213 0.142241877 0.2114 0.5015191 0.499685958
LOC339483 AL833686_bp2363_R AGCTAAAAAGGGGGAAGAGTGTGGCAAATATCTCTTGAATATTTGCCACACTCTTCCCCCGG Hs.471067 9538 2.2421 1.07288248 0.003553407 0.9964 0.84630981 0.047708799 1.018966667 0.48914274 0.016174326
LOC339483 AL833686_bp2363_R AGCTAAAAAGGGGGAAGAGTGTGGCAAATATCTCTTGAATATTTGCCACACTCTTCCCCCGG Hs.471067 14914 1.396 1.74828158 0.098154793 1.0197 0.87514673 0.048639491 0.249966667 0.85195075 0.542511977
LOC339483 AL833686_bp557_R AGCTAAAAAGTGCCATACTTGGTGGACGATTCTCTTGAAATCGTCCACCAAGTATGGCACGG Hs.471067 9542 -0.203625 0.82784937 0.580898804 -0.73245 0.34287526 0.014721516 -2.0485
LOC339483 AL833686_bp557_R AGCTAAAAAGTGCCATACTTGGTGGACGATTCTCTTGAAATCGTCCACCAAGTATGGCACGG Hs.471067 14918 -0.007 0.62362821 0.980577816 -0.724125 0.24095901 0.008501046 -1.6685
LOC339483 AL833686_bp557_R AGCTAAAAAGTGCCATACTTGGTGGACGATTCTCTTGAAATCGTCCACCAAGTATGGCACGG Hs.471067 4166 -0.07195 1.16142935 0.883650479 -0.8423 0.40135021 0.012340763
LOC400581 BC060883_bp3471_R AGCTAAAAAGGGGCTCATGTTACAGTAGCATCTCTTGAATGCTACTGTAACATGAGCCCCGG Hs.579269 4562 1.48945 0.85101019 0.008329265 2.148725 1.09145737 0.007378601 0.70235 1.74789725 0.362397881
LOC400581 BC060883_bp3471_R AGCTAAAAAGGGGCTCATGTTACAGTAGCATCTCTTGAATGCTACTGTAACATGAGCCCCGG Hs.579269 9938 1.53035 0.74197693 0.004583031 2.351625 1.19711706 0.007255129 0.624733333 1.0659331 0.220869613
LOC400581 BC060883_bp3471_R AGCTAAAAAGGGGCTCATGTTACAGTAGCATCTCTTGAATGCTACTGTAACATGAGCCCCGG Hs.579269 15314 1.832633333 0.66312942 0.004422053 2.0566 1.14111602 0.010179026 0.236733333 1.05094951 0.615752174
LOC400581 BC060883_bp3721_R AGCTAAAAAGCTCGATAAATGCTTGGTAAATCTCTTGAATTTACCAAGCATTTATCGAGCGG Hs.579269 4534 -0.711775 0.23143082 0.006201577 0.049625 0.34726862 0.807191702 -0.67755 0.44611367 0.121695598
LOC400581 BC060883_bp3721_R AGCTAAAAAGCTCGATAAATGCTTGGTAAATCTCTTGAATTTACCAAGCATTTATCGAGCGG Hs.579269 9910 -0.673325 0.68079994 0.069986484 0.145325 0.30314935 0.457234118 -1.39325 0.46209428 0.015749531
LOC400581 BC060883_bp3721_R AGCTAAAAAGCTCGATAAATGCTTGGTAAATCTCTTGAATTTACCAAGCATTTATCGAGCGG Hs.579269 15286 -0.840325 0.13144653 0.00176256 -0.079975 0.22038225 0.635149535 -0.88463333 0.22697357 0.014194175
LOC400581 BC060883_bp983_R AGCTAAAAAGGCAGTGTACTAAGAATTTGATCTCTTGAATCAAATTCTTAGTACACTGCCGG Hs.579269 4536 0.279825 0.37616872 0.209858797 1.4999
LOC400581 BC060883_bp983_R AGCTAAAAAGGCAGTGTACTAAGAATTTGATCTCTTGAATCAAATTCTTAGTACACTGCCGG Hs.579269 9912 0.573 0.59009249 0.080462659
LOC400581 BC060883_bp983_R AGCTAAAAAGGCAGTGTACTAAGAATTTGATCTCTTGAATCAAATTCTTAGTACACTGCCGG Hs.579269 15288 0.324625 0.31939764 0.129002954
LOC51255 BG179750_bp211_R AGCTAAAAAGCTCTCAGGCTGACAAATTCCTCTCTTGAAGGAATTTGTCAGCCTGAGAGCGG Hs.356187 4405 0.66825 1.5753397 0.332120707 0.3954 0.29909551 0.082611248 -0.11953333 0.57196011 0.713313424
LOC51255 BG179750_bp211_R AGCTAAAAAGCTCTCAGGCTGACAAATTCCTCTCTTGAAGGAATTTGTCAGCCTGAGAGCGG Hs.356187 9781 0.513 1.63595042 0.462814525 0.4853 0.57694694 0.137127797 -0.11653333 0.37025204 0.677125417
LOC51255 BG179750_bp211_R AGCTAAAAAGCTCTCAGGCTGACAAATTCCTCTCTTGAAGGAATTTGTCAGCCTGAGAGCGG Hs.356187 15157 0.5481 1.24222255 0.320581671 0.364025 0.49575206 0.196238961 -0.0777 0.61585118 0.816807484
LOC51255 BG179750_bp406_R AGCTAAAAAGAATCCTCATTAAAGGTTTCTTCTCTTGAAAGAAACCTTTAATGAGGATTCGG Hs.356187 4403 0.0915 0.12254977 0.535804674 -0.5779 0.27640525 0.023390348 -0.3486 0.4287993 0.260484973
LOC51255 BG179750_bp406_R AGCTAAAAAGAATCCTCATTAAAGGTTTCTTCTCTTGAAAGAAACCTTTAATGAGGATTCGG Hs.356187 9779 0.607525 0.67099103 0.090079631 -1.167366667 0.03740619 0.003775195 -0.03466667 0.88594436 0.933104265
LOC51255 BG179750_bp406_R AGCTAAAAAGAATCCTCATTAAAGGTTTCTTCTCTTGAAAGAAACCTTTAATGAGGATTCGG Hs.356187 15155 0.828225 0.63669197 0.030743669 -1.16705 0.7826494 0.023030819 -0.19186667 1.48331598 0.755211465
LOC51255 BG179750_bp8_R AGCTAAAAAGGCGTCCTATTTCGATGAACATCTCTTGAATGTTCATCGAAATAGGACGCCGG Hs.356187 4401 0.435525 0.44222281 0.097758584 -0.307475 0.26536769 0.134128599 -0.3974 1.48726934 0.526170225
LOC51255 BG179750_bp8_R AGCTAAAAAGGCGTCCTATTTCGATGAACATCTCTTGAATGTTCATCGAAATAGGACGCCGG Hs.356187 9777 0.4586 0.39959414 0.071732038 -0.40535 0.4289922 0.127964966 -0.29 1.39200028 0.621885356
LOC51255 BG179750_bp8_R AGCTAAAAAGGCGTCCTATTTCGATGAACATCTCTTGAATGTTCATCGAAATAGGACGCCGG Hs.356187 15153 0.471325 0.6901857 0.172683863 -0.0554 0.63257988 0.873561384 -0.43886667 1.24216338 0.422916009
LOC58489 AK092758_bp363_R AGCTAAAAAGGCTGGGAAATGCAAGATCGATCTCTTGAATCGATCTTGCATTTCCCAGCCGG Hs.459072 3844 -0.4504125 0.94712327 0.298393545 -0.2255 0.16678677 0.278223914
LOC58489 AK092758_bp363_R AGCTAAAAAGGCTGGGAAATGCAAGATCGATCTCTTGAATCGATCTTGCATTTCCCAGCCGG Hs.459072 9220 -0.3986875 0.7239365 0.252387852 -0.184325 0.26792955 0.398874695
LOC58489 AK092758_bp363_R AGCTAAAAAGGCTGGGAAATGCAAGATCGATCTCTTGAATCGATCTTGCATTTCCCAGCCGG Hs.459072 14596 -0.4008625 0.72350331 0.249939144 -0.16605 0.27863334 0.448406933
LOC58489 AK092758_bp452_R AGCTAAAAAGGAGGAAGGCTCTTGCTCAAATCTCTTGAATTTGAGCAAGAGCCTTCCTCCGG Hs.459072 3842 1.0966375 0.46124825 0.004147506 -0.648525 0.4424099 0.033818683
LOC58489 AK092758_bp452_R AGCTAAAAAGGAGGAAGGCTCTTGCTCAAATCTCTTGAATTTGAGCAAGAGCCTTCCTCCGG Hs.459072 9218 1.3014875 0.3961433 0.001278401 -0.6253 0.45564756 0.040341791
LOC58489 AK092758_bp452_R AGCTAAAAAGGAGGAAGGCTCTTGCTCAAATCTCTTGAATTTGAGCAAGAGCCTTCCTCCGG Hs.459072 14594 1.2614625 0.35012444 0.001078891 -0.535125 0.48386001 0.073254231
LOC58489 AK092758_bp521_R AGCTAAAAAGCAGACTCCCTCTTTGATAAATCTCTTGAATTTATCAAAGAGGGAGTCTGCGG Hs.459072 4199 -0.6398375 0.27950747 0.012601704 0.08865 0.22635308 0.668131814
LOC58489 AK092758_bp521_R AGCTAAAAAGCAGACTCCCTCTTTGATAAATCTCTTGAATTTATCAAAGAGGGAGTCTGCGG Hs.459072 9575 -0.5755625 0.32352852 0.023921768 0.08475 0.20008133 0.676297783
LOC58489 AK092758_bp521_R AGCTAAAAAGCAGACTCCCTCTTTGATAAATCTCTTGAATTTATCAAAGAGGGAGTCTGCGG Hs.459072 14951 -0.6278875 0.30711077 0.015854876 0.0652 0.25127519 0.756025746
LOC63929 NM_022098_bp1443_R AGCTAAAAAGAGCCCGGCATTTATATTCCATCTCTTGAATGGAATATAAATGCCGGGCTCGG Hs.558649 2705 -0.55655 0.21287059 0.025874151 -1.0402875 1.06391476 0.052738398
LOC63929 NM_022098_bp1443_R AGCTAAAAAGAGCCCGGCATTTATATTCCATCTCTTGAATGGAATATAAATGCCGGGCTCGG Hs.558649 8081 -0.464525 0.40671685 0.110320801 -0.6738375 1.0282762 0.168637896
LOC63929 NM_022098_bp1443_R AGCTAAAAAGAGCCCGGCATTTATATTCCATCTCTTGAATGGAATATAAATGCCGGGCTCGG Hs.558649 13457 -0.638925 0.16248821 0.010713229 -0.7587875 0.60791229 0.042170008
LOC63929 NM_022098_bp1495_R AGCTAAAAAGGGGTCTTGGTGTACGAATTGTCTCTTGAACAATTCGTACACCAAGACCCCGG Hs.558649 2701 1.087575 0.52247869 0.004467398 0.8393875 0.74612216 0.031653732
LOC63929 NM_022098_bp1495_R AGCTAAAAAGGGGTCTTGGTGTACGAATTGTCTCTTGAACAATTCGTACACCAAGACCCCGG Hs.558649 8077 0.94255 0.58407723 0.010886956 0.9632875 0.77792736 0.021208398
LOC63929 NM_022098_bp1495_R AGCTAAAAAGGGGTCTTGGTGTACGAATTGTCTCTTGAACAATTCGTACACCAAGACCCCGG Hs.558649 13453 1.0604 0.51150153 0.004609772 0.9412125 0.77696631 0.023131499
LOC63929 NM_022098_bp274_R AGCTAAAAAGGGAGGTAACTCCAGGACTATTCTCTTGAAATAGTCCTGGAGTTACCTCCCGG Hs.558649 2703 0.18675 0.61289143 0.398344977 0.4606625 1.1364235 0.293610732
LOC63929 NM_022098_bp274_R AGCTAAAAAGGGAGGTAACTCCAGGACTATTCTCTTGAAATAGTCCTGGAGTTACCTCCCGG Hs.558649 8079 0.03825 0.74082524 0.775829448 0.7210125 1.28639292 0.166144739
LOC63929 NM_022098_bp274_R AGCTAAAAAGGGAGGTAACTCCAGGACTATTCTCTTGAAATAGTCCTGGAGTTACCTCCCGG Hs.558649 13455 0.22515 0.48322904 0.263580436 0.5640875 1.08869963 0.200543853
LOC91807 NM_182493_bp2154_R AGCTAAAAAGCCCCAGAAGTCGTCAATTATTCTCTTGAAATAATTGACGACTTCTGGGGCGG Hs.339846 775 -0.4672 0.2310345 0.030952125 -0.377175 0.07166437 0.040448196
LOC91807 NM_182493_bp2154_R AGCTAAAAAGCCCCAGAAGTCGTCAATTATTCTCTTGAAATAATTGACGACTTCTGGGGCGG Hs.339846 6151 -0.394625 0.19393152 0.045848559 -0.1778 0.09690707 0.25086332
LOC91807 NM_182493_bp2154_R AGCTAAAAAGCCCCAGAAGTCGTCAATTATTCTCTTGAAATAATTGACGACTTCTGGGGCGG Hs.339846 11527 -0.302975 0.14358615 0.083784016 -0.16445 0.0996987 0.28417188
LOC91807 NM_182493_bp230_R AGCTAAAAAGCTCCTGCACTTCCAAGAAGATCTCTTGAATCTTCTTGGAAGTGCAGGAGCGG Hs.339846 7306 -0.537625 0.11945723 0.011170025 0.017575 0.29912245 0.925463849
LOC91807 NM_182493_bp230_R AGCTAAAAAGCTCCTGCACTTCCAAGAAGATCTCTTGAATCTTCTTGGAAGTGCAGGAGCGG Hs.339846 12682 -0.2077 0.08585531 0.180351072 0.14415 0.19470233 0.389848587
LOC91807 NM_182493_bp230_R AGCTAAAAAGCTCCTGCACTTCCAAGAAGATCTCTTGAATCTTCTTGGAAGTGCAGGAGCGG Hs.339846 1930 -1.3743 -0.4844
LOC91807 NM_182493_bp2411_R AGCTAAAAAGAAACACGAGTGGCTGAATAATCTCTTGAATTATTCAGCCACTCGTGTTTCGG Hs.339846 776 0.6559 0.6991375 0.080063304 0.087375 0.5166018 0.739787694
LOC91807 NM_182493_bp2411_R AGCTAAAAAGAAACACGAGTGGCTGAATAATCTCTTGAATTATTCAGCCACTCGTGTTTCGG Hs.339846 6152 0.67055 0.71105795 0.078244188 0.24245 0.27377276 0.221041235
LOC91807 NM_182493_bp2411_R AGCTAAAAAGAAACACGAGTGGCTGAATAATCTCTTGAATTATTCAGCCACTCGTGTTTCGG Hs.339846 11528 1.608725 1.91231293 0.084817676 0.328725 0.29143483 0.126472885
LOC92017 XM_042234_bp30_R AGCTAAAAAGGCTGTATTCTTTCACCTTAGTCTCTTGAACTAAGGTGAAAGAATACAGCCGG 3720 -0.182475 0.09790247 0.233504146 -0.2027125 0.23821717 0.3462551
LOC92017 XM_042234_bp30_R AGCTAAAAAGGCTGTATTCTTTCACCTTAGTCTCTTGAACTAAGGTGAAAGAATACAGCCGG 9096 -0.127525 0.21460823 0.444283486 -0.1688125 0.3351647 0.46211649
LOC92017 XM_042234_bp30_R AGCTAAAAAGGCTGTATTCTTTCACCTTAGTCTCTTGAACTAAGGTGAAAGAATACAGCCGG 14472 -0.1644 0.17644683 0.31178466 -0.2773375 0.19110486 0.198514572
LOC92017 XM_042234_bp617_R AGCTAAAAAGGAGTGTTGATGGAGAAGTTATCTCTTGAATAACTTCTCCATCAACACTCCGG 3716 0.5891 0.27086437 0.016477821 1.0620125 0.24899789 0.001740365
LOC92017 XM_042234_bp617_R AGCTAAAAAGGAGTGTTGATGGAGAAGTTATCTCTTGAATAACTTCTCCATCAACACTCCGG 9092 0.817275 0.5955005 0.026905959 0.1232625 0.07841708 0.523684117
LOC92017 XM_042234_bp617_R AGCTAAAAAGGAGTGTTGATGGAGAAGTTATCTCTTGAATAACTTCTCCATCAACACTCCGG 14468 0.645675 0.27014447 0.011525328 1.3150125 1.15516573 0.024699064
LOC92017 XM_042234_bp724_R AGCTAAAAAGGCGAGCTGATTGAGTTCAACTCTCTTGAAGTTGAACTCAATCAGCTCGCCGG 3718 0.15755 0.26573485 0.383850061 -0.0620125 0.38110437 0.791403108
LOC92017 XM_042234_bp724_R AGCTAAAAAGGCGAGCTGATTGAGTTCAACTCTCTTGAAGTTGAACTCAATCAGCTCGCCGG 9094 0.77295 0.98751151 0.113147069 0.1222125 0.15174321 0.539116371
LOC92017 XM_042234_bp724_R AGCTAAAAAGGCGAGCTGATTGAGTTCAACTCTCTTGAAGTTGAACTCAATCAGCTCGCCGG 14470 0.26975 0.17624617 0.124119252 -0.0933125 0.59611665 0.746721287
LPP AL833171_bp4338_R AGCTAAAAAGGGCTTATAGTTTATTTAAGATCTCTTGAATCTTAAATAAACTATAAGCCCGG Hs.444362 4698 -0.38335 0.24152056 0.118708157 -0.053525 0.34779047 0.867566979
LPP AL833171_bp4338_R AGCTAAAAAGGGCTTATAGTTTATTTAAGATCTCTTGAATCTTAAATAAACTATAAGCCCGG Hs.444362 10074 -0.1004625 0.2081834 0.538656141 0.1737125 0.33546456 0.402788482
LPP AL833171_bp4338_R AGCTAAAAAGGGCTTATAGTTTATTTAAGATCTCTTGAATCTTAAATAAACTATAAGCCCGG Hs.444362 15450 0.0501875 0.21890006 0.758512013 0.2490625 0.23641805 0.189309514
LPP AL833171_bp5419_R AGCTAAAAAGCTCTGTGGATAGTGGTTAAATCTCTTGAATTTAACCACTATCCACAGAGCGG Hs.444362 10070 0.0193125 0.07322172 0.889701133 0.1108375 0.60470265 0.70892893
LPP AL833171_bp5419_R AGCTAAAAAGCTCTGTGGATAGTGGTTAAATCTCTTGAATTTAACCACTATCCACAGAGCGG Hs.444362 15446 0.1632875 0.34179315 0.417519152 0.2567125 0.64286723 0.424536291



LPP AL833171_bp5419_R AGCTAAAAAGCTCTGTGGATAGTGGTTAAATCTCTTGAATTTAACCACTATCCACAGAGCGG Hs.444362 4694 -0.6538 -0.155975 0.12377904 0.586455969
LPP AL833171_bp5866_R AGCTAAAAAGCCAAGCACTTCCCTTAAATATCTCTTGAATATTTAAGGGAAGTGCTTGGCGG Hs.444362 4696 -0.3760375 0.13430867 0.042735705 1.1378875 0.66142338 0.01536075
LPP AL833171_bp5866_R AGCTAAAAAGCCAAGCACTTCCCTTAAATATCTCTTGAATATTTAAGGGAAGTGCTTGGCGG Hs.444362 10072 -0.2263625 0.1862844 0.186600083 0.8246875 0.46761633 0.019030104
LPP AL833171_bp5866_R AGCTAAAAAGCCAAGCACTTCCCTTAAATATCTCTTGAATATTTAAGGGAAGTGCTTGGCGG Hs.444362 15448 -0.3003125 0.12808855 0.082123501 1.1355375 0.59441203 0.011349294
LRMP NM_006152_bp1780_R AGCTAAAAAGCCGGGTTAGTAAAGCAGTTGTCTCTTGAACAACTGCTTTACTAACCCGGCGG Hs.124922 4929 0.0150375 0.43030024 0.945872315 -0.4853625 0.52988297 0.118402232
LRMP NM_006152_bp1780_R AGCTAAAAAGCCGGGTTAGTAAAGCAGTTGTCTCTTGAACAACTGCTTTACTAACCCGGCGG Hs.124922 10305 -0.1813125 0.41990277 0.422252125 -0.5276375 0.52444547 0.094779883
LRMP NM_006152_bp1780_R AGCTAAAAAGCCGGGTTAGTAAAGCAGTTGTCTCTTGAACAACTGCTTTACTAACCCGGCGG Hs.124922 15681 -0.1534375 0.70805831 0.633830384 -0.3824 0.85385861 0.410012563
LRMP NM_006152_bp2233_R AGCTAAAAAGGAAGCCAAGTCTTTCTGAAATCTCTTGAATTTCAGAAAGACTTGGCTTCCGG Hs.124922 4931 0.0591125 0.77459323 0.86331417
LRMP NM_006152_bp2233_R AGCTAAAAAGGAAGCCAAGTCTTTCTGAAATCTCTTGAATTTCAGAAAGACTTGGCTTCCGG Hs.124922 10307 -0.1824625 0.49323307 0.464254006 -0.0783125 0.96979735 0.859039035
LRMP NM_006152_bp2233_R AGCTAAAAAGGAAGCCAAGTCTTTCTGAAATCTCTTGAATTTCAGAAAGACTTGGCTTCCGG Hs.124922 15683 -0.1075625 0.49241909 0.65988052 -0.570283333 1.39568999 0.424845751
LRPPRC NM_133259_bp1858_R AGCTAAAAAGGAGGAGCATTTGAGACAATATCTCTTGAATATTGTCTCAAATGCTCCTCCGG Hs.368084 2805 1.12815 0.26278157 0.000687547 1.0606875 2.19943463 0.213108742
LRPPRC NM_133259_bp1858_R AGCTAAAAAGGAGGAGCATTTGAGACAATATCTCTTGAATATTGTCTCAAATGCTCCTCCGG Hs.368084 8181 1.161375 0.31471785 0.000820737 1.0922875 2.19974017 0.201866254
LRPPRC NM_133259_bp1858_R AGCTAAAAAGGAGGAGCATTTGAGACAATATCTCTTGAATATTGTCTCAAATGCTCCTCCGG Hs.368084 13557 1.141825 0.25701913 0.000641521 0.9994375 2.1533388 0.228136354
LRPPRC NM_133259_bp2978_R AGCTAAAAAGCTGATGCAGTCTGGAATAAATCTCTTGAATTTATTCCAGACTGCATCAGCGG Hs.368084 2807 1.05615 0.88210135 0.029011316 0.0443625 0.57003102 0.756306326
LRPPRC NM_133259_bp2978_R AGCTAAAAAGCTGATGCAGTCTGGAATAAATCTCTTGAATTTATTCCAGACTGCATCAGCGG Hs.368084 8183 1.0629 0.81526375 0.022427244 0.0277625 0.53623524 0.79495952
LRPPRC NM_133259_bp2978_R AGCTAAAAAGCTGATGCAGTCTGGAATAAATCTCTTGAATTTATTCCAGACTGCATCAGCGG Hs.368084 13559 1.070575 0.84465891 0.024408922 0.0470875 0.54275484 0.742576816
LRPPRC NM_133259_bp3790_R AGCTAAAAAGGCCAATCAGTTTGCAATTTATCTCTTGAATAAATTGCAAACTGATTGGCCGG Hs.368084 2803 -0.7376 0.62388031 0.157927999 0.2245375 0.60474869 0.371921375
LRPPRC NM_133259_bp3790_R AGCTAAAAAGGCCAATCAGTTTGCAATTTATCTCTTGAATAAATTGCAAACTGATTGGCCGG Hs.368084 8179 -0.8569 0.29273515 0.017762442 0.0781875 0.50064859 0.646848525
LRPPRC NM_133259_bp3790_R AGCTAAAAAGGCCAATCAGTTTGCAATTTATCTCTTGAATAAATTGCAAACTGATTGGCCGG Hs.368084 13555 -0.85865 0.55564451 0.099908086 -0.11685 0.34133623 0.78484399
LRRFIP1 BX648107_bp1641_R AGCTAAAAAGGTCATACAGTGAAGATTGTATCTCTTGAATACAATCTTCACTGTATGACCGG Hs.585145 4512 0.613375 1.0898399 0.2226496 0.288425 0.72631637 0.417674082 1.4179 0.7780535 0.010835382
LRRFIP1 BX648107_bp1641_R AGCTAAAAAGGTCATACAGTGAAGATTGTATCTCTTGAATACAATCTTCACTGTATGACCGG Hs.585145 9888 0.59075 1.19216564 0.271926789 0.304875 0.7970115 0.427868074 1.369066667 0.76576556 0.01198852
LRRFIP1 BX648107_bp1641_R AGCTAAAAAGGTCATACAGTGAAGATTGTATCTCTTGAATACAATCTTCACTGTATGACCGG Hs.585145 15264 0.63375 1.02024254 0.187230969 0.1657 0.73237116 0.634886493 1.579766667 1.31832278 0.029824753
LRRFIP1 BX648107_bp4313_R AGCTAAAAAGGAGGTTTGTTGTTACATCAATCTCTTGAATTGATGTAACAACAAACCTCCGG Hs.585145 4508 0.3159 0.61571707 0.296075454 -0.802775 0.50100451 0.024654653 0.118366667 0.62881168 0.727822794
LRRFIP1 BX648107_bp4313_R AGCTAAAAAGGAGGTTTGTTGTTACATCAATCTCTTGAATTGATGTAACAACAAACCTCCGG Hs.585145 9884 0.31805 0.57026872 0.26842768 -0.8984 0.43896011 0.012013323 0.118466667 0.43389512 0.68582825
LRRFIP1 BX648107_bp4313_R AGCTAAAAAGGAGGTTTGTTGTTACATCAATCTCTTGAATTGATGTAACAACAAACCTCCGG Hs.585145 15260 0.685425 0.88528115 0.119756082 -0.85085 0.41706774 0.012987345 0.640366667 1.07702363 0.214178629
LRRFIP1 BX648107_bp755_R AGCTAAAAAGCTAGCAATGTAGAAGATAATTCTCTTGAAATTATCTTCTACATTGCTAGCGG Hs.585145 4510 0.739025 0.31785602 0.008917599 1.676 0.48395608 0.001318513 0.3905 1.09619582 0.431533524
LRRFIP1 BX648107_bp755_R AGCTAAAAAGCTAGCAATGTAGAAGATAATTCTCTTGAAATTATCTTCTACATTGCTAGCGG Hs.585145 9886 0.695175 0.48057529 0.027652149 1.7665 0.31267707 0.000344314 0.1777 0.63348834 0.605509672
LRRFIP1 BX648107_bp755_R AGCTAAAAAGCTAGCAATGTAGAAGATAATTCTCTTGAAATTATCTTCTACATTGCTAGCGG Hs.585145 15262 1.316325 1.05990882 0.027894549 2.2524 0.85220509 0.023812437 0.549366667 1.14716346 0.297408321
LRRK1 NM_024652_bp3335_R AGCTAAAAAGGCCAACTCCTTGGTGATGTATCTCTTGAATACATCACCAAGGAGTTGGCCGG Hs.513207 1920 0.3501 0.29906335 0.165187006
LRRK1 NM_024652_bp3335_R AGCTAAAAAGGCCAACTCCTTGGTGATGTATCTCTTGAATACATCACCAAGGAGTTGGCCGG Hs.513207 7296 0.372233333 0.34614847 0.163389804 -1.7084
LRRK1 NM_024652_bp3335_R AGCTAAAAAGGCCAACTCCTTGGTGATGTATCTCTTGAATACATCACCAAGGAGTTGGCCGG Hs.513207 12672 0.505033333 0.34338074 0.080963341 -1.5899
LRRK1 NM_024652_bp3889_R AGCTAAAAAGCCGAGTCATTGCCGTCTTAATCTCTTGAATTAAGACGGCAATGACTCGGCGG Hs.513207 698 -0.410025 0.27351851 0.057478834 -0.146525 0.34808532 0.483404448
LRRK1 NM_024652_bp3889_R AGCTAAAAAGCCGAGTCATTGCCGTCTTAATCTCTTGAATTAAGACGGCAATGACTCGGCGG Hs.513207 6074 -0.359375 0.26799313 0.082123655 0.058233333 0.40668354 0.825450178
LRRK1 NM_024652_bp3889_R AGCTAAAAAGCCGAGTCATTGCCGTCTTAATCTCTTGAATTAAGACGGCAATGACTCGGCGG Hs.513207 11450 -0.592875 0.47112171 0.045080403 0.02025 0.29119112 0.91309963
LRRK1 NM_024652_bp857_R AGCTAAAAAGCAGAGGATCTTTAATATTAATCTCTTGAATTAATATTAAAGATCCTCTGCGG Hs.513207 699 -0.487525 0.30496707 0.038513876 -0.889925 0.31146573 0.005877974
LRRK1 NM_024652_bp857_R AGCTAAAAAGCAGAGGATCTTTAATATTAATCTCTTGAATTAATATTAAAGATCCTCTGCGG Hs.513207 6075 -0.5364 0.35396121 0.035754523 -0.77185 0.34995774 0.01267461
LRRK1 NM_024652_bp857_R AGCTAAAAAGCAGAGGATCTTTAATATTAATCTCTTGAATTAATATTAAAGATCCTCTGCGG Hs.513207 11451 -0.441525 0.30420972 0.052663498 -0.76275 0.32630614 0.011542259
LRRK2 XM_058513_bp2009_R AGCTAAAAAGAGCGTGTGATCAGAATAACATCTCTTGAATGTTATTCTGATCACACGCTCGG Hs.187636 12776 -0.233066667 0.43366958 0.391703232 -0.544975 0.38422742 0.048705529
LRRK2 XM_058513_bp2009_R AGCTAAAAAGAGCGTGTGATCAGAATAACATCTCTTGAATGTTATTCTGATCACACGCTCGG Hs.187636 2024
LRRK2 XM_058513_bp2009_R AGCTAAAAAGAGCGTGTGATCAGAATAACATCTCTTGAATGTTATTCTGATCACACGCTCGG Hs.187636 7400
LRRK2 XM_058513_bp6176_R AGCTAAAAAGGCCTATGGTTGAGAAATTAATCTCTTGAATTAATTTCTCAACCATAGGCCGG Hs.187636 847 0.4159 0.300166667 0.82644879 0.498697407
LRRK2 XM_058513_bp6176_R AGCTAAAAAGGCCTATGGTTGAGAAATTAATCTCTTGAATTAATTTCTCAACCATAGGCCGG Hs.187636 6223 -0.00335 0.85920545 0.994161088 0.53245 0.71798448 0.16384624
LRRK2 XM_058513_bp6176_R AGCTAAAAAGGCCTATGGTTGAGAAATTAATCTCTTGAATTAATTTCTCAACCATAGGCCGG Hs.187636 11599 0.2905 0.21156635 0.330677243 0.569875 0.69963423 0.135247174
LRRK2 XM_058513_bp6718_R AGCTAAAAAGCTGCTCCTTTGAAGATACTATCTCTTGAATAGTATCTTCAAAGGAGCAGCGG Hs.187636 848 0.228975 0.47845919 0.35681146 0.168575 0.23106342 0.344968697
LRRK2 XM_058513_bp6718_R AGCTAAAAAGCTGCTCCTTTGAAGATACTATCTCTTGAATAGTATCTTCAAAGGAGCAGCGG Hs.187636 6224 0.2516 0.44746567 0.296520685 0.281625 0.16579856 0.117548801
LRRK2 XM_058513_bp6718_R AGCTAAAAAGCTGCTCCTTTGAAGATACTATCTCTTGAATAGTATCTTCAAAGGAGCAGCGG Hs.187636 11600 0.3826 0.5341315 0.177018982 0.305375 0.19973637 0.108241354
LTK NM_002344_bp1209_R AGCTAAAAAGAAGATGGAGTATCCTTCATATCTCTTGAATATGAAGGATACTCCATCTTCGG Hs.434481 161 2.238975 5.80119439 0.364641836 -0.7812375 0.19035891 0.004750016
LTK NM_002344_bp1209_R AGCTAAAAAGAAGATGGAGTATCCTTCATATCTCTTGAATATGAAGGATACTCCATCTTCGG Hs.434481 5537 3.765666667 5.31810945 0.157886726 -0.8023625 0.18911468 0.004244089
LTK NM_002344_bp1209_R AGCTAAAAAGAAGATGGAGTATCCTTCATATCTCTTGAATATGAAGGATACTCCATCTTCGG Hs.434481 10913 4.011733333 5.65876887 0.157388941 -0.7950125 0.17376974 0.004050027
LTK NM_002344_bp1315_R AGCTAAAAAGTCACTGCCCTTTGAGAGACTTCTCTTGAAAGTCTCTCAAAGGGCAGTGACGG Hs.434481 162 -0.10385 0.27066009 0.559780175 -0.1629875 0.18827564 0.332605341
LTK NM_002344_bp1315_R AGCTAAAAAGTCACTGCCCTTTGAGAGACTTCTCTTGAAAGTCTCTCAAAGGGCAGTGACGG Hs.434481 5538 -0.093575 0.26813886 0.5967076 -0.1407875 0.20832828 0.408529859
LTK NM_002344_bp1315_R AGCTAAAAAGTCACTGCCCTTTGAGAGACTTCTCTTGAAAGTCTCTCAAAGGGCAGTGACGG Hs.434481 10914 -0.014275 0.24003554 0.932016919 -0.1381625 0.21287084 0.419500484
LTK NM_002344_bp2258_R AGCTAAAAAGGAGGGCATCTTCACATCCAATCTCTTGAATTGGATGTGAAGATGCCCTCCGG Hs.434481 1691 8.5826 -0.0561 0.84117423 0.909920499
LTK NM_002344_bp2258_R AGCTAAAAAGGAGGGCATCTTCACATCCAATCTCTTGAATTGGATGTGAAGATGCCCTCCGG Hs.434481 7067 8.7851 -0.03515 0.83869935 0.943318577
LTK NM_002344_bp2258_R AGCTAAAAAGGAGGGCATCTTCACATCCAATCTCTTGAATTGGATGTGAAGATGCCCTCCGG Hs.434481 12443 9.0764 -0.06285 0.99256579 0.910642141
LYK5 NM_001003787_bp1281_R AGCTAAAAAGAACCACTCTTTCTTCAAGCATCTCTTGAATGCTTGAAGAAAGAGTGGTTCGG Hs.514402 5056 0.6251875 0.81771406 0.126573039 0.2121875 0.60257031 0.483146358
LYK5 NM_001003787_bp1281_R AGCTAAAAAGAACCACTCTTTCTTCAAGCATCTCTTGAATGCTTGAAGAAAGAGTGGTTCGG Hs.514402 10432 0.6291375 0.72031161 0.095623366 0.1093375 0.88483917 0.78830553
LYK5 NM_001003787_bp1281_R AGCTAAAAAGAACCACTCTTTCTTCAAGCATCTCTTGAATGCTTGAAGAAAGAGTGGTTCGG Hs.514402 15808 0.7038125 0.8057712 0.091152321 0.0929375 0.8547838 0.813782426
LYK5 NM_001003787_bp1394_R AGCTAAAAAGTGGAATCTTTGGCCTGGTAATCTCTTGAATTACCAGGCCAAAGATTCCACGG Hs.514402 5054 -0.5046125 1.12916184 0.318096848 0.0767625 0.77418057 0.831974403
LYK5 NM_001003787_bp1394_R AGCTAAAAAGTGGAATCTTTGGCCTGGTAATCTCTTGAATTACCAGGCCAAAGATTCCACGG Hs.514402 10430 -0.5616125 1.01603763 0.232417756 0.1502875 0.75864575 0.675005001
LYK5 NM_001003787_bp1394_R AGCTAAAAAGTGGAATCTTTGGCCTGGTAATCTCTTGAATTACCAGGCCAAAGATTCCACGG Hs.514402 15806 -0.074066667 0.70773132 0.83492275 0.1651875 0.72245671 0.632122269
LYK5 NM_001003787_bp583_R AGCTAAAAAGAGCTGTGGGTTGTCACATCATCTCTTGAATGATGTGACAACCCACAGCTCGG Hs.514402 5058 4.6859875 0.48818446 4.99E-06 1.499133333 0.62600001 0.0131112
LYK5 NM_001003787_bp583_R AGCTAAAAAGAGCTGTGGGTTGTCACATCATCTCTTGAATGATGTGACAACCCACAGCTCGG Hs.514402 10434 4.4213375 0.38676829 3.22E-06 1.532766667 0.6313717 0.012476168
LYK5 NM_001003787_bp583_R AGCTAAAAAGAGCTGTGGGTTGTCACATCATCTCTTGAATGATGTGACAACCCACAGCTCGG Hs.514402 15810 3.8148875 0.78529362 8.33E-05 1.1562875 0.5996273 0.010884614
LYN NM_002350_bp1462_R AGCTAAAAAGCTAGAGTAATTGAAGATAATTCTCTTGAAATTATCTTCAATTACTCTAGCGG Hs.491767 1693 0.992575 1.53763905 0.283720396
LYN NM_002350_bp1462_R AGCTAAAAAGCTAGAGTAATTGAAGATAATTCTCTTGAAATTATCTTCAATTACTCTAGCGG Hs.491767 12445 1.058225 1.6392503 0.281163993
LYN NM_002350_bp1462_R AGCTAAAAAGCTAGAGTAATTGAAGATAATTCTCTTGAAATTATCTTCAATTACTCTAGCGG Hs.491767 7069 -0.2895
LYN NM_002350_bp1501_R AGCTAAAAAGGTGCTAAGTTCCCTATTAAGTCTCTTGAACTTAATAGGGAACTTAGCACCGG Hs.491767 163 4.60505 2.58765727 0.023396468 1.2109125 2.00041052 0.209282182
LYN NM_002350_bp1501_R AGCTAAAAAGGTGCTAAGTTCCCTATTAAGTCTCTTGAACTTAATAGGGAACTTAGCACCGG Hs.491767 5539 4.47605 2.72808867 0.028822905 1.2028125 2.06129455 0.223092353
LYN NM_002350_bp1501_R AGCTAAAAAGGTGCTAAGTTCCCTATTAAGTCTCTTGAACTTAATAGGGAACTTAGCACCGG Hs.491767 10915 4.5306 2.72023979 0.027719767 1.3572625 2.25457135 0.210387029
LYN NM_002350_bp743_R AGCTAAAAAGCGCTGGAGCTTTCCTTATTATCTCTTGAATAATAAGGAAAGCTCCAGCGCGG Hs.491767 164 -0.638675 0.35894965 0.019867676 -0.7963375 0.58522551 0.037002491
LYN NM_002350_bp743_R AGCTAAAAAGCGCTGGAGCTTTCCTTATTATCTCTTGAATAATAAGGAAAGCTCCAGCGCGG Hs.491767 5540 -0.70235 0.3673948 0.01457597 -0.6129875 0.42113151 0.040413587
LYN NM_002350_bp743_R AGCTAAAAAGCGCTGGAGCTTTCCTTATTATCTCTTGAATAATAAGGAAAGCTCCAGCGCGG Hs.491767 10916 -0.6274 0.34558078 0.01971123 -0.6135625 0.45196725 0.046476199
LYPLAL1 CR593519_bp1170_R AGCTAAAAAGCCGAGAAGTTGTTACTGGTATCTCTTGAATACCAGTAACAACTTCTCGGCGG Hs.591419 4661 -0.2127
LYPLAL1 CR593519_bp1170_R AGCTAAAAAGCCGAGAAGTTGTTACTGGTATCTCTTGAATACCAGTAACAACTTCTCGGCGG Hs.591419 10037 -0.0478
LYPLAL1 CR593519_bp1170_R AGCTAAAAAGCCGAGAAGTTGTTACTGGTATCTCTTGAATACCAGTAACAACTTCTCGGCGG Hs.591419 15413 -0.424
LYPLAL1 CR593519_bp360_R AGCTAAAAAGGAGGATGCATGGCAATACATTCTCTTGAAATGTATTGCCATGCATCCTCCGG Hs.591419 4659 2.0129 1.29257665 0.011351754 0.797675 0.25543681 0.006389394 0.369433333 1.33823422 0.520160386
LYPLAL1 CR593519_bp360_R AGCTAAAAAGGAGGATGCATGGCAATACATTCTCTTGAAATGTATTGCCATGCATCCTCCGG Hs.591419 10035 2.12495 1.17229626 0.006305241 0.898575 0.62880188 0.03006888 0.176033333 1.40563427 0.764636568
LYPLAL1 CR593519_bp360_R AGCTAAAAAGGAGGATGCATGGCAATACATTCTCTTGAAATGTATTGCCATGCATCCTCCGG Hs.591419 15411 2.374475 2.17437397 0.03825365 1.135466667 0.42160935 0.014223407 0.2137 1.52798167 0.73515212
LYPLAL1 CR593519_bp408_R AGCTAAAAAGCAGGAGTATTTGCTCTTTCTTCTCTTGAAAGAAAGAGCAAATACTCCTGCGG Hs.591419 4657 -0.0775 1.10131271 0.868571288 -0.149925 0.31917651 0.454784576 -0.701 0.48029099 0.057200712
LYPLAL1 CR593519_bp408_R AGCTAAAAAGCAGGAGTATTTGCTCTTTCTTCTCTTGAAAGAAAGAGCAAATACTCCTGCGG Hs.591419 10033 0.357866667 0.85849248 0.407871041 -0.0766 0.46729465 0.754417351 -0.85293333 0.68956803 0.051973824
LYPLAL1 CR593519_bp408_R AGCTAAAAAGCAGGAGTATTTGCTCTTTCTTCTCTTGAAAGAAAGAGCAAATACTCCTGCGG Hs.591419 15409 0.156975 1.0852085 0.735277982 -0.098266667 0.6914473 0.792365039 -0.6046 0.71753015 0.139291286
MADD NM_003682_bp1326_R AGCTAAAAAGCCAGCTTCTTCCTCTACAAATCTCTTGAATTTGTAGAGGAAGAAGCTGGCGG Hs.82548 1123 -0.223033333 0.16087838 0.281211731 -0.3407375 0.05133338 0.108155076
MADD NM_003682_bp1326_R AGCTAAAAAGCCAGCTTCTTCCTCTACAAATCTCTTGAATTTGTAGAGGAAGAAGCTGGCGG Hs.82548 6499 -0.1343875 0.33222753 0.494006151 -0.2913625 0.03554943 0.157073438
MADD NM_003682_bp1326_R AGCTAAAAAGCCAGCTTCTTCCTCTACAAATCTCTTGAATTTGTAGAGGAAGAAGCTGGCGG Hs.82548 11875 -0.1662875 0.32339996 0.397601553 -0.3335625 0.07525299 0.115965608
MADD NM_003682_bp3326_R AGCTAAAAAGACCCACTACTATAGTAAAGATCTCTTGAATCTTTACTATAGTAGTGGGTCGG Hs.82548 1124 -0.4821625 0.09465025 0.015666904 0.0076375 0.14813161 0.968813991
MADD NM_003682_bp3326_R AGCTAAAAAGACCCACTACTATAGTAAAGATCTCTTGAATCTTTACTATAGTAGTGGGTCGG Hs.82548 6500 -0.4767125 0.12407533 0.01802907 -0.0458375 0.14997572 0.815088579
MADD NM_003682_bp3326_R AGCTAAAAAGACCCACTACTATAGTAAAGATCTCTTGAATCTTTACTATAGTAGTGGGTCGG Hs.82548 11876 -0.4623125 0.10854124 0.01915213 -0.0417125 0.13713475 0.830322588
MADD NM_003682_bp4000_R AGCTAAAAAGCCCCATTCGTACTTCTGAAGTCTCTTGAACTTCAGAAGTACGAATGGGGCGG Hs.82548 1125 -0.5050875 0.25253529 0.026235107 -0.3355125 0.44277283 0.207449832
MADD NM_003682_bp4000_R AGCTAAAAAGCCCCATTCGTACTTCTGAAGTCTCTTGAACTTCAGAAGTACGAATGGGGCGG Hs.82548 6501 -0.4826375 0.20092502 0.023914415 -0.3734125 0.39099709 0.149539923
MADD NM_003682_bp4000_R AGCTAAAAAGCCCCATTCGTACTTCTGAAGTCTCTTGAACTTCAGAAGTACGAATGGGGCGG Hs.82548 11877 -0.5604625 0.23737441 0.016579901 -0.3829875 0.4058262 0.145699336
MAF AF055376_bp1071_R AGCTAAAAAGGAAGACTACTACTGGATGACTCTCTTGAAGTCATCCAGTAGTAGTCTTCCGG Hs.592063 3498 0.121 0.23348666 0.666557475 -0.503575 0.56130238 0.107465109
MAF AF055376_bp1071_R AGCTAAAAAGGAAGACTACTACTGGATGACTCTCTTGAAGTCATCCAGTAGTAGTCTTCCGG Hs.592063 8874 0.25885 0.28192347 0.396158188 -0.50395 0.53692683 0.100695219
MAF AF055376_bp1071_R AGCTAAAAAGGAAGACTACTACTGGATGACTCTCTTGAAGTCATCCAGTAGTAGTCTTCCGG Hs.592063 14250 0.4077 0.28029064 0.113730648 -0.496825 0.52247977 0.100743183
MAF AF055376_bp2922_R AGCTAAAAAGCTGGACATATATGGTATAATTCTCTTGAAATTATACCATATATGTCCAGCGG Hs.592063 3500 -0.4415 0.34372843 0.087200613
MAF AF055376_bp2922_R AGCTAAAAAGCTGGACATATATGGTATAATTCTCTTGAAATTATACCATATATGTCCAGCGG Hs.592063 8876 -0.34835 0.32766742 0.15352983
MAF AF055376_bp2922_R AGCTAAAAAGCTGGACATATATGGTATAATTCTCTTGAAATTATACCATATATGTCCAGCGG Hs.592063 14252 -0.35715 0.32616937 0.144580763
MAF AF055376_bp3386_R AGCTAAAAAGCTCTGGGTTTCTAGTATATATCTCTTGAATATATACTAGAAACCCAGAGCGG Hs.592063 3502 -0.5274625 0.42095213 0.051924359 0.01635 0.33116563 0.941655859
MAF AF055376_bp3386_R AGCTAAAAAGCTCTGGGTTTCTAGTATATATCTCTTGAATATATACTAGAAACCCAGAGCGG Hs.592063 8878 -0.4512875 0.34487231 0.059272479 0.0632 0.37455541 0.786269774
MAF AF055376_bp3386_R AGCTAAAAAGCTCTGGGTTTCTAGTATATATCTCTTGAATATATACTAGAAACCCAGAGCGG Hs.592063 14254 -0.3907625 0.34213132 0.088205539 0.066175 0.33763448 0.769156175
MAFB NM_005461_bp1256_R AGCTAAAAAGAGAGACGCCTACAAGGTCAATCTCTTGAATTGACCTTGTAGGCGTCTCTCGG Hs.592148 3355 0.605525 0.06183649 0.083305361 0.3277 0.4815 -0.311 0.92843657 0.620444838
MAFB NM_005461_bp1256_R AGCTAAAAAGAGAGACGCCTACAAGGTCAATCTCTTGAATTGACCTTGTAGGCGTCTCTCGG Hs.592148 8731 0.95655 0.3152282 0.037441094 0.4301 0.5987 -0.3509 0.86002226 0.552992904
MAFB NM_005461_bp1256_R AGCTAAAAAGAGAGACGCCTACAAGGTCAATCTCTTGAATTGACCTTGTAGGCGTCTCTCGG Hs.592148 14107 0.625633333 0.55461358 0.089634768 0.4521 0.7897 -0.21513333 1.04985497 0.756577827
MAFB NM_005461_bp434_R AGCTAAAAAGGCCATGGAGTATGTCAACGATCTCTTGAATCGTTGACATACTCCATGGCCGG Hs.592148 3353 0.022 0.30900595 0.905419579 -0.3373875 0.27783222 0.149937394 0.671325 0.7320149 0.163984704 1.0775 0.53106698 0.02697326
MAFB NM_005461_bp434_R AGCTAAAAAGGCCATGGAGTATGTCAACGATCTCTTGAATCGTTGACATACTCCATGGCCGG Hs.592148 8729 -0.1468 0.13113852 0.338832753 -0.3938625 0.3174572 0.111601558 0.6189 0.55779094 0.1131368 1.064 0.56652625 0.03297523
MAFB NM_005461_bp434_R AGCTAAAAAGGCCATGGAGTATGTCAACGATCTCTTGAATCGTTGACATACTCCATGGCCGG Hs.592148 14105 0.43015 0.75450332 0.235372368 -0.3398875 0.34937935 0.169138715 0.7011 0.59686094 0.10037041 1.09385 0.55960616 0.029735048
MAFB NM_005461_bp650_R AGCTAAAAAGGCGAGCAACTACCAGCAGATTCTCTTGAAATCTGCTGGTAGTTGCTCGCCGG Hs.592148 3357 1.0025 0.74675697 0.024747822 0.2143125 0.41001991 0.388000067 0.669275 1.35393505 0.395727616 0.33215 0.84825512 0.4906816
MAFB NM_005461_bp650_R AGCTAAAAAGGCGAGCAACTACCAGCAGATTCTCTTGAAATCTGCTGGTAGTTGCTCGCCGG Hs.592148 8733 0.510375 0.51299735 0.083510266 0.1217625 0.38045803 0.606426091 0.6968 1.33528077 0.373333916 0.328625 0.91556258 0.524692968
MAFB NM_005461_bp650_R AGCTAAAAAGGCGAGCAACTACCAGCAGATTCTCTTGAAATCTGCTGGTAGTTGCTCGCCGG Hs.592148 14109 1.05355 1.07866848 0.060512049 0.1339375 0.4273242 0.588193748 0.7595 1.24344499 0.309095237 0.32185 0.89736407 0.524982948
MAK NM_005906_bp1147_R AGCTAAAAAGCTGCAACCATTAGAATCAAATCTCTTGAATTTGATTCTAATGGTTGCAGCGG Hs.446125 5817 0.288125 0.72491776 0.393367143 0.371466667 0.92248364 0.449288213
MAK NM_005906_bp1147_R AGCTAAAAAGCTGCAACCATTAGAATCAAATCTCTTGAATTTGATTCTAATGGTTGCAGCGG Hs.446125 11193 -0.340875 0.58332685 0.246660122 0.440766667 1.25300726 0.490034104
MAK NM_005906_bp1147_R AGCTAAAAAGCTGCAACCATTAGAATCAAATCTCTTGAATTTGATTCTAATGGTTGCAGCGG Hs.446125 441
MAK NM_005906_bp1793_R AGCTAAAAAGGGGCAGAACTTGCTTTCAAATCTCTTGAATTTGAAAGCAAGTTCTGCCCCGG Hs.446125 5818 2.051625 2.70108191 0.108570871 1.4876 1.77591311 0.144265419
MAK NM_005906_bp1793_R AGCTAAAAAGGGGCAGAACTTGCTTTCAAATCTCTTGAATTTGAAAGCAAGTTCTGCCCCGG Hs.446125 11194 2.054325 2.78599107 0.116674585 1.728466667 1.60596018 0.083864768
MAK NM_005906_bp1793_R AGCTAAAAAGGGGCAGAACTTGCTTTCAAATCTCTTGAATTTGAAAGCAAGTTCTGCCCCGG Hs.446125 442 0.8573
MAK NM_005906_bp799_R AGCTAAAAAGGCTGAACTCTATATGTTAAGTCTCTTGAACTTAACATATAGAGTTCAGCCGG Hs.446125 11195 -0.8071 0.52078642 0.019742453
MAK NM_005906_bp799_R AGCTAAAAAGGCTGAACTCTATATGTTAAGTCTCTTGAACTTAACATATAGAGTTCAGCCGG Hs.446125 5819 -0.34435 0.17314707 0.129886214
MAK NM_005906_bp799_R AGCTAAAAAGGCTGAACTCTATATGTTAAGTCTCTTGAACTTAACATATAGAGTTCAGCCGG Hs.446125 443
MAL AK096093_bp1083_R AGCTAAAAAGCCCTCCTACTTGCTTTGATATCTCTTGAATATCAAAGCAAGTAGGAGGGCGG Hs.80395 3988 -0.1345 0.0291328 0.608666975 -0.2714 0.31715001 0.246623541
MAL AK096093_bp1083_R AGCTAAAAAGCCCTCCTACTTGCTTTGATATCTCTTGAATATCAAAGCAAGTAGGAGGGCGG Hs.80395 9364 -0.2396 0.09865501 0.235019696 -0.190725 0.34218752 0.411798781
MAL AK096093_bp1083_R AGCTAAAAAGCCCTCCTACTTGCTTTGATATCTCTTGAATATCAAAGCAAGTAGGAGGGCGG Hs.80395 14740 -0.1755 0.15213346 0.379848737 -0.210475 0.31933613 0.358969313
MAL AK096093_bp1587_R AGCTAAAAAGTCCCGTGGTTATCCAGAATATCTCTTGAATATTCTGGATAACCACGGGACGG Hs.80395 3990 0.2359875 0.4620728 0.333422219 0.096875 1.08545233 0.825695779
MAL AK096093_bp1587_R AGCTAAAAAGTCCCGTGGTTATCCAGAATATCTCTTGAATATTCTGGATAACCACGGGACGG Hs.80395 9366 0.1770875 0.47350736 0.465225989 -0.235725 0.39626644 0.339691258
MAL AK096093_bp1587_R AGCTAAAAAGTCCCGTGGTTATCCAGAATATCTCTTGAATATTCTGGATAACCACGGGACGG Hs.80395 14742 0.2805125 0.55430856 0.313245261 -0.06635 0.37169042 0.775391237
MAL AK096093_bp895_R AGCTAAAAAGGCACTATCCTAAGCACTTTATCTCTTGAATAAAGTGCTTAGGATAGTGCCGG Hs.80395 3992 0.5603375 0.50726666 0.062619071 0.34795 0.15394849 0.113083909
MAL AK096093_bp895_R AGCTAAAAAGGCACTATCCTAAGCACTTTATCTCTTGAATAAAGTGCTTAGGATAGTGCCGG Hs.80395 9368 0.5020375 0.56865646 0.106015182 0.644925 0.32230656 0.022624097
MAL AK096093_bp895_R AGCTAAAAAGGCACTATCCTAAGCACTTTATCTCTTGAATAAAGTGCTTAGGATAGTGCCGG Hs.80395 14744 0.8658125 0.74354153 0.040349629 0.134975 0.47162121 0.600788834
MALT1 NM_006785_bp2041_R AGCTAAAAAGACTGTGGTGTTCAGATTCAATCTCTTGAATTGAATCTGAACACCACAGTCGG Hs.180566 2347
MALT1 NM_006785_bp2041_R AGCTAAAAAGACTGTGGTGTTCAGATTCAATCTCTTGAATTGAATCTGAACACCACAGTCGG Hs.180566 7723
MALT1 NM_006785_bp2041_R AGCTAAAAAGACTGTGGTGTTCAGATTCAATCTCTTGAATTGAATCTGAACACCACAGTCGG Hs.180566 13099
MALT1 NM_006785_bp675_R AGCTAAAAAGGCTGGACAGTTTGTGAAACTTCTCTTGAAAGTTTCACAAACTGTCCAGCCGG Hs.180566 2345
MALT1 NM_006785_bp675_R AGCTAAAAAGGCTGGACAGTTTGTGAAACTTCTCTTGAAAGTTTCACAAACTGTCCAGCCGG Hs.180566 7721
MALT1 NM_006785_bp675_R AGCTAAAAAGGCTGGACAGTTTGTGAAACTTCTCTTGAAAGTTTCACAAACTGTCCAGCCGG Hs.180566 13097
MALT1 NM_006785_bp827_R AGCTAAAAAGTCGAGTTAATAACAATTTCATCTCTTGAATGAAATTGTTATTAACTCGACGG Hs.180566 1382
MALT1 NM_006785_bp827_R AGCTAAAAAGTCGAGTTAATAACAATTTCATCTCTTGAATGAAATTGTTATTAACTCGACGG Hs.180566 6758
MALT1 NM_006785_bp827_R AGCTAAAAAGTCGAGTTAATAACAATTTCATCTCTTGAATGAAATTGTTATTAACTCGACGG Hs.180566 12134
MAML3 NM_018717_bp3494_R AGCTAAAAAGCTGGTGAACTCAGCCATTACTCTCTTGAAGTAATGGCTGAGTTCACCAGCGG Hs.586165 3471 0.2886 0.58565296 0.318676412 0.6430125 0.56611938 0.052863941 0.83645 0.06683704 0.000139837 -0.089625 0.44831039 0.716044754
MAML3 NM_018717_bp3494_R AGCTAAAAAGCTGGTGAACTCAGCCATTACTCTCTTGAAGTAATGGCTGAGTTCACCAGCGG Hs.586165 8847 0.58115 0.46229174 0.046167134 0.3999625 0.609834 0.202030841 0.8388 0.03528484 2.05E-05 -0.04675 0.49490026 0.862208737
MAML3 NM_018717_bp3494_R AGCTAAAAAGCTGGTGAACTCAGCCATTACTCTCTTGAAGTAATGGCTGAGTTCACCAGCGG Hs.586165 14223 0.027475 0.39437281 0.89605405 0.9515375 0.62263763 0.014891407 0.894325 0.10487775 0.000439132 -0.040825 0.52627159 0.886555571



MAML3 NM_018717_bp847_R AGCTAAAAAGTGTGAATAATACTCCCAATATCTCTTGAATATTGGGAGTATTATTCACACGG Hs.586165 3473 -0.440433333 0.2454862 0.086070382 -0.1431125 0.55970574 0.610349041 0.65975 0.70665722 0.158686481 0.76365 0.22806979 0.006793465
MAML3 NM_018717_bp847_R AGCTAAAAAGTGTGAATAATACTCCCAATATCTCTTGAATATTGGGAGTATTATTCACACGG Hs.586165 8849 -0.483233333 0.19016638 0.058181538 0.0128625 0.4042244 0.957063396 0.49725 0.62615673 0.21043423 0.632275 0.17520231 0.005483475
MAML3 NM_018717_bp847_R AGCTAAAAAGTGTGAATAATACTCCCAATATCTCTTGAATATTGGGAGTATTATTCACACGG Hs.586165 14225 -0.420466667 0.16903315 0.080092758 0.2642875 0.45582995 0.314139263 0.55145 0.66496818 0.19578238 0.713175 0.17208065 0.003678646
MAP2 NM_031846_bp1321_R AGCTAAAAAGCCCAGCTACTGCCAAAGATATCTCTTGAATATCTTTGGCAGTAGCTGGGCGG Hs.368281 3707 0.52085 0.48384909 0.070480888 1.43575 0.24000923 0.001880613
MAP2 NM_031846_bp1321_R AGCTAAAAAGCCCAGCTACTGCCAAAGATATCTCTTGAATATCTTTGGCAGTAGCTGGGCGG Hs.368281 9083 -0.0812 0.16406649 0.597232122 0.8507625 0.51692354 0.015507166
MAP2 NM_031846_bp1321_R AGCTAAAAAGCCCAGCTACTGCCAAAGATATCTCTTGAATATCTTTGGCAGTAGCTGGGCGG Hs.368281 14459 0.292025 0.68638807 0.367901207 -0.06395 0.37922137 0.858955766
MAP2 NM_031846_bp1811_R AGCTAAAAAGACCGAACCATCTGCATTAATTCTCTTGAAATTAATGCAGATGGTTCGGTCGG Hs.368281 3703 -0.223766667 0.89335062 0.605974282 0.6247625 1.00285705 0.164413301
MAP2 NM_031846_bp1811_R AGCTAAAAAGACCGAACCATCTGCATTAATTCTCTTGAAATTAATGCAGATGGTTCGGTCGG Hs.368281 9079 -0.819925 0.61435155 0.028918361 0.1338125 0.75572509 0.690728355
MAP2 NM_031846_bp1811_R AGCTAAAAAGACCGAACCATCTGCATTAATTCTCTTGAAATTAATGCAGATGGTTCGGTCGG Hs.368281 14455 -0.36625 0.7570814 0.304123384 -0.2306625 0.25721249 0.295339698
MAP2 NM_031846_bp5404_R AGCTAAAAAGGGGCGGAAATGTACAAATTGTCTCTTGAACAATTTGTACATTTCCGCCCCGG Hs.368281 3705 -1.76565 0.38244239 0.000279907 -0.4644375 0.15429678 0.047952744
MAP2 NM_031846_bp5404_R AGCTAAAAAGGGGCGGAAATGTACAAATTGTCTCTTGAACAATTTGTACATTTCCGCCCCGG Hs.368281 9081 -1.69975 0.34602222 0.000259111 -0.4634625 0.04922617 0.042309414
MAP2 NM_031846_bp5404_R AGCTAAAAAGGGGCGGAAATGTACAAATTGTCTCTTGAACAATTTGTACATTTCCGCCCCGG Hs.368281 14457 -1.72955 0.4179941 0.000395702 -0.4640625 0.07283311 0.042914631
MAP2K1 NM_002755_bp1055_R AGCTAAAAAGAGTGTTCAGTCTGGAATTTCTCTCTTGAAGAAATTCCAGACTGAACACTCGG Hs.145442 269 2.2291 0.4635625 0.41086213 0.086148024
MAP2K1 NM_002755_bp1055_R AGCTAAAAAGAGTGTTCAGTCTGGAATTTCTCTCTTGAAGAAATTCCAGACTGAACACTCGG Hs.145442 5645 2.3702 0.6445875 0.25688368 0.014324289
MAP2K1 NM_002755_bp1055_R AGCTAAAAAGAGTGTTCAGTCTGGAATTTCTCTCTTGAAGAAATTCCAGACTGAACACTCGG Hs.145442 11021 2.8417 0.5805375 0.27923405 0.023381175
MAP2K1 NM_002755_bp514_R AGCTAAAAAGGAGGTTCTCTGGATCAAGTCTCTCTTGAAGACTTGATCCAGAGAACCTCCGG Hs.145442 270 0.899625 0.46296339 0.009537478 0.6238875 0.44872546 0.043518658
MAP2K1 NM_002755_bp514_R AGCTAAAAAGGAGGTTCTCTGGATCAAGTCTCTCTTGAAGACTTGATCCAGAGAACCTCCGG Hs.145442 5646 0.999175 0.49301097 0.007393804 0.6196125 0.47722192 0.050465368
MAP2K1 NM_002755_bp514_R AGCTAAAAAGGAGGTTCTCTGGATCAAGTCTCTCTTGAAGACTTGATCCAGAGAACCTCCGG Hs.145442 11022 0.972025 0.45608491 0.006685497 0.7062625 0.49625427 0.036698377
MAP2K2 NM_030662_bp1197_R AGCTAAAAAGCCATGGCCATCTTTGAACTCTCTCTTGAAGAGTTCAAAGATGGCCATGGCGG Hs.465627 706 -0.5893 0.25668187 0.01521923 -0.210725 0.59430187 0.48154198
MAP2K2 NM_030662_bp1197_R AGCTAAAAAGCCATGGCCATCTTTGAACTCTCTCTTGAAGAGTTCAAAGATGGCCATGGCGG Hs.465627 6082 -0.810975 0.78016463 0.056321909 -0.134925 0.62127601 0.657574172
MAP2K2 NM_030662_bp1197_R AGCTAAAAAGCCATGGCCATCTTTGAACTCTCTCTTGAAGAGTTCAAAGATGGCCATGGCGG Hs.465627 11458 -0.774625 0.79684094 0.06805066 -0.11825 0.62277602 0.697412473
MAP2K2 NM_030662_bp444_R AGCTAAAAAGTCGGCGAACTCAAAGACGATTCTCTTGAAATCGTCTTTGAGTTCGCCGACGG Hs.465627 1937 -0.125 0.02828427 0.633068695 -0.436 0.32607605 0.129805554
MAP2K2 NM_030662_bp444_R AGCTAAAAAGTCGGCGAACTCAAAGACGATTCTCTTGAAATCGTCTTTGAGTTCGCCGACGG Hs.465627 7313 0.33745 0.09835855 0.252753096 0.035
MAP2K2 NM_030662_bp444_R AGCTAAAAAGTCGGCGAACTCAAAGACGATTCTCTTGAAATCGTCTTTGAGTTCGCCGACGG Hs.465627 12689 0.28415 0.10443967 0.320733432 0.29995 0.28644896 0.371338872
MAP2K2 NM_030662_bp510_R AGCTAAAAAGTCACCAAAGTCCAGCACAGATCTCTTGAATCTGTGCTGGACTTTGGTGACGG Hs.465627 12691
MAP2K3 NM_145110_bp406_R AGCTAAAAAGCAGGGGACATTGATGTCAAGTCTCTTGAACTTGACATCAATGTCCCCTGCGG Hs.514012 690 0.69565 0.78170374 0.087787769 -0.236525 0.21350968 0.195663363
MAP2K3 NM_145110_bp406_R AGCTAAAAAGCAGGGGACATTGATGTCAAGTCTCTTGAACTTGACATCAATGTCCCCTGCGG Hs.514012 6066 0.7367 0.73074581 0.063737947 -0.112925 0.16086308 0.474493904
MAP2K3 NM_145110_bp406_R AGCTAAAAAGCAGGGGACATTGATGTCAAGTCTCTTGAACTTGACATCAATGTCCCCTGCGG Hs.514012 11442 0.750525 0.7195086 0.058049681 -0.097875 0.17196867 0.537917272
MAP2K3 NM_145110_bp763_R AGCTAAAAAGGTCGACTGTTTCTACACTGTTCTCTTGAAACAGTGTAGAAACAGTCGACCGG Hs.514012 691 -0.127925 0.28891823 0.487730087 -0.319225 0.26098993 0.121213108
MAP2K3 NM_145110_bp763_R AGCTAAAAAGGTCGACTGTTTCTACACTGTTCTCTTGAAACAGTGTAGAAACAGTCGACCGG Hs.514012 6067 0.226375 0.18927897 0.187986014 0.204575 0.2004361 0.24432918
MAP2K3 NM_145110_bp763_R AGCTAAAAAGGTCGACTGTTTCTACACTGTTCTCTTGAAACAGTGTAGAAACAGTCGACCGG Hs.514012 11443 0.507475 0.40162909 0.053609234 0.349825 0.29036567 0.108788217
MAP2K3 NM_145110_bp912_R AGCTAAAAAGGGAGATTGCTGTGTCTATCGTCTCTTGAACGATAGACACAGCAATCTCCCGG Hs.514012 2173 0.158825 0.52906258 0.540587206 -0.154175 0.36532308 0.473539415
MAP2K3 NM_145110_bp912_R AGCTAAAAAGGGAGATTGCTGTGTCTATCGTCTCTTGAACGATAGACACAGCAATCTCCCGG Hs.514012 7549 0.432275 0.55665088 0.145603943 -0.114575 0.34215405 0.575964849
MAP2K3 NM_145110_bp912_R AGCTAAAAAGGGAGATTGCTGTGTCTATCGTCTCTTGAACGATAGACACAGCAATCTCCCGG Hs.514012 12925 0.517625 0.76042953 0.167826749 0.244425 0.26339698 0.211706401
MAP2K4 NM_003010_bp1197_R AGCTAAAAAGGTCGCATGCTATGTTTGTAATCTCTTGAATTACAAACATAGCATGCGACCGG Hs.514681 298 -1.2051 0.55903862 0.034535556 -0.775016667 1.27359702 0.262500434
MAP2K4 NM_003010_bp1197_R AGCTAAAAAGGTCGCATGCTATGTTTGTAATCTCTTGAATTACAAACATAGCATGCGACCGG Hs.514681 5674 -1.1778 0.48634804 0.031188361 -0.715983333 1.17665926 0.265362671
MAP2K4 NM_003010_bp1197_R AGCTAAAAAGGTCGCATGCTATGTTTGTAATCTCTTGAATTACAAACATAGCATGCGACCGG Hs.514681 11050 -1.19665 0.44611367 0.027379825 -0.58515 1.03641645 0.301117971
MAP2K4 NM_003010_bp442_R AGCTAAAAAGGGCAAATAATGGCAGTTAAATCTCTTGAATTTAACTGCCATTATTTGCCCGG Hs.514681 1538 10.1668 0.1424 0.39909107 0.676360953
MAP2K4 NM_003010_bp442_R AGCTAAAAAGGGCAAATAATGGCAGTTAAATCTCTTGAATTTAACTGCCATTATTTGCCCGG Hs.514681 6914 10.127 0.1729 0.35129065 0.601825112
MAP2K4 NM_003010_bp442_R AGCTAAAAAGGGCAAATAATGGCAGTTAAATCTCTTGAATTTAACTGCCATTATTTGCCCGG Hs.514681 12290 8.41935 2.48837947 0.003866263 0.15865 0.3205315 0.622263315
MAP2K4 NM_003010_bp582_R AGCTAAAAAGGGTGACTGTTGGATCTGTATTCTCTTGAAATACAGATCCAACAGTCACCCGG Hs.514681 1540 -1.3827
MAP2K4 NM_003010_bp582_R AGCTAAAAAGGGTGACTGTTGGATCTGTATTCTCTTGAAATACAGATCCAACAGTCACCCGG Hs.514681 6916 -1.3584 2.6821
MAP2K4 NM_003010_bp582_R AGCTAAAAAGGGTGACTGTTGGATCTGTATTCTCTTGAAATACAGATCCAACAGTCACCCGG Hs.514681 12292 -1.3468 2.3446
MAP2K5 NM_145160_bp1307_R AGCTAAAAAGTGCGATTCATCATATATCATTCTCTTGAAATGATATATGATGAATCGCACGG Hs.114198 692 -4.6833
MAP2K5 NM_145160_bp1307_R AGCTAAAAAGTGCGATTCATCATATATCATTCTCTTGAAATGATATATGATGAATCGCACGG Hs.114198 6068 -0.8754 5.34304026 0.744218406
MAP2K5 NM_145160_bp1307_R AGCTAAAAAGTGCGATTCATCATATATCATTCTCTTGAAATGATATATGATGAATCGCACGG Hs.114198 11444 -1.22575 5.29743187 0.648908767
MAP2K5 NM_145160_bp1389_R AGCTAAAAAGGGGGATCTTTGGATGTATATTCTCTTGAAATATACATCCAAAGATCCCCCGG Hs.114198 693 -0.947875 0.28850773 0.002583706 -0.802275 0.24613508 0.005909957
MAP2K5 NM_145160_bp1389_R AGCTAAAAAGGGGGATCTTTGGATGTATATTCTCTTGAAATATACATCCAAAGATCCCCCGG Hs.114198 6069 -0.849125 0.26731409 0.003646398 -0.49905 0.21684198 0.028189804
MAP2K5 NM_145160_bp1389_R AGCTAAAAAGGGGGATCTTTGGATGTATATTCTCTTGAAATATACATCCAAAGATCCCCCGG Hs.114198 11445 -0.773125 0.2588815 0.005166063 -0.317725 0.16911456 0.088159616
MAP2K5 NM_145160_bp1873_R AGCTAAAAAGGCCAGCACCTGAAGAATTGATCTCTTGAATCAATTCTTCAGGTGCTGGCCGG Hs.114198 694 -0.1061 0.43345515 0.684819591 0.086725 0.47862014 0.727943843
MAP2K5 NM_145160_bp1873_R AGCTAAAAAGGCCAGCACCTGAAGAATTGATCTCTTGAATCAATTCTTCAGGTGCTGGCCGG Hs.114198 6070 -0.073133333 0.42123325 0.775170711 0.23345 0.39093134 0.312349116
MAP2K5 NM_145160_bp1873_R AGCTAAAAAGGCCAGCACCTGAAGAATTGATCTCTTGAATCAATTCTTCAGGTGCTGGCCGG Hs.114198 11446 -0.05445 0.42967768 0.806213761 0.2355 0.48048002 0.366792146
MAP2K6 NM_002758_bp1044_R AGCTAAAAAGTGTGAAGTCTGACATTTGGATCTCTTGAATCCAAATGTCAGACTTCACACGG Hs.463978 1873 1.290175 1.56247739 0.090941868 -0.0335375 0.27209978 0.852456821
MAP2K6 NM_002758_bp1044_R AGCTAAAAAGTGTGAAGTCTGACATTTGGATCTCTTGAATCCAAATGTCAGACTTCACACGG Hs.463978 7249 1.251625 1.59940234 0.10427296 -0.0455125 0.3345697 0.819290928
MAP2K6 NM_002758_bp1044_R AGCTAAAAAGTGTGAAGTCTGACATTTGGATCTCTTGAATCCAAATGTCAGACTTCACACGG Hs.463978 12625 1.2831 1.60064358 0.098027615 -0.0404375 0.270347 0.822253715
MAP2K6 NM_002758_bp448_R AGCTAAAAAGGCTTGCATTTCTATTGGAAATCTCTTGAATTTCCAATAGAAATGCAAGCCGG Hs.463978 1875 -0.4119 1.10846059 0.477516662 -1.38665 1.25546809 0.126287732
MAP2K6 NM_002758_bp448_R AGCTAAAAAGGCTTGCATTTCTATTGGAAATCTCTTGAATTTCCAATAGAAATGCAAGCCGG Hs.463978 7251 -0.4466 1.04001265 0.424489191 -1.35035 1.1853231 0.121393182
MAP2K6 NM_002758_bp448_R AGCTAAAAAGGCTTGCATTTCTATTGGAAATCTCTTGAATTTCCAATAGAAATGCAAGCCGG Hs.463978 12627 -0.5217 1.08441896 0.37356666 -1.1761 1.04015408 0.129049369
MAP2K6 NM_002758_bp488_R AGCTAAAAAGCAGATGACCTGGAGCCTATATCTCTTGAATATAGGCTCCAGGTCATCTGCGG Hs.463978 271 -0.447433333 0.1607524 0.066832377 0.6581875 1.13146401 0.234496666
MAP2K6 NM_002758_bp488_R AGCTAAAAAGCAGATGACCTGGAGCCTATATCTCTTGAATATAGGCTCCAGGTCATCTGCGG Hs.463978 5647 -0.4299 0.06368587 0.063379796 0.6657875 1.09180189 0.217121493
MAP2K6 NM_002758_bp488_R AGCTAAAAAGCAGATGACCTGGAGCCTATATCTCTTGAATATAGGCTCCAGGTCATCTGCGG Hs.463978 11023 -0.351033333 0.10497473 0.110984216 0.6541875 1.055205 0.211842803
MAP2K7 NM_145185_bp1166_R AGCTAAAAAGAGACCAAAGTATAATAAGCTTCTCTTGAAAGCTTATTATACTTTGGTCTCGG Hs.531754 2175 -0.6194 0.21936629 0.030561292 -0.3961 0.40573787 0.300732886
MAP2K7 NM_145185_bp1166_R AGCTAAAAAGAGACCAAAGTATAATAAGCTTCTCTTGAAAGCTTATTATACTTTGGTCTCGG Hs.531754 7551 -0.9438 0.31305094 0.010780757 -0.8231
MAP2K7 NM_145185_bp1166_R AGCTAAAAAGAGACCAAAGTATAATAAGCTTCTCTTGAAAGCTTATTATACTTTGGTCTCGG Hs.531754 12927 -0.8751 0.46280425 0.025300847
MAP2K7 NM_145185_bp498_R AGCTAAAAAGTCATTGCCGTTAAGCAAATGTCTCTTGAACATTTGCTTAACGGCAATGACGG Hs.531754 695 1.769025 0.94424113 0.005971536 0.700575 0.2629109 0.010926472
MAP2K7 NM_145185_bp498_R AGCTAAAAAGTCATTGCCGTTAAGCAAATGTCTCTTGAACATTTGCTTAACGGCAATGACGG Hs.531754 6071 1.765625 0.97840143 0.006866432 0.716925 0.23292675 0.008430264
MAP2K7 NM_145185_bp498_R AGCTAAAAAGTCATTGCCGTTAAGCAAATGTCTCTTGAACATTTGCTTAACGGCAATGACGG Hs.531754 11447 1.833675 0.92424155 0.004739089 0.849075 0.23019084 0.004298071
MAP2K7 NM_145185_bp711_R AGCTAAAAAGAGCGCATTCTGGGCAAGATGTCTCTTGAACATCTTGCCCAGAATGCGCTCGG Hs.531754 696 0.5421 0.45785854 0.056200866 0.1305 0.48541956 0.607398463
MAP2K7 NM_145185_bp711_R AGCTAAAAAGAGCGCATTCTGGGCAAGATGTCTCTTGAACATCTTGCCCAGAATGCGCTCGG Hs.531754 11448 0.620925 0.30569153 0.016406299 0.627025 0.55786234 0.067670413
MAP2K7 NM_145185_bp711_R AGCTAAAAAGAGCGCATTCTGGGCAAGATGTCTCTTGAACATCTTGCCCAGAATGCGCTCGG Hs.531754 6072 0.5291 0.20176691 0.01713795 0.912466667 0.58317525 0.047996643
MAP3K1 XM_042066_bp2420_R AGCTAAAAAGCCGCCTTTGTCTTATAGATATCTCTTGAATATCTATAAGACAAAGGCGGCGG 841 -0.760066667 0.73212447 0.089977399 -1.985866667 1.73138618 0.071150767
MAP3K1 XM_042066_bp2420_R AGCTAAAAAGCCGCCTTTGTCTTATAGATATCTCTTGAATATCTATAAGACAAAGGCGGCGG 6217 -0.585766667 0.68421156 0.145471694 -1.506066667 1.50357421 0.100081947
MAP3K1 XM_042066_bp2420_R AGCTAAAAAGCCGCCTTTGTCTTATAGATATCTCTTGAATATCTATAAGACAAAGGCGGCGG 11593 -0.4544 0.86366022 0.361478825 -1.539833333 1.58167874 0.106013927
MAP3K1 XM_042066_bp3949_R AGCTAAAAAGGAACTTTAATGGCTGTTAAATCTCTTGAATTTAACAGCCATTAAAGTTCCGG 2020 -0.689775 0.25974113 0.008330456 -0.6939 0.43932491 0.02965912
MAP3K1 XM_042066_bp3949_R AGCTAAAAAGGAACTTTAATGGCTGTTAAATCTCTTGAATTTAACAGCCATTAAAGTTCCGG 7396 -0.70685 0.37641258 0.014972486 -0.770825 0.38765424 0.015760676
MAP3K1 XM_042066_bp3949_R AGCTAAAAAGGAACTTTAATGGCTGTTAAATCTCTTGAATTTAACAGCCATTAAAGTTCCGG 12772 -0.246025 1.17292109 0.624119567 -0.735525 0.40944771 0.020914194
MAP3K1 XM_042066_bp634_R AGCTAAAAAGGTCGTGAGATGGAGAATAAATCTCTTGAATTTATTCTCCATCTCACGACCGG 842 -0.0108
MAP3K1 XM_042066_bp634_R AGCTAAAAAGGTCGTGAGATGGAGAATAAATCTCTTGAATTTATTCTCCATCTCACGACCGG 6218 -0.1486 0.14578909 0.340274896 0.322433333 0.20682709 0.177826833
MAP3K1 XM_042066_bp634_R AGCTAAAAAGGTCGTGAGATGGAGAATAAATCTCTTGAATTTATTCTCCATCTCACGACCGG 11594 0.1135 0.05331585 0.681726676
MAP3K10 NM_002446_bp1716_R AGCTAAAAAGCCCTCTGGCTTTGAGCATAATCTCTTGAATTATGCTCAAAGCCAGAGGGCGG Hs.466743 168 -0.584 0.44975578 0.042919858 0.0363375 0.32459267 0.852835502
MAP3K10 NM_002446_bp1716_R AGCTAAAAAGCCCTCTGGCTTTGAGCATAATCTCTTGAATTATGCTCAAAGCCAGAGGGCGG Hs.466743 5544 -0.5646 0.44108922 0.045958357 0.0844125 0.37541665 0.692930149
MAP3K10 NM_002446_bp1716_R AGCTAAAAAGCCCTCTGGCTTTGAGCATAATCTCTTGAATTATGCTCAAAGCCAGAGGGCGG Hs.466743 10920 -0.5339 0.54292109 0.082462877 0.1051375 0.27024209 0.565784295
MAP3K10 NM_002446_bp903_R AGCTAAAAAGGGCATGAACTACCTACACAATCTCTTGAATTGTGTAGGTAGTTCATGCCCGG Hs.466743 181 0.496575 0.39202347 0.054866005 1.1887625 0.73534368 0.017969543
MAP3K10 NM_002446_bp903_R AGCTAAAAAGGGCATGAACTACCTACACAATCTCTTGAATTGTGTAGGTAGTTCATGCCCGG Hs.466743 5557 0.532 0.47665134 0.06436651 1.1586375 0.75605141 0.021331389
MAP3K10 NM_002446_bp903_R AGCTAAAAAGGGCATGAACTACCTACACAATCTCTTGAATTGTGTAGGTAGTTCATGCCCGG Hs.466743 10933 0.566675 0.47007639 0.051730467 1.2367375 0.75461347 0.016883088
MAP3K10 NM_002446_bp951_R AGCTAAAAAGGACCTCAAGTCCATCAACATTCTCTTGAAATGTTGATGGACTTGAGGTCCGG Hs.466743 182 0.84615 0.79513762 0.051949094 0.9448875 0.52023902 0.015360463
MAP3K10 NM_002446_bp951_R AGCTAAAAAGGACCTCAAGTCCATCAACATTCTCTTGAAATGTTGATGGACTTGAGGTCCGG Hs.466743 5558 0.881375 0.78684561 0.044422194 0.9466625 0.57684584 0.020060234
MAP3K10 NM_002446_bp951_R AGCTAAAAAGGACCTCAAGTCCATCAACATTCTCTTGAAATGTTGATGGACTTGAGGTCCGG Hs.466743 10934 0.905525 0.85609386 0.051247647 0.9673375 0.52943988 0.01478558
MAP3K11 NM_002419_bp1484_R AGCTAAAAAGCCTATGGCGTAGCTGTTAACTCTCTTGAAGTTAACAGCTACGCCATAGGCGG Hs.502872 1701 -0.974866667 0.4359239 0.016005197 0.1273625 0.71966006 0.709610271
MAP3K11 NM_002419_bp1484_R AGCTAAAAAGCCTATGGCGTAGCTGTTAACTCTCTTGAAGTTAACAGCTACGCCATAGGCGG Hs.502872 7077 -0.9854 0.45773244 0.016867959 0.1134875 0.82128788 0.766252607
MAP3K11 NM_002419_bp1484_R AGCTAAAAAGCCTATGGCGTAGCTGTTAACTCTCTTGAAGTTAACAGCTACGCCATAGGCGG Hs.502872 12453 -1.005733333 0.50549715 0.01906462 0.1196125 0.69034535 0.717197641
MAP3K11 NM_002419_bp1657_R AGCTAAAAAGCGGGACTCCTTCCATTCCATTCTCTTGAAATGGAATGGAAGGAGTCCCGCGG Hs.502872 1703 -3.3116 2.76395275 0.043516226
MAP3K11 NM_002419_bp1657_R AGCTAAAAAGCGGGACTCCTTCCATTCCATTCTCTTGAAATGGAATGGAAGGAGTCCCGCGG Hs.502872 7079 -3.837733333 3.60358312 0.059992753 8.6249
MAP3K11 NM_002419_bp1657_R AGCTAAAAAGCGGGACTCCTTCCATTCCATTCTCTTGAAATGGAATGGAAGGAGTCCCGCGG Hs.502872 12455 -3.767 3.54449097 0.060369204 8.989
MAP3K11 NM_002419_bp2262_R AGCTAAAAAGGTACCTGGATTCAGATGACTTCTCTTGAAAGTCATCTGAATCCAGGTACCGG Hs.502872 1729 -0.005
MAP3K11 NM_002419_bp2262_R AGCTAAAAAGGTACCTGGATTCAGATGACTTCTCTTGAAAGTCATCTGAATCCAGGTACCGG Hs.502872 7105 0.721
MAP3K11 NM_002419_bp2262_R AGCTAAAAAGGTACCTGGATTCAGATGACTTCTCTTGAAAGTCATCTGAATCCAGGTACCGG Hs.502872 12481 0.4324
MAP3K12 NM_006301_bp1534_R AGCTAAAAAGCCTCCTGCATGGAAACACAATCTCTTGAATTGTGTTTCCATGCAGGAGGCGG Hs.211601 515 -0.349075 0.97248985 0.420095089 0.3907 1.54052064 0.607265555
MAP3K12 NM_006301_bp1534_R AGCTAAAAAGCCTCCTGCATGGAAACACAATCTCTTGAATTGTGTTTCCATGCAGGAGGCGG Hs.211601 5891 -0.40285 1.12791522 0.416289134 0.448966667 1.50956308 0.550187943
MAP3K12 NM_006301_bp1534_R AGCTAAAAAGCCTCCTGCATGGAAACACAATCTCTTGAATTGTGTTTCCATGCAGGAGGCGG Hs.211601 11267 -0.401575 1.12744696 0.417500037 0.3639 1.64052526 0.650347675
MAP3K12 NM_006301_bp1632_R AGCTAAAAAGAGTCTTTGCTCCCTAAACTATCTCTTGAATAGTTTAGGGAGCAAAGACTCGG Hs.211601 516 0.58675 1.79938008 0.444704644 -1.478 2.03725022 0.187981076
MAP3K12 NM_006301_bp1632_R AGCTAAAAAGAGTCTTTGCTCCCTAAACTATCTCTTGAATAGTTTAGGGAGCAAAGACTCGG Hs.211601 5892 1.312975 3.19032436 0.338113947 -3.813833333 2.55356373 0.034067143
MAP3K12 NM_006301_bp1632_R AGCTAAAAAGAGTCTTTGCTCCCTAAACTATCTCTTGAATAGTTTAGGGAGCAAAGACTCGG Hs.211601 11268 1.278125 3.15740731 0.345413969 -3.565966667 2.92116535 0.058383812
MAP3K12 NM_006301_bp452_R AGCTAAAAAGGAGGTCCCCTTTGAGGAAATTCTCTTGAAATTTCCTCAAAGGGGACCTCCGG Hs.211601 529 0.188575 1.18830379 0.709049518 -0.3834 1.70652975 0.645661901
MAP3K12 NM_006301_bp452_R AGCTAAAAAGGAGGTCCCCTTTGAGGAAATTCTCTTGAAATTTCCTCAAAGGGGACCTCCGG Hs.211601 5905 -0.240025 1.40820067 0.685815876 -0.341666667 1.54982655 0.653286877
MAP3K12 NM_006301_bp452_R AGCTAAAAAGGAGGTCCCCTTTGAGGAAATTCTCTTGAAATTTCCTCAAAGGGGACCTCCGG Hs.211601 11281 -0.171725 1.32170534 0.757773833 -0.826133333 1.64714443 0.334248565
MAP3K14 NM_003954_bp1367_R AGCTAAAAAGGTGTCCTGCTCACTGAGAAATCTCTTGAATTTCTCAGTGAGCAGGACACCGG Hs.404183 1690 -0.922275 1.41753828 0.162246434 0.38305 0.40630165 0.202945524
MAP3K14 NM_003954_bp1367_R AGCTAAAAAGGTGTCCTGCTCACTGAGAAATCTCTTGAATTTCTCAGTGAGCAGGACACCGG Hs.404183 7066 -0.85005 1.36172424 0.177537858 0.27445 0.5280248 0.398493675
MAP3K14 NM_003954_bp1367_R AGCTAAAAAGGTGTCCTGCTCACTGAGAAATCTCTTGAATTTCTCAGTGAGCAGGACACCGG Hs.404183 12442 -0.864175 1.40968946 0.183406137 0.39035 0.41158548 0.198709434
MAP3K14 NM_003954_bp2229_R AGCTAAAAAGGGGAGAATATAAAGAACCAATCTCTTGAATTGGTTCTTTATATTCTCCCCGG Hs.404183 230 2.60775 0.90177572 0.000897917 0.7508625 0.44547755 0.023489156
MAP3K14 NM_003954_bp2229_R AGCTAAAAAGGGGAGAATATAAAGAACCAATCTCTTGAATTGGTTCTTTATATTCTCCCCGG Hs.404183 5606 2.65025 0.90698274 0.00085302 0.7252625 0.46319682 0.028819098
MAP3K14 NM_003954_bp2229_R AGCTAAAAAGGGGAGAATATAAAGAACCAATCTCTTGAATTGGTTCTTTATATTCTCCCCGG Hs.404183 10982 2.66835 0.9526587 0.001010281 0.7642875 0.44121297 0.021629529
MAP3K2 NM_006609_bp1350_R AGCTAAAAAGAGCGAATTGTTCAGTATTATTCTCTTGAAATAATACTGAACAATTCGCTCGG Hs.145605 1865 0.39625 0.5137703 0.155285837 2.7029 0.37405949 0.005590905
MAP3K2 NM_006609_bp1350_R AGCTAAAAAGAGCGAATTGTTCAGTATTATTCTCTTGAAATAATACTGAACAATTCGCTCGG Hs.145605 7241 0.4739 0.9193264 0.311911887 3.798633333 0.15883647 8.61E-05
MAP3K2 NM_006609_bp1350_R AGCTAAAAAGAGCGAATTGTTCAGTATTATTCTCTTGAAATAATACTGAACAATTCGCTCGG Hs.145605 12617 0.553325 0.84006607 0.174181881 3.679333333 0.27353136 0.000148288
MAP3K2 NM_006609_bp1428_R AGCTAAAAAGGGGGTTCAATTAAGGACCAATCTCTTGAATTGGTCCTTAATTGAACCCCCGG Hs.145605 536 1.351975 2.19421763 0.175835587 2.60545 1.53279537 0.049951625
MAP3K2 NM_006609_bp1428_R AGCTAAAAAGGGGGTTCAATTAAGGACCAATCTCTTGAATTGGTCCTTAATTGAACCCCCGG Hs.145605 5912 1.22935 2.50741255 0.264176449 2.7799 1.2538097 0.011601528
MAP3K2 NM_006609_bp1428_R AGCTAAAAAGGGGGTTCAATTAAGGACCAATCTCTTGAATTGGTCCTTAATTGAACCCCCGG Hs.145605 11288 1.01025 2.60914778 0.366078913 1.9388 1.12004544 0.025381353
MAP3K2 NM_006609_bp341_R AGCTAAAAAGGATCTACATTATACCAATAATCTCTTGAATTATTGGTATAATGTAGATCCGG Hs.145605 537 0.910625 0.86638258 0.12069876 -6.0288
MAP3K2 NM_006609_bp341_R AGCTAAAAAGGATCTACATTATACCAATAATCTCTTGAATTATTGGTATAATGTAGATCCGG Hs.145605 5913 0.92855 5.23187958 0.666080628 1.23435 11.2142186 0.824647176
MAP3K2 NM_006609_bp341_R AGCTAAAAAGGATCTACATTATACCAATAATCTCTTGAATTATTGGTATAATGTAGATCCGG Hs.145605 11289 0.587025 5.08162652 0.777581009 0.3013 9.18786267 0.947121809
MAP3K3 NM_002401_bp1583_R AGCTAAAAAGAGCGCATCGTGCAGTACTATTCTCTTGAAATAGTACTGCACGATGCGCTCGG Hs.29282 1699 -0.1969
MAP3K3 NM_002401_bp1583_R AGCTAAAAAGAGCGCATCGTGCAGTACTATTCTCTTGAAATAGTACTGCACGATGCGCTCGG Hs.29282 7075 -0.1967
MAP3K3 NM_002401_bp1583_R AGCTAAAAAGAGCGCATCGTGCAGTACTATTCTCTTGAAATAGTACTGCACGATGCGCTCGG Hs.29282 12451 -0.1931
MAP3K3 NM_002401_bp1809_R AGCTAAAAAGAGACTCTGCTGGGAATGTAATCTCTTGAATTACATTCCCAGCAGAGTCTCGG Hs.29282 166 -0.7467 0.69999117 0.086446741 -0.21575 0.3489572 0.521163162
MAP3K3 NM_002401_bp1809_R AGCTAAAAAGAGACTCTGCTGGGAATGTAATCTCTTGAATTACATTCCCAGCAGAGTCTCGG Hs.29282 5542 -0.7317 0.65352695 0.080134165 -0.19805 0.33594643 0.549151776
MAP3K3 NM_002401_bp1809_R AGCTAAAAAGAGACTCTGCTGGGAATGTAATCTCTTGAATTACATTCCCAGCAGAGTCTCGG Hs.29282 10918 -0.6563 0.65551217 0.105280026 -0.2605 0.27058875 0.284047809
MAP3K3 NM_002401_bp2017_R AGCTAAAAAGTGGGCAGAGTATGAAGCTATTCTCTTGAAATAGCTTCATACTCTGCCCACGG Hs.29282 167 0.2226
MAP3K3 NM_002401_bp2017_R AGCTAAAAAGTGGGCAGAGTATGAAGCTATTCTCTTGAAATAGCTTCATACTCTGCCCACGG Hs.29282 5543 -1.3826 0.1205
MAP3K3 NM_002401_bp2017_R AGCTAAAAAGTGGGCAGAGTATGAAGCTATTCTCTTGAAATAGCTTCATACTCTGCCCACGG Hs.29282 10919 -1.4242 0.3562
MAP3K4 NM_005922_bp1315_R AGCTAAAAAGGCACTCTGTTTGTGGTTAAATCTCTTGAATTTAACCACAAACAGAGTGCCGG Hs.390428 444 0.19425 0.82150282 0.595548256 -0.891666667 1.01178575 0.142613873
MAP3K4 NM_005922_bp1315_R AGCTAAAAAGGCACTCTGTTTGTGGTTAAATCTCTTGAATTTAACCACAAACAGAGTGCCGG Hs.390428 5820 0.031475 0.65418665 0.916082144 -0.74485 1.45925626 0.37763564
MAP3K4 NM_005922_bp1315_R AGCTAAAAAGGCACTCTGTTTGTGGTTAAATCTCTTGAATTTAACCACAAACAGAGTGCCGG Hs.390428 11196 -0.4241 0.53779113 0.14367051 -2.6587 2.65501802 0.095306461
MAP3K4 NM_005922_bp299_R AGCTAAAAAGAGGGCACATTGGGAGATTCATCTCTTGAATGAATCTCCCAATGTGCCCTCGG Hs.390428 457 1.715733333 1.01802489 0.018363164 -0.448333333 0.98971986 0.395808748
MAP3K4 NM_005922_bp299_R AGCTAAAAAGAGGGCACATTGGGAGATTCATCTCTTGAATGAATCTCCCAATGTGCCCTCGG Hs.390428 5833 4.4931 3.88778892 0.030758689 -1.7115 2.04883899 0.143415795
MAP3K4 NM_005922_bp299_R AGCTAAAAAGAGGGCACATTGGGAGATTCATCTCTTGAATGAATCTCCCAATGTGCCCTCGG Hs.390428 11209 3.47915 1.67212803 0.003224219 -1.881066667 2.1384404 0.128511185
MAP3K4 NM_005922_bp468_R AGCTAAAAAGTCGGTCTAATTTGAAAGAAATCTCTTGAATTTCTTTCAAATTAGACCGACGG Hs.390428 1721 -0.811175 1.96289307 0.401787332 -1.0606
MAP3K4 NM_005922_bp468_R AGCTAAAAAGTCGGTCTAATTTGAAAGAAATCTCTTGAATTTCTTTCAAATTAGACCGACGG Hs.390428 7097 -2.98725
MAP3K4 NM_005922_bp468_R AGCTAAAAAGTCGGTCTAATTTGAAAGAAATCTCTTGAATTTCTTTCAAATTAGACCGACGG Hs.390428 12473 -3.71305



MAP3K5 NM_005923_bp2190_R AGCTAAAAAGGGGAGTGAGTATTTCTAAATTCTCTTGAAATTTAGAAATACTCACTCCCCGG Hs.186486 7099 0.716525 0.72823166 0.068542731 -1.749166667 3.86416137 0.368171145
MAP3K5 NM_005923_bp2190_R AGCTAAAAAGGGGAGTGAGTATTTCTAAATTCTCTTGAAATTTAGAAATACTCACTCCCCGG Hs.186486 12475 1.2064 0.28761635 0.000862729 -1.809966667 3.89912176 0.357522341
MAP3K5 NM_005923_bp2190_R AGCTAAAAAGGGGAGTGAGTATTTCTAAATTCTCTTGAAATTTAGAAATACTCACTCCCCGG Hs.186486 1723 0.81945 0.27796368 0.05160398
MAP3K5 NM_005923_bp2777_R AGCTAAAAAGGTGACAATGTGTTGATTAATTCTCTTGAAATTAATCAACACATTGTCACCGG Hs.186486 458 -0.339275 0.1731351 0.261504262
MAP3K5 NM_005923_bp2777_R AGCTAAAAAGGTGACAATGTGTTGATTAATTCTCTTGAAATTAATCAACACATTGTCACCGG Hs.186486 5834 -0.55055 1.82737966 0.477934116 0.0503 1.50760816 0.945025131
MAP3K5 NM_005923_bp2777_R AGCTAAAAAGGTGACAATGTGTTGATTAATTCTCTTGAAATTAATCAACACATTGTCACCGG Hs.186486 11210 -0.577425 1.99175871 0.492806441 -0.045166667 1.42741717 0.948041027
MAP3K5 NM_005923_bp2900_R AGCTAAAAAGCACCAGAAATAATAGATAAATCTCTTGAATTTATCTATTATTTCTGGTGCGG Hs.186486 1725 0.45185 3.39526397 0.761913173 -4.4308
MAP3K5 NM_005923_bp2900_R AGCTAAAAAGCACCAGAAATAATAGATAAATCTCTTGAATTTATCTATTATTTCTGGTGCGG Hs.186486 7101 1.045483333 5.41771241 0.661245922 1.16305 11.4686356 0.838096672
MAP3K5 NM_005923_bp2900_R AGCTAAAAAGCACCAGAAATAATAGATAAATCTCTTGAATTTATCTATTATTTCTGGTGCGG Hs.186486 12477 0.574216667 5.05456441 0.79480038 2.3889 9.50832347 0.621307779
MAP3K6 NM_004672_bp1466_R AGCTAAAAAGGCAGCACTTTGAGGATTCCATCTCTTGAATGGAATCCTCAAAGTGCTGCCGG Hs.194694 311 1.826975 3.81106972 0.271534348 -0.477633333 4.31523355 0.814759915
MAP3K6 NM_004672_bp1466_R AGCTAAAAAGGCAGCACTTTGAGGATTCCATCTCTTGAATGGAATCCTCAAAGTGCTGCCGG Hs.194694 5687 1.9651 5.11713242 0.367049126 -1.170066667 4.77287003 0.609541736
MAP3K6 NM_004672_bp1466_R AGCTAAAAAGGCAGCACTTTGAGGATTCCATCTCTTGAATGGAATCCTCAAAGTGCTGCCGG Hs.194694 11063 2.548625 6.3425395 0.346808719 -1.685366667 5.25869348 0.510074505
MAP3K7 NM_003188_bp1811_R AGCTAAAAAGGCACAAGAATATATGAAAGTTCTCTTGAAACTTTCATATATTCTTGTGCCGG Hs.590889 320 -0.736175 0.82422504 0.085106518 -0.2339375 0.21493472 0.200502452
MAP3K7 NM_003188_bp1811_R AGCTAAAAAGGCACAAGAATATATGAAAGTTCTCTTGAAACTTTCATATATTCTTGTGCCGG Hs.590889 5696 -0.749425 0.90340088 0.100225257 -0.2105125 0.24680923 0.260765347
MAP3K7 NM_003188_bp1811_R AGCTAAAAAGGCACAAGAATATATGAAAGTTCTCTTGAAACTTTCATATATTCTTGTGCCGG Hs.590889 11072 -0.722475 0.85769377 0.097988356 -0.2391125 0.18788443 0.178559723
MAP3K7 NM_003188_bp603_R AGCTAAAAAGTGTGTCTTGTGATGGAATATTCTCTTGAAATATTCCATCACAAGACACACGG Hs.485968 1560 0.30255 0.77901954 0.499464751 -0.286916667 1.95972554 0.760880979
MAP3K7 NM_003188_bp603_R AGCTAAAAAGTGTGTCTTGTGATGGAATATTCTCTTGAAATATTCCATCACAAGACACACGG Hs.485968 6936 0.2977 0.72096607 0.486660376 -0.20945 1.95951476 0.823575727
MAP3K7 NM_003188_bp603_R AGCTAAAAAGTGTGTCTTGTGATGGAATATTCTCTTGAAATATTCCATCACAAGACACACGG Hs.590889 12312 -0.17935 1.90892713 0.844650687
MAP3K7 NM_003188_bp630_R AGCTAAAAAGGGGGCTCTTTATATAATGTGTCTCTTGAACACATTATATAAAGAGCCCCCGG Hs.590889 321 -0.033775 0.17006043 0.825123108 0.6926625 0.18952156 0.007551206
MAP3K7 NM_003188_bp630_R AGCTAAAAAGGGGGCTCTTTATATAATGTGTCTCTTGAACACATTATATAAAGAGCCCCCGG Hs.590889 5697 -0.046575 0.18405967 0.765079664 0.7032875 0.24553602 0.009744098
MAP3K7 NM_003188_bp630_R AGCTAAAAAGGGGGCTCTTTATATAATGTGTCTCTTGAACACATTATATAAAGAGCCCCCGG Hs.590889 11073 -0.005375 0.19487551 0.9727394 0.8029875 0.28637942 0.007502925
MAP3K7IP1 NM_006116_bp452_R AGCTAAAAAGCCTCCTCAGTATCAGAAGATTCTCTTGAAATCTTCTGATACTGAGGAGGCGG Hs.507681 1437 -1.44335 0.45898625 0.001478526 -0.9050875 0.26610522 0.005346293
MAP3K7IP1 NM_006116_bp452_R AGCTAAAAAGCCTCCTCAGTATCAGAAGATTCTCTTGAAATCTTCTGATACTGAGGAGGCGG Hs.507681 6813 -1.616 0.45410301 0.000878437 -1.0278375 0.36672411 0.004285955
MAP3K7IP1 NM_006116_bp452_R AGCTAAAAAGCCTCCTCAGTATCAGAAGATTCTCTTGAAATCTTCTGATACTGAGGAGGCGG Hs.507681 12189 -1.65005 0.48933581 0.000989785 -1.0684625 0.39575991 0.004021049
MAP3K7IP1 NM_006116_bp531_R AGCTAAAAAGCGGTCCTTCTCAACAACAAGTCTCTTGAACTTGTTGTTGAGAAGGACCGCGG Hs.507681 1438 0.7519 0.25221563 0.004885504 0.6561125 1.45638301 0.242136834
MAP3K7IP1 NM_006116_bp531_R AGCTAAAAAGCGGTCCTTCTCAACAACAAGTCTCTTGAACTTGTTGTTGAGAAGGACCGCGG Hs.507681 6814 0.6518 0.2700042 0.009334971 0.2469875 0.62515211 0.343279587
MAP3K7IP1 NM_006116_bp531_R AGCTAAAAAGCGGTCCTTCTCAACAACAAGTCTCTTGAACTTGTTGTTGAGAAGGACCGCGG Hs.507681 12190 0.717625 0.41422056 0.015123296 0.2742125 0.94070411 0.428438297
MAP3K7IP1 NM_006116_bp746_R AGCTAAAAAGATCGGGGATTACAAGGTTAATCTCTTGAATTAACCTTGTAATCCCCGATCGG Hs.507681 2473 -0.706025 0.15650844 0.006666531 -0.3129375 0.31348458 0.250000683
MAP3K7IP1 NM_006116_bp746_R AGCTAAAAAGATCGGGGATTACAAGGTTAATCTCTTGAATTAACCTTGTAATCCCCGATCGG Hs.507681 7849 -0.689225 0.13493068 0.006131025 -0.4853125 0.64550065 0.178958563
MAP3K7IP1 NM_006116_bp746_R AGCTAAAAAGATCGGGGATTACAAGGTTAATCTCTTGAATTAACCTTGTAATCCCCGATCGG Hs.507681 13225 -0.691675 0.10951895 0.005960469 -0.4074375 0.55101538 0.21898595
MAP3K7IP2 NM_145342_bp1459_R AGCTAAAAAGGGTCCTGCCTTTATTCATCATCTCTTGAATGATGAATAAAGGCAGGACCCGG 1500 -2.0949 0.10443967 0.003514023 0.5801875 0.92837501 0.146351376
MAP3K7IP2 NM_145342_bp1459_R AGCTAAAAAGGGTCCTGCCTTTATTCATCATCTCTTGAATGATGAATAAAGGCAGGACCCGG 6876 -2.16315 0.05996266 0.003078461 0.6221625 0.97479641 0.137088378
MAP3K7IP2 NM_145342_bp1459_R AGCTAAAAAGGGTCCTGCCTTTATTCATCATCTCTTGAATGATGAATAAAGGCAGGACCCGG 12252 -2.06295 0.1086116 0.003696926 0.6009375 1.03909424 0.165550558
MAP3K7IP2 NM_145342_bp519_R AGCTAAAAAGCCAGTCCAATAGTGAACTATTCTCTTGAAATAGTTCACTATTGGACTGGCGG 2616 -0.74315 -0.0881125 0.37818654 0.846304893
MAP3K7IP2 NM_145342_bp519_R AGCTAAAAAGCCAGTCCAATAGTGAACTATTCTCTTGAAATAGTTCACTATTGGACTGGCGG 7992 -0.8256 0.20843295 0.014904462 -0.1173875 0.47164053 0.771114653
MAP3K7IP2 NM_145342_bp519_R AGCTAAAAAGCCAGTCCAATAGTGAACTATTCTCTTGAAATAGTTCACTATTGGACTGGCGG 13368 -0.657825 0.12524325 0.007704377 0.0107125 0.31663609 0.8084859
MAP3K7IP2 NM_145342_bp876_R AGCTAAAAAGCTGGGTATCTCAGTTTAATCTCTCTTGAAGATTAAACTGAGATACCCAGCGG 1499 -1.134325 0.41408774 0.003581486 -1.0153875 0.42599689 0.005630437
MAP3K7IP2 NM_145342_bp876_R AGCTAAAAAGCTGGGTATCTCAGTTTAATCTCTCTTGAAGATTAAACTGAGATACCCAGCGG 6875 -0.847125 0.58582949 0.031204807 -0.8860875 0.53092262 0.016746619
MAP3K7IP2 NM_145342_bp876_R AGCTAAAAAGCTGGGTATCTCAGTTTAATCTCTCTTGAAGATTAAACTGAGATACCCAGCGG 12251 -0.811825 0.57807219 0.035297168 -0.6747625 0.6494526 0.071628316
MAP3K8 NM_005204_bp1092_R AGCTAAAAAGAAGCTGACTTACAGGAATATTCTCTTGAAATATTCCTGTAAGTCAGCTTCGG Hs.432453 1611 0.82305 1.95196791 0.331436547 -0.106566667 3.64845723 0.950577327
MAP3K8 NM_005204_bp1092_R AGCTAAAAAGAAGCTGACTTACAGGAATATTCTCTTGAAATATTCCTGTAAGTCAGCTTCGG Hs.432453 6987 1.051225 1.6224902 0.16152474 -1.527433333 5.4403276 0.560780145
MAP3K8 NM_005204_bp1092_R AGCTAAAAAGAAGCTGACTTACAGGAATATTCTCTTGAAATATTCCTGTAAGTCAGCTTCGG Hs.432453 12363 0.484725 1.52936725 0.459519888 -1.428033333 5.33458071 0.578293058
MAP3K8 NM_005204_bp1189_R AGCTAAAAAGCGTGTAAACTGATCCCAGTATCTCTTGAATACTGGGATCAGTTTACACGCGG Hs.432453 5757 0.535675 1.78836777 0.480652183
MAP3K8 NM_005204_bp1189_R AGCTAAAAAGCGTGTAAACTGATCCCAGTATCTCTTGAATACTGGGATCAGTTTACACGCGG Hs.432453 11133 0.04115 1.60488977 0.950750238
MAP3K8 NM_005204_bp1189_R AGCTAAAAAGCGTGTAAACTGATCCCAGTATCTCTTGAATACTGGGATCAGTTTACACGCGG Hs.432453 381 0.185875 0.69116152 0.647398859
MAP3K8 NM_005204_bp2013_R AGCTAAAAAGAGGCAACGCTCTCTCTACATTCTCTTGAAATGTAGAGAGAGCGTTGCCTCGG Hs.432453 6989 0.901875 2.06210015 0.376772659 0.9969 3.9374534 0.621380873
MAP3K8 NM_005204_bp2013_R AGCTAAAAAGAGGCAACGCTCTCTCTACATTCTCTTGAAATGTAGAGAGAGCGTTGCCTCGG Hs.432453 1613 -0.35115 -0.6621
MAP3K8 NM_005204_bp2013_R AGCTAAAAAGAGGCAACGCTCTCTCTACATTCTCTTGAAATGTAGAGAGAGCGTTGCCTCGG Hs.432453 12365 7.634 1.05125 4.16280833 0.621898653
MAP3K9 XM_027237_bp1862_R AGCTAAAAAGTGAGAAAGCTAATGGTTTAATCTCTTGAATTAAACCATTAGCTTTCTCACGG Hs.437214 825 -0.754025 0.33062544 0.008881172 -0.1632 0.14210482 0.306330678
MAP3K9 XM_027237_bp1862_R AGCTAAAAAGTGAGAAAGCTAATGGTTTAATCTCTTGAATTAAACCATTAGCTTTCTCACGG Hs.437214 6201 -0.7014 0.37743956 0.015510371 0.012825 0.21350143 0.937905358
MAP3K9 XM_027237_bp1862_R AGCTAAAAAGTGAGAAAGCTAATGGTTTAATCTCTTGAATTAAACCATTAGCTTTCTCACGG Hs.437214 11577 -0.614425 0.30093341 0.016620819 0.0049 0.23992992 0.977169182
MAP3K9 XM_027237_bp751_R AGCTAAAAAGCCAGAGGGATGAACTACTTATCTCTTGAATAAGTAGTTCATCCCTCTGGCGG Hs.437214 1986 -0.18155 0.38195923 0.397388974 0.208025 0.22134214 0.249900816
MAP3K9 XM_027237_bp751_R AGCTAAAAAGCCAGAGGGATGAACTACTTATCTCTTGAATAAGTAGTTCATCCCTCTGGCGG Hs.437214 7362 -0.0878 0.27337718 0.621537764 0.310975 0.16970112 0.093346657
MAP3K9 XM_027237_bp751_R AGCTAAAAAGCCAGAGGGATGAACTACTTATCTCTTGAATAAGTAGTTCATCCCTCTGGCGG Hs.437214 12738 0.06905 0.15196036 0.647392288 0.3598 0.47146436 0.18767362
MAP4K1 NM_007181_bp1501_R AGCTAAAAAGGATGTGCCCTTCTCGTAAAGTCTCTTGAACTTTACGAGAAGGGCACATCCGG Hs.95424 1911 0.748275 4.00868271 0.65072589 -6.272433333 0.78336481 0.000194465
MAP4K1 NM_007181_bp1501_R AGCTAAAAAGGATGTGCCCTTCTCGTAAAGTCTCTTGAACTTTACGAGAAGGGCACATCCGG Hs.95424 7287 1.845675 5.79472629 0.448202329 -6.524666667 0.88974415 0.000243788
MAP4K1 NM_007181_bp1501_R AGCTAAAAAGGATGTGCCCTTCTCGTAAAGTCTCTTGAACTTTACGAGAAGGGCACATCCGG Hs.95424 12663 1.324575 4.52238638 0.483957367 -6.739366667 0.37323135 2.80E-05
MAP4K1 NM_007181_bp1683_R AGCTAAAAAGTGGGTGTACTCCATCAACAATCTCTTGAATTGTTGATGGAGTACACCCACGG Hs.95424 399 1.20085 2.10260734 0.240606132 0.8991 0.63358185 0.058282501
MAP4K1 NM_007181_bp1683_R AGCTAAAAAGTGGGTGTACTCCATCAACAATCTCTTGAATTGTTGATGGAGTACACCCACGG Hs.95424 5775 2.388283333 3.46964926 0.168411728 3.14805 3.15164563 0.133018616
MAP4K1 NM_007181_bp1683_R AGCTAAAAAGTGGGTGTACTCCATCAACAATCTCTTGAATTGTTGATGGAGTACACCCACGG Hs.95424 11151 2.648016667 3.94001757 0.175923108 3.72205 3.92366482 0.144575447
MAP4K1 NM_007181_bp472_R AGCTAAAAAGGAGCTAACATCCTCATCAATTCTCTTGAAATTGATGAGGATGTTAGCTCCGG Hs.95424 400 0.18225 1.76720112 0.803703949 -1.719633333 0.43656157 0.004010421
MAP4K1 NM_007181_bp472_R AGCTAAAAAGGAGCTAACATCCTCATCAATTCTCTTGAAATTGATGAGGATGTTAGCTCCGG Hs.95424 5776 1.803816667 4.86907731 0.415961596 -4.239466667 2.48885507 0.02335362
MAP4K1 NM_007181_bp472_R AGCTAAAAAGGAGCTAACATCCTCATCAATTCTCTTGAAATTGATGAGGATGTTAGCTCCGG Hs.95424 11152 1.898583333 5.28157179 0.428545335 -4.743166667 2.6839525 0.020837433
MAP4K3 NM_003618_bp1316_R AGCTAAAAAGTCGCACATTTAGAAGATGATTCTCTTGAAATCATCTTCTAAATGTGCGACGG Hs.468239 367 0.1726 1.14013897 0.761988825 -0.1025375 0.24351767 0.55966019 -0.6552
MAP4K3 NM_003618_bp1316_R AGCTAAAAAGTCGCACATTTAGAAGATGATTCTCTTGAAATCATCTTCTAAATGTGCGACGG Hs.468239 5743 0.163133333 0.84050509 0.690458668 -0.0861125 0.23434386 0.617378137
MAP4K3 NM_003618_bp1316_R AGCTAAAAAGTCGCACATTTAGAAGATGATTCTCTTGAAATCATCTTCTAAATGTGCGACGG Hs.468239 11119 0.43155 0.90784914 0.300681905 0.0091125 0.22348764 0.956496788
MAP4K3 NM_003618_bp1604_R AGCTAAAAAGATGGCTCATTATGTCAACAATCTCTTGAATTGTTGACATAATGAGCCATCGG Hs.468239 1638 -0.261733333 0.15656833 0.216539371 0.0252375 0.28958291 0.891585814 -0.1694
MAP4K3 NM_003618_bp1604_R AGCTAAAAAGATGGCTCATTATGTCAACAATCTCTTGAATTGTTGACATAATGAGCCATCGG Hs.468239 7014 -0.2871 0.17677141 0.189101119 0.0309125 0.33940814 0.87740805 -0.4308
MAP4K3 NM_003618_bp1604_R AGCTAAAAAGATGGCTCATTATGTCAACAATCTCTTGAATTGTTGACATAATGAGCCATCGG Hs.468239 12390 -0.133075 0.26296895 0.455219841 0.0459125 0.33226767 0.817092416
MAP4K4 NM_145686_bp3359_R AGCTAAAAAGAAGGATGTGTACATTATAAATCTCTTGAATTTATAATGTACACATCCTTCGG Hs.431550 712 0.32445 0.39313005 0.164775004 0.539666667 0.39972173 0.100114552
MAP4K4 NM_145686_bp3359_R AGCTAAAAAGAAGGATGTGTACATTATAAATCTCTTGAATTTATAATGTACACATCCTTCGG Hs.431550 6088 0.377825 0.3331739 0.093092379 0.300033333 0.23883564 0.215180194
MAP4K4 NM_145686_bp3359_R AGCTAAAAAGAAGGATGTGTACATTATAAATCTCTTGAATTTATAATGTACACATCCTTCGG Hs.431550 11464 0.38955 0.27088178 0.066158809 0.518833333 0.35781733 0.096795299
MAP4K4 NM_145686_bp3719_R AGCTAAAAAGGGGTTTATGTAAACACATATTCTCTTGAAATATGTGTTTACATAAACCCCGG Hs.431550 2183 1.3522 0.40112532 0.001110111 0.46375 1.33157136 0.448400471
MAP4K4 NM_145686_bp3719_R AGCTAAAAAGGGGTTTATGTAAACACATATTCTCTTGAAATATGTGTTTACATAAACCCCGG Hs.431550 7559 1.223525 0.60906734 0.00604469 0.8358 0.90665684 0.092369245
MAP4K4 NM_145686_bp3719_R AGCTAAAAAGGGGTTTATGTAAACACATATTCTCTTGAAATATGTGTTTACATAAACCCCGG Hs.431550 12935 2.0203 1.36056057 0.013505538 0.580675 1.11701108 0.280820794
MAP4K4 NM_145686_bp603_R AGCTAAAAAGGCGGAGAAATACGTTCATAGTCTCTTGAACTATGAACGTATTTCTCCGCCGG Hs.431550 12961 -0.29125 0.74999258 0.400983321 -0.455425 0.21090344 0.036871808
MAP4K4 NM_145686_bp603_R AGCTAAAAAGGCGGAGAAATACGTTCATAGTCTCTTGAACTATGAACGTATTTCTCCGCCGG Hs.431550 7585 -2.0578
MAP4K5 NM_198794_bp1221_R AGCTAAAAAGCCCTAGCAGTTGAACTGTTATCTCTTGAATAACAGTTCAACTGCTAGGGCGG Hs.130491 818 -0.4772 0.17455259 0.022067428 0.2739 0.31968842 0.202198049
MAP4K5 NM_198794_bp1221_R AGCTAAAAAGCCCTAGCAGTTGAACTGTTATCTCTTGAATAACAGTTCAACTGCTAGGGCGG Hs.130491 6194 -0.412875 0.18215148 0.037697787 0.4442 0.29251821 0.058160096
MAP4K5 NM_198794_bp1221_R AGCTAAAAAGCCCTAGCAGTTGAACTGTTATCTCTTGAATAACAGTTCAACTGCTAGGGCGG Hs.130491 11570 -0.359125 0.32818992 0.104127918 0.415925 0.09847299 0.031691235
MAP4K5 NM_198794_bp1995_R AGCTAAAAAGAGGCAACGATGGAACAGTTATCTCTTGAATAACTGTTCCATCGTTGCCTCGG Hs.130491 819 2.922 0.65363283 0.000730757 0.6867 0.79090974 0.111688572
MAP4K5 NM_198794_bp1995_R AGCTAAAAAGAGGCAACGATGGAACAGTTATCTCTTGAATAACTGTTCCATCGTTGCCTCGG Hs.130491 6195 3.162433333 0.85675245 0.001199545 0.58825 0.795283 0.283009459
MAP4K5 NM_198794_bp1995_R AGCTAAAAAGAGGCAACGATGGAACAGTTATCTCTTGAATAACTGTTCCATCGTTGCCTCGG Hs.130491 11571 3.220066667 1.38717171 0.005392992 0.48265 0.72542085 0.335735689
MAP4K5 NM_198794_bp2035_R AGCTAAAAAGGCTGTATGTTATCAATAATATCTCTTGAATATTATTGATAACATACAGCCGG Hs.130491 1982 -0.17925 0.51936993 0.610871228 1.8082 1.83480068 0.143258382
MAP4K5 NM_198794_bp2035_R AGCTAAAAAGGCTGTATGTTATCAATAATATCTCTTGAATATTATTGATAACATACAGCCGG Hs.130491 7358 0.68295 0.24727524 0.075716409 0.5383
MAP4K5 NM_198794_bp2035_R AGCTAAAAAGGCTGTATGTTATCAATAATATCTCTTGAATATTATTGATAACATACAGCCGG Hs.130491 12734 1.2636 0.82858773 0.054201357 0.5639
MAPK1 NM_002745_bp1096_R AGCTAAAAAGCTCTGGACTTATTGGACAAATCTCTTGAATTTGTCCAATAAGTCCAGAGCGG Hs.431850 12583 0.2692
MAPK1 NM_002745_bp514_R AGCTAAAAAGCACCAACCATCGAGCAAATGTCTCTTGAACATTTGCTCGATGGTTGGTGCGG Hs.431850 246 0.60585 0.1887268 0.09186393 0.592 0.58733111 0.136263955
MAPK1 NM_002745_bp514_R AGCTAAAAAGCACCAACCATCGAGCAAATGTCTCTTGAACATTTGCTCGATGGTTGGTGCGG Hs.431850 5622 1.0316 0.656 0.67910535 0.209300497
MAPK1 NM_002745_bp514_R AGCTAAAAAGCACCAACCATCGAGCAAATGTCTCTTGAACATTTGCTCGATGGTTGGTGCGG Hs.431850 10998 0.8673 0.5869 0.64714413 0.236973992
MAPK1 NM_002745_bp883_R AGCTAAAAAGGCTGCATTCTGGCAGAAATGTCTCTTGAACATTTCTGCCAGAATGCAGCCGG Hs.431850 247 0.87005 0.02312239 0.034311271 -0.0036875 0.78824573 0.991970893
MAPK1 NM_002745_bp883_R AGCTAAAAAGGCTGCATTCTGGCAGAAATGTCTCTTGAACATTTCTGCCAGAATGCAGCCGG Hs.431850 5623 0.94265 0.06003337 0.028190471 0.0177125 0.78951226 0.961505899
MAPK1 NM_002745_bp883_R AGCTAAAAAGGCTGCATTCTGGCAGAAATGTCTCTTGAACATTTCTGCCAGAATGCAGCCGG Hs.431850 10999 1.04245 0.04914392 0.021474972 0.0782875 0.81517491 0.836021488
MAPK10 NM_138980_bp1314_R AGCTAAAAAGGAGAAATGGTTCGCCACAAATCTCTTGAATTTGTGGCGAACCATTTCTCCGG Hs.125503 2121 -0.18125 0.24572594 0.309820351 -0.2358 0.48820824 0.371104744
MAPK10 NM_138980_bp1314_R AGCTAAAAAGGAGAAATGGTTCGCCACAAATCTCTTGAATTTGTGGCGAACCATTTCTCCGG Hs.125503 7497 0.15835 0.47108634 0.510015321 -0.19285 0.62596218 0.533653499
MAPK10 NM_138980_bp1314_R AGCTAAAAAGGAGAAATGGTTCGCCACAAATCTCTTGAATTTGTGGCGAACCATTTCTCCGG Hs.125503 12873 0.272933333 0.85705721 0.519440615 -0.122975 0.54811516 0.656286994
MAPK10 NM_138980_bp801_R AGCTAAAAAGATGCTGTCCTTGACAGAAATTCTCTTGAAATTTCTGTCAAGGACAGCATCGG Hs.125503 641 -0.050925 0.36946229 0.802092907 0.00565 0.11380874 0.968907758
MAPK10 NM_138980_bp801_R AGCTAAAAAGATGCTGTCCTTGACAGAAATTCTCTTGAAATTTCTGTCAAGGACAGCATCGG Hs.125503 6017 0.0721 0.3979047 0.734413837 0.10325 0.1608907 0.511103354
MAPK10 NM_138980_bp801_R AGCTAAAAAGATGCTGTCCTTGACAGAAATTCTCTTGAAATTTCTGTCAAGGACAGCATCGG Hs.125503 11393 0.11235 0.30249427 0.54768779 0.23005 0.25541843 0.23038236
MAPK10 NM_138980_bp959_R AGCTAAAAAGCTGGAGGAGTTCCAAGATGTTCTCTTGAAACATCTTGGAACTCCTCCAGCGG Hs.125503 2123 0.8625 1.31843123 0.161775389 -0.0618 0.71771566 0.855372284
MAPK10 NM_138980_bp959_R AGCTAAAAAGCTGGAGGAGTTCCAAGATGTTCTCTTGAAACATCTTGGAACTCCTCCAGCGG Hs.125503 7499 -0.012566667 1.09788572 0.980257402 -0.041225 0.7025552 0.90138928
MAPK10 NM_138980_bp959_R AGCTAAAAAGCTGGAGGAGTTCCAAGATGTTCTCTTGAAACATCTTGGAACTCCTCCAGCGG Hs.125503 12875 0.687375 0.18817257 0.005627673 0.855375 0.95089485 0.097061925
MAPK11 NM_002751_bp460_R AGCTAAAAAGCACGTTCAATTCCTGGTTTATCTCTTGAATAAACCAGGAATTGAACGTGCGG Hs.57732 265 -0.6392 0.24876065 0.010613152 -0.0898875 0.25397215 0.6129669
MAPK11 NM_002751_bp460_R AGCTAAAAAGCACGTTCAATTCCTGGTTTATCTCTTGAATAAACCAGGAATTGAACGTGCGG Hs.57732 5641 -0.58795 0.22277418 0.012765461 -0.0727625 0.23636374 0.672540064
MAPK11 NM_002751_bp460_R AGCTAAAAAGCACGTTCAATTCCTGGTTTATCTCTTGAATAAACCAGGAATTGAACGTGCGG Hs.57732 11017 -0.620475 0.25004945 0.012019653 -0.1075875 0.2793385 0.562496005
MAPK11 NM_002751_bp572_R AGCTAAAAAGAGCTCAGGATCCTGGATTTCTCTCTTGAAGAAATCCAGGATCCTGAGCTCGG Hs.57732 266 0.4645 2.04990256 0.629250198 1.0296375 0.44355759 0.007385852
MAPK11 NM_002751_bp572_R AGCTAAAAAGAGCTCAGGATCCTGGATTTCTCTCTTGAAGAAATCCAGGATCCTGAGCTCGG Hs.57732 5642 0.44585 2.2468318 0.669028894 1.0229375 0.37318377 0.004984575
MAPK11 NM_002751_bp572_R AGCTAAAAAGAGCTCAGGATCCTGGATTTCTCTCTTGAAGAAATCCAGGATCCTGAGCTCGG Hs.57732 11018 0.5112 2.01186021 0.590780311 1.0773125 0.37789912 0.004180411
MAPK11 NM_002751_bp653_R AGCTAAAAAGCACCTGAGATCATGCTCAACTCTCTTGAAGTTGAGCATGATCTCAGGTGCGG Hs.57732 267 0.479525 0.50103328 0.09442599 -0.5874625 0.2991945 0.024986613
MAPK11 NM_002751_bp653_R AGCTAAAAAGCACCTGAGATCATGCTCAACTCTCTTGAAGTTGAGCATGATCTCAGGTGCGG Hs.57732 5643 0.467425 0.45835343 0.086183079 -0.5742375 0.32932324 0.031558562
MAPK11 NM_002751_bp653_R AGCTAAAAAGCACCTGAGATCATGCTCAACTCTCTTGAAGTTGAGCATGATCTCAGGTGCGG Hs.57732 11019 0.467775 0.33208426 0.050088987 -0.5209125 0.33895396 0.045043092
MAPK12 NM_002969_bp1328_R AGCTAAAAAGGAAGCGTGTTACTTACAAAGTCTCTTGAACTTTGTAAGTAACACGCTTCCGG Hs.432642 1893 8.3504
MAPK12 NM_002969_bp1328_R AGCTAAAAAGGAAGCGTGTTACTTACAAAGTCTCTTGAACTTTGTAAGTAACACGCTTCCGG Hs.432642 7269 4.4983
MAPK12 NM_002969_bp1328_R AGCTAAAAAGGAAGCGTGTTACTTACAAAGTCTCTTGAACTTTGTAAGTAACACGCTTCCGG Hs.432642 12645 3.2706
MAPK12 NM_002969_bp658_R AGCTAAAAAGGCAAGCTCATGAAACATGAGTCTCTTGAACTCATGTTTCATGAGCTTGCCGG 1895
MAPK12 NM_002969_bp658_R AGCTAAAAAGGCAAGCTCATGAAACATGAGTCTCTTGAACTCATGTTTCATGAGCTTGCCGG 7271
MAPK12 NM_002969_bp658_R AGCTAAAAAGGCAAGCTCATGAAACATGAGTCTCTTGAACTCATGTTTCATGAGCTTGCCGG 12647
MAPK12 NM_002969_bp702_R AGCTAAAAAGTTCCTCGTGTACCAGATGCTTCTCTTGAAAGCATCTGGTACACGAGGAACGG Hs.432642 297 1.9409 -0.0723
MAPK12 NM_002969_bp702_R AGCTAAAAAGTTCCTCGTGTACCAGATGCTTCTCTTGAAAGCATCTGGTACACGAGGAACGG Hs.432642 5673 0.6812 0.037133333 0.3244602 0.875537632
MAPK12 NM_002969_bp702_R AGCTAAAAAGTTCCTCGTGTACCAGATGCTTCTCTTGAAAGCATCTGGTACACGAGGAACGG Hs.432642 11049 1.8524 -0.132266667 0.43847049 0.63545313
MAPK13 NM_002754_bp726_R AGCTAAAAAGGCTGTATCATGGCAGAGATGTCTCTTGAACATCTCTGCCATGATACAGCCGG Hs.178695 268 1.2292 0.55606877 0.032600488 0.5642125 0.68100066 0.131554961
MAPK13 NM_002754_bp726_R AGCTAAAAAGGCTGTATCATGGCAGAGATGTCTCTTGAACATCTCTGCCATGATACAGCCGG Hs.178695 5644 1.24425 0.49872241 0.02777497 0.5597625 0.65307557 0.123893212
MAPK13 NM_002754_bp726_R AGCTAAAAAGGCTGTATCATGGCAGAGATGTCTCTTGAACATCTCTGCCATGATACAGCCGG Hs.178695 11020 1.589575 0.52025279 0.00114817 0.5432875 0.70469733 0.152055754
MAPK14 NM_001315_bp1351_R AGCTAAAAAGGGACCTCCTTATAGATGAGTTCTCTTGAAACTCATCTATAAGGAGGTCCCGG Hs.485233 23 1.177366667 0.43930873 0.008494714 -0.3650375 0.10328781 0.048376595
MAPK14 NM_001315_bp1351_R AGCTAAAAAGGGACCTCCTTATAGATGAGTTCTCTTGAAACTCATCTATAAGGAGGTCCCGG Hs.485233 5399 1.2472 0.3662858 0.005028581 -0.2293875 0.05510418 0.146834164
MAPK14 NM_001315_bp1351_R AGCTAAAAAGGGACCTCCTTATAGATGAGTTCTCTTGAAACTCATCTATAAGGAGGTCCCGG Hs.485233 10775 1.322233333 0.16051076 0.00177251 -0.1332875 0.03205881 0.356206643
MAPK14 NM_001315_bp880_R AGCTAAAAAGGCACACAGATGATGAAATGATCTCTTGAATCATTTCATCATCTGTGTGCCGG Hs.485233 24 0.59145 0.31168058 0.020326365 -0.7100875 0.65043479 0.066905405
MAPK14 NM_001315_bp880_R AGCTAAAAAGGCACACAGATGATGAAATGATCTCTTGAATCATTTCATCATCTGTGTGCCGG Hs.485233 5400 0.625025 0.25499947 0.012010756 -0.6680375 0.61355434 0.069633127
MAPK14 NM_001315_bp880_R AGCTAAAAAGGCACACAGATGATGAAATGATCTCTTGAATCATTTCATCATCTGTGTGCCGG Hs.485233 10776 0.585925 0.29754443 0.019473096 -0.6401125 0.62995714 0.082720477
MAPK14 NM_001315_bp930_R AGCTAAAAAGCTCCTGAGATCATGCTGAACTCTCTTGAAGTTCAGCATGATCTCAGGAGCGG Hs.485233 37 -0.2421 0.15386156 0.149562949 -0.2737625 0.18526644 0.133239272
MAPK14 NM_001315_bp930_R AGCTAAAAAGCTCCTGAGATCATGCTGAACTCTCTTGAAGTTCAGCATGATCTCAGGAGCGG Hs.485233 5413 -0.2424 0.19461179 0.165969584 -0.2449875 0.16077972 0.157929084
MAPK14 NM_001315_bp930_R AGCTAAAAAGCTCCTGAGATCATGCTGAACTCTCTTGAAGTTCAGCATGATCTCAGGAGCGG Hs.485233 10789 -0.225275 0.26067802 0.227698292 -0.2581125 0.23799989 0.177448461
MAPK3 NM_002746_bp607_R AGCTAAAAAGACCTTAAGATTTGTGATTTCTCTCTTGAAGAAATCACAAATCTTAAGGTCGG Hs.861 1833 0.01375 0.7436642 0.973662188 0.622
MAPK3 NM_002746_bp607_R AGCTAAAAAGACCTTAAGATTTGTGATTTCTCTCTTGAAGAAATCACAAATCTTAAGGTCGG Hs.861 7209 -0.6279 0.6916
MAPK3 NM_002746_bp607_R AGCTAAAAAGACCTTAAGATTTGTGATTTCTCTCTTGAAGAAATCACAAATCTTAAGGTCGG Hs.861 12585 0.07095 0.85284149 0.876484476 0.7337
MAPK3 NM_002746_bp873_R AGCTAAAAAGGACCTGAATTGTATCATCAATCTCTTGAATTGATGATACAATTCAGGTCCGG Hs.861 248 1.642225 0.61801555 0.001767403 0.3324875 0.38335622 0.168641837
MAPK3 NM_002746_bp873_R AGCTAAAAAGGACCTGAATTGTATCATCAATCTCTTGAATTGATGATACAATTCAGGTCCGG Hs.861 5624 1.7126 0.51867171 0.000806518 0.3639125 0.39801194 0.146384184
MAPK3 NM_002746_bp873_R AGCTAAAAAGGACCTGAATTGTATCATCAATCTCTTGAATTGATGATACAATTCAGGTCCGG Hs.861 11000 1.728725 0.49180494 0.000650198 0.4044375 0.37120783 0.104214123
MAPK3 NM_002746_bp993_R AGCTAAAAAGGACCGGATGTTAACCTTTAATCTCTTGAATTAAAGGTTAACATCCGGTCCGG Hs.861 1835 -0.9163 0.51774359 0.062280281 -0.1766 0.73157268 0.700229491



MAPK3 NM_002746_bp993_R AGCTAAAAAGGACCGGATGTTAACCTTTAATCTCTTGAATTAAAGGTTAACATCCGGTCCGG Hs.861 7211 -1.1088 0.37773644 0.028899439 -0.2195 0.72690577 0.634035429
MAPK3 NM_002746_bp993_R AGCTAAAAAGGACCGGATGTTAACCTTTAATCTCTTGAATTAAAGGTTAACATCCGGTCCGG Hs.861 12587 -0.93825 0.56830172 0.065263872 -0.1982 0.67981246 0.653091374
MAPK4 NM_002747_bp1046_R AGCTAAAAAGTCAGAAGGGTTGGTAACAAATCTCTTGAATTTGTTACCAACCCTTCTGACGG Hs.433728 249 -0.15715 0.73595496 0.636440594 0.0555375 0.16516473 0.720241364
MAPK4 NM_002747_bp1046_R AGCTAAAAAGTCAGAAGGGTTGGTAACAAATCTCTTGAATTTGTTACCAACCCTTCTGACGG Hs.433728 5625 -0.085625 0.76534085 0.801468475 0.0861875 0.17789086 0.588505186
MAPK4 NM_002747_bp1046_R AGCTAAAAAGTCAGAAGGGTTGGTAACAAATCTCTTGAATTTGTTACCAACCCTTCTGACGG Hs.433728 11001 0.178325 1.18792383 0.723913861 0.1880125 0.196364 0.27658292
MAPK4 NM_002747_bp1084_R AGCTAAAAAGACTGCTCCTTTCCCCCAATATCTCTTGAATATTGGGGGAAAGGAGCAGTCGG Hs.433728 1837 0.3479 -0.3702375 0.76974736 0.330765589
MAPK4 NM_002747_bp1084_R AGCTAAAAAGACTGCTCCTTTCCCCCAATATCTCTTGAATATTGGGGGAAAGGAGCAGTCGG Hs.433728 7213 0.38405 0.04136575 0.202340683 -0.4202375 0.76680636 0.275441584
MAPK4 NM_002747_bp1084_R AGCTAAAAAGACTGCTCCTTTCCCCCAATATCTCTTGAATATTGGGGGAAAGGAGCAGTCGG Hs.433728 12589 0.4478 0.13194613 0.160762204 -0.3233125 0.73034004 0.370216291
MAPK4 NM_002747_bp543_R AGCTAAAAAGGGCGCTTTGTTGACTTCCAATCTCTTGAATTGGAAGTCAACAAAGCGCCCGG Hs.433728 1839 -0.258466667 0.40383599 0.331757089 -0.2030625 0.37351362 0.360958709
MAPK4 NM_002747_bp543_R AGCTAAAAAGGGCGCTTTGTTGACTTCCAATCTCTTGAATTGGAAGTCAACAAAGCGCCCGG Hs.433728 7215 -0.3727 0.42382524 0.195349265 -0.1401625 0.33212378 0.491297504
MAPK4 NM_002747_bp543_R AGCTAAAAAGGGCGCTTTGTTGACTTCCAATCTCTTGAATTGGAAGTCAACAAAGCGCCCGG Hs.433728 12591 -0.3332 0.42343826 0.237148386 -0.1379125 0.37595703 0.525495804
MAPK6 NM_002748_bp1120_R AGCTAAAAAGGCCCTTTACTGGAAGAGCATTCTCTTGAAATGCTCTTCCAGTAAAGGGCCGG Hs.411847 250 0.1657 0.65779311 0.627345673 -0.257483333 0.28933633 0.298114353
MAPK6 NM_002748_bp1120_R AGCTAAAAAGGCCCTTTACTGGAAGAGCATTCTCTTGAAATGCTCTTCCAGTAAAGGGCCGG Hs.411847 5626 0.146966667 0.67719812 0.672118979 -0.3117125 0.3004712 0.146930849
MAPK6 NM_002748_bp1120_R AGCTAAAAAGGCCCTTTACTGGAAGAGCATTCTCTTGAAATGCTCTTCCAGTAAAGGGCCGG Hs.411847 11002 0.2051 0.63490265 0.541581869 -0.2257625 0.30015413 0.266299787
MAPK6 NM_002748_bp2350_R AGCTAAAAAGCAGGAACTATTCAGCTTAGTTCTCTTGAAACTAAGCTGAATAGTTCCTGCGG Hs.411847 251 -0.597325 0.58243724 0.069608459 -0.3432375 0.37646613 0.154442032
MAPK6 NM_002748_bp2350_R AGCTAAAAAGCAGGAACTATTCAGCTTAGTTCTCTTGAAACTAAGCTGAATAGTTCCTGCGG Hs.411847 5627 -0.587975 0.64670564 0.090898241 -0.3018125 0.36650005 0.193596935
MAPK6 NM_002748_bp2350_R AGCTAAAAAGCAGGAACTATTCAGCTTAGTTCTCTTGAAACTAAGCTGAATAGTTCCTGCGG Hs.411847 11003 -0.488975 0.56838893 0.113114775 -0.2874875 0.36512879 0.210930893
MAPK6 NM_002748_bp2815_R AGCTAAAAAGGGTCACCACTTAAGTCAATATCTCTTGAATATTGACTTAAGTGGTGACCCGG Hs.411847 1841 0.3139 0.34153655 0.150040211 -0.6556625 0.23398708 0.011844193
MAPK6 NM_002748_bp2815_R AGCTAAAAAGGGTCACCACTTAAGTCAATATCTCTTGAATATTGACTTAAGTGGTGACCCGG Hs.411847 7217 0.326475 0.32344734 0.12911364 -0.6368625 0.21907561 0.012142203
MAPK6 NM_002748_bp2815_R AGCTAAAAAGGGTCACCACTTAAGTCAATATCTCTTGAATATTGACTTAAGTGGTGACCCGG Hs.411847 12593 0.323775 0.38103701 0.159359516 -0.6469125 0.24273747 0.013063923
MAPK7 NM_139033_bp2711_R AGCTAAAAAGCATGAACCCTGCCGATATTGTCTCTTGAACAATATCGGCAGGGTTCATGCGG Hs.150136 7501 -0.390433333 0.23419578 0.111820238 -0.113025 0.64332704 0.716948921
MAPK7 NM_139033_bp2711_R AGCTAAAAAGCATGAACCCTGCCGATATTGTCTCTTGAACAATATCGGCAGGGTTCATGCGG Hs.150136 2125 -0.8268
MAPK7 NM_139033_bp2711_R AGCTAAAAAGCATGAACCCTGCCGATATTGTCTCTTGAACAATATCGGCAGGGTTCATGCGG Hs.150136 12877 -0.6492
MAPK7 NM_139033_bp829_R AGCTAAAAAGTGCGCTACTTCCTGTACCAATCTCTTGAATTGGTACAGGAAGTAGCGCACGG Hs.150136 648 -0.971033333 0.40720198 0.014419645 -0.6068
MAPK7 NM_139033_bp829_R AGCTAAAAAGTGCGCTACTTCCTGTACCAATCTCTTGAATTGGTACAGGAAGTAGCGCACGG Hs.150136 6024 -1.109375 0.88541796 0.028924209 -0.5885 0.57690624 0.086060392
MAPK7 NM_139033_bp829_R AGCTAAAAAGTGCGCTACTTCCTGTACCAATCTCTTGAATTGGTACAGGAAGTAGCGCACGG Hs.150136 11400 -0.273225 0.4534411 0.265093022 -0.41445 0.25951823 0.061183924
MAPK8 NM_002750_bp139_R AGCTAAAAAGCGCAGCTTATGATGCCATTCTCTCTTGAAGAATGGCATCATAAGCTGCGCGG Hs.522924 12595 -0.3614 -0.2091125 0.35507889 0.335688597
MAPK8 NM_002750_bp663_R AGCTAAAAAGGAGAAATGGTTTGCCACAAATCTCTTGAATTTGTGGCAAACCATTTCTCCGG Hs.522924 252 -1.172 1.37200366 0.114656728 -0.5989875 0.54151707 0.072194368
MAPK8 NM_002750_bp663_R AGCTAAAAAGGAGAAATGGTTTGCCACAAATCTCTTGAATTTGTGGCAAACCATTTCTCCGG Hs.522924 5628 -1.048833333 1.43529259 0.159394085 -0.5384875 0.59086477 0.112568246
MAPK8 NM_002750_bp663_R AGCTAAAAAGGAGAAATGGTTTGCCACAAATCTCTTGAATTTGTGGCAAACCATTTCTCCGG Hs.522924 11004 -0.907533333 1.29736142 0.176644973 -0.5252125 0.57360665 0.113125761
MAPK8 NM_002750_bp805_R AGCTAAAAAGACCTAAATATGCTGGATATATCTCTTGAATATATCCAGCATATTTAGGTCGG Hs.522924 1845 2.3322 3.10537781 0.141362999 -0.4574375 0.44367945 0.101124213
MAPK8 NM_002750_bp805_R AGCTAAAAAGACCTAAATATGCTGGATATATCTCTTGAATATATCCAGCATATTTAGGTCGG Hs.522924 7221 1.909166667 2.79327919 0.172015665 -0.4981125 0.46345832 0.087756732
MAPK8 NM_002750_bp805_R AGCTAAAAAGACCTAAATATGCTGGATATATCTCTTGAATATATCCAGCATATTTAGGTCGG Hs.522924 12597 1.597775 1.98112162 0.094665385 -0.5634875 0.44411085 0.057790914
MAPK9 NM_139069_bp1146_R AGCTAAAAAGAAGCAAGAATGGTGTTGTAATCTCTTGAATTACAACACCATTCTTGCTTCGG Hs.484371 6039 0.2942 0.24180809 0.1244015 0.372875 0.6415082 0.263569732
MAPK9 NM_139069_bp1146_R AGCTAAAAAGAAGCAAGAATGGTGTTGTAATCTCTTGAATTACAACACCATTCTTGCTTCGG Hs.484371 11415 0.307825 0.27125192 0.123580869 0.214566667 0.64005291 0.551809481
MAPK9 NM_139069_bp1146_R AGCTAAAAAGAAGCAAGAATGGTGTTGTAATCTCTTGAATTACAACACCATTCTTGCTTCGG Hs.484371 663 -0.086925 0.32997662 0.652450354
MAPK9 NM_139069_bp359_R AGCTAAAAAGTGTATTTGGTTATGGAATTATCTCTTGAATAATTCCATAACCAAATACACGG Hs.484371 664 0.579275 0.60616975 0.082610437 -0.245075 0.41849712 0.309654237
MAPK9 NM_139069_bp359_R AGCTAAAAAGTGTATTTGGTTATGGAATTATCTCTTGAATAATTCCATAACCAAATACACGG Hs.484371 6040 0.5396 0.4557012 0.056465686 -0.0275 0.45165671 0.90803058
MAPK9 NM_139069_bp359_R AGCTAAAAAGTGTATTTGGTTATGGAATTATCTCTTGAATAATTCCATAACCAAATACACGG Hs.484371 11416 0.542425 0.6554281 0.114736178 0.026525 0.3790437 0.900961718
MAPK9 NM_139069_bp695_R AGCTAAAAAGCAGAAATGGTCCTCCATAAATCTCTTGAATTTATGGAGGACCATTTCTGCGG Hs.484371 2131 3.73035 4.04429724 0.110240744 0.7145 1.25483169 0.342610464
MAPK9 NM_139069_bp695_R AGCTAAAAAGCAGAAATGGTCCTCCATAAATCTCTTGAATTTATGGAGGACCATTTCTGCGG Hs.484371 7507 2.55255 2.69061201 0.106688766 0.53925 1.21855712 0.445296764
MAPK9 NM_139069_bp695_R AGCTAAAAAGCAGAAATGGTCCTCCATAAATCTCTTGAATTTATGGAGGACCATTTCTGCGG Hs.484371 12883 2.5275 2.51616877 0.095062322 1.576
MAPKAPK2 NM_004759_bp1347_R AGCTAAAAAGGTGTCTTCATGACAAGAACATCTCTTGAATGTTCTTGTCATGAAGACACCGG Hs.519276 334 -0.51545 0.96778649 0.249552025 1.24565 0.09694434 0.023397585
MAPKAPK2 NM_004759_bp1347_R AGCTAAAAAGGTGTCTTCATGACAAGAACATCTCTTGAATGTTCTTGTCATGAAGACACCGG Hs.519276 5710 -0.92 1.06256433 0.085595003 0.732166667 1.38461867 0.316713535
MAPKAPK2 NM_004759_bp1347_R AGCTAAAAAGGTGTCTTCATGACAAGAACATCTCTTGAATGTTCTTGTCATGAAGACACCGG Hs.519276 11086 -0.513525 0.56646639 0.099343406 0.531133333 1.62686301 0.512570683
MAPKAPK2 NM_004759_bp749_R AGCTAAAAAGACCAGGCATTCACAGAAAGATCTCTTGAATCTTTCTGTGAATGCCTGGTCGG Hs.519276 335 -0.062175 2.23570462 0.946044828 0.965333333 2.81548603 0.485767222
MAPKAPK2 NM_004759_bp749_R AGCTAAAAAGACCAGGCATTCACAGAAAGATCTCTTGAATCTTTCTGTGAATGCCTGGTCGG Hs.519276 5711 0.82285 4.13084259 0.629437541 -0.1986 4.67611023 0.928056024
MAPKAPK2 NM_004759_bp749_R AGCTAAAAAGACCAGGCATTCACAGAAAGATCTCTTGAATCTTTCTGTGAATGCCTGGTCGG Hs.519276 11087 1.0138 4.68542816 0.600742138 -0.819733333 4.97079488 0.728168046
MAPKAPK2 NM_004759_bp802_R AGCTAAAAAGGCCATCCAGTATCTGCATTCTCTCTTGAAGAATGCAGATACTGGATGGCCGG Hs.519276 336 -0.443125 0.6220686 0.165429455 -0.4978 1.52245017 0.513463925
MAPKAPK2 NM_004759_bp802_R AGCTAAAAAGGCCATCCAGTATCTGCATTCTCTCTTGAAGAATGCAGATACTGGATGGCCGG Hs.519276 5712 -0.53595 0.54537369 0.082336254 -1.4021 1.786417 0.163930555
MAPKAPK2 NM_004759_bp802_R AGCTAAAAAGGCCATCCAGTATCTGCATTCTCTCTTGAAGAATGCAGATACTGGATGGCCGG Hs.519276 11088 -0.67825 0.72643262 0.079594611 -0.748866667 1.66678457 0.380313828
MAPKAPK3 NM_004635_bp405_R AGCTAAAAAGCATCCTGGATGTGTATGAGATCTCTTGAATCTCATACACATCCAGGATGCGG Hs.234521 310 -0.634475 0.79886738 0.116486668 1.961166667 0.97787816 0.017188075
MAPKAPK3 NM_004635_bp405_R AGCTAAAAAGCATCCTGGATGTGTATGAGATCTCTTGAATCTCATACACATCCAGGATGCGG Hs.234521 5686 -0.85765 0.85235823 0.059784933 1.845366667 0.83008272 0.013560058
MAPKAPK3 NM_004635_bp405_R AGCTAAAAAGCATCCTGGATGTGTATGAGATCTCTTGAATCTCATACACATCCAGGATGCGG Hs.234521 11062 -0.84035 1.00597901 0.09546579 1.437933333 1.00967452 0.045498858
MAPKAPK3 NM_004635_bp468_R AGCTAAAAAGCATGGAAGGTGGTGAGTTGTTCTCTTGAAACAACTCACCACCTTCCATGCGG Hs.234521 1878 -0.0442 0.4131773 0.838212916 -1.0499 1.51072861 0.207858627
MAPKAPK3 NM_004635_bp468_R AGCTAAAAAGCATGGAAGGTGGTGAGTTGTTCTCTTGAAACAACTCACCACCTTCCATGCGG Hs.234521 7254 -0.089 0.66778676 0.770337015 -1.319133333 2.13631378 0.245923668
MAPKAPK3 NM_004635_bp468_R AGCTAAAAAGCATGGAAGGTGGTGAGTTGTTCTCTTGAAACAACTCACCACCTTCCATGCGG Hs.234521 12630 -0.196925 1.29448582 0.718873311 -0.581533333 3.23257896 0.706207693
MAPKAPK3 NM_004635_bp512_R AGCTAAAAAGACCAGGCTTTCACTGAGAGATCTCTTGAATCTCTCAGTGAAAGCCTGGTCGG Hs.234521 12632 -4.4968
MAPKAPK5 NM_139078_bp1516_R AGCTAAAAAGCAGGAGGCTTGGAAGTATAATCTCTTGAATTATACTTCCAAGCCTCCTGCGG Hs.413901 665 -0.235725 0.20956495 0.18293035 -0.498075 0.60407045 0.140106229
MAPKAPK5 NM_139078_bp1516_R AGCTAAAAAGCAGGAGGCTTGGAAGTATAATCTCTTGAATTATACTTCCAAGCCTCCTGCGG Hs.413901 6041 1.837466667 0.33872286 0.001039487 0.96635 0.43888572 0.009153233
MAPKAPK5 NM_139078_bp1516_R AGCTAAAAAGCAGGAGGCTTGGAAGTATAATCTCTTGAATTATACTTCCAAGCCTCCTGCGG Hs.413901 11417 0.2808 1.03577139 0.534119316 0.290275 0.39682384 0.226204391
MAPKAPK5 NM_139078_bp1586_R AGCTAAAAAGGTCGTGGATTCACAGATAAATCTCTTGAATTTATCTGTGAATCCACGACCGG Hs.413901 666 -0.076025 0.54454853 0.770710403 0.145175 0.2170737 0.400802471
MAPKAPK5 NM_139078_bp1586_R AGCTAAAAAGGTCGTGGATTCACAGATAAATCTCTTGAATTTATCTGTGAATCCACGACCGG Hs.413901 6042 -0.00275 0.54328912 0.991535733 0.334175 0.24174855 0.101094996
MAPKAPK5 NM_139078_bp1586_R AGCTAAAAAGGTCGTGGATTCACAGATAAATCTCTTGAATTTATCTGTGAATCCACGACCGG Hs.413901 11418 0.083525 0.62413167 0.772581268 0.392275 0.22295342 0.061052754
MAPKAPK5 NM_139078_bp544_R AGCTAAAAAGGCCCGACTCTTAATTGTAATTCTCTTGAAATTACAATTAAGAGTCGGGCCGG Hs.413901 12885 0.968525 2.06168753 0.28401394 1.5224 1.78615173 0.184231143
MAPKAPK5 NM_139078_bp544_R AGCTAAAAAGGCCCGACTCTTAATTGTAATTCTCTTGAAATTACAATTAAGAGTCGGGCCGG Hs.413901 2133 -0.90515 0.60054579 0.075637728 -0.2672
MAPKAPK5 NM_139078_bp544_R AGCTAAAAAGGCCCGACTCTTAATTGTAATTCTCTTGAAATTACAATTAAGAGTCGGGCCGG Hs.413901 7509 -0.85005 0.47086241 0.067633427 0.1781

1-Mar AK025005_bp1016_R AGCTAAAAAGAGCTTCTGATTGATATATTATCTCTTGAATAATATATCAATCAGAAGCTCGG Hs.591701 3903 -0.2930375 0.86698162 0.451748289 0.153125 0.15065923 0.445493883
1-Mar AK025005_bp1016_R AGCTAAAAAGAGCTTCTGATTGATATATTATCTCTTGAATAATATATCAATCAGAAGCTCGG Hs.591701 9279 -0.2102875 0.89051708 0.59219459 0.244275 0.37004604 0.312945028
1-Mar AK025005_bp1016_R AGCTAAAAAGAGCTTCTGATTGATATATTATCTCTTGAATAATATATCAATCAGAAGCTCGG Hs.591701 14655 -0.2519625 0.47652264 0.313751125 0.01685 0.58119313 0.952610946
1-Mar AK025005_bp2050_R AGCTAAAAAGAGGTGTCAATGCCAGAAATATCTCTTGAATATTTCTGGCATTGACACCTCGG Hs.591701 3901 1.3257625 0.67669149 0.006109086 0.728175 0.58914398 0.037227028
1-Mar AK025005_bp2050_R AGCTAAAAAGAGGTGTCAATGCCAGAAATATCTCTTGAATATTTCTGGCATTGACACCTCGG Hs.591701 9277 1.4370125 0.75955169 0.006482468 0.725 0.57145403 0.035562403
1-Mar AK025005_bp2050_R AGCTAAAAAGAGGTGTCAATGCCAGAAATATCTCTTGAATATTTCTGGCATTGACACCTCGG Hs.591701 14653 1.4830875 0.75088001 0.005458439 0.873 0.58671574 0.01843422
1-Mar AK025005_bp2304_R AGCTAAAAAGGCCACGATCTAGGATAATAATCTCTTGAATTATTATCCTAGATCGTGGCCGG Hs.591701 3899 -0.7121875 0.26046802 0.007342272 0.381775 1.01740843 0.376106201
1-Mar AK025005_bp2304_R AGCTAAAAAGGCCACGATCTAGGATAATAATCTCTTGAATTATTATCCTAGATCGTGGCCGG Hs.591701 9275 -0.6786625 0.15771259 0.005078967 0.14415 0.29028553 0.51182911
1-Mar AK025005_bp2304_R AGCTAAAAAGGCCACGATCTAGGATAATAATCTCTTGAATTATTATCCTAGATCGTGGCCGG Hs.591701 14651 -0.5956875 0.28164063 0.016772219 0.0606 0.41104619 0.801541096
3-Mar BC047569_bp571_R AGCTAAAAAGCACTGGCTGTCATCCTCAAATCTCTTGAATTTGAGGATGACAGCCAGTGCGG Hs.132441 4388 0.20175 0.21936831 0.248727636 1.35835 0.22148936 0.000580213 -0.4322 0.27791587 0.141827773
3-Mar BC047569_bp571_R AGCTAAAAAGCACTGGCTGTCATCCTCAAATCTCTTGAATTTGAGGATGACAGCCAGTGCGG Hs.132441 9764 0.373125 0.24519464 0.067314143 1.25865 0.3270186 0.00160138 -0.2546 0.56403496 0.442241493
3-Mar BC047569_bp571_R AGCTAAAAAGCACTGGCTGTCATCCTCAAATCTCTTGAATTTGAGGATGACAGCCAGTGCGG Hs.132441 15140 0.541975 0.65661226 0.115373117 1.17535 0.31426654 0.001956078 -0.45243333 0.19390504 0.114851267
3-Mar BC047569_bp776_R AGCTAAAAAGTGGACCACCTGCACTTTAGTTCTCTTGAAACTAAAGTGCAGGTGGTCCACGG Hs.132441 4390 -0.22815 1.21351246 0.658927179 0.7184 0.42411146 0.053526326 0.295266667 1.50594852 0.637978393
3-Mar BC047569_bp776_R AGCTAAAAAGTGGACCACCTGCACTTTAGTTCTCTTGAAACTAAAGTGCAGGTGGTCCACGG Hs.132441 9766 -0.16005 1.20965123 0.754882137 0.6438 0.40559645 0.143096631 0.2725 1.53863505 0.669202748
3-Mar BC047569_bp776_R AGCTAAAAAGTGGACCACCTGCACTTTAGTTCTCTTGAAACTAAAGTGCAGGTGGTCCACGG Hs.132441 15142 -0.197075 1.20395215 0.700193214 0.0376 0.39890666 0.885376675 0.0493 1.50005633 0.939356965
3-Mar BC047569_bp833_R AGCTAAAAAGTCGCACTCTTCACTATTTACTCTCTTGAAGTAAATAGTGAAGAGTGCGACGG Hs.132441 4386 -0.623775 0.71920404 0.097457345 -0.6513 0.08718582 0.006099536 -0.31753333 0.61284962 0.362770851
3-Mar BC047569_bp833_R AGCTAAAAAGTCGCACTCTTCACTATTTACTCTCTTGAAGTAAATAGTGAAGAGTGCGACGG Hs.132441 9762 -0.6773 0.72913905 0.080584199 -0.6419 0.25593813 0.014465367 -0.04136667 0.44129874 0.887430957
3-Mar BC047569_bp833_R AGCTAAAAAGTCGCACTCTTCACTATTTACTCTCTTGAAGTAAATAGTGAAGAGTGCGACGG Hs.132441 15138 -0.6137 0.63655598 0.078214786 -0.5022 0.23957901 0.030894815 -0.3053 0.25158688 0.267170269
5-Mar NM_017824_bp647_R AGCTAAAAAGTGACAGTGATGCAGGTTGTATCTCTTGAATACAACCTGCATCACTGTCACGG Hs.573490 3446 0.256175 0.27361064 0.185633838 0.3628625 0.20068 0.109067521 1.824425 0.43581919 0.003573185 1.6647 0.47559816 0.005985161
5-Mar NM_017824_bp647_R AGCTAAAAAGTGACAGTGATGCAGGTTGTATCTCTTGAATACAACCTGCATCACTGTCACGG Hs.573490 8822 0.1766 0.27485629 0.339575826 0.5760625 0.18254133 0.023191625 1.828525 0.41180086 0.003010665 1.764325 0.52724432 0.006805058
5-Mar NM_017824_bp647_R AGCTAAAAAGTGACAGTGATGCAGGTTGTATCTCTTGAATACAACCTGCATCACTGTCACGG Hs.573490 14198 0.197125 0.20724554 0.251513957 0.3399875 0.25547777 0.141361451 1.812425 0.58337681 0.008401668 1.779325 0.56918318 0.008255696
5-Mar NM_017824_bp796_R AGCTAAAAAGTGGCGCAAATACTCGAATAATCTCTTGAATTATTCGAGTATTTGCGCCACGG Hs.573490 3442 0.86835 0.31841202 0.004582102 0.4416125 0.54306595 0.14245777 0.56965 0.39344266 0.062720188 0.60515 0.23759123 0.014624777
5-Mar NM_017824_bp796_R AGCTAAAAAGTGGCGCAAATACTCGAATAATCTCTTGAATTATTCGAGTATTTGCGCCACGG Hs.573490 8818 0.6319 0.20820423 0.008867093 0.4451375 0.52458433 0.13397203 0.602525 0.39609924 0.055766191 0.6505 0.25703612 0.014884289
5-Mar NM_017824_bp796_R AGCTAAAAAGTGGCGCAAATACTCGAATAATCTCTTGAATTATTCGAGTATTTGCGCCACGG Hs.573490 14194 0.994225 0.30493557 0.002330096 0.2312375 0.42479836 0.360381878 0.535925 0.40847616 0.078728638 0.67315 0.26430463 0.014627144
5-Mar NM_017824_bp880_R AGCTAAAAAGGCCAATCCTTTAGCAGATCATCTCTTGAATGATCTGCTAAAGGATTGGCCGG Hs.573490 3444 -0.192475 0.09404776 0.211198335 0.44685 0.29974257 0.243407107 0.27825 0.54922081 0.385558106 -0.2153 0.21041409 0.218356792
5-Mar NM_017824_bp880_R AGCTAAAAAGGCCAATCCTTTAGCAGATCATCTCTTGAATGATCTGCTAAAGGATTGGCCGG Hs.573490 8820 0.252125 0.49077916 0.322153174 0.2659375 0.26603841 0.237261645 0.347925 0.50467719 0.26177661 -0.1997 0.21895385 0.254936926
5-Mar NM_017824_bp880_R AGCTAAAAAGGCCAATCCTTTAGCAGATCATCTCTTGAATGATCTGCTAAAGGATTGGCCGG Hs.573490 14196 0.104875 0.67277093 0.732814229 0.4063875 0.29652517 0.097904345 0.419725 0.47307457 0.174084758 -0.1753 0.18281206 0.238619126

MARCKS NM_002356_bp2054_R AGCTAAAAAGCTGTACCAGTCAGTGATTAATCTCTTGAATTAATCACTGACTGGTACAGCGG Hs.519909 3376 -0.060675 0.30342499 0.742342887 0.533275 0.84284287 0.173815267
MARCKS NM_002356_bp2054_R AGCTAAAAAGCTGTACCAGTCAGTGATTAATCTCTTGAATTAATCACTGACTGGTACAGCGG Hs.519909 8752 -0.1255 0.30950885 0.508073587 0.6597 0.5384764 0.04430734
MARCKS NM_002356_bp2054_R AGCTAAAAAGCTGTACCAGTCAGTGATTAATCTCTTGAATTAATCACTGACTGGTACAGCGG Hs.519909 14128 -0.20365 0.25711295 0.266982105 0.559125 0.46267687 0.06002023
MARCKS NM_002356_bp2308_R AGCTAAAAAGTGGAATGGTTACTGTTTATATCTCTTGAATATAAACAGTAACCATTCCACGG Hs.519909 3374 -2.002825 0.42040472 0.000200083 0.32565 0.6770511 0.316090186
MARCKS NM_002356_bp2308_R AGCTAAAAAGTGGAATGGTTACTGTTTATATCTCTTGAATATAAACAGTAACCATTCCACGG Hs.519909 8750 -1.961575 0.25978342 7.01E-05 0.222325 0.50081117 0.410569869
MARCKS NM_002356_bp2308_R AGCTAAAAAGTGGAATGGTTACTGTTTATATCTCTTGAATATAAACAGTAACCATTCCACGG Hs.519909 14126 -1.517375 0.76415911 0.005273511 0.028225 0.44620951 0.909679564
MARCKS NM_002356_bp864_R AGCTAAAAAGCTGAGCGGCTTCTCCTTCAATCTCTTGAATTGAAGGAGAAGCCGCTCAGCGG Hs.519909 14124 -0.631925 0.08141562 0.00507349 -0.4419 0.38986476 0.09788799
MARCKS NM_002356_bp864_R AGCTAAAAAGCTGAGCGGCTTCTCCTTCAATCTCTTGAATTGAAGGAGAAGCCGCTCAGCGG Hs.519909 3372 -0.440233333 0.28788616 0.096823351 0.2384 0.30454079 0.388313493
MARCKS NM_002356_bp864_R AGCTAAAAAGCTGAGCGGCTTCTCCTTCAATCTCTTGAATTGAAGGAGAAGCCGCTCAGCGG Hs.519909 8748 -0.7418 0.16769529 0.014572802 -0.1073 0.24527383 0.678477586
MARCKSL1 BU168218_bp1692_R AGCTAAAAAGCCGGACTCGTATATCTGATCTCTCTTGAAGATCAGATATACGAGTCCGGCGG Hs.75061 4551 -0.2994 0.90180137 0.457259105 0.2255 0.83212326 0.654024317 -0.5445 1.59367726 0.440566848
MARCKSL1 BU168218_bp1692_R AGCTAAAAAGCCGGACTCGTATATCTGATCTCTCTTGAAGATCAGATATACGAGTCCGGCGG Hs.75061 9927 -0.30875 1.37597925 0.59712285 0.504675 0.37587072 0.058785484 -0.586 0.9886767 0.274637116
MARCKSL1 BU168218_bp1692_R AGCTAAAAAGCCGGACTCGTATATCTGATCTCTCTTGAAGATCAGATATACGAGTCCGGCGG Hs.75061 15303 -0.0144 0.19565265 0.927156446 0.072425 0.4836454 0.772541917 -1.04083333 1.30010068 0.102047715
MARCKSL1 BU168218_bp261_R AGCTAAAAAGGGGTAGGAGTCAGTGACAAATCTCTTGAATTTGTCACTGACTCCTACCCCGG Hs.75061 4549 1.445075 1.44353713 0.052889859 2.064675 0.56470113 0.000881445 0.5723 1.67797912 0.417230946
MARCKSL1 BU168218_bp261_R AGCTAAAAAGGGGTAGGAGTCAGTGACAAATCTCTTGAATTTGTCACTGACTCCTACCCCGG Hs.75061 9925 1.5848 1.51917901 0.046125298 1.9569 0.63470587 0.001619951 0.525966667 1.5097887 0.414221037
MARCKSL1 BU168218_bp261_R AGCTAAAAAGGGGTAGGAGTCAGTGACAAATCTCTTGAATTTGTCACTGACTCCTACCCCGG Hs.75061 15301 1.56185 1.21511631 0.023758366 1.880966667 0.93092342 0.017162106 0.5382 1.64226535 0.435673712
MARCKSL1 BU168218_bp554_R AGCTAAAAAGCGCGTGTCTTGTATCTTAGGTCTCTTGAACCTAAGATACAAGACACGCGCGG Hs.75061 4553 -0.4041 0.17105551 0.038680412 -0.432775 0.49192571 0.136122195 -0.67096667 1.10257209 0.202932628
MARCKSL1 BU168218_bp554_R AGCTAAAAAGCGCGTGTCTTGTATCTTAGGTCTCTTGAACCTAAGATACAAGACACGCGCGG Hs.75061 9929 -0.60045 0.25948637 0.014388132 -0.537175 0.39023822 0.052281422 -0.7792 1.01073757 0.129246702
MARCKSL1 BU168218_bp554_R AGCTAAAAAGCGCGTGTCTTGTATCTTAGGTCTCTTGAACCTAAGATACAAGACACGCGCGG Hs.75061 15305 -0.218875 0.14589746 0.181359294 -0.691025 0.8184139 0.118056934 -0.64073333 1.18396281 0.242871568
MARK1 NM_018650_bp1261_R AGCTAAAAAGGCGTCATTCTCTATACATTATCTCTTGAATAATGTATAGAGAATGACGCCGG Hs.497806 605 0.813075 0.56819487 0.024179478 0.3229 0.29908421 0.135339215
MARK1 NM_018650_bp1261_R AGCTAAAAAGGCGTCATTCTCTATACATTATCTCTTGAATAATGTATAGAGAATGACGCCGG Hs.497806 5981 0.8723 0.42028774 0.008431889 0.774225 0.21958199 0.005807013
MARK1 NM_018650_bp1261_R AGCTAAAAAGGCGTCATTCTCTATACATTATCTCTTGAATAATGTATAGAGAATGACGCCGG Hs.497806 11357 1.143225 0.18359995 0.000564034 0.677466667 0.18689843 0.028286769
MARK2 NM_017490_bp1012_R AGCTAAAAAGCCTAGGAGTTATCCTCTATATCTCTTGAATATAGAGGATAACTCCTAGGCGG Hs.502809 11328 -0.390975 0.27118292 0.065541508 -0.3478 0.5529575 0.404461475
MARK2 NM_017490_bp1012_R AGCTAAAAAGCCTAGGAGTTATCCTCTATATCTCTTGAATATAGAGGATAACTCCTAGGCGG Hs.502809 576 -0.277125 0.32198455 0.183128005 1.1327
MARK2 NM_017490_bp1012_R AGCTAAAAAGCCTAGGAGTTATCCTCTATATCTCTTGAATATAGAGGATAACTCCTAGGCGG Hs.502809 5952 -0.20075 0.61710998 0.492663839 -0.4341
MARK2 NM_017490_bp1441_R AGCTAAAAAGGCCTTCAGCTGATCTAACCATCTCTTGAATGGTTAGATCAGCTGAAGGCCGG Hs.502809 577 1.115825 0.51936732 0.00543235 -0.3641 0.32825567 0.114113618
MARK2 NM_017490_bp1441_R AGCTAAAAAGGCCTTCAGCTGATCTAACCATCTCTTGAATGGTTAGATCAGCTGAAGGCCGG Hs.502809 5953 1.137325 0.508533 0.004706946 -0.11355 0.32784385 0.570942029
MARK2 NM_017490_bp1441_R AGCTAAAAAGGCCTTCAGCTGATCTAACCATCTCTTGAATGGTTAGATCAGCTGAAGGCCGG Hs.502809 11329 1.3969 0.79485642 0.00851994 -0.066 0.32985549 0.739446009
MARK2 NM_017490_bp708_R AGCTAAAAAGGCGGAGAGGTATTTGATTACTCTCTTGAAGTAATCAAATACCTCTCCGCCGG Hs.502809 1762 0.571875 0.7024831 0.115554346 0.10955 0.20686894 0.512643628
MARK2 NM_017490_bp708_R AGCTAAAAAGGCGGAGAGGTATTTGATTACTCTCTTGAAGTAATCAAATACCTCTCCGCCGG Hs.502809 7138 0.49605 0.44517154 0.069267578 0.18395 0.23695123 0.31115068
MARK2 NM_017490_bp708_R AGCTAAAAAGGCGGAGAGGTATTTGATTACTCTCTTGAAGTAATCAAATACCTCTCCGCCGG Hs.502809 12514 0.5787 0.51924914 0.059732642 0.259025 0.25404549 0.184914368
MARK3 NM_002376_bp1155_R AGCTAAAAAGATGCCGATATGAACATTAAATCTCTTGAATTTAATGTTCATATCGGCATCGG Hs.35828 165 1.168675 0.64589398 0.008804708 -0.3783625 0.153758 0.051303934
MARK3 NM_002376_bp1155_R AGCTAAAAAGATGCCGATATGAACATTAAATCTCTTGAATTTAATGTTCATATCGGCATCGG Hs.35828 5541 1.281425 0.5438682 0.003462948 -0.3551875 0.08483981 0.050061269
MARK3 NM_002376_bp1155_R AGCTAAAAAGATGCCGATATGAACATTAAATCTCTTGAATTTAATGTTCATATCGGCATCGG Hs.35828 10917 1.364375 0.60346213 0.003692141 -0.3564375 0.03728957 0.04553341
MARK3 NM_002376_bp2727_R AGCTAAAAAGGGACATCCATAGCCTTCAAATCTCTTGAATTTGAAGGCTATGGATGTCCCGG Hs.35828 1697 0.201925 0.5941075 0.478190461 -0.4363625 0.23746133 0.047592156
MARK3 NM_002376_bp2727_R AGCTAAAAAGGGACATCCATAGCCTTCAAATCTCTTGAATTTGAAGGCTATGGATGTCCCGG Hs.35828 7073 0.125275 0.50776545 0.616899047 -0.5658875 0.45221208 0.059112159
MARK3 NM_002376_bp2727_R AGCTAAAAAGGGACATCCATAGCCTTCAAATCTCTTGAATTTGAAGGCTATGGATGTCCCGG Hs.35828 12449 -0.1703 0.77102448 0.622582315 -0.0809625 0.42271943 0.724222196
MARK4 NM_031417_bp2010_R AGCTAAAAAGCCATCTACCTTGGGATCAAATCTCTTGAATTTGATCCCAAGGTAGATGGCGG Hs.34314 1969 -0.3783
MARK4 NM_031417_bp2010_R AGCTAAAAAGCCATCTACCTTGGGATCAAATCTCTTGAATTTGATCCCAAGGTAGATGGCGG Hs.34314 7345 -0.8338
MARK4 NM_031417_bp2010_R AGCTAAAAAGCCATCTACCTTGGGATCAAATCTCTTGAATTTGATCCCAAGGTAGATGGCGG Hs.34314 12721 2.162
MARK4 NM_031417_bp261_R AGCTAAAAAGCCATCAAGATTATCGACAAATCTCTTGAATTTGTCGATAATCTTGATGGCGG Hs.34314 723 -0.25495 0.69048977 0.536960367 -1.07355 1.29352943 0.111698646
MARK4 NM_031417_bp261_R AGCTAAAAAGCCATCAAGATTATCGACAAATCTCTTGAATTTGTCGATAATCTTGATGGCGG Hs.34314 6099 0.03435 0.697278 0.931691562 0.285833333 0.59310881 0.414483294
MARK4 NM_031417_bp261_R AGCTAAAAAGCCATCAAGATTATCGACAAATCTCTTGAATTTGTCGATAATCTTGATGGCGG Hs.34314 11475 0.1541 0.68136809 0.700528071 0.245 0.5803214 0.472183406
MARK4 NM_031417_bp950_R AGCTAAAAAGGGTGAGGAGTTGAAGCCATATCTCTTGAATATGGCTTCAACTCCTCACCCGG Hs.34314 1971 2.18265 0.86197889 0.00168902 -0.249375 0.4983978 0.353138465
MARK4 NM_031417_bp950_R AGCTAAAAAGGGTGAGGAGTTGAAGCCATATCTCTTGAATATGGCTTCAACTCCTCACCCGG Hs.34314 7347 2.0729 0.90531712 0.002574022 -0.00945 0.31724869 0.960998335
MARK4 NM_031417_bp950_R AGCTAAAAAGGGTGAGGAGTTGAAGCCATATCTCTTGAATATGGCTTCAACTCCTCACCCGG Hs.34314 12723 2.18405 0.95736967 0.002543303 -0.024675 0.5441972 0.927630805



MAST1 NM_014975_bp2755_R AGCTAAAAAGGGGGCAAAGTCATCAAATCATCTCTTGAATGATTTGATGACTTTGCCCCCGG Hs.227489 12382 -0.2492 0.91391858 0.574271469
MAST1 NM_014975_bp56_R AGCTAAAAAGGACCGCGCTTTCTAATTTCTTCTCTTGAAAGAAATTAGAAAGCGCGGTCCGG Hs.227489 1632 3.47445 -6.2721
MAST1 NM_014975_bp56_R AGCTAAAAAGGACCGCGCTTTCTAATTTCTTCTCTTGAAAGAAATTAGAAAGCGCGGTCCGG Hs.227489 7008 2.55325 -6.4293
MAST1 NM_014975_bp56_R AGCTAAAAAGGACCGCGCTTTCTAATTTCTTCTCTTGAAAGAAATTAGAAAGCGCGGTCCGG Hs.227489 12384 3.28895 -6.4184
MAST2 NM_015112_bp1407_R AGCTAAAAAGTGGCCTCATTACATCACAATTCTCTTGAAATTGTGATGTAATGAGGCCACGG Hs.319481 1668 -0.0973 1.2925469 0.857897479 0.6506 1.45133508 0.384684357
MAST2 NM_015112_bp1407_R AGCTAAAAAGTGGCCTCATTACATCACAATTCTCTTGAAATTGTGATGTAATGAGGCCACGG Hs.319481 7044 -0.164675 1.15210686 0.737038955 1.1594 0.53227839 0.020399272
MAST2 NM_015112_bp1407_R AGCTAAAAAGTGGCCTCATTACATCACAATTCTCTTGAAATTGTGATGTAATGAGGCCACGG Hs.319481 12420 -0.31925 1.34364132 0.576886572 0.5976 1.3909379 0.403846337
MAST2 NM_015112_bp1775_R AGCTAAAAAGGGGCATCTCTGCCATCTAAATCTCTTGAATTTAGATGGCAGAGATGCCCCGG Hs.319481 7046 1.3298 2.87717302 0.32402943 -2.84035 4.33958503 0.259632851
MAST2 NM_015112_bp1775_R AGCTAAAAAGGGGCATCTCTGCCATCTAAATCTCTTGAATTTAGATGGCAGAGATGCCCCGG Hs.319481 12422 1.367233333 2.94678183 0.322195872 -2.80155 4.91163441 0.310367811
MAST2 NM_015112_bp1775_R AGCTAAAAAGGGGCATCTCTGCCATCTAAATCTCTTGAATTTAGATGGCAGAGATGCCCCGG Hs.319481 1670 2.481175 0.37119571 0.00297183
MAST2 NM_015112_bp2146_R AGCTAAAAAGGCCCTGGAGTACTTACACAATCTCTTGAATTGTGTAAGTACTCCAGGGCCGG Hs.319481 520 -0.1548 1.08173703 0.73804019 1.137766667 0.68919561 0.036600947
MAST2 NM_015112_bp2146_R AGCTAAAAAGGCCCTGGAGTACTTACACAATCTCTTGAATTGTGTAAGTACTCCAGGGCCGG Hs.319481 5896 -0.280525 0.65665682 0.369966917 0.125233333 1.0117872 0.806010582
MAST2 NM_015112_bp2146_R AGCTAAAAAGGCCCTGGAGTACTTACACAATCTCTTGAATTGTGTAAGTACTCCAGGGCCGG Hs.319481 11272 0.1228 0.46948361 0.605321814 0.5104 0.2023808 0.063865156
MAST3 XM_038150_bp1311_R AGCTAAAAAGCGCCACCTATGTATGGTCATTCTCTTGAAATGACCATACATAGGTGGCGCGG Hs.466184 827 -0.373266667 1.90948718 0.663328379 1.0843
MAST3 XM_038150_bp1311_R AGCTAAAAAGCGCCACCTATGTATGGTCATTCTCTTGAAATGACCATACATAGGTGGCGCGG Hs.466184 6203 0.733 1.36358472 0.310816647 1.329
MAST3 XM_038150_bp1311_R AGCTAAAAAGCGCCACCTATGTATGGTCATTCTCTTGAAATGACCATACATAGGTGGCGCGG Hs.466184 11579 -0.3347
MAST3 XM_038150_bp1732_R AGCTAAAAAGTGCCTTTCTTTGGAGATACCTCTCTTGAAGGTATCTCCAAAGAAAGGCACGG Hs.466184 1988 1.0106 -0.389325 0.52868089 0.188714605
MAST3 XM_038150_bp1732_R AGCTAAAAAGTGCCTTTCTTTGGAGATACCTCTCTTGAAGGTATCTCCAAAGAAAGGCACGG Hs.466184 7364 0.75945 0.82116311 0.159972379 -0.214025 0.59535792 0.475681006
MAST3 XM_038150_bp1732_R AGCTAAAAAGTGCCTTTCTTTGGAGATACCTCTCTTGAAGGTATCTCCAAAGAAAGGCACGG Hs.466184 12740 0.58775 0.98591899 0.295607661 -0.160625 0.57024292 0.575388593
MAST4 XM_291141_bp1319_R AGCTAAAAAGGGGAGACTGTGCTACTTTAATCTCTTGAATTAAAGTAGCACAGTCTCCCCGG Hs.133539 869 -1.3073 -0.6781
MAST4 XM_291141_bp1319_R AGCTAAAAAGGGGAGACTGTGCTACTTTAATCTCTTGAATTAAAGTAGCACAGTCTCCCCGG Hs.133539 6245 -1.2347 -0.6686
MAST4 XM_291141_bp1319_R AGCTAAAAAGGGGAGACTGTGCTACTTTAATCTCTTGAATTAAAGTAGCACAGTCTCCCCGG Hs.133539 11621 -0.1704 1.26755962 0.78346718 -0.5867
MAST4 XM_291141_bp1567_R AGCTAAAAAGCTAGAGAGTTCCTGGATAAATCTCTTGAATTTATCCAGGAACTCTCTAGCGG Hs.133539 870 1.03855 0.41754655 0.037181632 1.066766667 0.51133357 0.024178675
MAST4 XM_291141_bp1567_R AGCTAAAAAGCTAGAGAGTTCCTGGATAAATCTCTTGAATTTATCCAGGAACTCTCTAGCGG Hs.133539 6246 0.95445 0.53520912 0.058575046 1.009566667 0.44584787 0.022290973
MAST4 XM_291141_bp1567_R AGCTAAAAAGCTAGAGAGTTCCTGGATAAATCTCTTGAATTTATCCAGGAACTCTCTAGCGG Hs.133539 11622 1.3488 0.42749591 0.004961246 1.1243 0.56398837 0.063580972
MAST4 XM_291141_bp2703_R AGCTAAAAAGCTGCACAGATGGGAAGATATTCTCTTGAAATATCTTCCCATCTGTGCAGCGG Hs.133539 871 0.567633333 0.44164068 0.081512634 0.28745 0.30087394 0.392787752
MAST4 XM_291141_bp2703_R AGCTAAAAAGCTGCACAGATGGGAAGATATTCTCTTGAAATATCTTCCCATCTGTGCAGCGG Hs.133539 6247 0.610333333 0.46348041 0.072371694 0.854733333 0.75673203 0.092107333
MAST4 XM_291141_bp2703_R AGCTAAAAAGCTGCACAGATGGGAAGATATTCTCTTGAAATATCTTCCCATCTGTGCAGCGG Hs.133539 11623 0.5702 0.42961024 0.077605803 0.950033333 0.80605257 0.080837129
MASTL NM_032844_bp227_R AGCTAAAAAGGCGGCAAATTGTATGCAGTATCTCTTGAATACTGCATACAATTTGCCGCCGG Hs.276905 2021 0.193925 0.443031 0.407576113 0.395875 0.44536665 0.142524789
MASTL NM_032844_bp227_R AGCTAAAAAGGCGGCAAATTGTATGCAGTATCTCTTGAATACTGCATACAATTTGCCGCCGG Hs.276905 7397 -0.00105 0.54273748 0.996765739 0.35515 0.41280422 0.161691637
MASTL NM_032844_bp227_R AGCTAAAAAGGCGGCAAATTGTATGCAGTATCTCTTGAATACTGCATACAATTTGCCGCCGG Hs.276905 12773 0.3314 0.54851806 0.239556123 0.46215 0.42496243 0.091785352
MASTL NM_032844_bp333_R AGCTAAAAAGCCCATTCATTGTCCATTTGTTCTCTTGAAACAAATGGACAATGAATGGGCGG Hs.276905 589 0.11175 0.26472049 0.528051333 0.280875 0.23580044 0.148041476
MASTL NM_032844_bp333_R AGCTAAAAAGCCCATTCATTGTCCATTTGTTCTCTTGAAACAAATGGACAATGAATGGGCGG Hs.276905 5965 0.4057 0.27399292 0.05946722 0.80945 0.24609554 0.005706943
MASTL NM_032844_bp333_R AGCTAAAAAGCCCATTCATTGTCCATTTGTTCTCTTGAAACAAATGGACAATGAATGGGCGG Hs.276905 11341 0.451375 0.25030157 0.038116632 0.84135 0.2575159 0.00525568
MASTL NM_032844_bp816_R AGCTAAAAAGCCCTATGTCTGTAGATCAAATCTCTTGAATTTGATCTACAGACATAGGGCGG Hs.276905 590 -0.617325 0.15673862 0.007500133 0.058425 0.17689233 0.710829273
MASTL NM_032844_bp816_R AGCTAAAAAGCCCTATGTCTGTAGATCAAATCTCTTGAATTTGATCTACAGACATAGGGCGG Hs.276905 5966 -0.409525 0.20602311 0.042843616 0.206975 0.13385339 0.206062952
MASTL NM_032844_bp816_R AGCTAAAAAGCCCTATGTCTGTAGATCAAATCTCTTGAATTTGATCTACAGACATAGGGCGG Hs.276905 11342 -0.1741 0.1326825 0.266006713 0.53545 0.18712343 0.019181847
MATK NM_139355_bp1327_R AGCTAAAAAGGCAACCTGGTGAACTTTCTGTCTCTTGAACAGAAAGTTCACCAGGTTGCCGG Hs.515069 670 -0.491425 0.3571618 0.048261371 -0.025575 0.41020664 0.908943634
MATK NM_139355_bp1327_R AGCTAAAAAGGCAACCTGGTGAACTTTCTGTCTCTTGAACAGAAAGTTCACCAGGTTGCCGG Hs.515069 6046 -0.32775 0.29904533 0.117295391 0.113575 0.37340801 0.596847023
MATK NM_139355_bp1327_R AGCTAAAAAGGCAACCTGGTGAACTTTCTGTCTCTTGAACAGAAAGTTCACCAGGTTGCCGG Hs.515069 11422 -0.239575 0.47473196 0.334653488 0.20105 0.47068375 0.429034209
MATK NM_139355_bp548_R AGCTAAAAAGCACCCAGTGTATCACCAAATTCTCTTGAAATTTGGTGATACACTGGGTGCGG Hs.515069 2165 -0.844875 0.3451145 0.006085362 0.4179 0.38058241 0.0996375
MATK NM_139355_bp548_R AGCTAAAAAGCACCCAGTGTATCACCAAATTCTCTTGAAATTTGGTGATACACTGGGTGCGG Hs.515069 7541 -0.6603 0.56818017 0.048690008 0.691975 0.44163932 0.0302738
MATK NM_139355_bp548_R AGCTAAAAAGCACCCAGTGTATCACCAAATTCTCTTGAAATTTGGTGATACACTGGGTGCGG Hs.515069 12917 -0.235375 1.04615661 0.603233458 0.956225 0.32354095 0.004779245
MATK NM_139355_bp945_R AGCTAAAAAGGCCGTGTTCTTCTGCAACCTTCTCTTGAAAGGTTGCAGAAGAACACGGCCGG Hs.515069 671 -0.1837 0.1655362 0.258816724 -0.43765 0.16657518 0.03439516
MATK NM_139355_bp945_R AGCTAAAAAGGCCGTGTTCTTCTGCAACCTTCTCTTGAAAGGTTGCAGAAGAACACGGCCGG Hs.515069 11423 -0.05675 0.11978989 0.696592748 0.561275 0.50873928 0.076071747
MATK NM_139355_bp945_R AGCTAAAAAGGCCGTGTTCTTCTGCAACCTTCTCTTGAAAGGTTGCAGAAGAACACGGCCGG Hs.515069 6047 -0.099275 0.17429101 0.526186512 0.9726
MCAM BC041366_bp1129_R AGCTAAAAAGTGGCCACTATACAGCCTACTTCTCTTGAAAGTAGGCTGTATAGTGGCCACGG Hs.524085 4322 -0.46935 1.07777449 0.331099741 0.26115 0.55584479 0.367928435 -0.5284 1.61622997 0.437596673
MCAM BC041366_bp1129_R AGCTAAAAAGTGGCCACTATACAGCCTACTTCTCTTGAAAGTAGGCTGTATAGTGGCCACGG Hs.524085 9698 -0.301575 0.81634831 0.417030018 0.571725 0.58253164 0.094514389 -0.61293333 1.70683141 0.393822082
MCAM BC041366_bp1129_R AGCTAAAAAGTGGCCACTATACAGCCTACTTCTCTTGAAAGTAGGCTGTATAGTGGCCACGG Hs.524085 15074 -0.797025 0.90516293 0.085575652 0.392725 0.51538976 0.178965363 -0.5268 1.58766725 0.432247399
MCAM BC041366_bp464_R AGCTAAAAAGGTGAGCCCATCTGAGTTCAATCTCTTGAATTGAACTCAGATGGGCTCACCGG Hs.524085 4296 -0.098025 0.45525723 0.67233354 0.352175 0.22115864 0.081584779 1.22455 1.89299556 0.167750165
MCAM BC041366_bp464_R AGCTAAAAAGGTGAGCCCATCTGAGTTCAATCTCTTGAATTGAACTCAGATGGGCTCACCGG Hs.524085 9672 -0.049225 0.54715726 0.850441121 0.318675 0.26872017 0.125139242 0.759733333 1.8524235 0.331434811
MCAM BC041366_bp464_R AGCTAAAAAGGTGAGCCCATCTGAGTTCAATCTCTTGAATTGAACTCAGATGGGCTCACCGG Hs.524085 15048 0.20695 0.47271359 0.397648507 0.02045 0.17416801 0.895615521 0.461766667 1.95126683 0.560505134
MCAM BC041366_bp694_R AGCTAAAAAGGATCGGGGATCTCTTTGTTGTCTCTTGAACAACAAAGAGATCCCCGATCCGG Hs.524085 4324 0.510425 1.38945254 0.397930266 -0.1515 0.42662345 0.519130266 -0.6322 0.81041597 0.14825264
MCAM BC041366_bp694_R AGCTAAAAAGGATCGGGGATCTCTTTGTTGTCTCTTGAACAACAAAGAGATCCCCGATCCGG Hs.524085 9700 0.409075 1.31869972 0.471861297 -0.2276 0.23523223 0.222475744 -0.80213333 0.80503598 0.08119806
MCAM BC041366_bp694_R AGCTAAAAAGGATCGGGGATCTCTTTGTTGTCTCTTGAACAACAAAGAGATCCCCGATCCGG Hs.524085 15076 0.155433333 1.05235271 0.752418509 -0.0842
MCC NM_002387_bp2495_R AGCTAAAAAGCAGAGTTCGTGAATGATCTATCTCTTGAATAGATCATTCACGAACTCTGCGG Hs.588579 8229 0.23955 0.14255273 0.27628579 -0.92395 1.45491585 0.182902341
MCC NM_002387_bp2495_R AGCTAAAAAGCAGAGTTCGTGAATGATCTATCTCTTGAATAGATCATTCACGAACTCTGCGG Hs.588579 2853 -0.4719
MCC NM_002387_bp2495_R AGCTAAAAAGCAGAGTTCGTGAATGATCTATCTCTTGAATAGATCATTCACGAACTCTGCGG Hs.588579 13605 -0.3964
MCC NM_002387_bp308_R AGCTAAAAAGGAGATATAGTGGAACTTAATTCTCTTGAAATTAAGTTCCACTATATCTCCGG Hs.588579 2851 -1.24625 0.256575 0.09210066 0.392682352
MCC NM_002387_bp308_R AGCTAAAAAGGAGATATAGTGGAACTTAATTCTCTTGAAATTAAGTTCCACTATATCTCCGG Hs.588579 8227 -1.19085 0.12685
MCC NM_002387_bp308_R AGCTAAAAAGGAGATATAGTGGAACTTAATTCTCTTGAAATTAAGTTCCACTATATCTCCGG Hs.588579 13603 -1.20345 0.133425 0.2652004 0.61932295
MCM5 NM_006739_bp1351_R AGCTAAAAAGTCCCGGAATTTCATCATGGATCTCTTGAATCCATGATGAAATTCCGGGACGG Hs.517582 2835 -0.37105 0.27678765 0.12618714 1.0657625 1.34928398 0.070983165
MCM5 NM_006739_bp1351_R AGCTAAAAAGTCCCGGAATTTCATCATGGATCTCTTGAATCCATGATGAAATTCCGGGACGG Hs.517582 8211 -0.370375 0.31027653 0.150286417 1.1841375 1.13792065 0.030750404
MCM5 NM_006739_bp1351_R AGCTAAAAAGTCCCGGAATTTCATCATGGATCTCTTGAATCCATGATGAAATTCCGGGACGG Hs.517582 13587 -0.33835 0.19798154 0.126168379 0.9112375 1.20940626 0.083785292
MCM5 NM_006739_bp229_R AGCTAAAAAGGGCTTCACCTTCAAATACAGTCTCTTGAACTGTATTTGAAGGTGAAGCCCGG Hs.517582 2837 0.27085 0.79312804 0.365274701 0.2872375 1.00464665 0.436342366
MCM5 NM_006739_bp229_R AGCTAAAAAGGGCTTCACCTTCAAATACAGTCTCTTGAACTGTATTTGAAGGTGAAGCCCGG Hs.517582 8213 0.240725 0.77038617 0.39675788 0.2853875 1.02400814 0.445509381
MCM5 NM_006739_bp229_R AGCTAAAAAGGGCTTCACCTTCAAATACAGTCTCTTGAACTGTATTTGAAGGTGAAGCCCGG Hs.517582 13589 0.24735 0.77878808 0.391273667 0.2600125 1.02475391 0.48000123
MCM5 NM_006739_bp334_R AGCTAAAAAGGCCGACTACTTGTACAAGCATCTCTTGAATGCTTGTACAAGTAGTCGGCCGG Hs.517582 2833 -1.323925 0.58673779 0.005428533 0.193283333 0.84951217 0.565121637
MCM5 NM_006739_bp334_R AGCTAAAAAGGCCGACTACTTGTACAAGCATCTCTTGAATGCTTGTACAAGTAGTCGGCCGG Hs.517582 8209 -1.336975 0.60135198 0.005597245 0.126416667 0.90312844 0.690016719
MCM5 NM_006739_bp334_R AGCTAAAAAGGCCGACTACTTGTACAAGCATCTCTTGAATGCTTGTACAAGTAGTCGGCCGG Hs.517582 13585 -1.3068 0.58808534 0.005777712 0.091816667 0.86745048 0.743953659
MCM7 NM_182776_bp1123_R AGCTAAAAAGGTGGCCACTTACACTTGTGATCTCTTGAATCACAAGTGTAAGTGGCCACCGG Hs.438720 2841 2.863575 1.86941822 0.010503656 -0.0490625 1.43583429 0.991059097
MCM7 NM_182776_bp1123_R AGCTAAAAAGGTGGCCACTTACACTTGTGATCTCTTGAATCACAAGTGTAAGTGGCCACCGG Hs.438720 8217 2.307475 1.09774879 0.003152423 -0.0119625 1.35011607 0.953445639
MCM7 NM_182776_bp1123_R AGCTAAAAAGGTGGCCACTTACACTTGTGATCTCTTGAATCACAAGTGTAAGTGGCCACCGG Hs.438720 13593 2.1806 0.97931705 0.002589827 0.0207125 1.34993086 0.904307998
MCM7 NM_182776_bp1265_R AGCTAAAAAGGCTCCAGATTCATCAAATTCTCTCTTGAAGAATTTGATGAATCTGGAGCCGG Hs.438720 2839 0.291825 0.3333182 0.109945638 -0.4146375 0.36872181 0.143320028
MCM7 NM_182776_bp1265_R AGCTAAAAAGGCTCCAGATTCATCAAATTCTCTCTTGAAGAATTTGATGAATCTGGAGCCGG Hs.438720 8215 0.30505 0.28238845 0.081118633 -0.5213125 0.31807209 0.062836995
MCM7 NM_182776_bp1265_R AGCTAAAAAGGCTCCAGATTCATCAAATTCTCTCTTGAAGAATTTGATGAATCTGGAGCCGG Hs.438720 13591 0.379125 0.26955156 0.043497715 -0.4651625 0.34520269 0.098311532
MCM7 NM_182776_bp1487_R AGCTAAAAAGCCCATCGGATTGTGAAGATGTCTCTTGAACATCTTCACAATCCGATGGGCGG Hs.438720 2843 -0.53481667 0.20304535 0.092586657
MCM7 NM_182776_bp1487_R AGCTAAAAAGCCCATCGGATTGTGAAGATGTCTCTTGAACATCTTCACAATCCGATGGGCGG Hs.438720 8219 -1.15445 -0.57541667 0.23117856 0.077424254
MCM7 NM_182776_bp1487_R AGCTAAAAAGCCCATCGGATTGTGAAGATGTCTCTTGAACATCTTCACAATCCGATGGGCGG Hs.438720 13595 -1.11505 -0.61538333 0.24090595 0.063688541
MDM2 M92424_bp1162_R AGCTAAAAAGGGAGAGTGATACAGATTCATTCTCTTGAAATGAATCTGTATCACTCTCCCGG Hs.369849 4853 1.8742125 0.56513335 0.000707902 1.6331125 0.90540723 0.010954332 1.5237 0.5336747 0.010654343 1.63915 0.67120849 0.016411681
MDM2 M92424_bp1162_R AGCTAAAAAGGGAGAGTGATACAGATTCATTCTCTTGAAATGAATCTGTATCACTCTCCCGG Hs.369849 10229 1.6098125 0.62917114 0.00205651 1.2005375 0.66419068 0.012808321 1.539125 0.53877615 0.010637705 1.582525 0.67729015 0.01850637
MDM2 M92424_bp1162_R AGCTAAAAAGGGAGAGTGATACAGATTCATTCTCTTGAAATGAATCTGTATCACTCTCCCGG Hs.369849 15605 1.6968625 0.64757942 0.001797753 1.1660125 0.6420871 0.012890824 1.568325 0.5377316 0.010037526 1.628075 0.68648764 0.017774077
MDM2 M92424_bp483_R AGCTAAAAAGGCCAGTATATTATGACTAAATCTCTTGAATTTAGTCATAATATACTGGCCGG Hs.369849 4849 -0.4284625 0.46269634 0.109773057 -0.6183875 0.49202734 0.054090813 -0.063433333 0.5771452 0.866593003 -0.288425 0.33838039 0.1867895
MDM2 M92424_bp483_R AGCTAAAAAGGCCAGTATATTATGACTAAATCTCTTGAATTTAGTCATAATATACTGGCCGG Hs.369849 10225 -0.6127875 0.46332755 0.039077979 -0.6519125 0.52677958 0.053530537 0.08045 0.54012441 0.78522292 -0.20225 0.24783729 0.201156384
MDM2 M92424_bp483_R AGCTAAAAAGGCCAGTATATTATGACTAAATCTCTTGAATTTAGTCATAATATACTGGCCGG Hs.369849 15601 -0.4916125 0.43982616 0.069526859 -0.3159125 0.46927411 0.23584152 0.056775 0.54350153 0.847890026 -0.313025 0.37896474 0.197102657
MDM2 M92424_bp573_R AGCTAAAAAGTGCCAAGCTTCTCTGTGAAATCTCTTGAATTTCACAGAGAAGCTTGGCACGG Hs.369849 4851 0.1063875 0.78794847 0.760857636 0.3532625 0.61710218 0.273118858 0.327366667 0.87506218 0.583456494 0.8005 0.44588164 0.037006373
MDM2 M92424_bp573_R AGCTAAAAAGTGCCAAGCTTCTCTGTGAAATCTCTTGAATTTCACAGAGAAGCTTGGCACGG Hs.369849 10227 0.2678375 0.76603156 0.444918886 0.3506875 0.4219974 0.170723343 0.356066667 0.86095532 0.548139541 0.834475 0.44567471 0.033235395
MDM2 M92424_bp573_R AGCTAAAAAGTGCCAAGCTTCTCTGTGAAATCTCTTGAATTTCACAGAGAAGCTTGGCACGG Hs.369849 15603 0.1813375 0.80711658 0.614372489 0.5512375 0.57962155 0.102561522 0.098666667 0.54759723 0.784508741 0.792375 0.42901129 0.034421851
MED12L AF399708_bp1111_R AGCTAAAAAGTCCCCTGGTTTATGGACTTATCTCTTGAATAAGTCCATAAACCAGGGGACGG Hs.58561 3694 -0.12895 0.49564663 0.624759355
MED12L AF399708_bp1111_R AGCTAAAAAGTCCCCTGGTTTATGGACTTATCTCTTGAATAAGTCCATAAACCAGGGGACGG Hs.58561 9070 -0.1769 0.45732302 0.49070282
MED12L AF399708_bp1111_R AGCTAAAAAGTCCCCTGGTTTATGGACTTATCTCTTGAATAAGTCCATAAACCAGGGGACGG Hs.58561 14446 -0.11345 0.43749338 0.648465698
MED12L AF399708_bp4074_R AGCTAAAAAGTGGCCGAAATGAACAACTTATCTCTTGAATAAGTTGTTCATTTCGGCCACGG Hs.58561 3696 0.7807 -0.306425 0.5408021 0.285377262
MED12L AF399708_bp4074_R AGCTAAAAAGTGGCCGAAATGAACAACTTATCTCTTGAATAAGTTGTTCATTTCGGCCACGG Hs.58561 9072 0.648 -0.293125 0.55821593 0.312353726
MED12L AF399708_bp4074_R AGCTAAAAAGTGGCCGAAATGAACAACTTATCTCTTGAATAAGTTGTTCATTTCGGCCACGG Hs.58561 14448 0.7845 -0.2928 0.53927693 0.304703901
MED12L AF399708_bp529_R AGCTAAAAAGTGCCTATTATTCTGCTATATTCTCTTGAAATATAGCAGAATAATAGGCACGG Hs.58561 3692 -0.4362375 0.36227771 0.070651927 -0.2401 0.3143604 0.298474394
MED12L AF399708_bp529_R AGCTAAAAAGTGCCTATTATTCTGCTATATTCTCTTGAAATATAGCAGAATAATAGGCACGG Hs.58561 9068 -0.4146625 0.28445702 0.058324247 -0.02465 0.45844219 0.921992541
MED12L AF399708_bp529_R AGCTAAAAAGTGCCTATTATTCTGCTATATTCTCTTGAAATATAGCAGAATAATAGGCACGG Hs.58561 14444 -0.2405375 0.21807862 0.179792423 -0.189675 0.42086552 0.446207153
MEF2C AL833268_bp1897_R AGCTAAAAAGGGGGGTCGATATGCATTATATCTCTTGAATATAATGCATATCGACCCCCCGG Hs.444409 4700 0.4134625 0.10223156 0.028069901 0.2749625 0.12191863 0.109889813
MEF2C AL833268_bp1897_R AGCTAAAAAGGGGGGTCGATATGCATTATATCTCTTGAATATAATGCATATCGACCCCCCGG Hs.444409 10076 0.4505625 0.04371905 0.018057099 0.3353875 0.10515671 0.062324066
MEF2C AL833268_bp1897_R AGCTAAAAAGGGGGGTCGATATGCATTATATCTCTTGAATATAATGCATATCGACCCCCCGG Hs.444409 15452 0.4769625 0.05465341 0.014824841 0.3429125 0.16664014 0.071279649
MEF2C AL833268_bp1979_R AGCTAAAAAGCCTCAGTGATACAGTATAAATCTCTTGAATTTATACTGTATCACTGAGGCGG Hs.444409 4704 -0.1093625 0.13339198 0.467646818 0.2433125 0.25059703 0.205933574
MEF2C AL833268_bp1979_R AGCTAAAAAGCCTCAGTGATACAGTATAAATCTCTTGAATTTATACTGTATCACTGAGGCGG Hs.444409 10080 -0.0812625 0.17909396 0.603414595 0.2639375 0.19788656 0.150057773
MEF2C AL833268_bp1979_R AGCTAAAAAGCCTCAGTGATACAGTATAAATCTCTTGAATTTATACTGTATCACTGAGGCGG Hs.444409 15456 0.0042875 0.14107348 0.976809705 0.2887125 0.23850548 0.140697991
MEF2C AL833268_bp2217_R AGCTAAAAAGCAGCTGTTATGCAACATATATCTCTTGAATATATGTTGCATAACAGCTGCGG Hs.444409 4702 0.9535625 0.49649721 0.009118092 1.5556375 0.53359033 0.002402411
MEF2C AL833268_bp2217_R AGCTAAAAAGCAGCTGTTATGCAACATATATCTCTTGAATATATGTTGCATAACAGCTGCGG Hs.444409 10078 0.9187375 0.47967835 0.00963597 1.4471125 0.53046562 0.003167096
MEF2C AL833268_bp2217_R AGCTAAAAAGCAGCTGTTATGCAACATATATCTCTTGAATATATGTTGCATAACAGCTGCGG Hs.444409 15454 1.0762125 0.51070522 0.006015063 1.6368125 0.49132235 0.001521517
MELK NM_014791_bp1081_R AGCTAAAAAGCTACCTATCTTCTGCTTCTATCTCTTGAATAGAAGCAGAAGATAGGTAGCGG Hs.184339 497 -0.63055 0.76937294 0.109359748 0.323033333 0.40024231 0.263897997
MELK NM_014791_bp1081_R AGCTAAAAAGCTACCTATCTTCTGCTTCTATCTCTTGAATAGAAGCAGAAGATAGGTAGCGG Hs.184339 5873 -0.57695 0.70462272 0.113769344 0.317333333 0.47599584 0.310287009
MELK NM_014791_bp1081_R AGCTAAAAAGCTACCTATCTTCTGCTTCTATCTCTTGAATAGAAGCAGAAGATAGGTAGCGG Hs.184339 11249 -0.757875 0.84855112 0.084192359 0.323033333 0.38390773 0.255629804
MELK NM_014791_bp1243_R AGCTAAAAAGCGGGATTAATAGACTATGATTCTCTTGAAATCATAGTCTATTAATCCCGCGG Hs.184339 1624 -0.679275 1.35597039 0.263838262 0.462533333 0.25171425 0.092929673
MELK NM_014791_bp1243_R AGCTAAAAAGCGGGATTAATAGACTATGATTCTCTTGAAATCATAGTCTATTAATCCCGCGG Hs.184339 7000 -0.89455 0.80381701 0.044893264 0.432966667 0.31856174 0.129107466
MELK NM_014791_bp1243_R AGCTAAAAAGCGGGATTAATAGACTATGATTCTCTTGAAATCATAGTCTATTAATCCCGCGG Hs.184339 12376 -1.1155 0.89178876 0.029002092 0.381533333 0.37092078 0.188486557
MELK NM_014791_bp1343_R AGCTAAAAAGGGTGGAATCTAAATCATTAATCTCTTGAATTAATGATTTAGATTCCACCCGG Hs.184339 498 -0.339975 0.96068885 0.426810925 -3.019233333 3.07053196 0.098787999
MELK NM_014791_bp1343_R AGCTAAAAAGGGTGGAATCTAAATCATTAATCTCTTGAATTAATGATTTAGATTCCACCCGG Hs.184339 5874 -0.522133333 0.74864717 0.207312695 -5.9745 0.14212846 0.000531002
MELK NM_014791_bp1343_R AGCTAAAAAGGGTGGAATCTAAATCATTAATCTCTTGAATTAATGATTTAGATTCCACCCGG Hs.184339 11250 -0.6635 0.86245818 0.163000187 -4.967733333 1.98874847 0.007299732
MEN1 NM_130803_bp1230_R AGCTAAAAAGTTCATGGTGTGTGCCATCAATCTCTTGAATTGATGGCACACACCATGAACGG Hs.423348 2092 2.3569125 0.4688702 0.000127751 1.0994375 0.5630085 0.006076757
MEN1 NM_130803_bp1230_R AGCTAAAAAGTTCATGGTGTGTGCCATCAATCTCTTGAATTGATGGCACACACCATGAACGG Hs.423348 7468 2.3518625 0.43688741 0.000103478 1.1536875 0.35447536 0.001799253
MEN1 NM_130803_bp1230_R AGCTAAAAAGTTCATGGTGTGTGCCATCAATCTCTTGAATTGATGGCACACACCATGAACGG Hs.423348 12844 2.3951625 0.54973704 0.000201629 1.1629125 0.34385164 0.001643771
MEN1 NM_130803_bp2306_R AGCTAAAAAGTGACTACACTCTGTCTTTCCTCTCTTGAAGGAAAGACAGAGTGTAGTCACGG Hs.423348 2094 0.9292125 0.26074233 0.002356581 -0.4488625 0.39406024 0.094801287
MEN1 NM_130803_bp2306_R AGCTAAAAAGTGACTACACTCTGTCTTTCCTCTCTTGAAGGAAAGACAGAGTGTAGTCACGG Hs.423348 7470 0.9354375 0.25270479 0.00217278 -0.5312125 0.4134745 0.060771897
MEN1 NM_130803_bp2306_R AGCTAAAAAGTGACTACACTCTGTCTTTCCTCTCTTGAAGGAAAGACAGAGTGTAGTCACGG Hs.423348 12846 0.9594875 0.2641079 0.002088404 -0.4318875 0.49375958 0.134037583
MEN1 NM_130803_bp742_R AGCTAAAAAGTGGCCGACCTGTCTATCATCTCTCTTGAAGATGATAGACAGGTCGGCCACGG Hs.423348 1099 0.5391875 0.24881903 0.020341565 -0.2386125 0.30909796 0.299208498
MEN1 NM_130803_bp742_R AGCTAAAAAGTGGCCGACCTGTCTATCATCTCTCTTGAAGATGATAGACAGGTCGGCCACGG Hs.423348 6475 0.5660125 0.23552808 0.01581712 -0.2689625 0.34322918 0.260254677
MEN1 NM_130803_bp742_R AGCTAAAAAGTGGCCGACCTGTCTATCATCTCTCTTGAAGATGATAGACAGGTCGGCCACGG Hs.423348 11851 0.5632625 0.2520011 0.017597056 -0.2396625 0.30617618 0.296172634
MERTK NM_006343_bp1281_R AGCTAAAAAGCCCCATCAGTAGCACCTTTATCTCTTGAATAAAGGTGCTACTGATGGGGCGG Hs.306178 530 0.747975 1.34744823 0.222127529 0.8406 1.19913015 0.211122564
MERTK NM_006343_bp1281_R AGCTAAAAAGCCCCATCAGTAGCACCTTTATCTCTTGAATAAAGGTGCTACTGATGGGGCGG Hs.306178 5906 0.29355 1.50125578 0.64245605 2.5541 2.48322907 0.089858554
MERTK NM_006343_bp1281_R AGCTAAAAAGCCCCATCAGTAGCACCTTTATCTCTTGAATAAAGGTGCTACTGATGGGGCGG Hs.306178 11282 0.2156 1.50180917 0.731833736 0.197233333 1.29529918 0.757287385
MERTK NM_006343_bp1932_R AGCTAAAAAGGGTCTGTAATGGAAGGAAATTCTCTTGAAATTTCCTTCCATTACAGACCCGG Hs.306178 531 0.663775 0.83187628 0.113534284 0.3024 0.18242708 0.190883754
MERTK NM_006343_bp1932_R AGCTAAAAAGGGTCTGTAATGGAAGGAAATTCTCTTGAAATTTCCTTCCATTACAGACCCGG Hs.306178 5907 0.758475 0.92663952 0.102929182 0.405366667 0.1121813 0.092047748
MERTK NM_006343_bp1932_R AGCTAAAAAGGGTCTGTAATGGAAGGAAATTCTCTTGAAATTTCCTTCCATTACAGACCCGG Hs.306178 11283 0.702575 0.55504793 0.03769107 -1.1743 1.12674178 0.096480238
MERTK NM_006343_bp481_R AGCTAAAAAGCTCAATCAATGTACCTAATATCTCTTGAATATTAGGTACATTGATTGAGCGG Hs.306178 1853 2.5049
MERTK NM_006343_bp481_R AGCTAAAAAGCTCAATCAATGTACCTAATATCTCTTGAATATTAGGTACATTGATTGAGCGG Hs.306178 7229 4.0631
MERTK NM_006343_bp481_R AGCTAAAAAGCTCAATCAATGTACCTAATATCTCTTGAATATTAGGTACATTGATTGAGCGG Hs.306178 12605 6.5297
MESP1 AL357535_bp403_R AGCTAAAAAGAGGGGTTCTTGCAATCTTTATCTCTTGAATAAAGATTGCAAGAACCCCTCGG Hs.447531 3922 -0.4846875 0.41805147 0.066112828 -0.040225 0.18094967 0.840093156
MESP1 AL357535_bp403_R AGCTAAAAAGAGGGGTTCTTGCAATCTTTATCTCTTGAATAAAGATTGCAAGAACCCCTCGG Hs.447531 9298 -0.4972375 0.45410124 0.071363798 -0.0972 0.12537163 0.618730829
MESP1 AL357535_bp403_R AGCTAAAAAGAGGGGTTCTTGCAATCTTTATCTCTTGAATAAAGATTGCAAGAACCCCTCGG Hs.447531 14674 -0.4859875 0.41332679 0.06428496 -0.07305 0.13982269 0.708965485
MESP1 AL357535_bp655_R AGCTAAAAAGTACCTATTATACTCAAGTAATCTCTTGAATTACTTGAGTATAATAGGTACGG Hs.447531 3924 -0.3446875 0.25447715 0.087212137 -0.183075 0.38503198 0.446868627
MESP1 AL357535_bp655_R AGCTAAAAAGTACCTATTATACTCAAGTAATCTCTTGAATTACTTGAGTATAATAGGTACGG Hs.447531 9300 -0.3365375 0.24223489 0.08872596 1.199525 0.41662416 0.001983646
MESP1 AL357535_bp655_R AGCTAAAAAGTACCTATTATACTCAAGTAATCTCTTGAATTACTTGAGTATAATAGGTACGG Hs.447531 14676 -0.2596625 0.22679355 0.157264791 0.125975 0.086023 0.515850504



MET NM_000245_bp2198_R AGCTAAAAAGGTGGCACTTTACTTACTTTATCTCTTGAATAAAGTAAGTAAAGTGCCACCGG Hs.132966 106 -1.0878 0.23263813 0.023185096 -0.3302875 0.56096405 0.270310298
MET NM_000245_bp2198_R AGCTAAAAAGGTGGCACTTTACTTACTTTATCTCTTGAATAAAGTAAGTAAAGTGCCACCGG Hs.132966 5482 -1.2935 0.2212 2.04085159 0.832811946
MET NM_000245_bp2198_R AGCTAAAAAGGTGGCACTTTACTTACTTTATCTCTTGAATAAAGTAAGTAAAGTGCCACCGG Hs.132966 10858 -1.2068 -0.1867875 1.31520723 0.750431015
MET NM_000245_bp2501_R AGCTAAAAAGTCCCGAGAATGGTCATAAATTCTCTTGAAATTTATGACCATTCTCGGGACGG Hs.132966 10859 -0.0162
MET NM_000245_bp2501_R AGCTAAAAAGTCCCGAGAATGGTCATAAATTCTCTTGAAATTTATGACCATTCTCGGGACGG Hs.132966 107
MET NM_000245_bp2501_R AGCTAAAAAGTCCCGAGAATGGTCATAAATTCTCTTGAAATTTATGACCATTCTCGGGACGG Hs.132966 5483
MET NM_000245_bp3863_R AGCTAAAAAGCCAGAGACATGTATGATAAATCTCTTGAATTTATCATACATGTCTCTGGCGG Hs.132966 108 -0.5591 0.07825505 0.008354463 -0.3627625 0.52424588 0.212667552
MET NM_000245_bp3863_R AGCTAAAAAGCCAGAGACATGTATGATAAATCTCTTGAATTTATCATACATGTCTCTGGCGG Hs.132966 5484 -0.493875 0.0810632 0.013756608 -0.3020875 0.44627071 0.240111816
MET NM_000245_bp3863_R AGCTAAAAAGCCAGAGACATGTATGATAAATCTCTTGAATTTATCATACATGTCTCTGGCGG Hs.132966 10860 -0.506275 0.11592318 0.01393719 -0.2464125 0.45429885 0.330460947
METAP2 AK125296_bp1324_R AGCTAAAAAGGATGTTCTCTCAATAATTGTTCTCTTGAAACAATTATTGAGAGAACATCCGG Hs.591005 3865 1.0028625 0.66235168 0.017282003 0.86605 0.2004494 0.004051962
METAP2 AK125296_bp1324_R AGCTAAAAAGGATGTTCTCTCAATAATTGTTCTCTTGAAACAATTATTGAGAGAACATCCGG Hs.591005 9241 1.1690375 0.68193303 0.010459474 0.918725 0.2179928 0.00321937
METAP2 AK125296_bp1324_R AGCTAAAAAGGATGTTCTCTCAATAATTGTTCTCTTGAAACAATTATTGAGAGAACATCCGG Hs.591005 14617 1.0821875 0.62616995 0.010865488 1.214275 0.5518492 0.003589631
METAP2 AK125296_bp2144_R AGCTAAAAAGCAAACTGTCTAATGTAATTATCTCTTGAATAATTACATTAGACAGTTTGCGG Hs.591005 4200 -0.4276625 0.26456842 0.04848422 0.663775 0.38981459 0.02569088
METAP2 AK125296_bp2144_R AGCTAAAAAGCAAACTGTCTAATGTAATTATCTCTTGAATAATTACATTAGACAGTTTGCGG Hs.591005 9576 -0.333816667 0.2054797 0.148040932 0.50605 0.16939895 0.036629011
METAP2 AK125296_bp2144_R AGCTAAAAAGCAAACTGTCTAATGTAATTATCTCTTGAATAATTACATTAGACAGTTTGCGG Hs.591005 14952 -0.4775625 0.17816342 0.022364778 0.4563 0.26539562 0.064808079
METAP2 AK125296_bp358_R AGCTAAAAAGAGCTCAACTTCCCCTTTAAATCTCTTGAATTTAAAGGGGAAGTTGAGCTCGG Hs.591005 4198 -0.5995125 0.71779205 0.107400744 -0.102475 0.46854945 0.688819098
METAP2 AK125296_bp358_R AGCTAAAAAGAGCTCAACTTCCCCTTTAAATCTCTTGAATTTAAAGGGGAAGTTGAGCTCGG Hs.591005 9574 -0.5761125 0.74251011 0.126661065 -0.068825 0.52215635 0.797673952
METAP2 AK125296_bp358_R AGCTAAAAAGAGCTCAACTTCCCCTTTAAATCTCTTGAATTTAAAGGGGAAGTTGAGCTCGG Hs.591005 14950 -0.5766625 0.73200469 0.122882973 -0.02695 0.51047452 0.918932202
MFHAS1 AB016816_bp2481_R AGCTAAAAAGGGACTCTGTTACTGCCTCAATCTCTTGAATTGAGGCAGTAACAGAGTCCCGG Hs.379414 3597 0.094475 0.24029845 0.578744432 -0.4433625 0.3655292 0.091128691
MFHAS1 AB016816_bp2481_R AGCTAAAAAGGGACTCTGTTACTGCCTCAATCTCTTGAATTGAGGCAGTAACAGAGTCCCGG Hs.379414 8973 0.02615 0.11757088 0.856196846 -0.4060625 0.30472888 0.099990167
MFHAS1 AB016816_bp2481_R AGCTAAAAAGGGACTCTGTTACTGCCTCAATCTCTTGAATTGAGGCAGTAACAGAGTCCCGG Hs.379414 14349 0.077475 0.13586863 0.602727048 -0.3893125 0.33438805 0.119438556
MFHAS1 AB016816_bp2726_R AGCTAAAAAGGTCGGATGGTAAATTTCAGATCTCTTGAATCTGAAATTTACCATCCGACCGG Hs.379414 3599 0.1975 0.12025759 0.210024951 -0.2970625 0.05263594 0.151339497
MFHAS1 AB016816_bp2726_R AGCTAAAAAGGTCGGATGGTAAATTTCAGATCTCTTGAATCTGAAATTTACCATCCGACCGG Hs.379414 8975 0.176725 0.23364985 0.3133757 -0.3608375 0.03306759 0.091895256
MFHAS1 AB016816_bp2726_R AGCTAAAAAGGTCGGATGGTAAATTTCAGATCTCTTGAATCTGAAATTTACCATCCGACCGG Hs.379414 14351 0.090525 0.08966128 0.528893969 -0.2511875 0.07795379 0.216580437
MFSD2 AF370364_bp1573_R AGCTAAAAAGAGAGTAACCTCATCATTACATCTCTTGAATGTAATGATGAGGTTACTCTCGG Hs.75668 3686 0.7013 0.07735748 0.059771742 -0.18075 0.28199592 0.412575852
MFSD2 AF370364_bp1573_R AGCTAAAAAGAGAGTAACCTCATCATTACATCTCTTGAATGTAATGATGAGGTTACTCTCGG Hs.75668 9062 0.61315 0.00403051 0.079978089 -0.174125 0.32157725 0.443618652
MFSD2 AF370364_bp1573_R AGCTAAAAAGAGAGTAACCTCATCATTACATCTCTTGAATGTAATGATGAGGTTACTCTCGG Hs.75668 14438 0.57115 0.14064354 0.099563003 -0.113875 0.2819204 0.599304452
MFSD2 AF370364_bp1759_R AGCTAAAAAGGAGTGTCACTGGGCATTTCTTCTCTTGAAAGAAATGCCCAGTGACACTCCGG Hs.75668 3688 0.3197875 0.23639409 0.099287401 -0.148 0.38177993 0.533899472
MFSD2 AF370364_bp1759_R AGCTAAAAAGGAGTGTCACTGGGCATTTCTTCTCTTGAAAGAAATGCCCAGTGACACTCCGG Hs.75668 9064 0.3591875 0.11640351 0.046781028 -0.146975 0.37260462 0.533275491
MFSD2 AF370364_bp1759_R AGCTAAAAAGGAGTGTCACTGGGCATTTCTTCTCTTGAAAGAAATGCCCAGTGACACTCCGG Hs.75668 14440 0.4575375 0.12750162 0.021239093 -0.37555 0.37498762 0.14257892
MFSD2 AF370364_bp1835_R AGCTAAAAAGTGTCAAGTTTACACTGAACATCTCTTGAATGTTCAGTGTAAACTTGACACGG Hs.75668 3690 -0.4123875 0.75924724 0.254781588 -0.2818 0.43474941 0.277036914
MFSD2 AF370364_bp1835_R AGCTAAAAAGTGTCAAGTTTACACTGAACATCTCTTGAATGTTCAGTGTAAACTTGACACGG Hs.75668 9066 -0.2664375 0.78730703 0.456996289 -0.1377 0.13270172 0.4868543
MFSD2 AF370364_bp1835_R AGCTAAAAAGTGTCAAGTTTACACTGAACATCTCTTGAATGTTCAGTGTAAACTTGACACGG Hs.75668 14442 -0.0615125 0.34062601 0.752435375 -0.6196 0.64635262 0.075581278
MGC16169 NM_033115_bp1055_R AGCTAAAAAGTCAGTTGTGTAAAGATATAATCTCTTGAATTATATCTTTACACAACTGACGG Hs.292986 5347 -0.6102125 0.39265592 0.028001075 -0.5396125 0.48904108 0.078397806
MGC16169 NM_033115_bp1055_R AGCTAAAAAGTCAGTTGTGTAAAGATATAATCTCTTGAATTATATCTTTACACAACTGACGG Hs.292986 10723 -0.6134125 0.34502216 0.021343455 -0.1942125 0.2768807 0.314358085
MGC16169 NM_033115_bp1055_R AGCTAAAAAGTCAGTTGTGTAAAGATATAATCTCTTGAATTATATCTTTACACAACTGACGG Hs.292986 16099 -0.2233125 0.23693879 0.217713062 -0.0719875 0.38544434 0.739536221
MGC16169 NM_033115_bp1795_R AGCTAAAAAGCTCCATTCCTATATCTAAACTCTCTTGAAGTTTAGATATAGGAATGGAGCGG Hs.292986 5351 -0.194083333 0.13619066 0.331497446 0.1008
MGC16169 NM_033115_bp1795_R AGCTAAAAAGCTCCATTCCTATATCTAAACTCTCTTGAAGTTTAGATATAGGAATGGAGCGG Hs.292986 10727 -0.1556875 0.11386109 0.30593372 0.0586
MGC16169 NM_033115_bp1795_R AGCTAAAAAGCTCCATTCCTATATCTAAACTCTCTTGAAGTTTAGATATAGGAATGGAGCGG Hs.292986 16103 0.082083333 0.07542142 0.653793477
MGC16169 NM_033115_bp834_R AGCTAAAAAGCATGGTTGTTTGGACATTATTCTCTTGAAATAATGTCCAAACAACCATGCGG Hs.292986 10725 -0.2098875 0.31535562 0.290630913 -1.5704625 0.73264392 0.006323257
MGC16169 NM_033115_bp834_R AGCTAAAAAGCATGGTTGTTTGGACATTATTCTCTTGAAATAATGTCCAAACAACCATGCGG Hs.292986 16101 1.7577125 1.26517871 0.017690175
MGC16169 NM_033115_bp834_R AGCTAAAAAGCATGGTTGTTTGGACATTATTCTCTTGAAATAATGTCCAAACAACCATGCGG Hs.292986 5349 0.079275 0.40711673 0.801093399 -1.4499875 1.03157763 0.025359378
MGC24039 NM_144973_bp1780_R AGCTAAAAAGCCACCTTTATTGATAATAAATCTCTTGAATTTATTATCAATAAAGGTGGCGG Hs.577639 3809 -0.723925 0.72030377 0.064799746 0.0387125 0.59237616 0.892625874
MGC24039 NM_144973_bp1780_R AGCTAAAAAGCCACCTTTATTGATAATAAATCTCTTGAATTTATTATCAATAAAGGTGGCGG Hs.577639 9185 -0.73025 0.77835941 0.076073625 0.0870375 0.61018229 0.766154726
MGC24039 NM_144973_bp1780_R AGCTAAAAAGCCACCTTTATTGATAATAAATCTCTTGAATTTATTATCAATAAAGGTGGCGG Hs.577639 14561 -0.6579 0.74039046 0.090237916 0.1583875 0.54733404 0.569247575
MGC24039 NM_144973_bp2178_R AGCTAAAAAGAGGGAGAAATATATGCAAGATCTCTTGAATCTTGCATATATTTCTCCCTCGG Hs.577639 3813 0.0873 0.20414545 0.589382626 0.4478625 0.49385469 0.122664856
MGC24039 NM_144973_bp2178_R AGCTAAAAAGAGGGAGAAATATATGCAAGATCTCTTGAATCTTGCATATATTTCTCCCTCGG Hs.577639 9189 0.069825 0.25337475 0.684800515 0.3953875 0.78203626 0.273156449
MGC24039 NM_144973_bp2178_R AGCTAAAAAGAGGGAGAAATATATGCAAGATCTCTTGAATCTTGCATATATTTCTCCCTCGG Hs.577639 14565 -0.245675 0.58883671 0.391085419 0.6182375 0.58920182 0.064408811
MGC24039 NM_144973_bp2478_R AGCTAAAAAGGCTTTGTGGTCACATTTAATTCTCTTGAAATTAAATGTGACCACAAAGCCGG Hs.577639 3811 -0.59355 0.27958238 0.016807895 -0.1097875 0.37567649 0.640105537
MGC24039 NM_144973_bp2478_R AGCTAAAAAGGCTTTGTGGTCACATTTAATTCTCTTGAAATTAAATGTGACCACAAAGCCGG Hs.577639 9187 -0.811 0.39679696 0.009843481 -0.2615375 0.15098952 0.212443448
MGC24039 NM_144973_bp2478_R AGCTAAAAAGGCTTTGTGGTCACATTTAATTCTCTTGAAATTAAATGTGACCACAAAGCCGG Hs.577639 14563 -0.649425 0.41018042 0.024614204 -0.1318875 0.28789876 0.54640193
MGC39900 BC029803_bp1262_R AGCTAAAAAGGGGTTAAGCTTTGCATTAAATCTCTTGAATTTAATGCAAAGCTTAACCCCGG Hs.496530 4475 -0.068325 0.63088253 0.814367149 -0.4779 0.19044487 0.028689164 1.216933333 0.83720488 0.023096355
MGC39900 BC029803_bp1262_R AGCTAAAAAGGGGTTAAGCTTTGCATTAAATCTCTTGAATTTAATGCAAAGCTTAACCCCGG Hs.496530 9851 -0.0792 0.74532711 0.811978167 -0.83975 0.48587944 0.019604156 1.4443 0.50374102 0.004068283
MGC39900 BC029803_bp1262_R AGCTAAAAAGGGGTTAAGCTTTGCATTAAATCTCTTGAATTTAATGCAAAGCTTAACCCCGG Hs.496530 15227 -0.279675 0.91925347 0.492803845 -0.8313 0.24365094 0.00506634 1.1566 0.59997951 0.013887459
MGC39900 BC029803_bp1333_R AGCTAAAAAGAGCAGTTATTTCAGTTTCTATCTCTTGAATAGAAACTGAAATAACTGCTCGG Hs.496530 4479 0.041125 0.40594989 0.84770545 -0.29065 0.4600312 0.264085187 -0.40363333 0.56707817 0.243950347
MGC39900 BC029803_bp1333_R AGCTAAAAAGAGCAGTTATTTCAGTTTCTATCTCTTGAATAGAAACTGAAATAACTGCTCGG Hs.496530 9855 0.053325 0.3424049 0.784785874 -0.309325 0.15380475 0.089810001 -0.48356667 0.2362155 0.102335567
MGC39900 BC029803_bp1333_R AGCTAAAAAGAGCAGTTATTTCAGTTTCTATCTCTTGAATAGAAACTGAAATAACTGCTCGG Hs.496530 15231 0.305766667 0.4023754 0.261029952 -0.3928 0.15485893 0.04602683 -0.49456667 0.24474579 0.097693351
MGC39900 BC029803_bp1577_R AGCTAAAAAGGTGGGTGTGTGTAATGTAATTCTCTTGAAATTACATTACACACACCCACCGG Hs.496530 15229 0.352525 0.55063819 0.21602219 1.2911 0.35692641 0.001752318 0.6766 1.08753023 0.238928082
MGC39900 BC029803_bp1577_R AGCTAAAAAGGTGGGTGTGTGTAATGTAATTCTCTTGAAATTACATTACACACACCCACCGG Hs.496530 4477 0.321075 0.53864824 0.247105174 1.2487
MGC39900 BC029803_bp1577_R AGCTAAAAAGGTGGGTGTGTGTAATGTAATTCTCTTGAAATTACATTACACACACCCACCGG Hs.496530 9853 0.17245 0.57576105 0.532592507 1.7869 0.46244784 0.018222705 1.4738
MGC42105 NM_153361_bp1226_R AGCTAAAAAGAGGCTACTATCCCGAGAAATTCTCTTGAAATTTCTCGGGATAGTAGCCTCGG Hs.25845 733 -0.162325 0.2710624 0.374155928 -0.36505 0.28077163 0.09427855
MGC42105 NM_153361_bp1226_R AGCTAAAAAGAGGCTACTATCCCGAGAAATTCTCTTGAAATTTCTCGGGATAGTAGCCTCGG Hs.25845 6109 -0.045425 0.18659317 0.771371912 -0.44635 0.37457642 0.082117901
MGC42105 NM_153361_bp1226_R AGCTAAAAAGAGGCTACTATCCCGAGAAATTCTCTTGAAATTTCTCGGGATAGTAGCCTCGG Hs.25845 11485 0.2489 0.96939471 0.557669393 -0.3612 0.44106607 0.170456628
MGC42105 NM_153361_bp1614_R AGCTAAAAAGAGCACTACATCGGCATTTACTCTCTTGAAGTAAATGCCGATGTAGTGCTCGG Hs.25845 734 4.684133333 2.23787723 0.007138732 1.508833333 1.33620607 0.076894246
MGC42105 NM_153361_bp1614_R AGCTAAAAAGAGCACTACATCGGCATTTACTCTCTTGAAGTAAATGCCGATGTAGTGCTCGG Hs.25845 6110 2.936133333 1.13318315 0.003879284 1.434466667 1.4023504 0.09639866
MGC42105 NM_153361_bp1614_R AGCTAAAAAGAGCACTACATCGGCATTTACTCTCTTGAAGTAAATGCCGATGTAGTGCTCGG Hs.25845 11486 2.479625 1.09399948 0.002472169 1.411833333 1.43405257 0.104802263
MGC42105 NM_153361_bp2088_R AGCTAAAAAGTCCCAGTCATGATGCTACCATCTCTTGAATGGTAGCATCATGACTGGGACGG Hs.25845 2219 -0.007725 0.56760662 0.97697858 0.694575 0.10999098 0.005139019
MGC42105 NM_153361_bp2088_R AGCTAAAAAGTCCCAGTCATGATGCTACCATCTCTTGAATGGTAGCATCATGACTGGGACGG Hs.25845 7595 -0.05065 0.532385 0.843162066 0.600525 0.25431336 0.018178486
MGC42105 NM_153361_bp2088_R AGCTAAAAAGTCCCAGTCATGATGCTACCATCTCTTGAATGGTAGCATCATGACTGGGACGG Hs.25845 12971 0.61135 2.0472867 0.480256991 0.69865 0.20958086 0.008151038
MGC4796 NM_032017_bp1514_R AGCTAAAAAGTGCTCCCAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTGGGAGCACGG Hs.471768 729 -0.546125 0.15168345 0.011979838 -0.2196 0.25843738 0.250838187
MGC4796 NM_032017_bp1514_R AGCTAAAAAGTGCTCCCAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTGGGAGCACGG Hs.471768 6105 -0.420775 0.25209333 0.048209344 0.08445 0.21337745 0.613339693
MGC4796 NM_032017_bp1514_R AGCTAAAAAGTGCTCCCAGTACGAGTTTGATCTCTTGAATCAAACTCGTACTGGGAGCACGG Hs.471768 11481 -0.245225 0.2852523 0.208512703 -0.200575 0.44669975 0.414818982
MGC4796 NM_032017_bp472_R AGCTAAAAAGTGGGATTTCTGGAAATAATGTCTCTTGAACATTATTTCCAGAAATCCCACGG Hs.471768 730 0.39305 0.33964724 0.085965947 -0.26175 0.13305875 0.126978208
MGC4796 NM_032017_bp472_R AGCTAAAAAGTGGGATTTCTGGAAATAATGTCTCTTGAACATTATTTCCAGAAATCCCACGG Hs.471768 6106 0.22085 0.62016433 0.454328467 -0.35705 0.17383484 0.065408051
MGC4796 NM_032017_bp472_R AGCTAAAAAGTGGGATTTCTGGAAATAATGTCTCTTGAACATTATTTCCAGAAATCCCACGG Hs.471768 11482 0.861775 0.35403309 0.005922809 -0.069725 0.22205785 0.678867008
MGC4796 NM_032017_bp787_R AGCTAAAAAGCCGGATGGTTAAGAAGATGATCTCTTGAATCATCTTCTTAACCATCCGGCGG Hs.471768 731 -0.087425 0.26611507 0.619382944 -0.41585 0.27832488 0.065859815
MGC4796 NM_032017_bp787_R AGCTAAAAAGCCGGATGGTTAAGAAGATGATCTCTTGAATCATCTTCTTAACCATCCGGCGG Hs.471768 6107 -0.1797 0.62483147 0.58659209 -0.634425 0.4682553 0.045166635
MGC4796 NM_032017_bp787_R AGCTAAAAAGCCGGATGGTTAAGAAGATGATCTCTTGAATCATCTTCTTAACCATCCGGCGG Hs.471768 11483 0.492975 0.50552353 0.089206338 1.589766667 1.80985679 0.13059903
MGC5395 M80902_bp1253_R AGCTAAAAAGGCCCTCAAGTGGCACTTAAATCTCTTGAATTTAAGTGCCACTTGAGGGCCGG Hs.502756 4819 1.7362875 0.46793665 0.000544747 0.1310625 0.21112998 0.440984484 0.523375 0.30081619 0.040063964 0.539925 0.62691859 0.183460161
MGC5395 M80902_bp1253_R AGCTAAAAAGGCCCTCAAGTGGCACTTAAATCTCTTGAATTTAAGTGCCACTTGAGGGCCGG Hs.502756 10195 2.5372875 0.73412116 0.000449173 0.1242625 0.26582472 0.497787313 0.584725 0.27925688 0.024823722 0.61995 0.46046931 0.074244696
MGC5395 M80902_bp1253_R AGCTAAAAAGGCCCTCAAGTGGCACTTAAATCTCTTGAATTTAAGTGCCACTTGAGGGCCGG Hs.502756 15571 1.5393875 2.2524812 0.140658686 0.1377125 0.36356862 0.518401509 0.65905 0.31225836 0.024305906 0.548275 0.52267557 0.126811852
MGC5395 M80902_bp4127_R AGCTAAAAAGGCCCCAAAGTTGATATTAATTCTCTTGAAATTAATATCAACTTTGGGGCCGG Hs.502756 4821 0.2529875 0.56458335 0.364395016 0.5002625 0.35581277 0.055044819 0.380225 0.2414698 0.051294912 0.754875 0.16799955 0.002908383
MGC5395 M80902_bp4127_R AGCTAAAAAGGCCCCAAAGTTGATATTAATTCTCTTGAAATTAATATCAACTTTGGGGCCGG Hs.502756 10197 0.6294125 0.3418212 0.019079486 0.5578625 0.29535266 0.029096252 0.5015 0.36163829 0.069366187 0.68465 0.20790851 0.007123161
MGC5395 M80902_bp4127_R AGCTAAAAAGGCCCCAAAGTTGATATTAATTCTCTTGAAATTAATATCAACTTTGGGGCCGG Hs.502756 15573 -0.0557375 1.21274923 0.913224297 0.5236875 0.43887602 0.069559159 0.640975 0.37096586 0.040767069 0.71565 0.09131723 0.000564429
MGC5395 M80902_bp5096_R AGCTAAAAAGGGCCGCAAGTTGATGTCAAATCTCTTGAATTTGACATCAACTTGCGGCCCGG Hs.502756 4823 0.5784625 1.87640202 0.467956608 0.2361125 0.66054048 0.469279091 0.6046 0.28293566 0.023520108 1.0429 0.17463896 0.001262476
MGC5395 M80902_bp5096_R AGCTAAAAAGGGCCGCAAGTTGATGTCAAATCTCTTGAATTTGACATCAACTTGCGGCCCGG Hs.502756 10199 1.5529875 0.60132468 0.00206571 0.3334625 0.61503039 0.296253367 0.6796 0.31219495 0.022387357 1.1675 0.15294385 0.000610293
MGC5395 M80902_bp5096_R AGCTAAAAAGGGCCGCAAGTTGATGTCAAATCTCTTGAATTTGACATCAACTTGCGGCCCGG Hs.502756 15575 0.7869625 1.05454025 0.125026661 0.3123375 0.61859676 0.326240648 0.579475 0.33093562 0.039423038 1.12625 0.14142637 0.000538193
MGC8407 NM_024046_bp460_R AGCTAAAAAGAGGGAGGTGTTTGACTGGATTCTCTTGAAATCCAGTCAAACACCTCCCTCGG Hs.145156 1914 -0.594575 0.15980243 0.008864741 -0.448125 0.27982987 0.053472495
MGC8407 NM_024046_bp460_R AGCTAAAAAGAGGGAGGTGTTTGACTGGATTCTCTTGAAATCCAGTCAAACACCTCCCTCGG Hs.145156 7290 -0.2987 0.12179817 0.081947653 -0.355 0.19748438 0.072765939
MGC8407 NM_024046_bp460_R AGCTAAAAAGAGGGAGGTGTTTGACTGGATTCTCTTGAAATCCAGTCAAACACCTCCCTCGG Hs.145156 12666 0.397875 1.64311811 0.566216616 -0.349425 0.49442321 0.210835271
MGC8407 NM_024046_bp616_R AGCTAAAAAGCTGAAGAACTCGAAGATTGTTCTCTTGAAACAATCTTCGAGTTCTTCAGCGG Hs.145156 12668 0.587975 0.42218832 0.036841149 0.9193
MGC8407 NM_024046_bp616_R AGCTAAAAAGCTGAAGAACTCGAAGATTGTTCTCTTGAAACAATCTTCGAGTTCTTCAGCGG Hs.145156 7292 -0.021 0.33290587 0.943305779
MGC9515 BC036263_bp1210_R AGCTAAAAAACCCTCAGCAGATGATAATCTTCTCTTGAAAGATTATCATCTGCTGAGGGTGG Hs.546552 4610 -1.14085 1.86626764 0.216391187 0.062875 0.52893408 0.827392952 -0.053025 0.10602727 0.390913593
MGC9515 BC036263_bp1210_R AGCTAAAAAACCCTCAGCAGATGATAATCTTCTCTTGAAAGATTATCATCTGCTGAGGGTGG Hs.546552 15362 -1.7447875 2.67046007 0.154286919 -0.4170875 0.29498603 0.070267208 0.152325 0.5879793 0.640155477 -0.07555 0.24748681 0.584649251
MGC9515 BC036263_bp1210_R AGCTAAAAAACCCTCAGCAGATGATAATCTTCTCTTGAAAGATTATCATCTGCTGAGGGTGG Hs.546552 9986 -0.56335 0.81762757 0.306554304 0.078225 0.58724334 0.807182108 -0.0711 0.27186943 0.637116512
MGC9515 BC036263_bp2098_R AGCTAAAAAGCGGAGGTTGAGCTGAGAAGATCTCTTGAATCTTCTCAGCTCAACCTCCGCGG Hs.546552 4612 -0.1017375 1.38872795 0.861079588 -0.3000625 0.43534628 0.236269356 0.803125 0.97439867 0.197819295 1.21865 0.15861254 0.000598652
MGC9515 BC036263_bp2098_R AGCTAAAAAGCGGAGGTTGAGCTGAGAAGATCTCTTGAATCTTCTCAGCTCAACCTCCGCGG Hs.546552 9988 0.3320375 1.23540952 0.531929217 -0.3303125 0.28569013 0.122491328 0.76935 0.84621598 0.16659813 1.508925 0.17114827 0.00039764
MGC9515 BC036263_bp2098_R AGCTAAAAAGCGGAGGTTGAGCTGAGAAGATCTCTTGAATCTTCTCAGCTCAACCTCCGCGG Hs.546552 15364 0.2164125 1.94399817 0.787959809 0.0264125 0.67652258 0.934690611 0.85115 0.91587594 0.160042923 1.588625 0.1786363 0.00038753
MGC9515 BC036263_bp2126_R AGCTAAAAAGCACTCAAGCCTGAGCAATAATCTCTTGAATTATTGCTCAGGCTTGAGTGCGG Hs.546552 4967 0.5750875 0.20561726 0.012707431 0.2003375 0.72366936 0.564515992 0.358625 0.61015472 0.324586563 0.101125 0.48504204 0.704737737
MGC9515 BC036263_bp2126_R AGCTAAAAAGCACTCAAGCCTGAGCAATAATCTCTTGAATTATTGCTCAGGCTTGAGTGCGG Hs.546552 10343 0.5660875 0.17688875 0.011696527 0.451116667 0.38991291 0.143326078 0.341925 0.60039194 0.337417481 0.1736 0.44940091 0.496053631
MGC9515 BC036263_bp2126_R AGCTAAAAAGCACTCAAGCCTGAGCAATAATCTCTTGAATTATTGCTCAGGCTTGAGTGCGG Hs.546552 15719 0.6155875 0.13118068 0.006769291 0.3980875 0.31437075 0.086467208 0.3747 0.56698932 0.27801334 0.168325 0.49068287 0.541927625
MGC9850 NM_152705_bp1684_R AGCTAAAAAGCCCAAGTCATTCTTGATCCATCTCTTGAATGGATCAAGAATGACTTGGGCGG Hs.507584 2709 -0.32425 0.41518058 0.246378952 -0.7431125 1.17976067 0.172853206
MGC9850 NM_152705_bp1684_R AGCTAAAAAGCCCAAGTCATTCTTGATCCATCTCTTGAATGGATCAAGAATGACTTGGGCGG Hs.507584 8085 -0.26355 0.39377828 0.341891317 -0.4676375 1.15375323 0.37619931
MGC9850 NM_152705_bp1684_R AGCTAAAAAGCCCAAGTCATTCTTGATCCATCTCTTGAATGGATCAAGAATGACTTGGGCGG Hs.507584 13461 -0.237425 0.48996817 0.465119817 -0.8179125 0.78238642 0.056665325
MGC9850 NM_152705_bp228_R AGCTAAAAAGTCCTCTTGCTAGCACCAATATCTCTTGAATATTGGTGCTAGCAAGAGGACGG Hs.507584 2707 0.791825 1.59133803 0.229870695 -0.0532375 1.1479956 0.981857355
MGC9850 NM_152705_bp228_R AGCTAAAAAGTCCTCTTGCTAGCACCAATATCTCTTGAATATTGGTGCTAGCAAGAGGACGG Hs.507584 8083 1.217175 0.75669795 0.009579968 0.0047375 1.16322821 0.918421459
MGC9850 NM_152705_bp228_R AGCTAAAAAGTCCTCTTGCTAGCACCAATATCTCTTGAATATTGGTGCTAGCAAGAGGACGG Hs.507584 13459 1.165375 0.84847445 0.015878719 -0.0678875 1.00876896 0.951492941
MGC9850 NM_152705_bp680_R AGCTAAAAAGAGGATGTCTTGGCAAGTTTATCTCTTGAATAAACTTGCCAAGACATCCTCGG Hs.507584 2711 3.45875 0.72099106 7.70E-05 1.0980875 1.0222641 0.028471044
MGC9850 NM_152705_bp680_R AGCTAAAAAGAGGATGTCTTGGCAAGTTTATCTCTTGAATAAACTTGCCAAGACATCCTCGG Hs.507584 8087 3.597275 0.53909674 2.13E-05 1.1914875 0.64590818 0.005030422
MGC9850 NM_152705_bp680_R AGCTAAAAAGAGGATGTCTTGGCAAGTTTATCTCTTGAATAAACTTGCCAAGACATCCTCGG Hs.507584 13463 3.48485 0.3927668 8.77E-06 1.2420875 0.88470965 0.011124126
MGLL AL833254_bp1364_R AGCTAAAAAGGAGGCTCCTTAGTGCAAATATCTCTTGAATATTTGCACTAAGGAGCCTCCGG Hs.277035 4108 0.1713625 0.16592843 0.288392294 0.89285 0.5605318 0.01513073
MGLL AL833254_bp1364_R AGCTAAAAAGGAGGCTCCTTAGTGCAAATATCTCTTGAATATTTGCACTAAGGAGCCTCCGG Hs.277035 9484 0.2862375 0.21178605 0.120243525 0.250725 0.24875584 0.256385076
MGLL AL833254_bp1364_R AGCTAAAAAGGAGGCTCCTTAGTGCAAATATCTCTTGAATATTTGCACTAAGGAGCCTCCGG Hs.277035 14860 0.6242375 0.50391402 0.044249251 0.148325 0.46270011 0.562955239
MGLL AL833254_bp2937_R AGCTAAAAAGGCACATATGTATCCATTTAGTCTCTTGAACTAAATGGATACATATGTGCCGG Hs.277035 4112 0.0090375 0.21063884 0.955131447 -0.055175 0.64092871 0.854390701
MGLL AL833254_bp2937_R AGCTAAAAAGGCACATATGTATCCATTTAGTCTCTTGAACTAAATGGATACATATGTGCCGG Hs.277035 9488 -0.0057625 0.21554109 0.971568377 -0.1326 0.31152916 0.55207157
MGLL AL833254_bp2937_R AGCTAAAAAGGCACATATGTATCCATTTAGTCTCTTGAACTAAATGGATACATATGTGCCGG Hs.277035 14864 0.1080875 0.26054717 0.538755376 -0.2072 0.36361345 0.383699671
MGLL AL833254_bp65_R AGCTAAAAAGGACCTACCTTAATGGTTAGATCTCTTGAATCTAACCATTAAGGTAGGTCCGG Hs.277035 4110 -0.6308375 0.2035259 0.008705171 0.070675 0.25059435 0.736327298
MGLL AL833254_bp65_R AGCTAAAAAGGACCTACCTTAATGGTTAGATCTCTTGAATCTAACCATTAAGGTAGGTCCGG Hs.277035 9486 -0.6161875 0.19582355 0.00918723 -0.1078 0.44069287 0.665553009
MGLL AL833254_bp65_R AGCTAAAAAGGACCTACCTTAATGGTTAGATCTCTTGAATCTAACCATTAAGGTAGGTCCGG Hs.277035 14862 -0.5733125 0.17696626 0.011131082 0.186825 0.14929426 0.357295266
MGLL BX640777_bp3547_R AGCTAAAAAGCGTGCTCTCTCGGAATAAGATCTCTTGAATCTTATTCCGAGAGAGCACGCGG 4316 -0.6432 0.40758764 0.025130803 0.243225 0.33199681 0.25637756 0.3358 1.09100847 0.493751627
MGLL BX640777_bp3547_R AGCTAAAAAGCGTGCTCTCTCGGAATAAGATCTCTTGAATCTTATTCCGAGAGAGCACGCGG 9692 -0.079125 0.66197344 0.793631548 0.328175 0.3207063 0.140837731 0.451866667 1.18305405 0.393427359
MGLL BX640777_bp3547_R AGCTAAAAAGCGTGCTCTCTCGGAATAAGATCTCTTGAATCTTATTCCGAGAGAGCACGCGG 15068 -0.8269 0.60234168 0.026623235 0.285125 0.57394368 0.340377832 0.553166667 0.97937924 0.245163342
MGLL BX640777_bp3572_R AGCTAAAAAGGTCGACATTTATAACTCAGATCTCTTGAATCTGAGTTATAAATGTCGACCGG 4318 -0.04945 0.68498944 0.873323812 0.101425 0.30336255 0.597828303 0.858433333 1.430743 0.188508628
MGLL BX640777_bp3572_R AGCTAAAAAGGTCGACATTTATAACTCAGATCTCTTGAATCTGAGTTATAAATGTCGACCGG 9694 -0.11515 0.63830445 0.696503046 0.27425 0.33383995 0.210134554 0.9088 1.49580154 0.181363173
MGLL BX640777_bp3572_R AGCTAAAAAGGTCGACATTTATAACTCAGATCTCTTGAATCTGAGTTATAAATGTCGACCGG 15070 0.02735 0.5838201 0.920353202 0.069766667 0.11510175 0.715216994 1.083066667 1.81132988 0.17828725
MGLL BX640777_bp3774_R AGCTAAAAAGACAAGACTCTCAAGATTTATTCTCTTGAAATAAATCTTGAGAGTCTTGTCGG 4320 0.1477 0.38615975 0.488195932 -0.248775 0.5083636 0.360356433 1.348433333 1.25579951 0.044464132
MGLL BX640777_bp3774_R AGCTAAAAAGACAAGACTCTCAAGATTTATTCTCTTGAAATAAATCTTGAGAGTCTTGTCGG 9696 0.2294 0.43031997 0.325880594 -0.302225 0.40515942 0.215548943 1.3642 1.33485348 0.050139836
MGLL BX640777_bp3774_R AGCTAAAAAGACAAGACTCTCAAGATTTATTCTCTTGAAATAAATCTTGAGAGTCTTGTCGG 15072 0.835566667 0.60549405 0.048328406 -0.394525 0.76259839 0.300075533 1.216433333 1.28789527 0.06503617
MGMT CR618411_bp1179_R AGCTAAAAAGTGTCGATCCTGGAAGTCAAATCTCTTGAATTTGACTTCCAGGATCGACACGG Hs.501522 15465 0.4302 0.44316181 0.101260258 -0.19715 0.1304612 0.50098714 0.8334
MGMT CR618411_bp1179_R AGCTAAAAAGTGTCGATCCTGGAAGTCAAATCTCTTGAATTTGACTTCCAGGATCGACACGG Hs.501522 10089 0.654566667 1.09921129 0.242418181
MGMT CR618411_bp1179_R AGCTAAAAAGTGTCGATCCTGGAAGTCAAATCTCTTGAATTTGACTTCCAGGATCGACACGG Hs.501522 4713 0.688 0.10988439 0.063869261
MGMT CR618411_bp120_R AGCTAAAAAGGAGGAGCAATGAGAGGCAATTCTCTTGAAATTGCCTCTCATTGCTCCTCCGG Hs.501522 4715 1.84175 0.85098124 0.003408992 0.629425 0.41392695 0.035913648 -0.9897 0.75589715 0.070941038
MGMT CR618411_bp120_R AGCTAAAAAGGAGGAGCAATGAGAGGCAATTCTCTTGAAATTGCCTCTCATTGCTCCTCCGG Hs.501522 10091 1.79105 0.78223149 0.002810742 0.523975 0.09595146 0.014202822 -0.79895 0.69444957 0.111268786
MGMT CR618411_bp120_R AGCTAAAAAGGAGGAGCAATGAGAGGCAATTCTCTTGAAATTGCCTCTCATTGCTCCTCCGG Hs.501522 15467 1.62315 0.59608385 0.001644336 0.62205 0.3473871 0.02662841 -0.5859 0.70003571 0.211275145
MGMT CR618411_bp1295_R AGCTAAAAAGTTGTCATCCTAGCTGTATAATCTCTTGAATTATACAGCTAGGATGACAACGG Hs.501522 4711 -0.190025 0.91653233 0.635817011 1.989975 0.86565861 0.004395537 0.6267 0.52313533 0.086846995
MGMT CR618411_bp1295_R AGCTAAAAAGTTGTCATCCTAGCTGTATAATCTCTTGAATTATACAGCTAGGATGACAACGG Hs.501522 15463 0.41805 0.87201754 0.299171973 1.6385 0.96298367 0.013262622 0.810133333 0.33111485 0.024765223
MGMT CR618411_bp1295_R AGCTAAAAAGTTGTCATCCTAGCTGTATAATCTCTTGAATTATACAGCTAGGATGACAACGG Hs.501522 10087 1.0427 0.44905147 0.004775349 2.045425 1.15140587 0.010715699 1.147 0.01866762 0.020240608
MGST1 AK123482_bp105_R AGCTAAAAAGCATGATGGCTTGCACCTATATCTCTTGAATATAGGTGCAAGCCATCATGCGG Hs.389700 4140 0.0415125 0.39036503 0.842786689 0.05385 0.23663734 0.795018108
MGST1 AK123482_bp105_R AGCTAAAAAGCATGATGGCTTGCACCTATATCTCTTGAATATAGGTGCAAGCCATCATGCGG Hs.389700 9516 -0.0134375 0.33082375 0.943969122 0.09095 0.21955957 0.658672589



MGST1 AK123482_bp105_R AGCTAAAAAGCATGATGGCTTGCACCTATATCTCTTGAATATAGGTGCAAGCCATCATGCGG Hs.389700 14892 0.1440125 0.41004528 0.51285922 0.089375 0.12217262 0.646243955
MGST1 AK123482_bp669_R AGCTAAAAAGCTAGTTATGTATTCTGTTATTCTCTTGAAATAACAGAATACATAACTAGCGG Hs.389700 4144 -0.8639625 0.26715989 0.003379397 0.43615 0.21453768 0.066277566
MGST1 AK123482_bp669_R AGCTAAAAAGCTAGTTATGTATTCTGTTATTCTCTTGAAATAACAGAATACATAACTAGCGG Hs.389700 9520 -0.5124625 0.28395205 0.029274724 0.37265 0.35253563 0.138329303
MGST1 AK123482_bp669_R AGCTAAAAAGCTAGTTATGTATTCTGTTATTCTCTTGAAATAACAGAATACATAACTAGCGG Hs.389700 14896 -0.9418375 0.27089954 0.002370161 0.431 0.20132523 0.066879335
MGST1 AK123482_bp763_R AGCTAAAAAGCAAGGATTCTGTCAGTAATCTCTCTTGAAGATTACTGACAGAATCCTTGCGG Hs.389700 4142 2.7840875 1.03440611 0.001167093 -0.242025 0.40123139 0.330018242
MGST1 AK123482_bp763_R AGCTAAAAAGCAAGGATTCTGTCAGTAATCTCTCTTGAAGATTACTGACAGAATCCTTGCGG Hs.389700 9518 2.7428875 0.99965024 0.001084978 -0.1533 0.38883545 0.522510566
MGST1 AK123482_bp763_R AGCTAAAAAGCAAGGATTCTGTCAGTAATCTCTCTTGAAGATTACTGACAGAATCCTTGCGG Hs.389700 14894 2.7099125 0.95188122 0.000937751 -0.142175 0.39101627 0.55294322
MIB2 NM_080875_bp1391_R AGCTAAAAAGTCGGGAAGGTGGTGAAAGTGTCTCTTGAACACTTTCACCACCTTCCCGACGG Hs.135805 2809 1.310025 0.69588691 0.00704948 -0.071325 0.19516216 0.72387637
MIB2 NM_080875_bp1391_R AGCTAAAAAGTCGGGAAGGTGGTGAAAGTGTCTCTTGAACACTTTCACCACCTTCCCGACGG Hs.135805 8185 1.40335 0.68191065 0.004936855 -0.075875 0.11356512 0.695007977
MIB2 NM_080875_bp1391_R AGCTAAAAAGTCGGGAAGGTGGTGAAAGTGTCTCTTGAACACTTTCACCACCTTCCCGACGG Hs.135805 13561 1.38435 0.60503002 0.003497011 -0.014925 0.33184174 0.946762791
MIB2 NM_080875_bp2063_R AGCTAAAAAGTGCCAAACATCGATGTTACCTCTCTTGAAGGTAACATCGATGTTTGGCACGG Hs.135805 2781 -0.18795 0.17106553 0.252082928 -0.730625 0.14703794 0.007767106
MIB2 NM_080875_bp2063_R AGCTAAAAAGTGCCAAACATCGATGTTACCTCTCTTGAAGGTAACATCGATGTTTGGCACGG Hs.135805 8157 -0.361575 0.37155717 0.120157923 -0.5981 0.40713094 0.04005312
MIB2 NM_080875_bp2063_R AGCTAAAAAGTGCCAAACATCGATGTTACCTCTCTTGAAGGTAACATCGATGTTTGGCACGG Hs.135805 13533 -0.263525 0.28023669 0.178893581 -0.414925 0.32988399 0.10007547
MIB2 NM_080875_bp985_R AGCTAAAAAGGGCGGCTTCTACTACAAGGATCTCTTGAATCCTTGTAGTAGAAGCCGCCCGG Hs.135805 2783 -0.05855 0.5006874 0.811427056 -0.825625 0.2132708 0.005307983
MIB2 NM_080875_bp985_R AGCTAAAAAGGGCGGCTTCTACTACAAGGATCTCTTGAATCCTTGTAGTAGAAGCCGCCCGG Hs.135805 8159 0.121425 0.87992037 0.752186026 -0.8759 0.23939879 0.004379603
MIB2 NM_080875_bp985_R AGCTAAAAAGGGCGGCTTCTACTACAAGGATCTCTTGAATCCTTGTAGTAGAAGCCGCCCGG Hs.135805 13535 -0.261225 0.4117246 0.25864675 -0.65405 0.32037054 0.021257947
MINK1 NM_153827_bp3778_R AGCTAAAAAGGGGAACAGCTATGACATCTATCTCTTGAATAGATGTCATAGCTGTTCCCCGG Hs.443417 736 -0.872066667 0.50837178 0.030367645 -0.8605 1.06267463 0.16650537
MINK1 NM_153827_bp3778_R AGCTAAAAAGGGGAACAGCTATGACATCTATCTCTTGAATAGATGTCATAGCTGTTCCCCGG Hs.443417 6112 -0.8493 0.75464164 0.071911744 -0.913033333 1.55737279 0.271625445
MINK1 NM_153827_bp3778_R AGCTAAAAAGGGGAACAGCTATGACATCTATCTCTTGAATAGATGTCATAGCTGTTCCCCGG Hs.443417 11488 -0.48605 0.08775195 0.13389613 -0.508475 1.11803781 0.337921294
MINK1 NM_153827_bp4049_R AGCTAAAAAGACGGGGTCTTCATGCACAAATCTCTTGAATTTGTGCATGAAGACCCCGTCGG Hs.443417 12977
MINK1 NM_153827_bp4049_R AGCTAAAAAGACGGGGTCTTCATGCACAAATCTCTTGAATTTGTGCATGAAGACCCCGTCGG Hs.443417 7601
MINK1 NM_153827_bp4049_R AGCTAAAAAGACGGGGTCTTCATGCACAAATCTCTTGAATTTGTGCATGAAGACCCCGTCGG Hs.443417 2225
MIOX BC064395_bp1017_R AGCTAAAAAGTGCCTGGCGTCAATAAAGACTCTCTTGAAGTCTTTATTGACGCCAGGCACGG Hs.129227 4249 0.90985 0.77446463 0.038347011 0.831225 0.23946258 0.004942153 -0.05663333 0.39948998 0.841769494
MIOX BC064395_bp1017_R AGCTAAAAAGTGCCTGGCGTCAATAAAGACTCTCTTGAAGTCTTTATTGACGCCAGGCACGG Hs.129227 9625 0.994 0.68125658 0.019426037 0.593625 0.40750697 0.041860179 0.013633333 0.56910193 0.966260342
MIOX BC064395_bp1017_R AGCTAAAAAGTGCCTGGCGTCAATAAAGACTCTCTTGAAGTCTTTATTGACGCCAGGCACGG Hs.129227 15001 1.143725 0.67469236 0.011025526 0.704 0.1168 0.5797488 0.721133198
MIOX BC064395_bp289_R AGCTAAAAAGGACGTAGATTTCCCCAACTCTCTCTTGAAGAGTTGGGGAAATCTACGTCCGG Hs.129227 4584 3.8189 3.97911613 0.05614983 0.270625 2.11143973 0.770094592 -0.5381 0.76664517 0.258674762
MIOX BC064395_bp289_R AGCTAAAAAGGACGTAGATTTCCCCAACTCTCTCTTGAAGAGTTGGGGAAATCTACGTCCGG Hs.129227 9960 3.601875 3.65577032 0.05190873 0.25325 2.21215586 0.793659109 -0.3526 0.33827988 0.347693271
MIOX BC064395_bp289_R AGCTAAAAAGGACGTAGATTTCCCCAACTCTCTCTTGAAGAGTTGGGGAAATCTACGTCCGG Hs.129227 15336 2.605175 1.95822357 0.019336312 0.2268 2.12657072 0.807535987 -0.5009 0.59580817 0.250319787
MITF NM_198159_bp156_R AGCTAAAAAGGGGAGGAGTTTCATGAAGAGTCTCTTGAACTCTTCATGAAACTCCTCCCCGG Hs.166017 3610 0.011425 0.2455858 0.945985285 -0.4027125 0.23355597 0.087405624
MITF NM_198159_bp156_R AGCTAAAAAGGGGAGGAGTTTCATGAAGAGTCTCTTGAACTCTTCATGAAACTCCTCCCCGG Hs.166017 8986 -0.022375 0.13976508 0.879399746 -0.4260375 0.24492445 0.076080211
MITF NM_198159_bp156_R AGCTAAAAAGGGGAGGAGTTTCATGAAGAGTCTCTTGAACTCTTCATGAAACTCCTCCCCGG Hs.166017 14362 0.02195 0.13857031 0.88151939 -0.4220625 0.26468203 0.08179607
MITF NM_198159_bp262_R AGCTAAAAAGCTCCTCCAGTATGACATCACTCTCTTGAAGTGATGTCATACTGGAGGAGCGG Hs.166017 3614 -0.541575 0.04404048 0.008834279 -0.1518125 0.26073284 0.480494962
MITF NM_198159_bp262_R AGCTAAAAAGCTCCTCCAGTATGACATCACTCTCTTGAAGTGATGTCATACTGGAGGAGCGG Hs.166017 8990 -0.7843 0.58447943 0.029569333 -0.3008125 0.1175881 0.154027319
MITF NM_198159_bp262_R AGCTAAAAAGCTCCTCCAGTATGACATCACTCTCTTGAAGTGATGTCATACTGGAGGAGCGG Hs.166017 14366 -0.564775 0.3053788 0.023231259 -0.1495625 0.20316541 0.469064626
MITF NM_198159_bp891_R AGCTAAAAAGGAAACTTGATTGATCTTTATTCTCTTGAAATAAAGATCAATCAAGTTTCCGG Hs.166017 3612 -0.702725 0.40198093 0.017656679 -0.5679875 0.2162729 0.026686837
MITF NM_198159_bp891_R AGCTAAAAAGGAAACTTGATTGATCTTTATTCTCTTGAAATAAAGATCAATCAAGTTTCCGG Hs.166017 8988 -0.754425 0.2783015 0.006444962 -0.3853875 0.32921177 0.121113386
MITF NM_198159_bp891_R AGCTAAAAAGGAAACTTGATTGATCTTTATTCTCTTGAAATAAAGATCAATCAAGTTTCCGG Hs.166017 14364 0.52415 1.948857 0.571379674 -0.1807875 0.55959559 0.522467343
MKNK1 NM_003684_bp449_R AGCTAAAAAGGAGACGCTGTATCAGTGTCATCTCTTGAATGACACTGATACAGCGTCTCCGG Hs.371594 1642 0.5 0.01965757 0.123869503 0.8084 0.92445243 0.148549467 -0.084866667 0.18487729 0.509930257 -0.128
MKNK1 NM_003684_bp449_R AGCTAAAAAGGAGACGCTGTATCAGTGTCATCTCTTGAATGACACTGATACAGCGTCTCCGG Hs.371594 7018 0.4491 0.09673221 0.156516272 0.8449 0.93221882 0.137802093
MKNK1 NM_003684_bp449_R AGCTAAAAAGGAGACGCTGTATCAGTGTCATCTCTTGAATGACACTGATACAGCGTCTCCGG Hs.371594 12394 0.481166667 0.11408902 0.04973233 1.0205625 0.81905795 0.040600195
MKNK1 NM_003684_bp491_R AGCTAAAAAGCTGATTGAGTTCTTTGAAGATCTCTTGAATCTTCAAAGAACTCAATCAGCGG Hs.371594 1644 -2.48525 1.41979971 0.028093185 -3.434883333 6.15194927 0.279943744 -0.05755 0.38770665 0.868272495 0.1019 0.1688621 0.40563856
MKNK1 NM_003684_bp491_R AGCTAAAAAGCTGATTGAGTTCTTTGAAGATCTCTTGAATCTTCAAAGAACTCAATCAGCGG Hs.371594 7020 -2.46505 1.38260589 0.027041109 -1.60895 3.05255913 0.305809199 0.22405 0.04179001 0.083482079 0.074966667 0.22929898 0.628276218
MKNK1 NM_003684_bp491_R AGCTAAAAAGCTGATTGAGTTCTTTGAAGATCTCTTGAATCTTCAAAGAACTCAATCAGCGG Hs.371594 12396 -2.4069 1.24252804 0.02272475 -2.31075 4.17304333 0.28420844 -0.017 0.28374621 0.926818984 0.110533333 0.16151859 0.357644232
MKNK1 NM_003684_bp870_R AGCTAAAAAGGCAGTGGGATGAAACTGAACTCTCTTGAAGTTCAGTTTCATCCCACTGCCGG Hs.371594 1646 -1.26815 1.1959297 0.100410856 0.247516667 0.98282943 0.62372513
MKNK1 NM_003684_bp870_R AGCTAAAAAGGCAGTGGGATGAAACTGAACTCTCTTGAAGTTCAGTTTCATCCCACTGCCGG Hs.371594 7022 -2.0225 0.318583333 1.0388554 0.551138889
MKNK1 NM_003684_bp870_R AGCTAAAAAGGCAGTGGGATGAAACTGAACTCTCTTGAAGTTCAGTTTCATCCCACTGCCGG Hs.371594 12398 -1.0902 1.17620142 0.133286116 0.332983333 1.0549072 0.539488298
MKNK2 NM_199054_bp1037_R AGCTAAAAAGAGGCTAGCATCTACGACAAGTCTCTTGAACTTGTCGTAGATGCTAGCCTCGG Hs.515032 822 1.264566667 0.86648691 0.031542852 0.478933333 1.15720056 0.426171564
MKNK2 NM_199054_bp1037_R AGCTAAAAAGAGGCTAGCATCTACGACAAGTCTCTTGAACTTGTCGTAGATGCTAGCCTCGG Hs.515032 6198 1.353266667 1.03746097 0.040624581 0.757 0.91159779 0.165046272
MKNK2 NM_199054_bp1037_R AGCTAAAAAGAGGCTAGCATCTACGACAAGTCTCTTGAACTTGTCGTAGATGCTAGCCTCGG Hs.515032 11574 1.376 0.98363074 0.033684911 1.2237 0.89901556 0.097048885
MKNK2 NM_199054_bp1078_R AGCTAAAAAGGGCGTCATCTTGTATATCCTTCTCTTGAAAGGATATACAAGATGACGCCCGG Hs.515032 823 1.911166667 0.56463495 0.002511254 0.721733333 0.52903914 0.074116971
MKNK2 NM_199054_bp1078_R AGCTAAAAAGGGCGTCATCTTGTATATCCTTCTCTTGAAAGGATATACAAGATGACGCCCGG Hs.515032 6199 1.3545 0.63995 0.58357523 0.189911953
MKNK2 NM_199054_bp1078_R AGCTAAAAAGGGCGTCATCTTGTATATCCTTCTCTTGAAAGGATATACAAGATGACGCCCGG Hs.515032 11575 1.3755 0.539266667 0.28877372 0.071575229
MKNK2 NM_199054_bp1387_R AGCTAAAAAGAGGAACAGCTGTGCCAAAGATCTCTTGAATCTTTGGCACAGCTGTTCCTCGG Hs.515032 824 -0.5786 -0.4796
MKNK2 NM_199054_bp1387_R AGCTAAAAAGAGGAACAGCTGTGCCAAAGATCTCTTGAATCTTTGGCACAGCTGTTCCTCGG Hs.515032 6200 -0.4551 -0.1798
MKNK2 NM_199054_bp1387_R AGCTAAAAAGAGGAACAGCTGTGCCAAAGATCTCTTGAATCTTTGGCACAGCTGTTCCTCGG Hs.515032 11576 -0.4613
MLL NM_005933_bp10431_R AGCTAAAAAGCCCCAGGTATCCAACTTTACTCTCTTGAAGTAAAGTTGGATACCTGGGGCGG Hs.258855 2974 -0.4646 0.17235964 0.024067278 -0.71565 0.82507797 0.079953904
MLL NM_005933_bp10431_R AGCTAAAAAGCCCCAGGTATCCAACTTTACTCTCTTGAAGTAAAGTTGGATACCTGGGGCGG Hs.258855 8350 -0.4437 0.16029957 0.026927926 -0.401375 0.87316253 0.301331804
MLL NM_005933_bp10431_R AGCTAAAAAGCCCCAGGTATCCAACTTTACTCTCTTGAAGTAAAGTTGGATACCTGGGGCGG Hs.258855 13726 -0.35375 0.126183 0.050544912 -0.5924 0.7978785 0.124781803
MLL NM_005933_bp6808_R AGCTAAAAAGTGGTTACTGTAGGCAATAAATCTCTTGAATTTATTGCCTACAGTAACCACGG Hs.258855 3002 0.6867 0.38129934 0.017169636 0.648275 0.83648987 0.108104077
MLL NM_005933_bp6808_R AGCTAAAAAGTGGTTACTGTAGGCAATAAATCTCTTGAATTTATTGCCTACAGTAACCACGG Hs.258855 8378 0.61135 0.5267055 0.052123671 0.594075 0.84060285 0.135741477
MLL NM_005933_bp6808_R AGCTAAAAAGTGGTTACTGTAGGCAATAAATCTCTTGAATTTATTGCCTACAGTAACCACGG Hs.258855 13754 0.9716 0.23323057 0.001619248 0.619275 1.00202188 0.167348025
MLL NM_005933_bp6994_R AGCTAAAAAGCCCCACAGGTTCATAACACATCTCTTGAATGTGTTATGAACCTGTGGGGCGG Hs.258855 2976 -0.4448 0.33634634 0.059581764 -0.58225 0.8615007 0.148395055
MLL NM_005933_bp6994_R AGCTAAAAAGCCCCACAGGTTCATAACACATCTCTTGAATGTGTTATGAACCTGTGGGGCGG Hs.258855 8352 -0.36875 0.36769303 0.112952135 -0.4822 0.76888115 0.187051913
MLL NM_005933_bp6994_R AGCTAAAAAGCCCCACAGGTTCATAACACATCTCTTGAATGTGTTATGAACCTGTGGGGCGG Hs.258855 13728 -0.422 0.3385062 0.070185284 -0.555025 0.8631517 0.165637076
MLL2 NM_003482_bp10180_R AGCTAAAAAGGTGGCCCCTTCCTTAATACATCTCTTGAATGTATTAAGGAAGGGGCCACCGG Hs.120228 3066 -0.5935 0.54572559 0.061614579 -0.90685 1.28115797 0.109603361
MLL2 NM_003482_bp10180_R AGCTAAAAAGGTGGCCCCTTCCTTAATACATCTCTTGAATGTATTAAGGAAGGGGCCACCGG Hs.120228 8442 -0.332725 0.82159071 0.376455609 -0.9997 1.52602176 0.12651212
MLL2 NM_003482_bp10180_R AGCTAAAAAGGTGGCCCCTTCCTTAATACATCTCTTGAATGTATTAAGGAAGGGGCCACCGG Hs.120228 13818 -0.490875 0.85263548 0.224191716 -0.5805 1.07975693 0.215071978
MLL2 NM_003482_bp14886_R AGCTAAAAAGCGGCCGGAGTTTGTAATCAATCTCTTGAATTGATTACAAACTCCGGCCGCGG Hs.120228 3064 -0.9104 0.36681342 0.005094614 -0.086925 0.99944561 0.83272364
MLL2 NM_003482_bp14886_R AGCTAAAAAGCGGCCGGAGTTTGTAATCAATCTCTTGAATTGATTACAAACTCCGGCCGCGG Hs.120228 8440 -0.911075 0.28773403 0.003058859 -0.3712 0.98984221 0.378924353
MLL2 NM_003482_bp14886_R AGCTAAAAAGCGGCCGGAGTTTGTAATCAATCTCTTGAATTGATTACAAACTCCGGCCGCGG Hs.120228 13816 -1.03615 0.53195161 0.007924662 -0.55655 1.0298005 0.216618714
MLL2 NM_003482_bp8388_R AGCTAAAAAGCTGGTAGAATCGGCTAATGATCTCTTGAATCATTAGCCGATTCTACCAGCGG Hs.120228 3068 -1.28225 1.06931131 0.031407527 -1.707525 1.5599824 0.024749008
MLL2 NM_003482_bp8388_R AGCTAAAAAGCTGGTAGAATCGGCTAATGATCTCTTGAATCATTAGCCGATTCTACCAGCGG Hs.120228 8444 -1.458325 1.03572584 0.017851802 -1.46735 1.6257908 0.04902823
MLL2 NM_003482_bp8388_R AGCTAAAAAGCTGGTAGAATCGGCTAATGATCTCTTGAATCATTAGCCGATTCTACCAGCGG Hs.120228 13820 -0.8976 1.04705506 0.088238854 -0.7988 1.46122383 0.222961779
MLL3 NM_170606_bp10889_R AGCTAAAAAGTGGCCAAGATTCTACTATAATCTCTTGAATTATAGTAGAATCTTGGCCACGG Hs.270492 3016 1.11805 0.45109276 0.003585261 -1.2198 0.29433948 0.001022399
MLL3 NM_170606_bp10889_R AGCTAAAAAGTGGCCAAGATTCTACTATAATCTCTTGAATTATAGTAGAATCTTGGCCACGG Hs.270492 8392 1.1632 0.50669831 0.004230465 -1.2341 0.32528258 0.001106564
MLL3 NM_170606_bp10889_R AGCTAAAAAGTGGCCAAGATTCTACTATAATCTCTTGAATTATAGTAGAATCTTGGCCACGG Hs.270492 13768 1.114225 0.45662217 0.003765039 -1.209625 0.28836503 0.00104083
MLL3 NM_170606_bp7329_R AGCTAAAAAGCGGCAGAAGTTACGTGAAATTCTCTTGAAATTTCACGTAACTTCTGCCGCGG Hs.270492 3018 0.0443 0.50066325 0.856555022 -0.51055 0.77199479 0.166921542
MLL3 NM_170606_bp7329_R AGCTAAAAAGCGGCAGAAGTTACGTGAAATTCTCTTGAAATTTCACGTAACTTCTGCCGCGG Hs.270492 8394 -0.18815 0.62931383 0.525015009 -0.11165 0.99936537 0.786421698
MLL3 NM_170606_bp7329_R AGCTAAAAAGCGGCAGAAGTTACGTGAAATTCTCTTGAAATTTCACGTAACTTCTGCCGCGG Hs.270492 13770 0.2916 0.69268717 0.371790699 -0.25535 0.75980193 0.457277147
MLL3 NM_170606_bp8296_R AGCTAAAAAGGGGTTGAAGTCAAAGACTTATCTCTTGAATAAGTCTTTGACTTCAACCCCGG Hs.270492 3020 2.4621 1.49580392 0.008813941 0.75555 0.3088306 0.011167345
MLL3 NM_170606_bp8296_R AGCTAAAAAGGGGTTGAAGTCAAAGACTTATCTCTTGAATAAGTCTTTGACTTCAACCCCGG Hs.270492 8396 2.35275 1.63362944 0.014684458 0.5988 0.34591347 0.032511358
MLL3 NM_170606_bp8296_R AGCTAAAAAGGGGTTGAAGTCAAAGACTTATCTCTTGAATAAGTCTTTGACTTCAACCCCGG Hs.270492 13772 2.219975 1.44351425 0.011635056 0.7309 0.27608302 0.011450603
MLL4 NM_014727_bp6321_R AGCTAAAAAGGACCTGCCATCGGAAATTGTTCTCTTGAAACAATTTCCGATGGCAGGTCCGG Hs.92236 3141 1.359775 1.14766092 0.032069426 0.814 0.87470142 0.061560209
MLL4 NM_014727_bp6321_R AGCTAAAAAGGACCTGCCATCGGAAATTGTTCTCTTGAAACAATTTCCGATGGCAGGTCCGG Hs.92236 8517 1.047566667 0.89344798 0.058815773 0.933075 0.51244809 0.010237665
MLL4 NM_014727_bp6321_R AGCTAAAAAGGACCTGCCATCGGAAATTGTTCTCTTGAAACAATTTCCGATGGCAGGTCCGG Hs.92236 13893 1.24745 1.04086262 0.031733134 1.444225 0.74563449 0.003765116
MLL4 NM_014727_bp6591_R AGCTAAAAAGGGGCAAGTATTTGTGAAGATTCTCTTGAAATCTTCACAAATACTTGCCCCGG Hs.92236 3139 0.98155 0.80905057 0.033683678 -0.007775 1.04851972 0.985465593
MLL4 NM_014727_bp6591_R AGCTAAAAAGGGGCAAGTATTTGTGAAGATTCTCTTGAAATCTTCACAAATACTTGCCCCGG Hs.92236 8515 1.435575 0.82335998 0.008616358 0.56585 0.97966219 0.194441087
MLL4 NM_014727_bp6591_R AGCTAAAAAGGGGCAAGTATTTGTGAAGATTCTCTTGAAATCTTCACAAATACTTGCCCCGG Hs.92236 13891 1.2559 0.91893517 0.020879285 0.403475 0.83530396 0.28475771
MLL4 NM_014727_bp7763_R AGCTAAAAAGCCTGTTCTGTAAGCGCAACATCTCTTGAATGTTGCGCTTACAGAACAGGCGG Hs.92236 3143 0.3018 0.68675869 0.353624076 2.319233333 2.40059344 0.048463089
MLL4 NM_014727_bp7763_R AGCTAAAAAGCCTGTTCTGTAAGCGCAACATCTCTTGAATGTTGCGCTTACAGAACAGGCGG Hs.92236 8519 -0.060025 0.28436537 0.738016694 0.5673 0.03733524 0.140796305
MLL4 NM_014727_bp7763_R AGCTAAAAAGCCTGTTCTGTAAGCGCAACATCTCTTGAATGTTGCGCTTACAGAACAGGCGG Hs.92236 13895 -0.32575 0.62629113 0.288561296 1.6315 2.25384155 0.110951893
MLL5 NM_182931_bp3116_R AGCTAAAAAGCTGTTCCCTTCCAGATTTAATCTCTTGAATTAAATCTGGAAGGGAACAGCGG Hs.592262 3062 0.828725 0.98976316 0.095296352 -0.076925 0.58647374 0.787844279
MLL5 NM_182931_bp3116_R AGCTAAAAAGCTGTTCCCTTCCAGATTTAATCTCTTGAATTAAATCTGGAAGGGAACAGCGG Hs.592262 8438 0.4165 0.30557265 0.063192939 0.321 0.52111788 0.257050408
MLL5 NM_182931_bp3116_R AGCTAAAAAGCTGTTCCCTTCCAGATTTAATCTCTTGAATTAAATCTGGAAGGGAACAGCGG Hs.592262 13814 0.386425 0.46973604 0.143442501 0.0636 0.80555507 0.855691409
MLL5 NM_182931_bp3872_R AGCTAAAAAGAGGCATGTTTATGGAAACAATCTCTTGAATTGTTTCCATAAACATGCCTCGG Hs.592262 3060 1.346175 0.57903996 0.003417303 0.698 0.55392579 0.03833466
MLL5 NM_182931_bp3872_R AGCTAAAAAGAGGCATGTTTATGGAAACAATCTCTTGAATTGTTTCCATAAACATGCCTCGG Hs.592262 8436 1.412625 0.36207078 0.00069436 1.05575 0.99981053 0.03616822
MLL5 NM_182931_bp3872_R AGCTAAAAAGAGGCATGTTTATGGAAACAATCTCTTGAATTGTTTCCATAAACATGCCTCGG Hs.592262 13812 2.514875 1.09463107 0.002327811 0.705625 0.23762534 0.011714354
MLL5 NM_182931_bp5528_R AGCTAAAAAGGTCGCATATTCATTCTCAAATCTCTTGAATTTGAGAATGAATATGCGACCGG Hs.592262 3058 0.49345 0.29357887 0.034968388 0.607025 0.85207705 0.131994373
MLL5 NM_182931_bp5528_R AGCTAAAAAGGTCGCATATTCATTCTCAAATCTCTTGAATTTGAGAATGAATATGCGACCGG Hs.592262 8434 0.5414 0.37097978 0.037721153 0.59115 0.96633378 0.173898307
MLL5 NM_182931_bp5528_R AGCTAAAAAGGTCGCATATTCATTCTCAAATCTCTTGAATTTGAGAATGAATATGCGACCGG Hs.592262 13810 0.540525 0.33288282 0.03131266 0.8444 1.10308608 0.094629302
MLLT11 BC022448_bp1981_R AGCTAAAAAGGAGGGTAGTTAGAGGTATAATCTCTTGAATTATACCTCTAACTACCCTCCGG Hs.75823 4423 0.872775 1.60387174 0.226608867 1.32885 1.09736369 0.040473213 2.67515 3.39220336 0.093052247
MLLT11 BC022448_bp1981_R AGCTAAAAAGGAGGGTAGTTAGAGGTATAATCTCTTGAATTATACCTCTAACTACCCTCCGG Hs.75823 9799 -0.0492 0.23801214 0.859268819 1.2493 1.03300768 0.069111975 0.62195 0.33057242 0.132473046
MLLT11 BC022448_bp1981_R AGCTAAAAAGGAGGGTAGTTAGAGGTATAATCTCTTGAATTATACCTCTAACTACCCTCCGG Hs.75823 15175 2.33285 2.16820152 0.083288341 0.2339 0.34421958 0.488594782 2.59475 3.15320127 0.084712787
MLLT11 BC022448_bp2286_R AGCTAAAAAGGCACAGTTCTTCAGCTACATTCTCTTGAAATGTAGCTGAAGAACTGTGCCGG Hs.75823 4427 1.235 -0.421566667 0.55997795 0.238644973 0.29735 0.68681282 0.490371094
MLLT11 BC022448_bp2286_R AGCTAAAAAGGCACAGTTCTTCAGCTACATTCTCTTGAAATGTAGCTGAAGAACTGTGCCGG Hs.75823 9803 0.0232
MLLT11 BC022448_bp2286_R AGCTAAAAAGGCACAGTTCTTCAGCTACATTCTCTTGAAATGTAGCTGAAGAACTGTGCCGG Hs.75823 15179 0.220366667 0.69582696 0.539504551 1.2997
MLLT11 BC022448_bp2310_R AGCTAAAAAGACCCTGAAATGAACAATTATTCTCTTGAAATAATTGTTCATTTCAGGGTCGG Hs.75823 4425 -0.5414 0.26560074 0.021893574 -0.166375 0.2795107 0.383185793 -0.8846 0.03068566 0.011215468
MLLT11 BC022448_bp2310_R AGCTAAAAAGACCCTGAAATGAACAATTATTCTCTTGAAATAATTGTTCATTTCAGGGTCGG Hs.75823 9801 -0.562525 0.47865114 0.054917121 0.07165 0.34433206 0.724384508 -0.9159 0.44310384 0.021147562
MLLT11 BC022448_bp2310_R AGCTAAAAAGACCCTGAAATGAACAATTATTCTCTTGAAATAATTGTTCATTTCAGGGTCGG Hs.75823 15177 -0.13305 0.75166245 0.693083829 0.134675 0.2031645 0.424425395 -0.7306 0.6798179 0.080145207
MMP1 NM_002421_bp603_R AGCTAAAAAGGAGGAAATCTTGCTCATGCTTCTCTTGAAAGCATGAGCAAGATTTCCTCCGG Hs.83169 2090 1.4503375 0.31465997 0.00044042 -0.5195375 0.38967851 0.060720696
MMP1 NM_002421_bp603_R AGCTAAAAAGGAGGAAATCTTGCTCATGCTTCTCTTGAAAGCATGAGCAAGATTTCCTCCGG Hs.83169 7466 1.4479625 0.36254352 0.000620836 -0.5257625 0.35603386 0.052831555
MMP1 NM_002421_bp603_R AGCTAAAAAGGAGGAAATCTTGCTCATGCTTCTCTTGAAAGCATGAGCAAGATTTCCTCCGG Hs.83169 12842 1.4828625 0.35838036 0.000539453 -0.5464375 0.38358215 0.050584118
MMP1 NM_002421_bp745_R AGCTAAAAAGACTCTCCCATTCTACTGATATCTCTTGAATATCAGTAGAATGGGAGAGTCGG Hs.83169 2064 0.1305375 0.14830612 0.398371145 0.1070625 0.47974056 0.679116973
MMP1 NM_002421_bp745_R AGCTAAAAAGACTCTCCCATTCTACTGATATCTCTTGAATATCAGTAGAATGGGAGAGTCGG Hs.83169 7440 0.1312625 0.17142219 0.407684908 0.0745875 0.46294457 0.768741751
MMP1 NM_002421_bp745_R AGCTAAAAAGACTCTCCCATTCTACTGATATCTCTTGAATATCAGTAGAATGGGAGAGTCGG Hs.83169 12816 0.1715125 0.12420949 0.26873651 0.2435125 0.37603628 0.316792326
MMP1 NM_002421_bp945_R AGCTAAAAAGGAGAAGTGATGTTCTTTAAATCTCTTGAATTTAAAGAACATCACTTCTCCGG Hs.83169 1098 -0.4489625 0.15482914 0.025259412 -0.1891875 0.12140802 0.345703386
MMP1 NM_002421_bp945_R AGCTAAAAAGGAGAAGTGATGTTCTTTAAATCTCTTGAATTTAAAGAACATCACTTCTCCGG Hs.83169 6474 -0.4698375 0.14300829 0.020445217 -0.1997875 0.10144002 0.317822201
MMP1 NM_002421_bp945_R AGCTAAAAAGGAGAAGTGATGTTCTTTAAATCTCTTGAATTTAAAGAACATCACTTCTCCGG Hs.83169 11850 -0.3414625 0.08897754 0.051019803 -0.1791125 0.15507749 0.377487886
MMP14 NM_004995_bp1225_R AGCTAAAAAGGGGAGATGTTTGTCTTCAAGTCTCTTGAACTTGAAGACAAACATCTCCCCGG Hs.2399 2056
MMP14 NM_004995_bp1225_R AGCTAAAAAGGGGAGATGTTTGTCTTCAAGTCTCTTGAACTTGAAGACAAACATCTCCCCGG Hs.2399 7432
MMP14 NM_004995_bp1225_R AGCTAAAAAGGGGAGATGTTTGTCTTCAAGTCTCTTGAACTTGAAGACAAACATCTCCCCGG Hs.2399 12808
MMP14 NM_004995_bp340_R AGCTAAAAAGAAGCCTGGCTACAGCAATATTCTCTTGAAATATTGCTGTAGCCAGGCTTCGG Hs.2399 1079 0.2686375 0.32685381 0.197347268 -0.4604625 0.2481102 0.060370552
MMP14 NM_004995_bp340_R AGCTAAAAAGAAGCCTGGCTACAGCAATATTCTCTTGAAATATTGCTGTAGCCAGGCTTCGG Hs.2399 6455 0.3094875 0.34872301 0.158348687 -0.4823875 0.23146953 0.049817811
MMP14 NM_004995_bp340_R AGCTAAAAAGAAGCCTGGCTACAGCAATATTCTCTTGAAATATTGCTGTAGCCAGGCTTCGG Hs.2399 11831 0.3219625 0.31796459 0.130850275 -0.4955125 0.28735018 0.052689867
MMP14 NM_004995_bp579_R AGCTAAAAAGGGTCTCAAATGGCAACATAATCTCTTGAATTATGTTGCCATTTGAGACCCGG Hs.2399 1078 1.8709375 0.77496724 0.002238689 -0.4059625 0.45953829 0.143439092
MMP14 NM_004995_bp579_R AGCTAAAAAGGGTCTCAAATGGCAACATAATCTCTTGAATTATGTTGCCATTTGAGACCCGG Hs.2399 6454 1.8876125 0.77109167 0.002111945 -0.4399875 0.46060354 0.11825997
MMP14 NM_004995_bp579_R AGCTAAAAAGGGTCTCAAATGGCAACATAATCTCTTGAATTATGTTGCCATTTGAGACCCGG Hs.2399 11830 1.8907625 0.80475877 0.002461938 -0.4705125 0.40930632 0.086505264
MMP2 NM_004530_bp2188_R AGCTAAAAAGGGTGCCTATTACCTGAAGCTTCTCTTGAAAGCTTCAGGTAATAGGCACCCGG Hs.513617 2062 0.0166125 0.06402797 0.904504945 2.1617875 0.68880146 0.00034734
MMP2 NM_004530_bp2188_R AGCTAAAAAGGGTGCCTATTACCTGAAGCTTCTCTTGAAAGCTTCAGGTAATAGGCACCCGG Hs.513617 7438 -0.0443875 0.08169107 0.752306388 2.2159125 0.82092345 0.00058381
MMP2 NM_004530_bp2188_R AGCTAAAAAGGGTGCCTATTACCTGAAGCTTCTCTTGAAAGCTTCAGGTAATAGGCACCCGG Hs.513617 12814 0.0404125 0.11844584 0.780134615 2.1956125 0.75400989 0.000443579
MMP2 NM_004530_bp2229_R AGCTAAAAAGCGTGAAGTTTGGAAGCATCATCTCTTGAATGATGCTTCCAAACTTCACGCGG Hs.513617 2060 0.4741625 0.19159897 0.024393552 -0.1399125 0.33076951 0.537725895
MMP2 NM_004530_bp2229_R AGCTAAAAAGCGTGAAGTTTGGAAGCATCATCTCTTGAATGATGCTTCCAAACTTCACGCGG Hs.513617 7436 0.6073375 0.17086589 0.008579155 -0.0247875 0.53217942 0.926966412
MMP2 NM_004530_bp2229_R AGCTAAAAAGCGTGAAGTTTGGAAGCATCATCTCTTGAATGATGCTTCCAAACTTCACGCGG Hs.513617 12812 0.6393625 0.19453453 0.0078568 -0.0356125 0.48343134 0.89021857
MMP2 NM_004530_bp436_R AGCTAAAAAGGCAGTGCAATACCTGAACACTCTCTTGAAGTGTTCAGGTATTGCACTGCCGG Hs.513617 1097 -0.7929375 0.28379263 0.005414053 0.7197125 0.34279299 0.015611905
MMP2 NM_004530_bp436_R AGCTAAAAAGGCAGTGCAATACCTGAACACTCTCTTGAAGTGTTCAGGTATTGCACTGCCGG Hs.513617 6473 -0.8343375 0.21453527 0.002843398 0.4758875 0.23982764 0.053185892
MMP2 NM_004530_bp436_R AGCTAAAAAGGCAGTGCAATACCTGAACACTCTCTTGAAGTGTTCAGGTATTGCACTGCCGG Hs.513617 11849 -0.8050625 0.27310314 0.004751192 0.5211375 0.34293346 0.052305887
MMP7 NM_002423_bp149_R AGCTAAAAAGGCTCAGGACTATCTCAAGAGTCTCTTGAACTCTTGAGATAGTCCTGAGCCGG Hs.2256 1096 0.0525375 0.19351853 0.739413374 -0.1031125 0.12098776 0.597352205
MMP7 NM_002423_bp149_R AGCTAAAAAGGCTCAGGACTATCTCAAGAGTCTCTTGAACTCTTGAGATAGTCCTGAGCCGG Hs.2256 6472 -0.0026625 0.12871908 0.985411707 -0.1511625 0.13373026 0.447404167
MMP7 NM_002423_bp149_R AGCTAAAAAGGCTCAGGACTATCTCAAGAGTCTCTTGAACTCTTGAGATAGTCCTGAGCCGG Hs.2256 11848 -0.0404875 0.12096606 0.780248567 -0.1508875 0.16518828 0.455266193



MMP7 NM_002423_bp312_R AGCTAAAAAGTGCCAGATGTTGCAGAATACTCTCTTGAAGTATTCTGCAACATCTGGCACGG Hs.2256 1095 0.7292625 0.6552743 0.050282596 0.0525375 0.38742809 0.823570116
MMP7 NM_002423_bp312_R AGCTAAAAAGTGCCAGATGTTGCAGAATACTCTCTTGAAGTATTCTGCAACATCTGGCACGG Hs.2256 6471 0.7003375 0.71181099 0.069356351 0.0093875 0.42310234 0.969212104
MMP7 NM_002423_bp312_R AGCTAAAAAGTGCCAGATGTTGCAGAATACTCTCTTGAAGTATTCTGCAACATCTGGCACGG Hs.2256 11847 0.7336125 0.64957975 0.048296875 0.0239875 0.39288006 0.919191
MMP7 NM_002423_bp493_R AGCTAAAAAGGGGAACTGCTGACATCATGATCTCTTGAATCATGATGTCAGCAGTTCCCCGG Hs.2256 2058 2.5577375 1.64205211 0.010812859 0.2603875 1.26810995 0.606833576
MMP7 NM_002423_bp493_R AGCTAAAAAGGGGAACTGCTGACATCATGATCTCTTGAATCATGATGTCAGCAGTTCCCCGG Hs.2256 7434 2.2770625 1.09138944 0.00355553 0.3287625 1.17777811 0.492980234
MMP7 NM_002423_bp493_R AGCTAAAAAGGGGAACTGCTGACATCATGATCTCTTGAATCATGATGTCAGCAGTTCCCCGG Hs.2256 12810 2.1463875 0.8570981 0.001781269 0.2360875 1.18836314 0.621620641
MMP9 NM_004994_bp1267_R AGCTAAAAAGGCGCTCATGTACCCTATGTATCTCTTGAATACATAGGGTACATGAGCGCCGG Hs.297413 1080 0.5588875 0.17214997 0.012021489 -0.7794875 0.11329154 0.005350312
MMP9 NM_004994_bp1267_R AGCTAAAAAGGCGCTCATGTACCCTATGTATCTCTTGAATACATAGGGTACATGAGCGCCGG Hs.297413 6456 0.5537625 0.16559215 0.012083935 -0.7917375 0.14853728 0.00537124
MMP9 NM_004994_bp1267_R AGCTAAAAAGGCGCTCATGTACCCTATGTATCTCTTGAATACATAGGGTACATGAGCGCCGG Hs.297413 11832 0.5722125 0.15567217 0.0101426 -0.7691125 0.20012872 0.007087526
MMP9 NM_004994_bp1529_R AGCTAAAAAGCCACTACTGTGCCTTTGAGTTCTCTTGAAACTCAAAGGCACAGTAGTGGCGG Hs.297413 1094 2.8986125 0.24308872 9.13E-06 0.9632375 0.36307635 0.004580609
MMP9 NM_004994_bp1529_R AGCTAAAAAGCCACTACTGTGCCTTTGAGTTCTCTTGAAACTCAAAGGCACAGTAGTGGCGG Hs.297413 6470 2.8810625 0.38811166 2.71E-05 0.8562625 0.30117197 0.006163321
MMP9 NM_004994_bp1529_R AGCTAAAAAGCCACTACTGTGCCTTTGAGTTCTCTTGAAACTCAAAGGCACAGTAGTGGCGG Hs.297413 11846 2.8804375 0.37550895 2.48E-05 0.8734375 0.37754437 0.007703385
MMP9 NM_004994_bp1603_R AGCTAAAAAGAACCAGCTGTATTTGTTCAATCTCTTGAATTGAACAAATACAGCTGGTTCGG Hs.297413 1093 -0.0097625 0.28766404 0.956571885 -0.4631125 0.39772575 0.087715579
MMP9 NM_004994_bp1603_R AGCTAAAAAGAACCAGCTGTATTTGTTCAATCTCTTGAATTGAACAAATACAGCTGGTTCGG Hs.297413 6469 -0.0937125 0.23865749 0.580864486 -0.5543625 0.37156015 0.046413033
MMP9 NM_004994_bp1603_R AGCTAAAAAGAACCAGCTGTATTTGTTCAATCTCTTGAATTGAACAAATACAGCTGGTTCGG Hs.297413 11845 -0.2924125 0.26991426 0.138624468 -0.4771375 0.29284705 0.060432418
MNDA BC032319_bp1412_R AGCTAAAAAGAAGGACCAATGAATGTTAATTCTCTTGAAATTAACATTCATTGGTCCTTCGG Hs.153837 4533 0.227925 0.39037787 0.303268501 -0.0572 0.46472644 0.814140954 0.2302 0.6039004 0.497810551
MNDA BC032319_bp1412_R AGCTAAAAAGAAGGACCAATGAATGTTAATTCTCTTGAAATTAACATTCATTGGTCCTTCGG Hs.153837 9909 0.323775 0.64592114 0.301572995 -0.044425 0.29424019 0.812177756 0.408433333 0.40302726 0.19014654
MNDA BC032319_bp1412_R AGCTAAAAAGAAGGACCAATGAATGTTAATTCTCTTGAAATTAACATTCATTGGTCCTTCGG Hs.153837 15285 0.1542 0.32018949 0.428333971 0.0838 0.83232602 0.845953601 0.3916 0.56250368 0.254946657
MNDA BC032319_bp386_R AGCTAAAAAGTTGCCTGTCTAGACAAACTATCTCTTGAATAGTTTGTCTAGACAGGCAACGG Hs.153837 4535 0.49755 0.66242289 0.143271489 -0.288825 0.16344113 0.109876142 -0.60526667 0.50333918 0.091484638
MNDA BC032319_bp386_R AGCTAAAAAGTTGCCTGTCTAGACAAACTATCTCTTGAATAGTTTGTCTAGACAGGCAACGG Hs.153837 9911 0.5176 0.4439289 0.060833578 -0.98895 0.8999755 0.057302039 -0.1025 1.01724556 0.822024171
MNDA BC032319_bp386_R AGCTAAAAAGTTGCCTGTCTAGACAAACTATCTCTTGAATAGTTTGTCTAGACAGGCAACGG Hs.153837 15287 0.661725 0.35141094 0.016696046 -0.8253 0.22122623 0.00456129 -0.23456667 0.72963622 0.530337806
MNDA BC032319_bp594_R AGCTAAAAAGGAGGATTCCTGTAGCTCAGATCTCTTGAATCTGAGCTACAGGAATCCTCCGG Hs.153837 4561 0.612 0.62986229 0.077026142 0.41635 0.95975603 0.472570309 -0.21226667 0.51420201 0.502040577
MNDA BC032319_bp594_R AGCTAAAAAGGAGGATTCCTGTAGCTCAGATCTCTTGAATCTGAGCTACAGGAATCCTCCGG Hs.153837 9937 0.472325 0.55697133 0.118670684 0.65245 0.68313258 0.093368429 -0.53466667 0.56340382 0.139505916
MNDA BC032319_bp594_R AGCTAAAAAGGAGGATTCCTGTAGCTCAGATCTCTTGAATCTGAGCTACAGGAATCCTCCGG Hs.153837 15313 0.4859 0.35816604 0.050237398 0.638925 0.58953766 0.072226043 -0.3267 0.46354085 0.29919252
MOBKL2A AL832474_bp1787_R AGCTAAAAAGCTTCTTCCGTTCTTCCGAAATCTCTTGAATTTCGGAAGAACGGAAGAAGCGG Hs.86912 4778 -0.0168125 0.23403207 0.919304636 0.1108625 0.63736644 0.72008813
MOBKL2A AL832474_bp1787_R AGCTAAAAAGCTTCTTCCGTTCTTCCGAAATCTCTTGAATTTCGGAAGAACGGAAGAAGCGG Hs.86912 10154 -0.0838125 0.22717211 0.6148059 0.0109375 0.40039007 0.960372047
MOBKL2A AL832474_bp1787_R AGCTAAAAAGCTTCTTCCGTTCTTCCGAAATCTCTTGAATTTCGGAAGAACGGAAGAAGCGG Hs.86912 15530 0.0971875 0.33755064 0.619418742 0.1996125 0.37573858 0.3699181
MOBKL2A AL832474_bp1867_R AGCTAAAAAGGCTTCTGACTCATTTCCTAATCTCTTGAATTAGGAAATGAGTCAGAAGCCGG Hs.86912 4780 -0.6646625 0.30605862 0.012663902 0.0689375 0.83917417 0.85885705
MOBKL2A AL832474_bp1867_R AGCTAAAAAGGCTTCTGACTCATTTCCTAATCTCTTGAATTAGGAAATGAGTCAGAAGCCGG Hs.86912 10156 -0.6989875 0.36101273 0.014315246 0.0815625 0.73065801 0.812935087
MOBKL2A AL832474_bp1867_R AGCTAAAAAGGCTTCTGACTCATTTCCTAATCTCTTGAATTAGGAAATGAGTCAGAAGCCGG Hs.86912 15532 -0.6242125 0.3556378 0.021219282 0.0465125 0.82495351 0.902968567
MOBKL2A AL832474_bp1889_R AGCTAAAAAGGCCCCTTTGTGTATCATAAATCTCTTGAATTTATGATACACAAAGGGGCCGG Hs.86912 4752 -0.3112375 0.29521329 0.130851126 -0.0099125 0.19242956 0.950505347
MOBKL2A AL832474_bp1889_R AGCTAAAAAGGCCCCTTTGTGTATCATAAATCTCTTGAATTTATGATACACAAAGGGGCCGG Hs.86912 10128 -0.3021875 0.27787592 0.132041362 0.0091875 0.24864474 0.957778605
MOBKL2A AL832474_bp1889_R AGCTAAAAAGGCCCCTTTGTGTATCATAAATCTCTTGAATTTATGATACACAAAGGGGCCGG Hs.86912 15504 -0.2279375 0.29263167 0.241878956 0.0094625 0.28939112 0.959191366
MOBKL2B NM_024761_bp1105_R AGCTAAAAAGCTAGAGCCTTTGAAAGAAATTCTCTTGAAATTTCTTTCAAAGGCTCTAGCGG Hs.573014 3651 -0.736833333 0.15090557 0.014226935 -0.1977375 0.55855315 0.485304371
MOBKL2B NM_024761_bp1105_R AGCTAAAAAGCTAGAGCCTTTGAAAGAAATTCTCTTGAAATTTCTTTCAAAGGCTCTAGCGG Hs.573014 9027 -0.771833333 0.20477158 0.014298807 0.0771 0.2940349 0.771069242
MOBKL2B NM_024761_bp1105_R AGCTAAAAAGCTAGAGCCTTTGAAAGAAATTCTCTTGAAATTTCTTTCAAAGGCTCTAGCGG Hs.573014 14403 -0.710866667 0.20842889 0.019027467 0.144733333 0.48918398 0.636627452
MOBKL2B NM_024761_bp772_R AGCTAAAAAGGGCCCCAAATATGAGTATCGTCTCTTGAACGATACTCATATTTGGGGCCCGG Hs.573014 3649 -0.64415 0.50116076 0.039472213 -0.2507125 0.57440277 0.389023155
MOBKL2B NM_024761_bp772_R AGCTAAAAAGGGCCCCAAATATGAGTATCGTCTCTTGAACGATACTCATATTTGGGGCCCGG Hs.573014 9025 -0.686025 0.39514419 0.018601394 -0.3977625 0.68523731 0.233096862
MOBKL2B NM_024761_bp772_R AGCTAAAAAGGGCCCCAAATATGAGTATCGTCTCTTGAACGATACTCATATTTGGGGCCCGG Hs.573014 14401 -0.418375 0.46062936 0.115576114 -0.3230625 0.46512621 0.231510617
MOBKL2B NM_024761_bp795_R AGCTAAAAAGGCAGGATGATCTCAAGTATATCTCTTGAATATACTTGAGATCATCCTGCCGG Hs.573014 3623 1.260525 0.47260909 0.002424283 0.4751125 0.58593426 0.132167504
MOBKL2B NM_024761_bp795_R AGCTAAAAAGGCAGGATGATCTCAAGTATATCTCTTGAATATACTTGAGATCATCCTGCCGG Hs.573014 8999 1.131575 0.5159404 0.005020513 0.5055875 0.57684599 0.110622579
MOBKL2B NM_024761_bp795_R AGCTAAAAAGGCAGGATGATCTCAAGTATATCTCTTGAATATACTTGAGATCATCCTGCCGG Hs.573014 14375 1.4502 0.32907114 0.000487617 0.4719875 0.59630878 0.13752736
MOBKL2C NM_145279_bp2329_R AGCTAAAAAGCCCATCAATTGCTACATAGATCTCTTGAATCTATGTAGCAATTGATGGGCGG Hs.100874 3458 -1.002966667 0.22882117 0.006243283 1.155675 0.59647993 0.035607805
MOBKL2C NM_145279_bp2329_R AGCTAAAAAGCCCATCAATTGCTACATAGATCTCTTGAATCTATGTAGCAATTGATGGGCGG Hs.100874 8834 -0.252166667 0.55748998 0.421360892 0.9344875 1.21011807 0.088486356
MOBKL2C NM_145279_bp2329_R AGCTAAAAAGCCCATCAATTGCTACATAGATCTCTTGAATCTATGTAGCAATTGATGGGCGG Hs.100874 14210 -0.909325 0.10152184 0.001085846 0.1904625 0.63806213 0.531781109
MOBKL2C NM_145279_bp631_R AGCTAAAAAGGAGTTCCCTTCCCTAAGAACTCTCTTGAAGTTCTTAGGGAAGGGAACTCCGG Hs.100874 3815 0.352 0.33972104 0.179536509 -0.1703
MOBKL2C NM_145279_bp631_R AGCTAAAAAGGAGTTCCCTTCCCTAAGAACTCTCTTGAAGTTCTTAGGGAAGGGAACTCCGG Hs.100874 9191 0.341733333 0.37203605 0.203892436 -0.207
MOBKL2C NM_145279_bp631_R AGCTAAAAAGGAGTTCCCTTCCCTAAGAACTCTCTTGAAGTTCTTAGGGAAGGGAACTCCGG Hs.100874 14567 0.285166667 0.40068286 0.288731832 -0.2128
MOS NM_005372_bp241_R AGCTAAAAAGGTGTTCCTGTGGCCATAAAGTCTCTTGAACTTTATGGCCACAGGAACACCGG Hs.533432 1659 2.937966667 4.07955843 0.153163443 -1.209333333 3.84348041 0.518238167
MOS NM_005372_bp241_R AGCTAAAAAGGTGTTCCTGTGGCCATAAAGTCTCTTGAACTTTATGGCCACAGGAACACCGG Hs.533432 7035 3.158866667 4.19030301 0.139080364 -1.149 4.19747883 0.570754939
MOS NM_005372_bp241_R AGCTAAAAAGGTGTTCCTGTGGCCATAAAGTCTCTTGAACTTTATGGCCACAGGAACACCGG Hs.533432 12411 2.9294 4.22815126 0.165515281 -1.389433333 4.07813413 0.486352454
MOS NM_005372_bp512_R AGCTAAAAAGACAGTTAAGTTTGGGAAAGTTCTCTTGAAACTTTCCCAAACTTAACTGTCGG Hs.533432 396 2.057475 3.88546242 0.230474885 -0.927733333 2.64683077 0.477324797
MOS NM_005372_bp512_R AGCTAAAAAGACAGTTAAGTTTGGGAAAGTTCTCTTGAAACTTTCCCAAACTTAACTGTCGG Hs.533432 5772 2.617775 4.72597404 0.212232006 -1.381 3.23861824 0.394281819
MOS NM_005372_bp512_R AGCTAAAAAGACAGTTAAGTTTGGGAAAGTTCTCTTGAAACTTTCCCAAACTTAACTGTCGG Hs.533432 11148 3.0628 5.17926222 0.187317809 -2.181633333 2.81810484 0.163979405
MOSC2 AK125512_bp185_R AGCTAAAAAGGTGCTTAAATGCACTAAACATCTCTTGAATGTTTAGTGCATTTAAGCACCGG Hs.369042 3881 0.9567875 0.89738196 0.049063801 -0.524675 0.19632705 0.03412634
MOSC2 AK125512_bp185_R AGCTAAAAAGGTGCTTAAATGCACTAAACATCTCTTGAATGTTTAGTGCATTTAAGCACCGG Hs.369042 9257 0.6383125 0.4475033 0.031588301 -0.396925 0.14047955 0.077067796
MOSC2 AK125512_bp185_R AGCTAAAAAGGTGCTTAAATGCACTAAACATCTCTTGAATGTTTAGTGCATTTAAGCACCGG Hs.369042 14633 0.5639375 0.43892806 0.045675505 -0.403025 0.12359939 0.071911075
MOSC2 AK125512_bp247_R AGCTAAAAAGGGGCATTTGTTTCAATGAGTTCTCTTGAAACTCATTGAAACAAATGCCCCGG Hs.369042 3883 4.0347125 0.33034675 3.35E-06 0.829225 0.09944571 0.003877645
MOSC2 AK125512_bp247_R AGCTAAAAAGGGGCATTTGTTTCAATGAGTTCTCTTGAAACTCATTGAAACAAATGCCCCGG Hs.369042 9259 4.0868375 0.22283922 1.44E-06 0.799575 0.97626892 0.08370423
MOSC2 AK125512_bp247_R AGCTAAAAAGGGGCATTTGTTTCAATGAGTTCTCTTGAAACTCATTGAAACAAATGCCCCGG Hs.369042 14635 4.0626625 0.40390215 5.56E-06 0.870625 0.36423886 0.007390792
MOSC2 AK125512_bp2874_R AGCTAAAAAGGGGGGAATATGAAAGTATATTCTCTTGAAATATACTTTCATATTCCCCCCGG Hs.369042 3879 -0.238133333 0.22608154 0.279450462 -0.39585 0.52339776 0.174110948
MOSC2 AK125512_bp2874_R AGCTAAAAAGGGGGGAATATGAAAGTATATTCTCTTGAAATATACTTTCATATTCCCCCCGG Hs.369042 9255 -0.291866667 0.3227714 0.241254225 -0.37965 0.53294673 0.19336187
MOSC2 AK125512_bp2874_R AGCTAAAAAGGGGGGAATATGAAAGTATATTCTCTTGAAATATACTTTCATATTCCCCCCGG Hs.369042 14631 -0.1846625 0.35722542 0.3738059 -0.294275 0.4978965 0.284804278
MPL NM_005373_bp1404_R AGCTAAAAAGCGATCTCGCTACCGTTTACATCTCTTGAATGTAAACGGTAGCGAGATCGCGG Hs.82906 3349 -0.476225 0.23803225 0.029976433 -0.4141125 0.37324387 0.11163825 0.786725 0.95369358 0.197536981 0.0144 0.3140727 0.932717586
MPL NM_005373_bp1404_R AGCTAAAAAGCGATCTCGCTACCGTTTACATCTCTTGAATGTAAACGGTAGCGAGATCGCGG Hs.82906 8725 -0.09485 0.87509302 0.80386331 -0.4289875 0.37963196 0.103339631 0.74705 0.98560439 0.226796467 0.056875 0.3010992 0.730737063
MPL NM_005373_bp1404_R AGCTAAAAAGCGATCTCGCTACCGTTTACATCTCTTGAATGTAAACGGTAGCGAGATCGCGG Hs.82906 14101 -0.5546 0.21093345 0.015021423 -0.2591375 0.32388931 0.268841364 0.715825 0.89570053 0.208256533 0.075825 0.30891977 0.657161142
MPL NM_005373_bp1589_R AGCTAAAAAGGCAGTTTCCTGCACACTACATCTCTTGAATGTAGTGTGCAGGAAACTGCCGG Hs.82906 3351 -0.4566 1.0068625 0.316195478 -0.5695875 0.71815045 0.114878424 -0.122933333 0.60352996 0.757949379 1.0742 0.57217236 0.082971559
MPL NM_005373_bp1589_R AGCTAAAAAGGCAGTTTCCTGCACACTACATCTCTTGAATGTAGTGTGCAGGAAACTGCCGG Hs.82906 8727 -0.426475 0.97300288 0.332586669 -0.6115625 0.70299378 0.091474465 0.0385 0.72302056 0.934922013 1.258133333 0.71193107 0.092208803
MPL NM_005373_bp1589_R AGCTAAAAAGGCAGTTTCCTGCACACTACATCTCTTGAATGTAGTGTGCAGGAAACTGCCGG Hs.82906 14103 -0.393525 0.91706066 0.344769165 -0.6001625 0.70232672 0.096197887 -0.0185 0.63619302 0.964407934 1.193366667 0.56608948 0.06750077
MPL NM_005373_bp517_R AGCTAAAAAGCTCCAGAAATCAGTGATTTCTCTCTTGAAGAAATCACTGATTTCTGGAGCGG Hs.82906 3347 -1.1127 0.1988331 0.003838594 -0.27195 0.05833631 0.431015375 0.304625 0.68192793 0.437457992 0.42865 0.46903432 0.165031651
MPL NM_005373_bp517_R AGCTAAAAAGCTCCAGAAATCAGTGATTTCTCTCTTGAAGAAATCACTGATTTCTGGAGCGG Hs.82906 14099 -0.715125 0.21992345 0.005689046 -0.1720875 0.09361537 0.383151135 0.336075 0.64640334 0.374858141 0.366225 0.49076618 0.232400994
MPL NM_005373_bp517_R AGCTAAAAAGCTCCAGAAATCAGTGATTTCTCTCTTGAAGAAATCACTGATTTCTGGAGCGG Hs.82906 8723 -1.123266667 0.23564461 0.004249376 -0.3283 0.3407 0.66040231 0.378062842 0.44675 0.54107459 0.197235167
MS4A7 AK057418_bp139_R AGCTAAAAAGCAACTCACGTCGTCACTATATCTCTTGAATATAGTGACGACGTGAGTTGCGG Hs.530735 4037 -0.2946875 0.30281542 0.151804872 -0.856975 0.04353423 0.003068578
MS4A7 AK057418_bp139_R AGCTAAAAAGCAACTCACGTCGTCACTATATCTCTTGAATATAGTGACGACGTGAGTTGCGG Hs.530735 9413 -0.2245125 0.27309222 0.236331856 -0.813375 0.08916787 0.00418468
MS4A7 AK057418_bp139_R AGCTAAAAAGCAACTCACGTCGTCACTATATCTCTTGAATATAGTGACGACGTGAGTTGCGG Hs.530735 14789 -0.1216375 0.36752793 0.554451189 -0.787425 0.08967011 0.004892177
MS4A7 AK057418_bp2912_R AGCTAAAAAGCCACCTCATTAACTTACAAATCTCTTGAATTTGTAAGTTAATGAGGTGGCGG Hs.530735 4033 -0.7222375 0.27337845 0.007488454 -0.2273 0.18313804 0.278993713
MS4A7 AK057418_bp2912_R AGCTAAAAAGCCACCTCATTAACTTACAAATCTCTTGAATTTGTAAGTTAATGAGGTGGCGG Hs.530735 9409 -0.6968125 0.27738004 0.008873258 -0.174575 0.12815619 0.382936338
MS4A7 AK057418_bp2912_R AGCTAAAAAGCCACCTCATTAACTTACAAATCTCTTGAATTTGTAAGTTAATGAGGTGGCGG Hs.530735 14785 -0.6880375 0.27427852 0.009168511 -0.129 0.08136392 0.505605112
MS4A7 AK057418_bp62_R AGCTAAAAAGCGGCAATGTTTGCTCACTCTTCTCTTGAAAGAGTGAGCAAACATTGCCGCGG Hs.530735 4035 0.7339375 0.44462387 0.018918681 0.093275 0.15192304 0.636996685
MS4A7 AK057418_bp62_R AGCTAAAAAGCGGCAATGTTTGCTCACTCTTCTCTTGAAAGAGTGAGCAAACATTGCCGCGG Hs.530735 9411 0.7910125 0.52145637 0.021324952 0.1185 0.06498046 0.537905727
MS4A7 AK057418_bp62_R AGCTAAAAAGCGGCAATGTTTGCTCACTCTTCTCTTGAAAGAGTGAGCAAACATTGCCGCGG Hs.530735 14787 0.7228875 0.51259179 0.028165498 0.223125 0.08869041 0.267467946
MST1R NM_002447_bp1453_R AGCTAAAAAGCTGGTCAGGTCACTAAACTATCTCTTGAATAGTTTAGTGACCTGACCAGCGG Hs.517973 183 -0.354925 0.31334877 0.101403142 -0.4307125 0.51347927 0.147134131
MST1R NM_002447_bp1453_R AGCTAAAAAGCTGGTCAGGTCACTAAACTATCTCTTGAATAGTTTAGTGACCTGACCAGCGG Hs.517973 5559 -0.218475 0.26694386 0.243763138 -0.4686625 0.43181688 0.090934374
MST1R NM_002447_bp1453_R AGCTAAAAAGCTGGTCAGGTCACTAAACTATCTCTTGAATAGTTTAGTGACCTGACCAGCGG Hs.517973 10935 -0.30635 0.45976735 0.222073644 -0.8573125 1.60464018 0.261370497
MST1R NM_002447_bp3137_R AGCTAAAAAGGAGCATCCTTCTCCGATAGTTCTCTTGAAACTATCGGAGAAGGATGCTCCGG Hs.517973 1731 -0.0994 0.08669129 0.70472861
MST1R NM_002447_bp3137_R AGCTAAAAAGGAGCATCCTTCTCCGATAGTTCTCTTGAAACTATCGGAGAAGGATGCTCCGG Hs.517973 7107 -0.10495 0.07940809 0.689024744
MST1R NM_002447_bp3137_R AGCTAAAAAGGAGCATCCTTCTCCGATAGTTCTCTTGAAACTATCGGAGAAGGATGCTCCGG Hs.517973 12483 0.11015 0.13060262 0.679505045
MST1R NM_002447_bp887_R AGCTAAAAAGAGCCAGAGTTGGGTGACTATTCTCTTGAAATAGTCACCCAACTCTGGCTCGG Hs.517973 10936 0.0516 1.22074915 0.931161205 1.1984625 2.47141009 0.297337982
MST1R NM_002447_bp887_R AGCTAAAAAGAGCCAGAGTTGGGTGACTATTCTCTTGAAATAGTCACCCAACTCTGGCTCGG Hs.517973 184 -0.8234 0.042983333 1.10236759 0.937436143
MST1R NM_002447_bp887_R AGCTAAAAAGAGCCAGAGTTGGGTGACTATTCTCTTGAAATAGTCACCCAACTCTGGCTCGG Hs.517973 5560 -0.8177 -0.02295 1.03993158 0.964791203
MST4 NM_016542_bp248_R AGCTAAAAAGTGCCTGGGATGCAGAATAACTCTCTTGAAGTTATTCTGCATCCCAGGCACGG Hs.444247 570 0.195425 4.34967285 0.91226818 -5.8303
MST4 NM_016542_bp248_R AGCTAAAAAGTGCCTGGGATGCAGAATAACTCTCTTGAAGTTATTCTGCATCCCAGGCACGG Hs.444247 5946 -0.190725 5.04254713 0.926030068 -5.2137
MST4 NM_016542_bp248_R AGCTAAAAAGTGCCTGGGATGCAGAATAACTCTCTTGAAGTTATTCTGCATCCCAGGCACGG Hs.444247 11322 -0.441475 4.65952912 0.816607153 -4.8959
MST4 NM_016542_bp494_R AGCTAAAAAGGGTCTAAATTATGGATAATATCTCTTGAATATTATCCATAATTTAGACCCGG Hs.444247 571 -1.10295 0.79367624 0.021098127 0.7666 1.7784046 0.396484089
MST4 NM_016542_bp494_R AGCTAAAAAGGGTCTAAATTATGGATAATATCTCTTGAATATTATCCATAATTTAGACCCGG Hs.444247 5947 -1.2281 1.04792384 0.034168922 0.714433333 1.43006048 0.33944522
MST4 NM_016542_bp494_R AGCTAAAAAGGGTCTAAATTATGGATAATATCTCTTGAATATTATCCATAATTTAGACCCGG Hs.444247 11323 -1.42465 0.32321798 0.000508749 0.9292 1.75934311 0.311425334
MSX1 NM_002448_bp1384_R AGCTAAAAAGCAGAGAGGTTAACAGATTTATCTCTTGAATAAATCTGTTAACCTCTCTGCGG Hs.424414 3380 1.4524 0.34912267 0.000557287 1.158525 0.28749501 0.001300684
MSX1 NM_002448_bp1384_R AGCTAAAAAGCAGAGAGGTTAACAGATTTATCTCTTGAATAAATCTGTTAACCTCTCTGCGG Hs.424414 8756 1.2677 0.16762134 0.000315658 0.78785 0.44450877 0.015934472
MSX1 NM_002448_bp1384_R AGCTAAAAAGCAGAGAGGTTAACAGATTTATCTCTTGAATAAATCTGTTAACCTCTCTGCGG Hs.424414 14132 1.193075 0.27183607 0.000815719 0.880425 0.28981687 0.00517039
MSX1 NM_002448_bp232_R AGCTAAAAAGCTGCTGACATGACTTCTTTGTCTCTTGAACAAAGAAGTCATGTCAGCAGCGG Hs.424414 3382 -0.1435 0.21533551 0.393546083 -0.081375 0.62257618 0.783367176
MSX1 NM_002448_bp232_R AGCTAAAAAGCTGCTGACATGACTTCTTTGTCTCTTGAACAAAGAAGTCATGTCAGCAGCGG Hs.424414 8758 -0.635525 0.65811133 0.076345628 -0.1217 0.61219506 0.67920977
MSX1 NM_002448_bp232_R AGCTAAAAAGCTGCTGACATGACTTCTTTGTCTCTTGAACAAAGAAGTCATGTCAGCAGCGG Hs.424414 14134 -0.30165 0.53034898 0.268414534 -0.076325 0.65395623 0.80225473
MSX1 NM_002448_bp859_R AGCTAAAAAGAGACGCAGGTGAAGATATGGTCTCTTGAACCATATCTTCACCTGCGTCTCGG Hs.424414 3378 4.114425 1.50415894 0.000963551 4.345725 0.53297506 2.54E-06
MSX1 NM_002448_bp859_R AGCTAAAAAGAGACGCAGGTGAAGATATGGTCTCTTGAACCATATCTTCACCTGCGTCTCGG Hs.424414 8754 3.164775 1.33029321 0.001872129 3.441225 0.63118841 1.78E-05
MSX1 NM_002448_bp859_R AGCTAAAAAGAGACGCAGGTGAAGATATGGTCTCTTGAACCATATCTTCACCTGCGTCTCGG Hs.424414 14130 3.96425 1.3835692 0.000793152 3.827525 0.75070559 1.83E-05
MTA2 NM_004739_bp1210_R AGCTAAAAAGAGGAGGCCCTAGAGAAGTATTCTCTTGAAATACTTCTCTAGGGCCTCCTCGG Hs.173043 2054 1.5098125 0.13375753 0.000113786 -0.1187875 0.59674951 0.681998339
MTA2 NM_004739_bp1210_R AGCTAAAAAGAGGAGGCCCTAGAGAAGTATTCTCTTGAAATACTTCTCTAGGGCCTCCTCGG Hs.173043 7430 1.8042125 0.38440849 0.000256036 -0.0473625 0.59089124 0.868697254
MTA2 NM_004739_bp1210_R AGCTAAAAAGAGGAGGCCCTAGAGAAGTATTCTCTTGAAATACTTCTCTAGGGCCTCCTCGG Hs.173043 12806 1.6215625 0.39032891 0.000442852 -0.1086625 0.2450782 0.605585543
MTA2 NM_004739_bp1321_R AGCTAAAAAGACCGGTATATTCAGCAGAAATCTCTTGAATTTCTGCTGAATATACCGGTCGG Hs.173043 1077 0.5838625 0.24272231 0.014607741 -0.1810375 0.43316058 0.47120824
MTA2 NM_004739_bp1321_R AGCTAAAAAGACCGGTATATTCAGCAGAAATCTCTTGAATTTCTGCTGAATATACCGGTCGG Hs.173043 6453 0.5404125 0.18729441 0.01472962 -0.2551875 0.48185774 0.340972325
MTA2 NM_004739_bp1321_R AGCTAAAAAGACCGGTATATTCAGCAGAAATCTCTTGAATTTCTGCTGAATATACCGGTCGG Hs.173043 11829 0.5110125 0.15207643 0.015508915 -0.3927875 0.69955427 0.243901268
MTA2 NM_004739_bp1820_R AGCTAAAAAGACGGCCTTATGCTCCTATCATCTCTTGAATGATAGGAGCATAAGGCCGTCGG Hs.173043 1076 1.3816125 0.29970686 0.000498397 -0.3143875 0.36649208 0.204649306
MTA2 NM_004739_bp1820_R AGCTAAAAAGACGGCCTTATGCTCCTATCATCTCTTGAATGATAGGAGCATAAGGCCGTCGG Hs.173043 6452 1.3480125 0.21765846 0.000320337 -0.48115 0.21328514 0.100628123
MTA2 NM_004739_bp1820_R AGCTAAAAAGACGGCCTTATGCTCCTATCATCTCTTGAATGATAGGAGCATAAGGCCGTCGG Hs.173043 11828 1.3022125 0.27566802 0.000556929 -0.2938625 0.38141505 0.23766632
MTA3 XM_038567_bp1152_R AGCTAAAAAGGCAGCCTAGTTTGCATATGATCTCTTGAATCATATGCAAACTAGGCTGCCGG Hs.435413 1075 0.0025875 0.08877027 0.985317302 0.6534125 0.65496514 0.065933783
MTA3 XM_038567_bp1152_R AGCTAAAAAGGCAGCCTAGTTTGCATATGATCTCTTGAATCATATGCAAACTAGGCTGCCGG Hs.435413 6451 0.0197875 0.0800529 0.887508914 0.6910125 0.61832503 0.049190392
MTA3 XM_038567_bp1152_R AGCTAAAAAGGCAGCCTAGTTTGCATATGATCTCTTGAATCATATGCAAACTAGGCTGCCGG Hs.435413 11827 0.0490125 0.08627397 0.728616496 0.6734875 0.5845318 0.048076718
MTA3 XM_038567_bp1980_R AGCTAAAAAGACGGCCGTTTGTTGCTATTATCTCTTGAATAATAGCAACAAACGGCCGTCGG Hs.435413 1073 0.4935375 0.22182219 0.024422061 0.2484125 0.34514683 0.295492862
MTA3 XM_038567_bp1980_R AGCTAAAAAGACGGCCGTTTGTTGCTATTATCTCTTGAATAATAGCAACAAACGGCCGTCGG Hs.435413 6449 0.1356875 0.06508008 0.350151286 0.0531875 0.22954938 0.796444339
MTA3 XM_038567_bp1980_R AGCTAAAAAGACGGCCGTTTGTTGCTATTATCTCTTGAATAATAGCAACAAACGGCCGTCGG Hs.435413 11825 0.0922875 0.09471366 0.522783928 0.0662125 0.30440745 0.762469062
MTA3 XM_038567_bp2090_R AGCTAAAAAGCATGTATCATTGGGTATTTATCTCTTGAATAAATACCCAATGATACATGCGG Hs.435413 1074 0.2302625 0.3918149 0.299778942 0.2755875 0.33396413 0.246412403
MTA3 XM_038567_bp2090_R AGCTAAAAAGCATGTATCATTGGGTATTTATCTCTTGAATAAATACCCAATGATACATGCGG Hs.435413 6450 0.2096875 0.38616109 0.336881891 0.2304375 0.35694472 0.333524874
MTA3 XM_038567_bp2090_R AGCTAAAAAGCATGTATCATTGGGTATTTATCTCTTGAATAAATACCCAATGATACATGCGG Hs.435413 11826 0.1999625 0.38714558 0.358366388 0.2258875 0.33302711 0.332803074
MTHFD1L AK127089_bp1995_R AGCTAAAAAGGACCGACGTTTGGAGTGAAATCTCTTGAATTTCACTCCAAACGTCGGTCCGG Hs.268698 4710 0.2215875 0.52210927 0.397664829 0.1404875 0.12217291 0.361382252 0.40455 0.60099928 0.270906026 0.74965 0.3559783 0.024450107
MTHFD1L AK127089_bp1995_R AGCTAAAAAGGACCGACGTTTGGAGTGAAATCTCTTGAATTTCACTCCAAACGTCGGTCCGG Hs.268698 10086 0.4870375 0.29658229 0.037079118 0.1873875 0.13898885 0.247203579 0.4076 0.61681771 0.278041465 0.767525 0.35885621 0.023463788
MTHFD1L AK127089_bp1995_R AGCTAAAAAGGACCGACGTTTGGAGTGAAATCTCTTGAATTTCACTCCAAACGTCGGTCCGG Hs.268698 15462 1.2205375 1.00233847 0.030426162 0.6255875 2.22016676 0.528075197 0.436425 0.59401705 0.238058162 0.735375 0.45813976 0.048946348
MTHFD1L AK127089_bp262_R AGCTAAAAAGAGGCTTTGATAGTGTTATCATCTCTTGAATGATAACACTATCAAAGCCTCGG Hs.268698 4712 -0.3084375 0.09392264 0.069945454 0.2865875 0.39689649 0.231267019 0.166 0.66759744 0.65313698 0.990325 0.60693396 0.047011722
MTHFD1L AK127089_bp262_R AGCTAAAAAGAGGCTTTGATAGTGTTATCATCTCTTGAATGATAACACTATCAAAGCCTCGG Hs.268698 10088 -0.2788875 0.0936549 0.092286841 0.1548625 0.47039256 0.536143582 0.28575 0.67375639 0.458626186 1.00755 0.57233855 0.038894417
MTHFD1L AK127089_bp262_R AGCTAAAAAGAGGCTTTGATAGTGTTATCATCTCTTGAATGATAACACTATCAAAGCCTCGG Hs.268698 15464 -0.1899625 0.04161994 0.20456328 0.8225375 0.73532221 0.058781098 0.28225 0.64241074 0.444246841 0.9942 0.62639539 0.050311914
MTHFD1L AK127089_bp2823_R AGCTAAAAAGTGCCCAACGTGGTTGTGTTATCTCTTGAATAACACAACCACGTTGGGCACGG Hs.268698 4708 -0.1609125 0.23828286 0.35725401 0.2414875 0.81891718 0.533526088 0.501175 0.36057854 0.068999994 0.13075 0.43408757 0.58938835
MTHFD1L AK127089_bp2823_R AGCTAAAAAGTGCCCAACGTGGTTGTGTTATCTCTTGAATAACACAACCACGTTGGGCACGG Hs.268698 10084 0.0252125 0.15699995 0.866825493 -0.0617375 0.56555021 0.825714496 0.5605 0.37126675 0.056786495 0.2266 0.38905886 0.328280472
MTHFD1L AK127089_bp2823_R AGCTAAAAAGTGCCCAACGTGGTTGTGTTATCTCTTGAATAACACAACCACGTTGGGCACGG Hs.268698 15460 0.1480125 0.26907186 0.413269587 0.1731125 0.54232313 0.532558167 0.519725 0.37002816 0.067342355 0.149025 0.51957641 0.606393151
MTIF2 NM_002453_bp1294_R AGCTAAAAAGCAGAAATGTTAGAATTGAAATCTCTTGAATTTCAATTCTAACATTTCTGCGG Hs.149894 2849 0.47685 -0.6322125 1.35786745 0.288722668
MTIF2 NM_002453_bp1294_R AGCTAAAAAGCAGAAATGTTAGAATTGAAATCTCTTGAATTTCAATTCTAACATTTCTGCGG Hs.149894 8225 0.11115 0.01796051 0.468990067 -0.6324125 1.10086702 0.213482652
MTIF2 NM_002453_bp1294_R AGCTAAAAAGCAGAAATGTTAGAATTGAAATCTCTTGAATTTCAATTCTAACATTTCTGCGG Hs.149894 13601 0.2497 0.4705207 0.225806879 -0.7428875 1.30149197 0.201294753
MTIF2 NM_002453_bp1927_R AGCTAAAAAGTGGGTGATATAAGTGCAAATTCTCTTGAAATTTGCACTTATATCACCCACGG Hs.149894 2847 -0.09045 0.25452467 0.836497964 -0.1606625 0.69966592 0.713401134
MTIF2 NM_002453_bp1927_R AGCTAAAAAGTGGGTGATATAAGTGCAAATTCTCTTGAAATTTGCACTTATATCACCCACGG Hs.149894 8223 -0.058825 0.26174434 0.98965998 -0.1698125 0.71018968 0.695293783
MTIF2 NM_002453_bp1927_R AGCTAAAAAGTGGGTGATATAAGTGCAAATTCTCTTGAAATTTGCACTTATATCACCCACGG Hs.149894 13599 -0.0965 0.3569982 0.834470563 -0.1294375 0.66280259 0.779488594
MTIF2 NM_002453_bp806_R AGCTAAAAAGGTCCCCAGTTGTTACTATAATCTCTTGAATTATAGTAACAACTGGGGACCGG Hs.149894 2845 4.99935 3.29384039 0.010999272 3.5481125 3.22352716 0.019936181



MTIF2 NM_002453_bp806_R AGCTAAAAAGGTCCCCAGTTGTTACTATAATCTCTTGAATTATAGTAACAACTGGGGACCGG Hs.149894 8221 3.728925 2.2602179 0.00797124 2.1677625 2.30793328 0.037125899
MTIF2 NM_002453_bp806_R AGCTAAAAAGGTCCCCAGTTGTTACTATAATCTCTTGAATTATAGTAACAACTGGGGACCGG Hs.149894 13597 4.19465 2.5810392 0.008427501 2.6165875 2.56316855 0.027142199
MTMR6 NM_004685_bp1740_R AGCTAAAAAGTTCCGAATCTCACAGATTTATCTCTTGAATAAATCTGTGAGATTCGGAACGG Hs.591220 3303 0.402975 0.66787402 0.221580081 -0.2960125 0.44960616 0.26199217 0.619275 0.81530393 0.226042633 0.22375 0.35502967 0.296624643
MTMR6 NM_004685_bp1740_R AGCTAAAAAGTTCCGAATCTCACAGATTTATCTCTTGAATAAATCTGTGAGATTCGGAACGG Hs.591220 8679 -0.3497 0.6911398 0.291704183 -0.1935125 0.36193454 0.413309919 0.6478 0.74868761 0.181976333 0.317875 0.31414758 0.136164943
MTMR6 NM_004685_bp1740_R AGCTAAAAAGTTCCGAATCTCACAGATTTATCTCTTGAATAAATCTGTGAGATTCGGAACGG Hs.591220 14055 -0.09685 0.51983176 0.70203721 -0.0030875 0.55524569 0.991089252 0.634925 0.82286897 0.220466905 0.37105 0.36920235 0.137982276
MTMR6 NM_004685_bp2085_R AGCTAAAAAGCCCGGCAGATAATCGTTATATCTCTTGAATATAACGATTATCTGCCGGGCGG Hs.591220 3301 0.000566667 0.35033485 0.998064287 0.277783333 0.54378702 0.397499429 0.116475 0.19120334 0.310169032 0.029625 0.26271125 0.836055523
MTMR6 NM_004685_bp2085_R AGCTAAAAAGCCCGGCAGATAATCGTTATATCTCTTGAATATAACGATTATCTGCCGGGCGG Hs.591220 8677 -0.898266667 0.52851663 0.029838202 -0.07761667 0.39402163 0.783964981 0.1098 0.21597066 0.38411172 -0.003925 0.33704888 0.982881177
MTMR6 NM_004685_bp2085_R AGCTAAAAAGCCCGGCAGATAATCGTTATATCTCTTGAATATAACGATTATCTGCCGGGCGG Hs.591220 14053 -0.918175 0.14700069 0.001271689 0.1715375 0.32876912 0.45281587 0.128675 0.19075629 0.270094368 0.007 0.37039024 0.972223332
MuLK NM_018238_bp1131_R AGCTAAAAAGCCAGTGCACTTTGCTTATCCTCTCTTGAAGGATAAGCAAAGTGCACTGGCGG Hs.260238 1774 1.18315 0.20739442 0.017772459 0.704 1.56793858 0.425744158
MuLK NM_018238_bp1131_R AGCTAAAAAGCCAGTGCACTTTGCTTATCCTCTCTTGAAGGATAAGCAAAGTGCACTGGCGG Hs.260238 12526
MuLK NM_018238_bp1131_R AGCTAAAAAGCCAGTGCACTTTGCTTATCCTCTCTTGAAGGATAAGCAAAGTGCACTGGCGG Hs.260238 7150
MuLK NM_018238_bp161_R AGCTAAAAAGCTCAGGTGTTTGGCAATCAATCTCTTGAATTGATTGCCAAACACCTGAGCGG Hs.260238 582 -0.254325 0.08041225 0.113904892 -0.1049 0.12239779 0.486237269
MuLK NM_018238_bp161_R AGCTAAAAAGCTCAGGTGTTTGGCAATCAATCTCTTGAATTGATTGCCAAACACCTGAGCGG Hs.260238 5958 -0.083525 0.10256586 0.563881963 0.07155 0.09127404 0.619506255
MuLK NM_018238_bp161_R AGCTAAAAAGCTCAGGTGTTTGGCAATCAATCTCTTGAATTGATTGCCAAACACCTGAGCGG Hs.260238 11334 -0.076575 0.14445312 0.610016001 0.37075 0.1175656 0.048163381
MuLK NM_018238_bp677_R AGCTAAAAAGGCGTCAAAGTTAGCAAGTACTCTCTTGAAGTACTTGCTAACTTTGACGCCGG Hs.260238 583 -0.781075 0.38503937 0.010669026 0.093425 0.40866848 0.678333129
MuLK NM_018238_bp677_R AGCTAAAAAGGCGTCAAAGTTAGCAAGTACTCTCTTGAAGTACTTGCTAACTTTGACGCCGG Hs.260238 5959 -0.364033333 0.37220361 0.181477149 0.517475 0.36688938 0.052439844
MuLK NM_018238_bp677_R AGCTAAAAAGGCGTCAAAGTTAGCAAGTACTCTCTTGAAGTACTTGCTAACTTTGACGCCGG Hs.260238 11335 -0.303325 0.38396516 0.183884845 0.753375 0.40910729 0.019207249
MUSK NM_005592_bp1392_R AGCTAAAAAGACTGCCACATCTAGATTATATCTCTTGAATATAATCTAGATGTGGCAGTCGG Hs.521653 1705 -0.19565
MUSK NM_005592_bp1746_R AGCTAAAAAGCCTGGAGTATCCAAGGAATATCTCTTGAATATTCCTTGGATACTCCAGGCGG Hs.521653 419 -1.753675 0.23932029 0.006204923 -2.231266667 1.19010601 0.019679347
MUSK NM_005592_bp1746_R AGCTAAAAAGCCTGGAGTATCCAAGGAATATCTCTTGAATATTCCTTGGATACTCCAGGCGG Hs.521653 5795 -1.794325 0.22072338 0.005628312 -3.908866667 2.62043658 0.034131752
MUSK NM_005592_bp1746_R AGCTAAAAAGCCTGGAGTATCCAAGGAATATCTCTTGAATATTCCTTGGATACTCCAGGCGG Hs.521653 11171 -1.790525 0.20912683 0.005557311 -3.908966667 2.6144029 0.033912882
MUSK NM_005592_bp386_R AGCTAAAAAGCCCTGCAAGTGAAGATGAAATCTCTTGAATTTCATCTTCACTTGCAGGGCGG Hs.521653 420 -0.40285 0.46426613 0.128101729 -0.692966667 0.71862099 0.133827528
MUSK NM_005592_bp386_R AGCTAAAAAGCCCTGCAAGTGAAGATGAAATCTCTTGAATTTCATCTTCACTTGCAGGGCGG Hs.521653 5796 -0.804525 0.54760929 0.022781816 -1.919533333 1.11636984 0.025909032
MUSK NM_005592_bp386_R AGCTAAAAAGCCCTGCAAGTGAAGATGAAATCTCTTGAATTTCATCTTCACTTGCAGGGCGG Hs.521653 11172 -1.254175 0.83585058 0.015414972 -2.350433333 1.88803591 0.057226392
MX1 AK096355_bp1536_R AGCTAAAAAGTCCCGGATCTGACTCTAATATCTCTTGAATATTAGAGTCAGATCCGGGACGG Hs.517307 4044 0.2060875 0.05839493 0.177076422 -0.588225 0.46149822 0.050694883
MX1 AK096355_bp1536_R AGCTAAAAAGTCCCGGATCTGACTCTAATATCTCTTGAATATTAGAGTCAGATCCGGGACGG Hs.517307 9420 0.1806875 0.14537445 0.256116849 -0.4943 0.44798563 0.083519743
MX1 AK096355_bp1536_R AGCTAAAAAGTCCCGGATCTGACTCTAATATCTCTTGAATATTAGAGTCAGATCCGGGACGG Hs.517307 14796 0.1680125 0.11301631 0.272985844 -0.4651 0.43044443 0.094553141
MX1 AK096355_bp2357_R AGCTAAAAAGCTGCCAGGCTTTGTGAATTATCTCTTGAATAATTCACAAAGCCTGGCAGCGG Hs.517307 4042 -1.0107875 0.33604148 0.002659494 -0.8564 0.45066242 0.011459304
MX1 AK096355_bp2357_R AGCTAAAAAGCTGCCAGGCTTTGTGAATTATCTCTTGAATAATTCACAAAGCCTGGCAGCGG Hs.517307 9418 -0.8581125 0.39425543 0.007716502 -0.4407 0.59522126 0.160510731
MX1 AK096355_bp2357_R AGCTAAAAAGCTGCCAGGCTTTGTGAATTATCTCTTGAATAATTCACAAAGCCTGGCAGCGG Hs.517307 14794 -0.7999125 0.34934375 0.007827673 -0.619075 0.59084816 0.06445589
MX1 AK096355_bp3433_R AGCTAAAAAGTCTCCTCTCTCTGTAATAAATCTCTTGAATTTATTACAGAGAGAGGAGACGG Hs.517307 4046 -1.1617125 0.34080426 0.001474028 -0.099225 0.28275184 0.646362025
MX1 AK096355_bp3433_R AGCTAAAAAGTCTCCTCTCTCTGTAATAAATCTCTTGAATTTATTACAGAGAGAGGAGACGG Hs.517307 9422 -1.0103375 0.21296618 0.001194178 -0.016875 0.17448063 0.932179706
MX1 AK096355_bp3433_R AGCTAAAAAGTCTCCTCTCTCTGTAATAAATCTCTTGAATTTATTACAGAGAGAGGAGACGG Hs.517307 14798 -1.0640875 0.29447803 0.001603938 -0.1628 0.2614834 0.450996944
MYBL1 X66087_bp295_R AGCTAAAAAGTCCTGGTAATGAACAACTTATCTCTTGAATAAGTTGTTCATTACCAGGACGG Hs.445898 4905 0.2093875 0.45072998 0.378831461 0.2944875 0.76835319 0.429230864 0.441325 0.37909731 0.102306817 0.507175 0.65878026 0.221258634
MYBL1 X66087_bp295_R AGCTAAAAAGTCCTGGTAATGAACAACTTATCTCTTGAATAAGTTGTTCATTACCAGGACGG Hs.445898 10281 0.1690125 0.35741115 0.41267914 0.3616625 0.78986809 0.350522804 0.4452 0.4122873 0.119614068 0.601725 0.61982597 0.14748151
MYBL1 X66087_bp295_R AGCTAAAAAGTCCTGGTAATGAACAACTTATCTCTTGAATAAGTTGTTCATTACCAGGACGG Hs.445898 15657 0.5166375 0.60461947 0.110786295 0.4578375 0.8704252 0.285719896 0.424825 0.39399152 0.119968423 0.52 0.63699663 0.201044529
MYBL1 X66087_bp355_R AGCTAAAAAGGCAGAAAGCTCTCATTACAATCTCTTGAATTGTAATGAGAGCTTTCTGCCGG Hs.445898 4901 0.456733333 1.4280637 0.492354615 0.7177875 0.30251019 0.012566237 0.6178 0.28693166 0.023050926 0.51 0.51929922 0.397265414
MYBL1 X66087_bp355_R AGCTAAAAAGGCAGAAAGCTCTCATTACAATCTCTTGAATTGTAATGAGAGCTTTCTGCCGG Hs.445898 10277 0.312166667 1.38492126 0.623741969 0.809466667 0.1668129 0.015713606 0.7221 0.44477017 0.261498031 0.4426 0.38075027 0.181690975
MYBL1 X66087_bp355_R AGCTAAAAAGGCAGAAAGCTCTCATTACAATCTCTTGAATTGTAATGAGAGCTTTCTGCCGG Hs.445898 15653 0.4237125 0.97937048 0.337989676 0.8245625 0.21687804 0.004462137 0.99405 1.06355931 0.412326459 0.6872 0.44683904 0.116760529
MYBL1 X66087_bp597_R AGCTAAAAAGGAACAGACCTATTCCTCAAATCTCTTGAATTTGAGGAATAGGTCTGTTCCGG Hs.445898 4903 0.2782125 0.27894804 0.159250001 0.6311375 0.91965723 0.179274174 0.910925 0.71756524 0.0847586 0.509025 0.54026823 0.15602402
MYBL1 X66087_bp597_R AGCTAAAAAGGAACAGACCTATTCCTCAAATCTCTTGAATTTGAGGAATAGGTCTGTTCCGG Hs.445898 10279 0.2679875 0.24118646 0.153461858 0.5818375 0.82771969 0.175153165 0.8655 0.67940261 0.084102327 0.53735 0.50711564 0.124271978
MYBL1 X66087_bp597_R AGCTAAAAAGGAACAGACCTATTCCTCAAATCTCTTGAATTTGAGGAATAGGTCTGTTCCGG Hs.445898 15655 0.3173375 0.26110563 0.110717576 0.5989625 0.95738639 0.211719169 0.9243 0.83091227 0.11254106 0.572275 0.51448151 0.112553275
MYC NM_002467_bp1350_R AGCTAAAAAGAGGGTCAAGTTGGACAGTGTTCTCTTGAAACACTGTCCAACTTGACCCTCGG Hs.202453 2048 0.7840125 0.43470531 0.013968293 1.2271125 0.41006497 0.001710229
MYC NM_002467_bp1350_R AGCTAAAAAGAGGGTCAAGTTGGACAGTGTTCTCTTGAAACACTGTCCAACTTGACCCTCGG Hs.202453 7424 0.7700375 0.2970796 0.006642138 1.4329125 0.34659224 0.000550854
MYC NM_002467_bp1350_R AGCTAAAAAGAGGGTCAAGTTGGACAGTGTTCTCTTGAAACACTGTCCAACTTGACCCTCGG Hs.202453 12800 0.7129625 0.31605442 0.010187729 1.3618625 0.32896228 0.00066604
MYC NM_002467_bp1630_R AGCTAAAAAGAGGACTTGTTGCGGAAACGATCTCTTGAATCGTTTCCGCAACAAGTCCTCGG Hs.202453 2052 0.8159125 0.44412811 0.0126157 0.3716875 0.47373726 0.179543057
MYC NM_002467_bp1630_R AGCTAAAAAGAGGACTTGTTGCGGAAACGATCTCTTGAATCGTTTCCGCAACAAGTCCTCGG Hs.202453 7428 1.0864875 0.49847013 0.005386095 0.3161375 0.6292384 0.30918006
MYC NM_002467_bp1630_R AGCTAAAAAGAGGACTTGTTGCGGAAACGATCTCTTGAATCGTTTCCGCAACAAGTCCTCGG Hs.202453 12804 1.0297125 0.47732224 0.005960925 0.3713625 0.56466097 0.214182421
MYC NM_002467_bp435_R AGCTAAAAAGGTGCAGCCGTATTTCTACTGTCTCTTGAACAGTAGAAATACGGCTGCACCGG Hs.202453 2050 1.1279875 0.26950732 0.00104014 0.4299375 0.28912091 0.08212753
MYC NM_002467_bp435_R AGCTAAAAAGGTGCAGCCGTATTTCTACTGTCTCTTGAACAGTAGAAATACGGCTGCACCGG Hs.202453 7426 1.2510625 0.42054987 0.001797208 0.6169125 0.23380316 0.020284157
MYC NM_002467_bp435_R AGCTAAAAAGGTGCAGCCGTATTTCTACTGTCTCTTGAACAGTAGAAATACGGCTGCACCGG Hs.202453 12802 1.0902125 0.2351881 0.000969783 0.4853625 0.29599122 0.057704821
MYCL1 NM_005376_bp120_R AGCTAAAAAGTACCAGCACTATTTCTACGATCTCTTGAATCGTAGAAATAGTGCTGGTACGG Hs.437922 2044 0.1055625 0.25158691 0.54291841 0.2862625 0.16366323 0.180122742
MYCL1 NM_005376_bp120_R AGCTAAAAAGTACCAGCACTATTTCTACGATCTCTTGAATCGTAGAAATAGTGCTGGTACGG Hs.437922 7420 0.0962625 0.28201154 0.593862261 0.3072625 0.1964404 0.161581036
MYCL1 NM_005376_bp120_R AGCTAAAAAGTACCAGCACTATTTCTACGATCTCTTGAATCGTAGAAATAGTGCTGGTACGG Hs.437922 12796 0.0671625 0.26417171 0.700429772 0.2876375 0.15929845 0.177431884
MYCL1 NM_005376_bp1436_R AGCTAAAAAGCCCCTACTTTGTGGCAATCTTCTCTTGAAAGATTGCCACAAAGTAGGGGCGG Hs.437922 1072 -0.2106125 0.11186312 0.182957673 -0.2277875 0.47084237 0.38689484
MYCL1 NM_005376_bp1436_R AGCTAAAAAGCCCCTACTTTGTGGCAATCTTCTCTTGAAAGATTGCCACAAAGTAGGGGCGG Hs.437922 6448 -0.213616667 0.1240691 0.28753449 -0.2283125 0.49676492 0.397067773
MYCL1 NM_005376_bp1436_R AGCTAAAAAGCCCCTACTTTGTGGCAATCTTCTCTTGAAAGATTGCCACAAAGTAGGGGCGG Hs.437922 11824 -0.2105375 0.11688949 0.184765917 -0.2373875 0.49171133 0.377540244
MYCL1 NM_005376_bp671_R AGCTAAAAAGGTCAGGCATTGGCTCTTCTCTCTCTTGAAGAGAAGAGCCAATGCCTGACCGG Hs.437922 2046 -1.3875875 0.50796859 0.001968377 0.0643875 0.29745161 0.767457164
MYCL1 NM_005376_bp671_R AGCTAAAAAGGTCAGGCATTGGCTCTTCTCTCTCTTGAAGAGAAGAGCCAATGCCTGACCGG Hs.437922 7422 -1.3284875 0.6186631 0.004494197 0.2453875 0.62675575 0.420781107
MYCL1 NM_005376_bp671_R AGCTAAAAAGGTCAGGCATTGGCTCTTCTCTCTCTTGAAGAGAAGAGCCAATGCCTGACCGG Hs.437922 12798 -1.2409625 0.40332352 0.001664157 0.1895125 0.27459587 0.388931851
MYCN NM_005378_bp1021_R AGCTAAAAAGTCACCACATTCACCATCACTTCTCTTGAAAGTGATGGTGAATGTGGTGACGG Hs.25960 2014 1.3602875 0.42551659 0.001271456 0.0409875 0.43125586 0.867358495
MYCN NM_005378_bp1021_R AGCTAAAAAGTCACCACATTCACCATCACTTCTCTTGAAAGTGATGGTGAATGTGGTGACGG Hs.25960 7390 1.3686375 0.52563803 0.002329762 -0.0612625 0.5305701 0.820834378
MYCN NM_005378_bp1021_R AGCTAAAAAGTCACCACATTCACCATCACTTCTCTTGAAAGTGATGGTGAATGTGGTGACGG Hs.25960 12766 1.3355625 0.55828747 0.003143396 -0.0629375 0.49083566 0.808962061
MYCN NM_005378_bp373_R AGCTAAAAAGTCACGGAGATGCTGCTTGAGTCTCTTGAACTCAAGCAGCATCTCCGTGACGG Hs.25960 2042 1.6297875 1.26392968 0.023262891 -0.0310625 0.26719869 0.883390417
MYCN NM_005378_bp373_R AGCTAAAAAGTCACGGAGATGCTGCTTGAGTCTCTTGAACTCAAGCAGCATCTCCGTGACGG Hs.25960 7418 1.6261625 1.33713472 0.028272057 -0.0676875 0.29207386 0.754941686
MYCN NM_005378_bp373_R AGCTAAAAAGTCACGGAGATGCTGCTTGAGTCTCTTGAACTCAAGCAGCATCTCCGTGACGG Hs.25960 12794 1.6276125 1.30103374 0.025747525 -0.0689875 0.21571373 0.735976935
MYCN NM_005378_bp910_R AGCTAAAAAGAGGACACCCTGAGCGATTCATCTCTTGAATGAATCGCTCAGGGTGTCCTCGG Hs.25960 2016 -0.1596375 0.56853637 0.558768858 0.1106875 0.37981556 0.638687317
MYCN NM_005378_bp910_R AGCTAAAAAGAGGACACCCTGAGCGATTCATCTCTTGAATGAATCGCTCAGGGTGTCCTCGG Hs.25960 7392 -0.1825375 0.48863387 0.461377943 0.1897375 0.34901204 0.416798131
MYCN NM_005378_bp910_R AGCTAAAAAGAGGACACCCTGAGCGATTCATCTCTTGAATGAATCGCTCAGGGTGTCCTCGG Hs.25960 12768 -0.1305875 0.38200059 0.535312896 0.1694375 0.31944512 0.454587519
MYD88 NM_002468_bp201_R AGCTAAAAAGGACTTTGAGTACTTGGAGATTCTCTTGAAATCTCCAAGTACTCAAAGTCCGG Hs.82116 2581 -0.5984 0.303618 0.030177464 0.5161125 0.81521444 0.146410129
MYD88 NM_002468_bp201_R AGCTAAAAAGGACTTTGAGTACTTGGAGATTCTCTTGAAATCTCCAAGTACTCAAAGTCCGG Hs.82116 7957 -0.87005 0.25384018 0.004772055 0.3320875 0.57371274 0.21153554
MYD88 NM_002468_bp201_R AGCTAAAAAGGACTTTGAGTACTTGGAGATTCTCTTGAAATCTCCAAGTACTCAAAGTCCGG Hs.82116 13333 -0.835025 0.27016123 0.006403951 0.3169125 0.57089176 0.2271851
MYD88 NM_002468_bp699_R AGCTAAAAAGGTGGTTGTCTCTGATGATTATCTCTTGAATAATCATCAGAGACAACCACCGG Hs.82116 2577 1.04405 0.19667745 0.000628619 0.0384125 1.22908765 0.867287617
MYD88 NM_002468_bp699_R AGCTAAAAAGGTGGTTGTCTCTGATGATTATCTCTTGAATAATCATCAGAGACAACCACCGG Hs.82116 7953 1.0355 0.19889304 0.000660459 -0.0722125 1.08685904 0.946523023
MYD88 NM_002468_bp699_R AGCTAAAAAGGTGGTTGTCTCTGATGATTATCTCTTGAATAATCATCAGAGACAACCACCGG Hs.82116 13329 1.17395 0.27941386 0.000633689 -0.0929625 0.97375355 0.900611721
MYD88 NM_002468_bp726_R AGCTAAAAAGAGCAAGGAATGTGACTTCCATCTCTTGAATGGAAGTCACATTCCTTGCTCGG Hs.82116 2579 2.527975 0.9121628 0.000861118 0.4307625 0.80371703 0.206045707
MYD88 NM_002468_bp726_R AGCTAAAAAGAGCAAGGAATGTGACTTCCATCTCTTGAATGGAAGTCACATTCCTTGCTCGG Hs.82116 13331 2.436475 0.96222551 0.001262896 0.6125875 1.2272695 0.208473701
MYD88 NM_002468_bp726_R AGCTAAAAAGAGCAAGGAATGTGACTTCCATCTCTTGAATGGAAGTCACATTCCTTGCTCGG Hs.82116 7955 2.551125 0.89692836 0.000771138 0.4039125 0.75697488 0.212626399
MYLK NM_053025_bp4793_R AGCTAAAAAGGAGCGTGAGTGCATCAAGTATCTCTTGAATACTTGATGCACTCACGCTCCGG Hs.477375 7457 1.2183 1.00140462 0.08089435 0.541075 1.58171509 0.452676705
MYLK NM_053025_bp4793_R AGCTAAAAAGGAGCGTGAGTGCATCAAGTATCTCTTGAATACTTGATGCACTCACGCTCCGG Hs.477375 12833 0.687333333 1.7674615 0.404906248 -0.08985 1.11172641 0.857297328
MYLK NM_053025_bp4793_R AGCTAAAAAGGAGCGTGAGTGCATCAAGTATCTCTTGAATACTTGATGCACTCACGCTCCGG Hs.477375 2081
MYLK NM_053025_bp5702_R AGCTAAAAAGGACGGGAACTGCTCTTTAATTCTCTTGAAATTAAAGAGCAGTTCCCGTCCGG Hs.477375 616 -0.039975 0.1706884 0.794053923 -0.370725 0.27652234 0.089090069
MYLK NM_053025_bp5702_R AGCTAAAAAGGACGGGAACTGCTCTTTAATTCTCTTGAAATTAAAGAGCAGTTCCCGTCCGG Hs.477375 5992 0.056 0.24326562 0.740431124 -0.265275 0.40940977 0.270369301
MYLK NM_053025_bp5702_R AGCTAAAAAGGACGGGAACTGCTCTTTAATTCTCTTGAAATTAAAGAGCAGTTCCCGTCCGG Hs.477375 11368 0.056125 0.46018773 0.808747578 -0.289575 0.29347502 0.1675198
MYLK NM_053025_bp650_R AGCTAAAAAGGGACGATTCTCCTGCAAGATTCTCTTGAAATCTTGCAGGAGAATCGTCCCGG Hs.477375 617 1.82525 0.88769284 0.00415354 0.423 0.63689418 0.211175982
MYLK NM_053025_bp650_R AGCTAAAAAGGGACGATTCTCCTGCAAGATTCTCTTGAAATCTTGCAGGAGAATCGTCCCGG Hs.477375 5993 2.02965 0.98928005 0.003978083 0.7113 0.60435671 0.056322888
MYLK NM_053025_bp650_R AGCTAAAAAGGGACGATTCTCCTGCAAGATTCTCTTGAAATCTTGCAGGAGAATCGTCCCGG Hs.477375 11369 2.107475 0.92982955 0.002655151 0.7609 0.56862474 0.039831029
MYLK2 NM_033118_bp1062_R AGCTAAAAAGATCGTCCTGTTCATGGAGTATCTCTTGAATACTCCATGAACAGGACGATCGG Hs.86092 596 -0.360975 0.47574505 0.169163135 0.06135 0.52329176 0.816674253
MYLK2 NM_033118_bp1062_R AGCTAAAAAGATCGTCCTGTTCATGGAGTATCTCTTGAATACTCCATGAACAGGACGATCGG Hs.86092 5972 -0.097125 0.5353308 0.707060608 0.2749 0.46976244 0.293370496
MYLK2 NM_033118_bp1062_R AGCTAAAAAGATCGTCCTGTTCATGGAGTATCTCTTGAATACTCCATGAACAGGACGATCGG Hs.86092 11348 -0.200225 0.628582 0.499597665 0.630275 0.52339124 0.058263567
MYLK2 NM_033118_bp1356_R AGCTAAAAAGGTGGTGAATTATGACCAAATTCTCTTGAAATTTGGTCATAATTCACCACCGG Hs.86092 12783
MYLK2 NM_033118_bp693_R AGCTAAAAAGGCTGTTCCCTCAGAGAAATCTCTCTTGAAGATTTCTCTGAGGGAACAGCCGG Hs.86092 597 -0.079375 0.56694359 0.767702583 -0.206325 0.45126206 0.405552564
MYLK2 NM_033118_bp693_R AGCTAAAAAGGCTGTTCCCTCAGAGAAATCTCTCTTGAAGATTTCTCTGAGGGAACAGCCGG Hs.86092 5973 0.0712 0.25075304 0.677920013 -0.07335 0.37030025 0.728862295
MYLK2 NM_033118_bp693_R AGCTAAAAAGGCTGTTCCCTCAGAGAAATCTCTCTTGAAGATTTCTCTGAGGGAACAGCCGG Hs.86092 11349 -0.05375 0.41696688 0.805164347 -0.026 0.35892336 0.89982843
MYO3A NM_017433_bp1673_R AGCTAAAAAGGAGCACAGATTTCTGAATATTCTCTTGAAATATTCAGAAATCTGTGCTCCGG Hs.131367 574 0.579525 1.40180456 0.34587583 0.8755 0.54744207 0.102429047
MYO3A NM_017433_bp1673_R AGCTAAAAAGGAGCACAGATTTCTGAATATTCTCTTGAAATATTCAGAAATCTGTGCTCCGG Hs.131367 5950 0.646075 0.68835442 0.080613449 0.38755 0.38233264 0.301324554
MYO3A NM_017433_bp1673_R AGCTAAAAAGGAGCACAGATTTCTGAATATTCTCTTGAAATATTCAGAAATCTGTGCTCCGG Hs.131367 11326 0.726675 0.83920397 0.091859421 0.5097 0.63541985 0.201680961
MYO3A NM_017433_bp2663_R AGCTAAAAAGCAGGAAAGGTCCTCTATAATTCTCTTGAAATTATAGAGGACCTTTCCTGCGG Hs.131367 1760 -1.98635 1.48475285 0.019680611 1.273333333 3.76202892 0.489319996
MYO3A NM_017433_bp2663_R AGCTAAAAAGCAGGAAAGGTCCTCTATAATTCTCTTGAAATTATAGAGGACCTTTCCTGCGG Hs.131367 7136 -2.5432 2.58154979 0.052598523 1.6274 5.60608188 0.548218528
MYO3A NM_017433_bp2663_R AGCTAAAAAGCAGGAAAGGTCCTCTATAATTCTCTTGAAATTATAGAGGACCTTTCCTGCGG Hs.131367 12512 -2.5372 2.74151732 0.063336784 4.359 4.88455222 0.159895157
MYO3A NM_017433_bp400_R AGCTAAAAAGGTCAGATTCTATGGGATATATCTCTTGAATATATCCCATAGAATCTGACCGG Hs.131367 575 -1.539925 2.52214382 0.239576775
MYO3A NM_017433_bp400_R AGCTAAAAAGGTCAGATTCTATGGGATATATCTCTTGAATATATCCCATAGAATCTGACCGG Hs.131367 5951 -0.88445 1.99370119 0.309045018 -0.6174 8.46603251 0.87665831
MYO3A NM_017433_bp400_R AGCTAAAAAGGTCAGATTCTATGGGATATATCTCTTGAATATATCCCATAGAATCTGACCGG Hs.131367 11327 -1.245275 1.93959693 0.162539261 -1.582566667 7.74331186 0.667700317
MYO3B NM_138995_bp1665_R AGCTAAAAAGGGGCAAGAATCTCTGAATATTCTCTTGAAATATTCAGAGATTCTTGCCCCGG Hs.534101 642 0.284625 0.24328413 0.135051035 -0.313225 0.28146032 0.136139255
MYO3B NM_138995_bp1665_R AGCTAAAAAGGGGCAAGAATCTCTGAATATTCTCTTGAAATATTCAGAGATTCTTGCCCCGG Hs.534101 6018 0.2673 0.15355184 0.118945645 -0.3085 0.46020196 0.239982287
MYO3B NM_138995_bp1665_R AGCTAAAAAGGGGCAAGAATCTCTGAATATTCTCTTGAAATATTCAGAGATTCTTGCCCCGG Hs.534101 11394 0.243775 0.19466969 0.16403926 -0.129725 0.35125642 0.534328003
MYO3B NM_138995_bp2559_R AGCTAAAAAGACCAGACCCTGGTTGATAAATCTCTTGAATTTATCAACCAGGGTCTGGTCGG Hs.534101 643 3.5955 4.77155656 0.163012942 -0.678375 0.86124889 0.13641579
MYO3B NM_138995_bp2559_R AGCTAAAAAGACCAGACCCTGGTTGATAAATCTCTTGAATTTATCAACCAGGGTCTGGTCGG Hs.534101 6019 3.79955 4.85478303 0.151847921 -0.661525 0.76397873 0.113743481
MYO3B NM_138995_bp2559_R AGCTAAAAAGACCAGACCCTGGTTGATAAATCTCTTGAATTTATCAACCAGGGTCTGGTCGG Hs.534101 11395 5.0583 4.07402196 0.038503528 -0.603925 0.85564655 0.17231627
MYO3B NM_138995_bp2655_R AGCTAAAAAGCTGGAAAGGTATTATATGATTCTCTTGAAATCATATAATACCTTTCCAGCGG Hs.534101 644 -0.212325 0.09464556 0.174821383 -0.1508 0.36774218 0.484269008
MYO3B NM_138995_bp2655_R AGCTAAAAAGCTGGAAAGGTATTATATGATTCTCTTGAAATCATATAATACCTTTCCAGCGG Hs.534101 6020 0.023925 0.14720173 0.872160817 -0.190425 0.35970936 0.37950398
MYO3B NM_138995_bp2655_R AGCTAAAAAGCTGGAAAGGTATTATATGATTCTCTTGAAATCATATAATACCTTTCCAGCGG Hs.534101 11396 0.405275 0.99515133 0.363820925 0.0125 0.3011995 0.947108477
MYOCD AK128608_bp2552_R AGCTAAAAAGGGCATAAGCTCACACTGTAATCTCTTGAATTACAGTGTGAGCTTATGCCCGG Hs.567641 4127 0.2148125 0.31691174 0.281712622 0.3679 0.61838003 0.239229391
MYOCD AK128608_bp2552_R AGCTAAAAAGGGCATAAGCTCACACTGTAATCTCTTGAATTACAGTGTGAGCTTATGCCCGG Hs.567641 9503 0.1679375 0.31072665 0.384990875 0.326025 0.53245895 0.255138769
MYOCD AK128608_bp2552_R AGCTAAAAAGGGCATAAGCTCACACTGTAATCTCTTGAATTACAGTGTGAGCTTATGCCCGG Hs.567641 14879 0.1013875 0.24921138 0.557100835 0.406975 0.54671992 0.172266979
MYOCD AK128608_bp2687_R AGCTAAAAAGCCCAATGTCTCCATTACTATTCTCTTGAAATAGTAATGGAGACATTGGGCGG Hs.567641 4153 -0.610583333 0.14442485 0.025882788 0.01565 0.40960064 0.948038753
MYOCD AK128608_bp2687_R AGCTAAAAAGCCCAATGTCTCCATTACTATTCTCTTGAAATAGTAATGGAGACATTGGGCGG Hs.567641 9529 -0.6622625 0.18798456 0.006566004 -0.2134 0.2793935 0.337695932
MYOCD AK128608_bp2687_R AGCTAAAAAGCCCAATGTCTCCATTACTATTCTCTTGAAATAGTAATGGAGACATTGGGCGG Hs.567641 14905 -0.6485125 0.17384861 0.00665631 -0.079575 0.16568901 0.688676087
MYOCD AK128608_bp3346_R AGCTAAAAAGGGGAGGACTTCTCAGTTCTATCTCTTGAATAGAACTGAGAAGTCCTCCCCGG Hs.567641 4125 1.486666667 0.48479734 0.004483183 0.23305 0.69335824 0.470243388
MYOCD AK128608_bp3346_R AGCTAAAAAGGGGAGGACTTCTCAGTTCTATCTCTTGAATAGAACTGAGAAGTCCTCCCCGG Hs.567641 9501 1.2298 0.58548442 0.03476108 0.12435 0.63036357 0.677964996
MYOCD AK128608_bp3346_R AGCTAAAAAGGGGAGGACTTCTCAGTTCTATCTCTTGAATAGAACTGAGAAGTCCTCCCCGG Hs.567641 14877 1.185 0.76508954 0.055808239 0.207625 0.66705628 0.508099131
NALP4 AF479747_bp1830_R AGCTAAAAAGGTTTCTGCCTACTGCTTAAATCTCTTGAATTTAAGCAGTAGGCAGAAACCGG Hs.375039 3742 -0.6195375 0.26755757 0.013343495 -0.4597 0.34445895 0.077731801
NALP4 AF479747_bp1830_R AGCTAAAAAGGTTTCTGCCTACTGCTTAAATCTCTTGAATTTAAGCAGTAGGCAGAAACCGG Hs.375039 9118 -0.5779375 0.41745593 0.038124469 -0.3537 0.35375169 0.156366183
NALP4 AF479747_bp1830_R AGCTAAAAAGGTTTCTGCCTACTGCTTAAATCTCTTGAATTTAAGCAGTAGGCAGAAACCGG Hs.375039 14494 -0.5183375 0.33082818 0.035716989 -0.341325 0.31400187 0.156453882
NALP4 AF479747_bp1937_R AGCTAAAAAGCCTCATCTGTTGGCATCACATCTCTTGAATGTGATGCCAACAGATGAGGCGG Hs.375039 3738 0.5912125 0.61884709 0.081607398 1.3257 0.30524245 0.000688886
NALP4 AF479747_bp1937_R AGCTAAAAAGCCTCATCTGTTGGCATCACATCTCTTGAATGTGATGCCAACAGATGAGGCGG Hs.375039 9114 0.6254875 0.63546999 0.073871537 1.292075 0.28610038 0.000725257
NALP4 AF479747_bp1937_R AGCTAAAAAGCCTCATCTGTTGGCATCACATCTCTTGAATGTGATGCCAACAGATGAGGCGG Hs.375039 14490 0.6983375 0.6439311 0.055080642 1.428475 0.2206749 0.000318426
NALP4 AF479747_bp939_R AGCTAAAAAGGTGACGATCTCAGAAATCTATCTCTTGAATAGATTTCTGAGATCGTCACCGG Hs.375039 3740 0.241566667 1.00117977 0.612669386 -0.14795 0.12690549 0.455291546
NALP4 AF479747_bp939_R AGCTAAAAAGGTGACGATCTCAGAAATCTATCTCTTGAATAGATTTCTGAGATCGTCACCGG Hs.375039 9116 0.242366667 0.88835669 0.575844297 -0.1276 0.11109891 0.514320279
NALP4 AF479747_bp939_R AGCTAAAAAGGTGACGATCTCAGAAATCTATCTCTTGAATAGATTTCTGAGATCGTCACCGG Hs.375039 14492 0.490333333 0.99578126 0.326066865 -0.114275 0.12581951 0.560173614
NALP7 NM_139176_bp2148_R AGCTAAAAAGGGACTTCTGTCTTGCTTTCATCTCTTGAATGAAAGCAAGACAGAAGTCCCGG Hs.351118 3805 0.527475 0.31495707 0.031062083 0.0901625 0.21759275 0.660965396
NALP7 NM_139176_bp2148_R AGCTAAAAAGGGACTTCTGTCTTGCTTTCATCTCTTGAATGAAAGCAAGACAGAAGTCCCGG Hs.351118 9181 0.606675 0.31296461 0.018637529 -0.0390375 0.30360488 0.858108268
NALP7 NM_139176_bp2148_R AGCTAAAAAGGGACTTCTGTCTTGCTTTCATCTCTTGAATGAAAGCAAGACAGAAGTCCCGG Hs.351118 14557 0.796475 0.2134918 0.003460567 -0.02821667 0.06787452 0.906605346
NALP7 NM_139176_bp2398_R AGCTAAAAAGGGTGCCATGTTGCTGTACAATCTCTTGAATTGTACAGCAACATGGCACCCGG Hs.351118 3803 0.0033 0.4831432 0.988972366 -0.0243375 0.39223177 0.91796739
NALP7 NM_139176_bp2398_R AGCTAAAAAGGGTGCCATGTTGCTGTACAATCTCTTGAATTGTACAGCAACATGGCACCCGG Hs.351118 9179 0.040375 0.40829826 0.850945404 0.1211625 0.23901179 0.564120916
NALP7 NM_139176_bp2398_R AGCTAAAAAGGGTGCCATGTTGCTGTACAATCTCTTGAATTGTACAGCAACATGGCACCCGG Hs.351118 14555 0.4315 0.92349673 0.307251894 0.1347125 0.12874757 0.495211378
NALP7 NM_139176_bp676_R AGCTAAAAAGACGCTCAGATACGCGTTCTATCTCTTGAATAGAACGCGTATCTGAGCGTCGG Hs.351118 3807 -0.48205 0.15267408 0.019348954 -0.2160625 0.42424301 0.390412522
NALP7 NM_139176_bp676_R AGCTAAAAAGACGCTCAGATACGCGTTCTATCTCTTGAATAGAACGCGTATCTGAGCGTCGG Hs.351118 9183 -0.4822 0.26901124 0.033455201 -0.1418875 0.2914278 0.518620952
NALP7 NM_139176_bp676_R AGCTAAAAAGACGCTCAGATACGCGTTCTATCTCTTGAATAGAACGCGTATCTGAGCGTCGG Hs.351118 14559 -0.293475 0.18544841 0.103786756 -0.2263125 0.22188997 0.292133266



NAPSB BC040958_bp1007_R AGCTAAAAAGGCCCAGGATTACGTCATCCATCTCTTGAATGGATGACGTAATCCTGGGCCGG Hs.322854 4292 -0.609325 0.15466073 0.007834648 -0.33965 0.2260902 0.09140273 0.303866667 0.48173138 0.336830457
NAPSB BC040958_bp1007_R AGCTAAAAAGGCCCAGGATTACGTCATCCATCTCTTGAATGGATGACGTAATCCTGGGCCGG Hs.322854 9668 -0.88505 0.17450871 0.001736745 -0.3129 0.28388156 0.137612547 0.100533333 0.48876031 0.741200347
NAPSB BC040958_bp1007_R AGCTAAAAAGGCCCAGGATTACGTCATCCATCTCTTGAATGGATGACGTAATCCTGGGCCGG Hs.322854 15044 -0.658475 0.25092358 0.009544694 -0.64905 0.55880186 0.061610616 0.306133333 0.53332412 0.351176863
NAPSB BC040958_bp1290_R AGCTAAAAAGAGCTAGCGCTACTCAGTAAATCTCTTGAATTTACTGAGTAGCGCTAGCTCGG Hs.322854 4290 1.441075 0.49094398 0.001493446 -0.773725 0.12305994 0.003529942 0.1096 0.52390544 0.726262623
NAPSB BC040958_bp1290_R AGCTAAAAAGAGCTAGCGCTACTCAGTAAATCTCTTGAATTTACTGAGTAGCGCTAGCTCGG Hs.322854 9666 1.594375 0.49528935 0.000967482 -0.965975 0.42800492 0.008616292 0.313366667 0.71304055 0.403468318
NAPSB BC040958_bp1290_R AGCTAAAAAGAGCTAGCGCTACTCAGTAAATCTCTTGAATTTACTGAGTAGCGCTAGCTCGG Hs.322854 15042 1.620725 0.44409202 0.000641272 -0.7165 0.54510576 0.079162056 -0.04835 0.53577481 0.900331632
NAPSB BC040958_bp846_R AGCTAAAAAGGCACACCTGTCATCGTAGGATCTCTTGAATCCTACGATGACAGGTGTGCCGG Hs.322854 4294 0.8915 0.66565349 0.026896966 0.80395 0.26240733 0.074670709 0.2207 0.37749205 0.442929407
NAPSB BC040958_bp846_R AGCTAAAAAGGCACACCTGTCATCGTAGGATCTCTTGAATCCTACGATGACAGGTGTGCCGG Hs.322854 9670 0.97515 0.75270831 0.02793133 0.8398 0.06010408 0.055479051 0.7139
NAPSB BC040958_bp846_R AGCTAAAAAGGCACACCTGTCATCGTAGGATCTCTTGAATCCTACGATGACAGGTGTGCCGG Hs.322854 15046 0.889025 0.82335236 0.048862271 0.90095 0.26193793 0.004119827 0.6044 0.76880881 0.152456475
NBEAL2 XM_291064_bp1912_R AGCTAAAAAGGTGCTGTCATCCGCACATTATCTCTTGAATAATGTGCGGATGACAGCACCGG Hs.437043 3766 -0.5829 0.51727563 0.095728199 -1.2546625 0.51380296 0.00254176
NBEAL2 XM_291064_bp1912_R AGCTAAAAAGGTGCTGTCATCCGCACATTATCTCTTGAATAATGTGCGGATGACAGCACCGG Hs.437043 9142 -0.560433333 0.59258918 0.128550661 -1.3321625 0.53331748 0.002067325
NBEAL2 XM_291064_bp1912_R AGCTAAAAAGGTGCTGTCATCCGCACATTATCTCTTGAATAATGTGCGGATGACAGCACCGG Hs.437043 14518 -0.649066667 0.64155613 0.104214368 -1.2554875 0.41442239 0.001552915
NBEAL2 XM_291064_bp7123_R AGCTAAAAAGCCCTCAATGTCTTCTATTACTCTCTTGAAGTAATAGAAGACATTGAGGGCGG Hs.437043 3794 -0.846125 0.42363894 0.00972227 -0.1636625 0.72155025 0.617067128
NBEAL2 XM_291064_bp7123_R AGCTAAAAAGCCCTCAATGTCTTCTATTACTCTCTTGAAGTAATAGAAGACATTGAGGGCGG Hs.437043 9170 -0.8943 0.37229418 0.005683771 0.0351625 0.43296006 0.886217806
NBEAL2 XM_291064_bp7123_R AGCTAAAAAGCCCTCAATGTCTTCTATTACTCTCTTGAAGTAATAGAAGACATTGAGGGCGG Hs.437043 14546 -0.7792 0.36117988 0.009350754 -0.0751625 0.7901602 0.827632043
NBEAL2 XM_291064_bp7733_R AGCTAAAAAGCTGCCACCTTGATGTAGTAATCTCTTGAATTACTACATCAAGGTGGCAGCGG Hs.437043 3768 0.2227 0.28546235 0.247050801 0.39395 0.54917294 0.248119039
NBEAL2 XM_291064_bp7733_R AGCTAAAAAGCTGCCACCTTGATGTAGTAATCTCTTGAATTACTACATCAAGGTGGCAGCGG Hs.437043 9144 0.662125 0.87728513 0.127597735 0.5562625 0.62542606 0.097123938
NBEAL2 XM_291064_bp7733_R AGCTAAAAAGCTGCCACCTTGATGTAGTAATCTCTTGAATTACTACATCAAGGTGGCAGCGG Hs.437043 14520 -0.1533 0.37444065 0.465408652 0.2420625 0.30319929 0.290682452
NBN BX640816_bp1676_R AGCTAAAAAGCAGCATCTATCTGAGAATGATCTCTTGAATCATTCTCAGATAGATGCTGCGG Hs.492208 4350 1.12305 1.18235325 0.126705201 -1.1033
NBN BX640816_bp1676_R AGCTAAAAAGCAGCATCTATCTGAGAATGATCTCTTGAATCATTCTCAGATAGATGCTGCGG Hs.492208 15102 0.7878 1.07225672 0.210109621 0.7084 0.57855477 0.159103996 -1.0191
NBN BX640816_bp1676_R AGCTAAAAAGCAGCATCTATCTGAGAATGATCTCTTGAATCATTCTCAGATAGATGCTGCGG Hs.492208 9726 0.5362 1.00974848 0.33981875
NBN BX640816_bp1703_R AGCTAAAAAGGACACAAACTCAGACAATAATCTCTTGAATTATTGTCTGAGTTTGTGTCCGG Hs.492208 4348 1.790875 1.45466549 0.026653172 1.979625 0.63728666 0.001565048 0.913933333 1.02540445 0.088825104
NBN BX640816_bp1703_R AGCTAAAAAGGACACAAACTCAGACAATAATCTCTTGAATTATTGTCTGAGTTTGTGTCCGG Hs.492208 9724 2.1106 1.55191959 0.018379117 2.023125 0.59612075 0.001145493 0.8995 0.82552546 0.061099477
NBN BX640816_bp1703_R AGCTAAAAAGGACACAAACTCAGACAATAATCTCTTGAATTATTGTCTGAGTTTGTGTCCGG Hs.492208 15100 1.9853 1.85109598 0.041171749 1.978475 0.83406575 0.003949815 0.7204 0.9663131 0.143781902
NBN BX640816_bp4629_R AGCTAAAAAGCTCCTTAAGTTGGGATTACATCTCTTGAATGTAATCCCAACTTAAGGAGCGG Hs.492208 4346 -0.342875 0.4300426 0.164349709 -0.71385 0.38120244 0.019946045 0.0905 0.81848389 0.818020769
NBN BX640816_bp4629_R AGCTAAAAAGCTCCTTAAGTTGGGATTACATCTCTTGAATGTAATCCCAACTTAAGGAGCGG Hs.492208 9722 -0.332375 0.40403941 0.161997541 -1.014575 0.20768931 0.00182202 0.3378 1.51483089 0.593484552
NBN BX640816_bp4629_R AGCTAAAAAGCTCCTTAAGTTGGGATTACATCTCTTGAATGTAATCCCAACTTAAGGAGCGG Hs.492208 15098 -0.38195 0.48235682 0.153045786 -0.8991 0.39740377 0.009468907 -0.13203333 0.70480667 0.714924059
NCOA1 NM_147223_bp1175_R AGCTAAAAAGCCCCTCCTATAGATTCATATTCTCTTGAAATATGAATCTATAGGAGGGGCGG Hs.412293 4797 -0.5377125 0.13335789 0.011782993 -0.4675875 0.93275738 0.30288606
NCOA1 NM_147223_bp1175_R AGCTAAAAAGCCCCTCCTATAGATTCATATTCTCTTGAAATATGAATCTATAGGAGGGGCGG Hs.412293 10173 -0.6401125 0.11613805 0.00541093 -0.6300625 0.70797628 0.109582365
NCOA1 NM_147223_bp1175_R AGCTAAAAAGCCCCTCCTATAGATTCATATTCTCTTGAAATATGAATCTATAGGAGGGGCGG Hs.412293 15549 -0.4916375 0.14380019 0.01733585 -0.4557875 0.75743104 0.237999763
NCOA1 NM_147223_bp1484_R AGCTAAAAAGCAGCAGTCATAGTAATTCTATCTCTTGAATAGAATTACTATGACTGCTGCGG Hs.412293 4799 0.0844375 0.43736591 0.707973467 -0.2599375 0.58678328 0.387970911
NCOA1 NM_147223_bp1484_R AGCTAAAAAGCAGCAGTCATAGTAATTCTATCTCTTGAATAGAATTACTATGACTGCTGCGG Hs.412293 10175 0.0918125 0.33276622 0.63609841 -0.2355625 0.61788355 0.447702778
NCOA1 NM_147223_bp1484_R AGCTAAAAAGCAGCAGTCATAGTAATTCTATCTCTTGAATAGAATTACTATGACTGCTGCGG Hs.412293 15551 0.4085375 0.25853617 0.054384605 -0.0071125 1.05481493 0.988056445
NCOA1 NM_147223_bp3088_R AGCTAAAAAGGGGGTGGATTAGATGTATTATCTCTTGAATAATACATCTAATCCACCCCCGG Hs.412293 4795 1.1667625 0.41047525 0.002297931 -0.5295375 0.58992675 0.116801147
NCOA1 NM_147223_bp3088_R AGCTAAAAAGGGGGTGGATTAGATGTATTATCTCTTGAATAATACATCTAATCCACCCCCGG Hs.412293 10171 1.0265625 0.52535426 0.007937074 -0.7409125 0.53876248 0.038110195
NCOA1 NM_147223_bp3088_R AGCTAAAAAGGGGGTGGATTAGATGTATTATCTCTTGAATAATACATCTAATCCACCCCCGG Hs.412293 15547 1.1605875 0.42719859 0.002620341 -0.8758875 0.69693587 0.042603142
NCOA2 NM_006540_bp1193_R AGCTAAAAAGCACTCTTGTTGCTGCACAAATCTCTTGAATTTGTGCAGCAACAAGAGTGCGG Hs.446678 4835 -0.9166375 0.22622956 0.002012862 0.0915125 0.41540736 0.687436449
NCOA2 NM_006540_bp1193_R AGCTAAAAAGCACTCTTGTTGCTGCACAAATCTCTTGAATTTGTGCAGCAACAAGAGTGCGG Hs.446678 10211 -1.1522125 0.10775875 0.0003689 -0.1175125 0.3469342 0.569396407
NCOA2 NM_006540_bp1193_R AGCTAAAAAGCACTCTTGTTGCTGCACAAATCTCTTGAATTTGTGCAGCAACAAGAGTGCGG Hs.446678 15587 -1.6184375 1.92180191 0.08453802 -0.1437875 0.65434654 0.650635317
NCOA2 NM_006540_bp2335_R AGCTAAAAAGGATCAGAAGTGACTATTAAATCTCTTGAATTTAATAGTCACTTCTGATCCGG Hs.446678 4833 3.8994375 0.58999013 2.43E-05 1.3124375 0.47526126 0.003419136
NCOA2 NM_006540_bp2335_R AGCTAAAAAGGATCAGAAGTGACTATTAAATCTCTTGAATTTAATAGTCACTTCTGATCCGG Hs.446678 10209 3.7698125 0.57956992 2.69E-05 1.2915875 0.42071367 0.002625066
NCOA2 NM_006540_bp2335_R AGCTAAAAAGGATCAGAAGTGACTATTAAATCTCTTGAATTTAATAGTCACTTCTGATCCGG Hs.446678 15585 3.9920125 0.4995255 1.19E-05 1.1922625 0.42956878 0.003828169
NCOA2 NM_006540_bp687_R AGCTAAAAAGCTGCCAAAGTCTATAGTAAATCTCTTGAATTTACTATAGACTTTGGCAGCGG Hs.446678 4831 -0.2500875 0.49368793 0.327460846 0.1542375 0.90258937 0.710884324
NCOA2 NM_006540_bp687_R AGCTAAAAAGCTGCCAAAGTCTATAGTAAATCTCTTGAATTTACTATAGACTTTGGCAGCGG Hs.446678 10207 0.0087625 0.41161841 0.967568293 0.2962625 0.87907918 0.476181156
NCOA2 NM_006540_bp687_R AGCTAAAAAGCTGCCAAAGTCTATAGTAAATCTCTTGAATTTACTATAGACTTTGGCAGCGG Hs.446678 15583 -0.0834875 0.7362379 0.800100011 0.1208125 0.96988543 0.784670209
NCOR1 AF087856_bp1834_R AGCTAAAAAGAGCGAGATGTGTCTCAATGTTCTCTTGAAACATTGAGACACATCTCGCTCGG Hs.462323 4691 1.6308625 1.00652783 0.010500872 0.1309875 0.69969513 0.695263884
NCOR1 AF087856_bp1834_R AGCTAAAAAGAGCGAGATGTGTCTCAATGTTCTCTTGAAACATTGAGACACATCTCGCTCGG Hs.462323 10067 1.6176375 1.02908795 0.011735156 0.0728125 0.77307221 0.840265847
NCOR1 AF087856_bp1834_R AGCTAAAAAGAGCGAGATGTGTCTCAATGTTCTCTTGAAACATTGAGACACATCTCGCTCGG Hs.462323 15443 1.7472375 1.03202554 0.008721095 0.1452875 0.85916134 0.715226735
NCOR1 AF087856_bp3929_R AGCTAAAAAGGCCGATAATTGAGGGTTCCATCTCTTGAATGGAACCCTCAATTATCGGCCGG Hs.462323 15439 0.2035125 0.5262518 0.437029194 0.2104625 0.6900795 0.530442166
NCOR1 AF087856_bp3929_R AGCTAAAAAGGCCGATAATTGAGGGTTCCATCTCTTGAATGGAACCCTCAATTATCGGCCGG Hs.462323 4687 -0.392825 0.27573629 0.229214087 0.1984625 0.73371147 0.572326249
NCOR1 AF087856_bp3929_R AGCTAAAAAGGCCGATAATTGAGGGTTCCATCTCTTGAATGGAACCCTCAATTATCGGCCGG Hs.462323 10063 -0.3875
NCOR1 AF087856_bp888_R AGCTAAAAAGCATGAGATTTCTGAAATTATTCTCTTGAAATAATTTCAGAAATCTCATGCGG Hs.462323 4689 -0.9713625 0.10008832 0.00079661 -0.4528375 0.06966916 0.022111264
NCOR1 AF087856_bp888_R AGCTAAAAAGCATGAGATTTCTGAAATTATTCTCTTGAAATAATTTCAGAAATCTCATGCGG Hs.462323 10065 -1.0772375 0.24950532 0.00112488 -0.5573875 0.23983485 0.021806096
NCOR1 AF087856_bp888_R AGCTAAAAAGCATGAGATTTCTGAAATTATTCTCTTGAAATAATTTCAGAAATCTCATGCGG Hs.462323 15441 -0.8953875 0.18375589 0.001735916 -0.5551375 0.21025614 0.018971907
NCOR2 AF125672_bp694_R AGCTAAAAAGACCGAGAGATCACCATGGTATCTCTTGAATACCATGGTGATCTCTCGGTCGG Hs.137510 4693 0.6537375 0.34870677 0.017212637 0.2305625 1.32851661 0.698219185
NCOR2 AF125672_bp694_R AGCTAAAAAGACCGAGAGATCACCATGGTATCTCTTGAATACCATGGTGATCTCTCGGTCGG Hs.137510 10069 0.7151875 0.57259585 0.038348741 0.1847875 1.33577135 0.756428838
NCOR2 AF125672_bp694_R AGCTAAAAAGACCGAGAGATCACCATGGTATCTCTTGAATACCATGGTGATCTCTCGGTCGG Hs.137510 15445 0.7946125 0.32037089 0.006733041 0.2157875 1.1841879 0.686214402
NCOR2 AF125672_bp990_R AGCTAAAAAGAAGCTAATCTTGTACTTCAATCTCTTGAATTGAAGTACAAGATTAGCTTCGG Hs.137510 4695 0.4919625 0.13576293 0.016746272 0.3005375 0.70202523 0.38757884
NCOR2 AF125672_bp990_R AGCTAAAAAGAAGCTAATCTTGTACTTCAATCTCTTGAATTGAAGTACAAGATTAGCTTCGG Hs.137510 10071 0.4649125 0.065507 0.01669035 0.1836375 0.85346312 0.644372251
NCOR2 AF125672_bp990_R AGCTAAAAAGAAGCTAATCTTGTACTTCAATCTCTTGAATTGAAGTACAAGATTAGCTTCGG Hs.137510 15447 0.5648875 0.13200488 0.00963785 0.3430125 0.5840202 0.267436088
NDFIP1 NM_030571_bp424_R AGCTAAAAAGCTACAACACTGCCCAGTTATTCTCTTGAAATAACTGGGCAGTGTTGTAGCGG Hs.9788 2906 0.05875 0.20561703 0.714638934 0.004666667 1.83737287 0.994954471
NDFIP1 NM_030571_bp424_R AGCTAAAAAGCTACAACACTGCCCAGTTATTCTCTTGAAATAACTGGGCAGTGTTGTAGCGG Hs.9788 8282 0.346525 0.22686721 0.077207273 -0.1977 1.39914471 0.736030745
NDFIP1 NM_030571_bp424_R AGCTAAAAAGCTACAACACTGCCCAGTTATTCTCTTGAAATAACTGGGCAGTGTTGTAGCGG Hs.9788 13658 -0.1447 0.52729775 0.575019666 -0.2467 1.62326494 0.711219594
NDFIP1 NM_030571_bp458_R AGCTAAAAAGGACCAAGGCTGAAGCTACTATCTCTTGAATAGTAGCTTCAGCCTTGGTCCGG Hs.9788 2880 0.58295 0.94646252 0.193266184 -0.166925 1.14869085 0.718218442
NDFIP1 NM_030571_bp458_R AGCTAAAAAGGACCAAGGCTGAAGCTACTATCTCTTGAATAGTAGCTTCAGCCTTGGTCCGG Hs.9788 8256 0.619075 0.90855615 0.158921524 -0.097025 1.12404895 0.830279568
NDFIP1 NM_030571_bp458_R AGCTAAAAAGGACCAAGGCTGAAGCTACTATCTCTTGAATAGTAGCTTCAGCCTTGGTCCGG Hs.9788 13632 0.584 0.89652014 0.175132094 -0.062675 1.04276988 0.882844646
NDFIP1 NM_030571_bp820_R AGCTAAAAAGTTCGGAAGATGCCAGAAACTTCTCTTGAAAGTTTCTGGCATCTTCCGAACGG Hs.9788 2908 2.6997 0.32919606 2.42E-05 -0.013775 0.87673586 0.970416804
NDFIP1 NM_030571_bp820_R AGCTAAAAAGTTCGGAAGATGCCAGAAACTTCTCTTGAAAGTTTCTGGCATCTTCCGAACGG Hs.9788 8284 2.528025 0.15769353 1.03E-05 -0.071225 0.616409 0.808590082
NDFIP1 NM_030571_bp820_R AGCTAAAAAGTTCGGAAGATGCCAGAAACTTCTCTTGAAAGTTTCTGGCATCTTCCGAACGG Hs.9788 13660 2.867175 0.43248652 3.82E-05 -0.064225 0.83868528 0.858400548
NDFIP2 XM_041162_bp1038_R AGCTAAAAAGAACAAGGTATTTCTTCTTATTCTCTTGAAATAAGAAGAAATACCTTGTTCGG 2914 -1.24075 0.29150009 0.000777981 -0.4291 0.52061158 0.14475953
NDFIP2 XM_041162_bp1038_R AGCTAAAAAGAACAAGGTATTTCTTCTTATTCTCTTGAAATAAGAAGAAATACCTTGTTCGG 8290 -1.1782 0.32585257 0.001248988 -0.3921 0.4942913 0.167250332
NDFIP2 XM_041162_bp1038_R AGCTAAAAAGAACAAGGTATTTCTTCTTATTCTCTTGAAATAAGAAGAAATACCTTGTTCGG 13666 -1.135575 0.28658877 0.001131702 -0.363575 0.55698572 0.219728597
NDFIP2 XM_041162_bp857_R AGCTAAAAAGGCCTTTCCTTGATCAAATGGTCTCTTGAACCATTTGATCAAGGAAAGGCCGG 2910 -0.3494 0.16429317 0.059597136 -0.411525 0.80811657 0.26588933
NDFIP2 XM_041162_bp857_R AGCTAAAAAGGCCTTTCCTTGATCAAATGGTCTCTTGAACCATTTGATCAAGGAAAGGCCGG 8286 -0.33705 0.338294 0.126208856 -0.15065 0.8534425 0.681286622
NDFIP2 XM_041162_bp857_R AGCTAAAAAGGCCTTTCCTTGATCAAATGGTCTCTTGAACCATTTGATCAAGGAAAGGCCGG 13662 -0.360575 0.28555469 0.087288731 -0.15715 1.13097761 0.730617437
NDFIP2 XM_041162_bp939_R AGCTAAAAAGGTGGATATTTCTTGTACTTGTCTCTTGAACAAGTACAAGAAATATCCACCGG 2912 -0.771625 0.51748366 0.022879523 -0.165575 0.73859046 0.618442815
NDFIP2 XM_041162_bp939_R AGCTAAAAAGGTGGATATTTCTTGTACTTGTCTCTTGAACAAGTACAAGAAATATCCACCGG 8288 -0.77205 0.07097298 0.00206117 -0.406825 1.06468404 0.364043946
NDFIP2 XM_041162_bp939_R AGCTAAAAAGGTGGATATTTCTTGTACTTGTCTCTTGAACAAGTACAAGAAATATCCACCGG 13664 -0.70525 0.29984768 0.009662014 0.327975 0.51011474 0.243431832
NECAP2 AK024468_bp306_R AGCTAAAAAGACGGGCGTTTATTGGAATTGTCTCTTGAACAATTCCAATAAACGCCCGTCGG Hs.437385 3895 0.4539375 0.4323742 0.084330453 -0.358575 0.24878535 0.122747687
NECAP2 AK024468_bp306_R AGCTAAAAAGACGGGCGTTTATTGGAATTGTCTCTTGAACAATTCCAATAAACGCCCGTCGG Hs.437385 9271 0.4750875 0.42173803 0.071139572 -0.330425 0.25543219 0.150968409
NECAP2 AK024468_bp306_R AGCTAAAAAGACGGGCGTTTATTGGAATTGTCTCTTGAACAATTCCAATAAACGCCCGTCGG Hs.437385 14647 0.4958625 0.42178053 0.062827415 -0.27345 0.27594568 0.229032902
NECAP2 AK024468_bp467_R AGCTAAAAAGGCCAGACCATCAAGCTCAACTCTCTTGAAGTTGAGCTTGATGGTCTGGCCGG Hs.437385 3897 0.081333333 0.78592415 0.832791102 -0.7092 0.48535834 0.028312523
NECAP2 AK024468_bp467_R AGCTAAAAAGGCCAGACCATCAAGCTCAACTCTCTTGAAGTTGAGCTTGATGGTCTGGCCGG Hs.437385 9273 1.1747 -0.7791 0.37561646 0.012673728
NECAP2 AK024468_bp467_R AGCTAAAAAGGCCAGACCATCAAGCTCAACTCTCTTGAAGTTGAGCTTGATGGTCTGGCCGG Hs.437385 14649 0.023666667 0.52168234 0.934407871 -0.701175 0.41323175 0.022622393
NEDD4L AB007899_bp1256_R AGCTAAAAAGGGGCGCACATACTATGTCAATCTCTTGAATTGACATAGTATGTGCGCCCCGG Hs.185677 3543 0.089625 0.3015572 0.628639441 0.1639625 0.30629481 0.463777845
NEDD4L AB007899_bp1256_R AGCTAAAAAGGGGCGCACATACTATGTCAATCTCTTGAATTGACATAGTATGTGCGCCCCGG Hs.185677 8919 0.2708 0.34434046 0.204224656 0.1265875 0.20456125 0.537790162
NEDD4L AB007899_bp1256_R AGCTAAAAAGGGGCGCACATACTATGTCAATCTCTTGAATTGACATAGTATGTGCGCCCCGG Hs.185677 14295 0.354025 0.52961742 0.203507355 0.0513625 0.55632049 0.852979975
NEDD4L AB007899_bp2435_R AGCTAAAAAGCCCAATGGGTCAGAAATAATTCTCTTGAAATTATTTCTGACCCATTGGGCGG Hs.185677 3541 -0.44975 0.02367696 0.017778438 -0.4090125 0.27891477 0.092387996
NEDD4L AB007899_bp2435_R AGCTAAAAAGCCCAATGGGTCAGAAATAATTCTCTTGAAATTATTTCTGACCCATTGGGCGG Hs.185677 8917 -0.429075 0.04345086 0.02160958 -0.2441375 0.16324359 0.243427873
NEDD4L AB007899_bp2435_R AGCTAAAAAGCCCAATGGGTCAGAAATAATTCTCTTGAAATTATTTCTGACCCATTGGGCGG Hs.185677 14293 -0.283225 0.20214749 0.11957528 -0.2984875 0.09216464 0.153353736
NEDD4L AB007899_bp488_R AGCTAAAAAGGAGCGACCCTATACATTTAATCTCTTGAATTAAATGTATAGGGTCGCTCCGG Hs.185677 3539 -0.583725 0.27894394 0.017830429 -0.5941125 0.40695637 0.04098087
NEDD4L AB007899_bp488_R AGCTAAAAAGGAGCGACCCTATACATTTAATCTCTTGAATTAAATGTATAGGGTCGCTCCGG Hs.185677 8915 0.041275 1.52760231 0.948217619 -0.5504625 0.36480218 0.046543589
NEDD4L AB007899_bp488_R AGCTAAAAAGGAGCGACCCTATACATTTAATCTCTTGAATTAAATGTATAGGGTCGCTCCGG Hs.185677 14291 0.091 0.74944521 0.785768709 -0.6240875 0.24214439 0.019852029
NEIL1 AK128372_bp172_R AGCTAAAAAGGCCAGCCAGTTTGTGAATGATCTCTTGAATCATTCACAAACTGGCTGGCCGG Hs.512732 4925 -0.1596875 0.35447608 0.435346016 -0.0019625 0.21955298 0.990569932
NEIL1 AK128372_bp172_R AGCTAAAAAGGCCAGCCAGTTTGTGAATGATCTCTTGAATCATTCACAAACTGGCTGGCCGG Hs.512732 10301 -0.2540625 0.22848715 0.165524244 -0.2198625 0.43467803 0.367206085
NEIL1 AK128372_bp172_R AGCTAAAAAGGCCAGCCAGTTTGTGAATGATCTCTTGAATCATTCACAAACTGGCTGGCCGG Hs.512732 15677 -0.7279125 0.10245202 0.002957676 -0.2395625 0.76148493 0.511893589
NEIL1 AK128372_bp432_R AGCTAAAAAGCCCTATGTTTCGTGGACATCTCTCTTGAAGATGTCCACGAAACATAGGGCGG Hs.512732 4927 -0.0894625 0.10826904 0.539458711 -0.7134375 0.5398988 0.043086202
NEIL1 AK128372_bp432_R AGCTAAAAAGCCCTATGTTTCGTGGACATCTCTCTTGAAGATGTCCACGAAACATAGGGCGG Hs.512732 10303 -0.1548625 0.13921318 0.319126817 -0.8612375 0.57432721 0.02736217
NEIL1 AK128372_bp432_R AGCTAAAAAGCCCTATGTTTCGTGGACATCTCTCTTGAAGATGTCCACGAAACATAGGGCGG Hs.512732 15679 -0.1017125 0.20600685 0.532674759 -1.0053375 0.64932778 0.022500462
NEIL1 AK128372_bp503_R AGCTAAAAAGCCCTGTGTCTTGCAGGAGTATCTCTTGAATACTCCTGCAAGACACAGGGCGG Hs.512732 4652 -0.2635625 0.26332313 0.170042228 0.2377875 0.24993999 0.214261078
NEIL1 AK128372_bp503_R AGCTAAAAAGCCCTGTGTCTTGCAGGAGTATCTCTTGAATACTCCTGCAAGACACAGGGCGG Hs.512732 10028 -0.4214625 0.20866918 0.039469354 0.0416625 0.12675928 0.777799308
NEIL1 AK128372_bp503_R AGCTAAAAAGCCCTGTGTCTTGCAGGAGTATCTCTTGAATACTCCTGCAAGACACAGGGCGG Hs.512732 15404 -0.6160875 0.56462734 0.059381255 0.8333
NEK1 NM_012224_bp2851_R AGCTAAAAAGTGGGAGAAGTTATTAAATTATCTCTTGAATAATTTAATAACTTCTCCCACGG Hs.481181 1915 -0.02745 2.49981004 0.978630687 -0.904333333 2.69605423 0.494930393
NEK1 NM_012224_bp2851_R AGCTAAAAAGTGGGAGAAGTTATTAAATTATCTCTTGAATAATTTAATAACTTCTCCCACGG Hs.481181 7291 0.052375 2.4873716 0.959044114 -0.9575 3.19006897 0.537387365
NEK1 NM_012224_bp2851_R AGCTAAAAAGTGGGAGAAGTTATTAAATTATCTCTTGAATAATTTAATAACTTCTCCCACGG Hs.481181 12667 0.0338 2.55961274 0.974293478 -1.050333333 3.4261312 0.528871949
NEK1 NM_012224_bp2909_R AGCTAAAAAGTCCGACAGATTCTGTTCTAATCTCTTGAATTAGAACAGAATCTGTCGGACGG Hs.481181 1917 -0.9336 0.57723583 0.015150811 0.277533333 1.03208035 0.59916006
NEK1 NM_012224_bp2909_R AGCTAAAAAGTCCGACAGATTCTGTTCTAATCTCTTGAATTAGAACAGAATCTGTCGGACGG Hs.481181 7293 -1.19315 0.59134923 0.006110935 0.6767 1.00444888 0.232979105
NEK1 NM_012224_bp2909_R AGCTAAAAAGTCCGACAGATTCTGTTCTAATCTCTTGAATTAGAACAGAATCTGTCGGACGG Hs.481181 12669 -1.202125 0.60278164 0.006293783 0.6657 1.08123461 0.264242252
NEK11 NM_024800_bp1283_R AGCTAAAAAGAGGGCACTGTCAGAAGTACATCTCTTGAATGTACTTCTGACAGTGCCCTCGG Hs.200813 1921 1.574425 0.51018605 0.001126463 0.639525 0.35302506 0.024996258
NEK11 NM_024800_bp1283_R AGCTAAAAAGAGGGCACTGTCAGAAGTACATCTCTTGAATGTACTTCTGACAGTGCCCTCGG Hs.200813 7297 1.754975 0.56176837 0.000940371 0.787625 0.29152108 0.0083299
NEK11 NM_024800_bp1283_R AGCTAAAAAGAGGGCACTGTCAGAAGTACATCTCTTGAATGTACTTCTGACAGTGCCCTCGG Hs.200813 12673 1.898875 0.42034156 0.000258077 1.118125 0.29476346 0.002116079
NEK11 NM_024800_bp725_R AGCTAAAAAGGGAGTTGACTACATGCATGATCTCTTGAATCATGCATGTAGTCAACTCCCGG Hs.200813 6076
NEK11 NM_024800_bp725_R AGCTAAAAAGGGAGTTGACTACATGCATGATCTCTTGAATCATGCATGTAGTCAACTCCCGG Hs.200813 11452 0.1151
NEK11 NM_024800_bp725_R AGCTAAAAAGGGAGTTGACTACATGCATGATCTCTTGAATCATGCATGTAGTCAACTCCCGG Hs.200813 700
NEK2 NM_002497_bp1083_R AGCTAAAAAGAGCGAGCTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAGCTCGCTCGG Hs.153704 1733 9.7462 0.4564625 2.30453399 0.653269129
NEK2 NM_002497_bp1083_R AGCTAAAAAGAGCGAGCTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAGCTCGCTCGG Hs.153704 7109 4.8216 6.67126964 0.174665745 0.4431875 2.22432101 0.651610314
NEK2 NM_002497_bp1083_R AGCTAAAAAGAGCGAGCTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAGCTCGCTCGG Hs.153704 12485 4.8126 6.74424306 0.178639802 0.4569125 2.38551359 0.663557872
NEK2 NM_002497_bp1294_R AGCTAAAAAGTGGGGAAAGTAAAGAGAACATCTCTTGAATGTTCTCTTTACTTTCCCCACGG Hs.153704 185 2.392266667 6.17419178 0.396210967 0.8484125 1.37705842 0.207656327
NEK2 NM_002497_bp1294_R AGCTAAAAAGTGGGGAAAGTAAAGAGAACATCTCTTGAATGTTCTCTTTACTTTCCCCACGG Hs.153704 5561 2.561566667 6.26454237 0.373070564 0.8497375 1.38343424 0.208725022
NEK2 NM_002497_bp1294_R AGCTAAAAAGTGGGGAAAGTAAAGAGAACATCTCTTGAATGTTCTCTTTACTTTCCCCACGG Hs.153704 10937 2.071225 5.69523063 0.390763908 0.9324125 1.35587727 0.168377292
NEK2 NM_002497_bp741_R AGCTAAAAAGGCTGCTTGCTGTATGAGTTATCTCTTGAATAACTCATACAGCAAGCAGCCGG Hs.153704 186 -0.582075 0.27169715 0.017317479 -0.6275625 0.24939299 0.01513062
NEK2 NM_002497_bp741_R AGCTAAAAAGGCTGCTTGCTGTATGAGTTATCTCTTGAATAACTCATACAGCAAGCAGCCGG Hs.153704 5562 -0.448925 0.23968273 0.036910959 -0.6268875 0.18934594 0.010988335
NEK2 NM_002497_bp741_R AGCTAAAAAGGCTGCTTGCTGTATGAGTTATCTCTTGAATAACTCATACAGCAAGCAGCCGG Hs.153704 10938 -0.5247 0.55635824 0.09068606 -0.4207625 0.69051061 0.238917429
NEK3 NM_002498_bp1486_R AGCTAAAAAGGTGGTTCTGTAATAAAGTACTCTCTTGAAGTACTTTATTACAGAACCACCGG Hs.409989 187 -0.578725 0.75962209 0.131030162 -0.1331875 0.45653921 0.585151803
NEK3 NM_002498_bp1486_R AGCTAAAAAGGTGGTTCTGTAATAAAGTACTCTCTTGAAGTACTTTATTACAGAACCACCGG Hs.409989 5563 -0.53905 0.58059323 0.091821005 -0.2633375 0.26077966 0.182745427
NEK3 NM_002498_bp1486_R AGCTAAAAAGGTGGTTCTGTAATAAAGTACTCTCTTGAAGTACTTTATTACAGAACCACCGG Hs.409989 10939 -0.62805 0.70860536 0.092727733 -0.1800875 0.31038615 0.369932069
NEK3 NM_002498_bp420_R AGCTAAAAAGCTTCCCAAGTCTTTCTCTAATCTCTTGAATTAGAGAAAGACTTGGGAAGCGG Hs.409989 188 -0.542675 0.36359777 0.036083643 -0.4056625 0.31826782 0.083640616
NEK3 NM_002498_bp420_R AGCTAAAAAGCTTCCCAAGTCTTTCTCTAATCTCTTGAATTAGAGAAAGACTTGGGAAGCGG Hs.409989 5564 -0.654866667 0.27157026 0.030599446 -0.3971125 0.33118936 0.093192039
NEK3 NM_002498_bp420_R AGCTAAAAAGCTTCCCAAGTCTTTCTCTAATCTCTTGAATTAGAGAAAGACTTGGGAAGCGG Hs.409989 10940 -0.58225 0.38663189 0.031930915 -0.4633125 0.32653095 0.060144806
NEK4 NM_003157_bp1178_R AGCTAAAAAGCCTCTGGTCTCTTGAAGTCATCTCTTGAATGACTTCAAGAGACCAGAGGCGG Hs.129550 313 -0.730675 0.21424619 0.00502941 -0.3279375 0.46491493 0.218710017
NEK4 NM_003157_bp1178_R AGCTAAAAAGCCTCTGGTCTCTTGAAGTCATCTCTTGAATGACTTCAAGAGACCAGAGGCGG Hs.129550 5689 -0.747625 0.19591642 0.004110616 -0.3399875 0.45009944 0.196824909
NEK4 NM_003157_bp1178_R AGCTAAAAAGCCTCTGGTCTCTTGAAGTCATCTCTTGAATGACTTCAAGAGACCAGAGGCGG Hs.129550 11065 -0.745375 0.17025568 0.003623568 -0.3400875 0.43748677 0.189826395
NEK4 NM_003157_bp524_R AGCTAAAAAGCCATGGCTTTGCAGTATTTATCTCTTGAATAAATACTGCAAAGCCATGGCGG Hs.129550 314 -0.470425 0.2558465 0.034095917 -0.3208875 0.33526416 0.155302077
NEK4 NM_003157_bp524_R AGCTAAAAAGCCATGGCTTTGCAGTATTTATCTCTTGAATAAATACTGCAAAGCCATGGCGG Hs.129550 5690 -0.5318 0.37348115 0.04050038 -0.2913125 0.33965776 0.191121769
NEK4 NM_003157_bp524_R AGCTAAAAAGCCATGGCTTTGCAGTATTTATCTCTTGAATAAATACTGCAAAGCCATGGCGG Hs.129550 11066 -0.452475 0.33929562 0.057347388 -0.2438125 0.14974855 0.154974392
NEK4 NM_003157_bp697_R AGCTAAAAAGAGCCCTGAATTGTTCTCAAATCTCTTGAATTTGAGAACAATTCAGGGCTCGG Hs.129550 315 0.78415 0.56872598 0.097839509 0.1049375 0.15530585 0.501717874
NEK4 NM_003157_bp697_R AGCTAAAAAGAGCCCTGAATTGTTCTCAAATCTCTTGAATTTGAGAACAATTCAGGGCTCGG Hs.129550 5691 0.813 0.54899771 0.08712168 0.0594125 0.23625963 0.729033723
NEK4 NM_003157_bp697_R AGCTAAAAAGAGCCCTGAATTGTTCTCAAATCTCTTGAATTTGAGAACAATTCAGGGCTCGG Hs.129550 11067 0.84575 0.60959676 0.089614284 0.0400875 0.23612977 0.814435156
NEK6 NM_014397_bp370_R AGCTAAAAAGGTGCAGATCTTTGAGATGATTCTCTTGAAATCATCTCAAAGATCTGCACCGG Hs.197071 1614 1.932075 3.9238416 0.317082707 -3.5273



NEK6 NM_014397_bp370_R AGCTAAAAAGGTGCAGATCTTTGAGATGATTCTCTTGAAATCATCTCAAAGATCTGCACCGG Hs.197071 6990 1.501125 3.43869563 0.367635643 -2.4944
NEK6 NM_014397_bp370_R AGCTAAAAAGGTGCAGATCTTTGAGATGATTCTCTTGAAATCATCTCAAAGATCTGCACCGG Hs.197071 12366 -0.466325 3.96202536 0.793381288 -1.47995 1.33621968 0.123462955
NEK6 NM_014397_bp581_R AGCTAAAAAGAGAGGACAGTATGGAAGTACTCTCTTGAAGTACTTCCATACTGTCCTCTCGG Hs.197071 1616 1.767175 2.56643841 0.13750782 0.3004
NEK6 NM_014397_bp581_R AGCTAAAAAGAGAGGACAGTATGGAAGTACTCTCTTGAAGTACTTCCATACTGTCCTCTCGG Hs.197071 6992 2.655775 4.49987437 0.188295404 4.5741 3.54606492 0.050158002
NEK6 NM_014397_bp581_R AGCTAAAAAGAGAGGACAGTATGGAAGTACTCTCTTGAAGTACTTCCATACTGTCCTCTCGG Hs.197071 12368 2.479575 4.6501405 0.227250417 4.413433333 3.47033119 0.052112838
NEK6 NM_014397_bp879_R AGCTAAAAAGCCCCTTCTATGGAGATAAGATCTCTTGAATCTTATCTCCATAGAAGGGGCGG Hs.197071 469 -0.2295 0.46244772 0.345876264 -1.4701 0.53687001 0.009999225
NEK6 NM_014397_bp879_R AGCTAAAAAGCCCCTTCTATGGAGATAAGATCTCTTGAATCTTATCTCCATAGAAGGGGCGG Hs.197071 5845 -1.150425 1.2857925 0.07510919 -2.111433333 0.26651593 0.000973963
NEK6 NM_014397_bp879_R AGCTAAAAAGCCCCTTCTATGGAGATAAGATCTCTTGAATCTTATCTCCATAGAAGGGGCGG Hs.197071 11221 -1.13055 1.4664246 0.109346106 -1.993566667 0.91504747 0.013734372
NEK7 NM_133494_bp200_R AGCTAAAAAGCCTGTCTCTTGGATGGAGTATCTCTTGAATACTCCATCCAAGAGACAGGCGG Hs.24119 638 0.169375 0.21769926 0.322245797 -0.42845 0.14620726 0.03391683
NEK7 NM_133494_bp200_R AGCTAAAAAGCCTGTCTCTTGGATGGAGTATCTCTTGAATACTCCATCCAAGAGACAGGCGG Hs.24119 6014 0.725875 0.13475675 0.003417904 0.26705 0.30134101 0.20082348
NEK7 NM_133494_bp200_R AGCTAAAAAGCCTGTCTCTTGGATGGAGTATCTCTTGAATACTCCATCCAAGAGACAGGCGG Hs.24119 11390 0.87105 0.2309641 0.002599329 0.501625 0.20676019 0.026381751
NEK7 NM_133494_bp706_R AGCTAAAAAGTCTCTTGGCTGTCTACTATATCTCTTGAATATAGTAGACAGCCAAGAGACGG Hs.24119 2117 0.482675 0.63802842 0.143490991 0.369625 0.37360165 0.130053386
NEK7 NM_133494_bp706_R AGCTAAAAAGTCTCTTGGCTGTCTACTATATCTCTTGAATATAGTAGACAGCCAAGAGACGG Hs.24119 7493 0.3111 0.60987248 0.299506002 0.416325 0.41440974 0.114187228
NEK7 NM_133494_bp706_R AGCTAAAAAGTCTCTTGGCTGTCTACTATATCTCTTGAATATAGTAGACAGCCAAGAGACGG Hs.24119 12869 0.821675 0.70813843 0.041969549 0.465125 0.37722795 0.074340249
NEK8 NM_178170_bp1494_R AGCTAAAAAGCGAGTTGTATGTGGTATCGATCTCTTGAATCGATACCACATACAACTCGCGG Hs.448468 11520 -0.2135 0.34154498 0.381267608 -0.072625 1.02929313 0.875961588
NEK8 NM_178170_bp1494_R AGCTAAAAAGCGAGTTGTATGTGGTATCGATCTCTTGAATCGATACCACATACAACTCGCGG Hs.448468 768 0.113566667 0.29118665 0.608595735 -0.0487 1.50650247 0.946733359
NEK8 NM_178170_bp1494_R AGCTAAAAAGCGAGTTGTATGTGGTATCGATCTCTTGAATCGATACCACATACAACTCGCGG Hs.448468 6144 -0.329675 0.32199322 0.125542461 -1.0067 0.46711474 0.066634142
NEK8 NM_178170_bp424_R AGCTAAAAAGTCGTCAAGATCGGTGATTTCTCTCTTGAAGAAATCACCGATCTTGACGACGG Hs.448468 769 -0.448025 0.30919155 0.051504085 0.492175 0.61799802 0.149499548
NEK8 NM_178170_bp424_R AGCTAAAAAGTCGTCAAGATCGGTGATTTCTCTCTTGAAGAAATCACCGATCTTGACGACGG Hs.448468 6145 -0.40455 0.30662592 0.069107976 0.900133333 0.67058415 0.064703179
NEK8 NM_178170_bp424_R AGCTAAAAAGTCGTCAAGATCGGTGATTTCTCTCTTGAAGAAATCACCGATCTTGACGACGG Hs.448468 11521 -0.4016 0.28472889 0.06422821 0.866633333 0.58891719 0.05600111
NEK8 NM_178170_bp650_R AGCTAAAAAGTGGCACCTTTGCACCTATCTTCTCTTGAAAGATAGGTGCAAAGGTGCCACGG Hs.448468 1926 2.379975 2.75830096 0.077427379 0.205675 0.80591086 0.588589942
NEK8 NM_178170_bp650_R AGCTAAAAAGTGGCACCTTTGCACCTATCTTCTCTTGAAAGATAGGTGCAAAGGTGCCACGG Hs.448468 7302 2.391125 2.73636404 0.074750738 0.272375 0.33471263 0.213269468
NEK8 NM_178170_bp650_R AGCTAAAAAGTGGCACCTTTGCACCTATCTTCTCTTGAAAGATAGGTGCAAAGGTGCCACGG Hs.448468 12678 2.767875 3.03636128 0.065948504 0.312575 0.56346971 0.294865609
NEK9 NM_033116_bp2365_R AGCTAAAAAGACCGAGGAATGGAAGGTTTATCTCTTGAATAAACCTTCCATTCCTCGGTCGG Hs.7200 594 1.26605 0.82444623 0.014212563 1.26625 0.27612087 0.001115859
NEK9 NM_033116_bp2365_R AGCTAAAAAGACCGAGGAATGGAAGGTTTATCTCTTGAATAAACCTTCCATTCCTCGGTCGG Hs.7200 5970 1.5606 0.84984214 0.006846779 1.381075 0.41828166 0.001964483
NEK9 NM_033116_bp2365_R AGCTAAAAAGACCGAGGAATGGAAGGTTTATCTCTTGAATAAACCTTCCATTCCTCGGTCGG Hs.7200 11346 1.542975 0.83905644 0.006855759 1.29375 0.34440026 0.001600985
NEK9 NM_033116_bp409_R AGCTAAAAAGGAGGGAACCTGTATGACAAATCTCTTGAATTTGTCATACAGGTTCCCTCCGG Hs.7200 12781 -0.128 -0.081166667 0.17439628 0.687087921
NEK9 NM_033116_bp409_R AGCTAAAAAGGAGGGAACCTGTATGACAAATCTCTTGAATTTGTCATACAGGTTCCCTCCGG Hs.7200 2029
NEK9 NM_033116_bp409_R AGCTAAAAAGGAGGGAACCTGTATGACAAATCTCTTGAATTTGTCATACAGGTTCCCTCCGG Hs.7200 7405
NEK9 NM_033116_bp836_R AGCTAAAAAGCCAGTACTCTTTGGAATTGATCTCTTGAATCAATTCCAAAGAGTACTGGCGG Hs.7200 595 -0.3127 0.45853395 0.213335238 -0.409625 0.24329622 0.0588925
NEK9 NM_033116_bp836_R AGCTAAAAAGCCAGTACTCTTTGGAATTGATCTCTTGAATCAATTCCAAAGAGTACTGGCGG Hs.7200 5971 -0.057425 0.31581445 0.75983863 0.141325 0.20610988 0.405492745
NEK9 NM_033116_bp836_R AGCTAAAAAGCCAGTACTCTTTGGAATTGATCTCTTGAATCAATTCCAAAGAGTACTGGCGG Hs.7200 11347 0.016675 0.34634699 0.932099097 0.36545 0.29646725 0.10005271
NFATC1 NM_006162_bp1842_R AGCTAAAAAGCATGGCTACTTGGAGAATGATCTCTTGAATCATTCTCCAAGTAGCCATGCGG Hs.534074 14191 -1.257766667 0.28086049 0.003365454 -0.2122625 0.23497228 0.324654678 0.762325 0.372948 0.026451968 0.65625 0.14717229 0.002973954
NFATC1 NM_006162_bp1842_R AGCTAAAAAGCATGGCTACTTGGAGAATGATCTCTTGAATCATTCTCCAAGTAGCCATGCGG Hs.534074 3439 -0.833566667 0.75778584 0.076144953 -0.14798333 0.14395965 0.553534311 0.71395 0.3576834 0.028154128 0.63405 0.1546905 0.003798498
NFATC1 NM_006162_bp1842_R AGCTAAAAAGCATGGCTACTTGGAGAATGATCTCTTGAATCATTCTCCAAGTAGCCATGCGG Hs.534074 8815 -0.720766667 0.76832416 0.111713117 0.213716667 0.96260854 0.629036338 0.738 0.35778861 0.025827646 0.625475 0.21654304 0.010313642
NFATC1 NM_006162_bp2368_R AGCTAAAAAGTCTGGGAGATGGAAGCGAAATCTCTTGAATTTCGCTTCCATCTCCCAGACGG Hs.534074 3443 0.16435 0.14861283 0.297778013 -0.11728333 0.63368989 0.731177575 0.26065 0.23330013 0.111533441 -0.158825 0.65625779 0.661498345
NFATC1 NM_006162_bp2368_R AGCTAAAAAGTCTGGGAGATGGAAGCGAAATCTCTTGAATTTCGCTTCCATCTCCCAGACGG Hs.534074 8819 0.397825 0.48279235 0.140028204 0.2588125 0.67280589 0.416543585 0.258675 0.16504517 0.051880272 -0.069725 0.64423268 0.842513653
NFATC1 NM_006162_bp2368_R AGCTAAAAAGTCTGGGAGATGGAAGCGAAATCTCTTGAATTTCGCTTCCATCTCCCAGACGG Hs.534074 14195 0.397925 0.59836591 0.193419443 0.2417125 1.09812909 0.590219917 0.303625 0.25004263 0.0934481 -0.017 0.63655156 0.960760846
NFATC1 NM_006162_bp2430_R AGCTAAAAAGATCCCGCCATTTCGGAATCATCTCTTGAATGATTCCGAAATGGCGGGATCGG Hs.534074 3441 -0.6123 0.49166572 0.044584664 -0.1781125 0.89152968 0.639054094 0.2924 0.42886614 0.266000901 0.617825 0.39182318 0.051123375
NFATC1 NM_006162_bp2430_R AGCTAAAAAGATCCCGCCATTTCGGAATCATCTCTTGAATGATTCCGAAATGGCGGGATCGG Hs.534074 8817 -0.6491 0.32753107 0.015690592 0.1083625 0.42110338 0.658070354 0.313775 0.4390643 0.248259684 0.649025 0.35727169 0.035911919
NFATC1 NM_006162_bp2430_R AGCTAAAAAGATCCCGCCATTTCGGAATCATCTCTTGAATGATTCCGAAATGGCGGGATCGG Hs.534074 14193 -0.576475 0.16520446 0.010292789 -0.4814375 0.06018158 0.037292564 0.31535 0.44221374 0.249056133 0.64315 0.41831553 0.054350683
NFKB1 NM_003998_bp2097_R AGCTAAAAAGGGGACAGTGTCTTACACTTATCTCTTGAATAAGTGTAAGACACTGTCCCCGG Hs.431926 2010 1.4411625 0.24770101 0.000284776 1.4097375 0.42666406 0.000899004
NFKB1 NM_003998_bp2097_R AGCTAAAAAGGGGACAGTGTCTTACACTTATCTCTTGAATAAGTGTAAGACACTGTCCCCGG Hs.431926 7386 1.7156625 0.4701337 0.000584544 1.2746625 0.34875374 0.001042162
NFKB1 NM_003998_bp2097_R AGCTAAAAAGGGGACAGTGTCTTACACTTATCTCTTGAATAAGTGTAAGACACTGTCCCCGG Hs.431926 12762 1.0125375 0.75516168 0.024692908 1.1569625 0.50003529 0.003553366
NFKB1 NM_003998_bp2918_R AGCTAAAAAGCTGCAGCTGTATAAGTTACTTCTCTTGAAAGTAACTTATACAGCTGCAGCGG Hs.431926 2012 1.8544375 0.37444663 0.000209214 0.6263375 0.42842381 0.036539193
NFKB1 NM_003998_bp2918_R AGCTAAAAAGCTGCAGCTGTATAAGTTACTTCTCTTGAAAGTAACTTATACAGCTGCAGCGG Hs.431926 7388 1.8396875 0.29217088 0.000120442 0.3873125 0.16064673 0.085351484
NFKB1 NM_003998_bp2918_R AGCTAAAAAGCTGCAGCTGTATAAGTTACTTCTCTTGAAAGTAACTTATACAGCTGCAGCGG Hs.431926 12764 1.7041375 0.30407828 0.000189643 0.3548125 0.08706065 0.099501724
NFKB1 NM_003998_bp591_R AGCTAAAAAGGCCCATACCTTCAAATATTATCTCTTGAATAATATTTGAAGGTATGGGCCGG Hs.431926 1071 0.3194625 0.31385936 0.131358459 0.3245125 0.0835877 0.125035119
NFKB1 NM_003998_bp591_R AGCTAAAAAGGCCCATACCTTCAAATATTATCTCTTGAATAATATTTGAAGGTATGGGCCGG Hs.431926 6447 0.1952875 0.28917426 0.30492044 0.3714875 0.13848924 0.092913495
NFKB1 NM_003998_bp591_R AGCTAAAAAGGCCCATACCTTCAAATATTATCTCTTGAATAATATTTGAAGGTATGGGCCGG Hs.431926 11823 0.1432625 0.29860762 0.446130581 0.3646875 0.11271794 0.094702676
NFKB2 NM_002502_bp2383_R AGCTAAAAAGGTGAAGACCTTGCTGCTAAATCTCTTGAATTTAGCAGCAAGGTCTTCACCGG Hs.73090 2539
NFKB2 NM_002502_bp2383_R AGCTAAAAAGGTGAAGACCTTGCTGCTAAATCTCTTGAATTTAGCAGCAAGGTCTTCACCGG Hs.73090 7915
NFKB2 NM_002502_bp2383_R AGCTAAAAAGGTGAAGACCTTGCTGCTAAATCTCTTGAATTTAGCAGCAAGGTCTTCACCGG Hs.73090 13291
NFKB2 NM_002502_bp2459_R AGCTAAAAAGGACTGTCACTTGGTGATACATCTCTTGAATGTATCACCAAGTGACAGTCCGG Hs.73090 2541
NFKB2 NM_002502_bp2459_R AGCTAAAAAGGACTGTCACTTGGTGATACATCTCTTGAATGTATCACCAAGTGACAGTCCGG Hs.73090 7917
NFKB2 NM_002502_bp2459_R AGCTAAAAAGGACTGTCACTTGGTGATACATCTCTTGAATGTATCACCAAGTGACAGTCCGG Hs.73090 13293
NFKB2 NM_002502_bp573_R AGCTAAAAAGTGTCCTGCATGTGACTAAGATCTCTTGAATCTTAGTCACATGCAGGACACGG Hs.73090 2537
NFKB2 NM_002502_bp573_R AGCTAAAAAGTGTCCTGCATGTGACTAAGATCTCTTGAATCTTAGTCACATGCAGGACACGG Hs.73090 7913
NFKB2 NM_002502_bp573_R AGCTAAAAAGTGTCCTGCATGTGACTAAGATCTCTTGAATCTTAGTCACATGCAGGACACGG Hs.73090 13289
NFKBIA NM_020529_bp508_R AGCTAAAAAGCTCCGAGACTTTCGAGGAAATCTCTTGAATTTCCTCGAAAGTCTCGGAGCGG Hs.81328 2543 -1.169825 0.23433588 0.00088098 -0.4871375 0.7195457 0.199661569
NFKBIA NM_020529_bp508_R AGCTAAAAAGCTCCGAGACTTTCGAGGAAATCTCTTGAATTTCCTCGAAAGTCTCGGAGCGG Hs.81328 7919 -1.175375 0.23446768 0.000825832 -0.4334875 0.73015058 0.257086319
NFKBIA NM_020529_bp508_R AGCTAAAAAGCTCCGAGACTTTCGAGGAAATCTCTTGAATTTCCTCGAAAGTCTCGGAGCGG Hs.81328 13295 -1.1969 0.25129768 0.00088248 -0.4730125 0.64411678 0.185059396
NFKBIA NM_020529_bp649_R AGCTAAAAAGTGTCTACACTTAGCCTCTATTCTCTTGAAATAGAGGCTAAGTGTAGACACGG Hs.81328 7945 0.787925 0.19947867 0.002935192 0.5616875 1.01994092 0.179194492
NFKBIA NM_020529_bp649_R AGCTAAAAAGTGTCTACACTTAGCCTCTATTCTCTTGAAATAGAGGCTAAGTGTAGACACGG Hs.81328 13321 0.782375 0.12322232 0.001956079 0.7111625 1.02844064 0.108425959
NFKBIA NM_020529_bp649_R AGCTAAAAAGTGTCTACACTTAGCCTCTATTCTCTTGAAATAGAGGCTAAGTGTAGACACGG Hs.81328 2569 0.840633333 0.2431915 0.010082977 0.59835 1.24203111 0.256187506
NFKBIA NM_020529_bp968_R AGCTAAAAAGAGTCAGAGTTCACGGAGTTCTCTCTTGAAGAACTCCGTGAACTCTGACTCGG Hs.81328 2571 -0.9916 0.55951799 0.014496764 -0.4469375 0.76527744 0.257742588
NFKBIA NM_020529_bp968_R AGCTAAAAAGAGTCAGAGTTCACGGAGTTCTCTCTTGAAGAACTCCGTGAACTCTGACTCGG Hs.81328 7947 -0.980425 0.54939634 0.014496598 -0.4774625 0.71026086 0.207241588
NFKBIA NM_020529_bp968_R AGCTAAAAAGAGTCAGAGTTCACGGAGTTCTCTCTTGAAGAACTCCGTGAACTCTGACTCGG Hs.81328 13323 -0.950875 0.52101928 0.014227732 -0.4517875 0.65929872 0.212292354
NFKBIB NM_002503_bp214_R AGCTAAAAAGGCACTGCACTTGGCTGTGATTCTCTTGAAATCACAGCCAAGTGCAGTGCCGG Hs.9731 13381 1.492733333 1.08101976 0.028573734 -0.5214375 0.50080648 0.103986023
NFKBIB NM_002503_bp214_R AGCTAAAAAGGCACTGCACTTGGCTGTGATTCTCTTGAAATCACAGCCAAGTGCAGTGCCGG Hs.9731 2629 -0.40585 -1.09725 1.08510907 0.065549946
NFKBIB NM_002503_bp214_R AGCTAAAAAGGCACTGCACTTGGCTGTGATTCTCTTGAAATCACAGCCAAGTGCAGTGCCGG Hs.9731 8005 -0.66345 -0.83175 1.22660754 0.171329042
NFKBIB NM_002503_bp671_R AGCTAAAAAGTGGCCGTTATCCACAAAGATTCTCTTGAAATCTTTGTGGATAACGGCCACGG Hs.9731 8003 -0.791975 0.33399351 0.009686556 0.3389875 0.50303642 0.178220572
NFKBIB NM_002503_bp671_R AGCTAAAAAGTGGCCGTTATCCACAAAGATTCTCTTGAAATCTTTGTGGATAACGGCCACGG Hs.9731 13379 -0.8176 0.35176828 0.010043228 0.2957125 0.43797326 0.199731317
NFKBIB NM_002503_bp671_R AGCTAAAAAGTGGCCGTTATCCACAAAGATTCTCTTGAAATCTTTGTGGATAACGGCCACGG Hs.9731 2627 -0.79775 0.30608428 0.008449214 0.447 0.56045284 0.254505176
NFKBIE NM_004556_bp1793_R AGCTAAAAAGAAGCCTGTTTGCCTCTCTTGTCTCTTGAACAAGAGAGGCAAACAGGCTTCGG Hs.458276 1462 0.862475 0.55103343 0.014575876 0.3556625 0.59327486 0.1952288
NFKBIE NM_004556_bp1793_R AGCTAAAAAGAAGCCTGTTTGCCTCTCTTGTCTCTTGAACAAGAGAGGCAAACAGGCTTCGG Hs.458276 6838 1.0045 0.55112104 0.008049375 0.4079125 0.84751771 0.240596037
NFKBIE NM_004556_bp1793_R AGCTAAAAAGAAGCCTGTTTGCCTCTCTTGTCTCTTGAACAAGAGAGGCAAACAGGCTTCGG Hs.458276 12214 0.85845 0.45373081 0.008607747 0.3413125 0.5593114 0.196713154
NFKBIE NM_004556_bp2016_R AGCTAAAAAGGAAGGGAAGTTTCAGTAACATCTCTTGAATGTTACTGAAACTTCCCTTCCGG Hs.458276 1461 -0.11535 0.48167221 0.805662998 -0.6216125 0.54735286 0.070399978
NFKBIE NM_004556_bp2016_R AGCTAAAAAGGAAGGGAAGTTTCAGTAACATCTCTTGAATGTTACTGAAACTTCCCTTCCGG Hs.458276 6837 -0.083675 0.4637292 0.907242054 -0.6117875 0.53659629 0.071888516
NFKBIE NM_004556_bp2016_R AGCTAAAAAGGAAGGGAAGTTTCAGTAACATCTCTTGAATGTTACTGAAACTTCCCTTCCGG Hs.458276 12213 0.018025 0.44943013 0.743184359 -0.5551625 0.37048464 0.060965054
NFKBIE NM_004556_bp922_R AGCTAAAAAGCACTCCATCTGGCTGTACATTCTCTTGAAATGTACAGCCAGATGGAGTGCGG Hs.458276 1460 -0.3313 0.340688 0.202788346 -0.4127875 0.30209398 0.128347306
NFKBIE NM_004556_bp922_R AGCTAAAAAGCACTCCATCTGGCTGTACATTCTCTTGAAATGTACAGCCAGATGGAGTGCGG Hs.458276 6836 -0.328525 0.3126285 0.193211843 -0.4242125 0.30559478 0.119917926
NFKBIE NM_004556_bp922_R AGCTAAAAAGCACTCCATCTGGCTGTACATTCTCTTGAAATGTACAGCCAGATGGAGTGCGG Hs.458276 12212 -0.2896 0.26829158 0.228286322 -0.4337375 0.31180555 0.114194495
NFKBIL1 NM_005007_bp130_R AGCTAAAAAGGAAGAAGCCTCCACATCTGTTCTCTTGAAACAGATGTGGAGGCTTCTTCCGG Hs.2764 1406 -0.749375 0.37686863 0.018971654 0.6687625 0.70982541 0.06051715
NFKBIL1 NM_005007_bp130_R AGCTAAAAAGGAAGAAGCCTCCACATCTGTTCTCTTGAAACAGATGTGGAGGCTTCTTCCGG Hs.2764 6782 -0.710925 0.42096747 0.028869604 1.019583333 0.52497422 0.015294853
NFKBIL1 NM_005007_bp130_R AGCTAAAAAGGAAGAAGCCTCCACATCTGTTCTCTTGAAACAGATGTGGAGGCTTCTTCCGG Hs.2764 12158 -0.7392 0.40785439 0.023230768 0.6815375 0.76339858 0.066707792
NFKBIL1 NM_005007_bp1425_R AGCTAAAAAGACTCTGCCGTTTCCTAATAATCTCTTGAATTATTAGGAAACGGCAGAGTCGG Hs.2764 1407 -0.958225 0.60185394 0.081037898 -0.63348333 0.20878356 0.055441996
NFKBIL1 NM_005007_bp1425_R AGCTAAAAAGACTCTGCCGTTTCCTAATAATCTCTTGAATTATTAGGAAACGGCAGAGTCGG Hs.2764 6783 -1.1117 0.895975 0.096709867 -0.37013333 0.587658 0.339244091
NFKBIL1 NM_005007_bp1425_R AGCTAAAAAGACTCTGCCGTTTCCTAATAATCTCTTGAATTATTAGGAAACGGCAGAGTCGG Hs.2764 12159 -1.448175 0.68784542 0.005398615 -0.3347875 0.56568805 0.315548462
NFKBIL1 NM_005007_bp204_R AGCTAAAAAGTCGCTTTCGTCGTTACTTGTTCTCTTGAAACAAGTAACGACGAAAGCGACGG Hs.2764 2399 0.112525 0.38001641 0.427386133 0.2215875 0.2966172 0.247557548
NFKBIL1 NM_005007_bp204_R AGCTAAAAAGTCGCTTTCGTCGTTACTTGTTCTCTTGAAACAAGTAACGACGAAAGCGACGG Hs.2764 7775 0.128725 0.38910179 0.393527861 0.2021375 0.28814151 0.27724379
NFKBIL1 NM_005007_bp204_R AGCTAAAAAGTCGCTTTCGTCGTTACTTGTTCTCTTGAAACAAGTAACGACGAAAGCGACGG Hs.2764 13151 0.1191 0.37646663 0.410059482 0.1591875 0.35054376 0.386699119
NFKBIZ NM_031419_bp1002_R AGCTAAAAAGTCCCCCGCTTATGAACCAAATCTCTTGAATTTGGTTCATAAGCGGGGGACGG Hs.319171 1435
NFKBIZ NM_031419_bp1002_R AGCTAAAAAGTCCCCCGCTTATGAACCAAATCTCTTGAATTTGGTTCATAAGCGGGGGACGG Hs.319171 6811
NFKBIZ NM_031419_bp1002_R AGCTAAAAAGTCCCCCGCTTATGAACCAAATCTCTTGAATTTGGTTCATAAGCGGGGGACGG Hs.319171 12187
NFKBIZ NM_031419_bp1817_R AGCTAAAAAGTCTGGTTGATACCATTAAGTTCTCTTGAAACTTAATGGTATCAACCAGACGG Hs.319171 1436
NFKBIZ NM_031419_bp1817_R AGCTAAAAAGTCTGGTTGATACCATTAAGTTCTCTTGAAACTTAATGGTATCAACCAGACGG Hs.319171 6812
NFKBIZ NM_031419_bp1817_R AGCTAAAAAGTCTGGTTGATACCATTAAGTTCTCTTGAAACTTAATGGTATCAACCAGACGG Hs.319171 12188
NFKBIZ NM_031419_bp385_R AGCTAAAAAGGTGTTCGGGTAAAGAACTCATCTCTTGAATGAGTTCTTTACCCGAACACCGG Hs.319171 2447
NFKBIZ NM_031419_bp385_R AGCTAAAAAGGTGTTCGGGTAAAGAACTCATCTCTTGAATGAGTTCTTTACCCGAACACCGG Hs.319171 7823
NFKBIZ NM_031419_bp385_R AGCTAAAAAGGTGTTCGGGTAAAGAACTCATCTCTTGAATGAGTTCTTTACCCGAACACCGG Hs.319171 13199
NKIRAS1 NM_020345_bp351_R AGCTAAAAAGCAGCTCCTTTATGGAAATCATCTCTTGAATGATTTCCATAAAGGAGCTGCGG Hs.173202 2333 -0.497275 0.33138908 0.063486243 -0.6457625 0.52878448 0.059252033
NKIRAS1 NM_020345_bp351_R AGCTAAAAAGCAGCTCCTTTATGGAAATCATCTCTTGAATGATTTCCATAAAGGAGCTGCGG Hs.173202 7709 -0.557825 0.23564382 0.026237018 -0.5623375 0.61543755 0.115543325
NKIRAS1 NM_020345_bp351_R AGCTAAAAAGCAGCTCCTTTATGGAAATCATCTCTTGAATGATTTCCATAAAGGAGCTGCGG Hs.173202 13085 -0.58105 0.2104776 0.020165159 -0.6258625 0.52822068 0.065723895
NKIRAS1 NM_020345_bp619_R AGCTAAAAAGAGGTAGCAATTGTGGTATTATCTCTTGAATAATACCACAATTGCTACCTCGG Hs.173202 1364 0.0557 0.53913188 0.669042636 0.0914125 1.18421536 0.776985234
NKIRAS1 NM_020345_bp619_R AGCTAAAAAGAGGTAGCAATTGTGGTATTATCTCTTGAATAATACCACAATTGCTACCTCGG Hs.173202 6740 0.311625 0.19196515 0.058531138 0.0031375 1.46259436 0.935431133
NKIRAS1 NM_020345_bp619_R AGCTAAAAAGAGGTAGCAATTGTGGTATTATCTCTTGAATAATACCACAATTGCTACCTCGG Hs.173202 12116 0.2247 0.13758533 0.104003387 0.0847375 1.28604352 0.80184085
NKIRAS1 NM_020345_bp725_R AGCTAAAAAGGGAGGTGACTGTTACAGATCTCTCTTGAAGATCTGTAACAGTCACCTCCCGG Hs.173202 2335 -0.12525 0.58084169 0.795733747 -0.7291125 0.61976168 0.051629086
NKIRAS1 NM_020345_bp725_R AGCTAAAAAGGGAGGTGACTGTTACAGATCTCTCTTGAAGATCTGTAACAGTCACCTCCCGG Hs.173202 7711 -0.08005 0.57881281 0.929324409 -0.6478125 0.72933536 0.10235178
NKIRAS1 NM_020345_bp725_R AGCTAAAAAGGGAGGTGACTGTTACAGATCTCTCTTGAAGATCTGTAACAGTCACCTCCCGG Hs.173202 13087 -0.1452 0.5778676 0.738602069 -0.6434625 0.69435147 0.095662179
NKIRAS2 NM_017595_bp211_R AGCTAAAAAGCAGCTTCTGTATGGGAACCATCTCTTGAATGGTTCCCATACAGAAGCTGCGG Hs.127764 2495 0.459825 0.40144617 0.050121892 0.3032375 0.0739696 0.105743404
NKIRAS2 NM_017595_bp211_R AGCTAAAAAGCAGCTTCTGTATGGGAACCATCTCTTGAATGGTTCCCATACAGAAGCTGCGG Hs.127764 7871 0.83915 0.05518597 0.000996548 0.3066375 0.42224603 0.182781923
NKIRAS2 NM_017595_bp211_R AGCTAAAAAGCAGCTTCTGTATGGGAACCATCTCTTGAATGGTTCCCATACAGAAGCTGCGG Hs.127764 13247 0.543075 0.37651533 0.023831903 0.1772625 0.1714587 0.29096187
NKIRAS2 NM_017595_bp2226_R AGCTAAAAAGCCTGCAGAGTAAGCTTATTATCTCTTGAATAATAAGCTTACTCTGCAGGCGG Hs.127764 2523 0.6559 0.35224035 0.013982547 -0.7955125 0.69537826 0.046695361
NKIRAS2 NM_017595_bp2226_R AGCTAAAAAGCCTGCAGAGTAAGCTTATTATCTCTTGAATAATAAGCTTACTCTGCAGGCGG Hs.127764 7899 0.66995 0.33258747 0.011476119 -0.7463625 0.63590782 0.048575235
NKIRAS2 NM_017595_bp2226_R AGCTAAAAAGCCTGCAGAGTAAGCTTATTATCTCTTGAATAATAAGCTTACTCTGCAGGCGG Hs.127764 13275 0.660975 0.33266538 0.012318529 -0.7357375 0.72408103 0.066547808
NKIRAS2 NM_017595_bp383_R AGCTAAAAAGATGGCTACGTCCTGGTCTATTCTCTTGAAATAGACCAGGACGTAGCCATCGG Hs.127764 2521 -0.6098 0.37086861 0.034748133 -0.5674875 1.2008856 0.29368194
NKIRAS2 NM_017595_bp383_R AGCTAAAAAGATGGCTACGTCCTGGTCTATTCTCTTGAAATAGACCAGGACGTAGCCATCGG Hs.127764 7897 -0.6297 0.34033807 0.026401091 -0.5404625 1.13012813 0.294547471
NKIRAS2 NM_017595_bp383_R AGCTAAAAAGATGGCTACGTCCTGGTCTATTCTCTTGAAATAGACCAGGACGTAGCCATCGG Hs.127764 13273 -0.611525 0.39622213 0.040367461 -0.5253625 1.16347231 0.318806652
NLK NM_016231_bp1665_R AGCTAAAAAGCAGCCGTCATTACAGCAATGTCTCTTGAACATTGCTGTAATGACGGCTGCGG Hs.208759 547 0.408575 1.2281903 0.444194454 -0.765866667 3.93279958 0.683140758
NLK NM_016231_bp1665_R AGCTAAAAAGCAGCCGTCATTACAGCAATGTCTCTTGAACATTGCTGTAATGACGGCTGCGG Hs.208759 5923 0.448125 1.19640487 0.393573728 -1.256 4.42275504 0.557007984
NLK NM_016231_bp1665_R AGCTAAAAAGCAGCCGTCATTACAGCAATGTCTCTTGAACATTGCTGTAATGACGGCTGCGG Hs.208759 11299 0.417875 1.32531983 0.464890698 -1.029366667 5.1215641 0.673224527
NLK NM_016231_bp1706_R AGCTAAAAAGGATGTATCTTTGCAGAACTATCTCTTGAATAGTTCTGCAAAGATACATCCGG Hs.208759 1722 2.599825 2.7917187 0.062131418 0.526833333 1.7377057 0.540014849
NLK NM_016231_bp1706_R AGCTAAAAAGGATGTATCTTTGCAGAACTATCTCTTGAATAGTTCTGCAAAGATACATCCGG Hs.208759 7098 3.059 3.87913644 0.097706417 0.6152 2.15456258 0.559480104
NLK NM_016231_bp1706_R AGCTAAAAAGGATGTATCTTTGCAGAACTATCTCTTGAATAGTTCTGCAAAGATACATCCGG Hs.208759 12474 3.23215 4.19613764 0.103638667 0.827533333 2.48079597 0.497878052
NLK NM_016231_bp1730_R AGCTAAAAAGGACGAAGAATATTGTTTCAGTCTCTTGAACTGAAACAATATTCTTCGTCCGG Hs.208759 11300 0.079175 0.61528897 0.832738769
NLK NM_016231_bp1730_R AGCTAAAAAGGACGAAGAATATTGTTTCAGTCTCTTGAACTGAAACAATATTCTTCGTCCGG Hs.208759 548 0.11165 1.21544585 0.851589688
NME1 NM_002512_bp457_R AGCTAAAAAGAAATCAGCCTATGGTTTAAATCTCTTGAACTTAAACCATAGGCTGATTTCGG Hs.463456 2004 0.4350875 0.25055913 0.04303028 -0.2025625 0.44666703 0.428391367
NME1 NM_002512_bp457_R AGCTAAAAAGAAATCAGCCTATGGTTTAAATCTCTTGAACTTAAACCATAGGCTGATTTCGG Hs.463456 7380 0.3793375 0.38069095 0.110465516 -0.0564125 0.51857145 0.832843686
NME1 NM_002512_bp457_R AGCTAAAAAGAAATCAGCCTATGGTTTAAATCTCTTGAACTTAAACCATAGGCTGATTTCGG Hs.463456 12756 0.5499625 0.7170566 0.131988204 -0.0658625 0.53325235 0.808190851
NME1 NM_002512_bp87_R AGCTAAAAAGCGCACCTTCATCGCCATCAATCTCTTGAATTGATGGCGATGAAGGTGCGCGG Hs.463456 2006 -0.9600125 0.38559845 0.004578496 -0.4774625 0.72723396 0.176556414
NME1 NM_002512_bp87_R AGCTAAAAAGCGCACCTTCATCGCCATCAATCTCTTGAATTGATGGCGATGAAGGTGCGCGG Hs.463456 7382 -0.8682125 0.30895362 0.004317251 -0.5683125 0.60706819 0.087121969
NME1 NM_002512_bp87_R AGCTAAAAAGCGCACCTTCATCGCCATCAATCTCTTGAATTGATGGCGATGAAGGTGCGCGG Hs.463456 12758 -0.9886625 0.1729114 0.001040569 -0.7295875 0.73353235 0.058654336
NME1 NM_198175_bp298_R AGCTAAAAAGCCTCCTATCTCAAGCTGTGATCTCTTGAATCACAGCTTGAGATAGGAGGCGG Hs.463456 1070 -0.4326125 0.12083016 0.02538079 -0.1787875 0.1074655 0.368385381
NME1 NM_198175_bp298_R AGCTAAAAAGCCTCCTATCTCAAGCTGTGATCTCTTGAATCACAGCTTGAGATAGGAGGCGG Hs.463456 6446 -0.4324625 0.19621829 0.034291093 -0.1318125 0.13107268 0.504622072
NME1 NM_198175_bp298_R AGCTAAAAAGCCTCCTATCTCAAGCTGTGATCTCTTGAATCACAGCTTGAGATAGGAGGCGG Hs.463456 11822 -0.4335125 0.17326523 0.030807794 -0.0512375 0.12306268 0.791269383
NME1 NM_198175_bp429_R AGCTAAAAAGCCTTGTTGGTCTGAAATTCATCTCTTGAATGAATTTCAGACCAACAAGGCGG Hs.463456 1069 -0.5424375 0.14953011 0.012186179 -0.1454375 0.23064915 0.488906243
NME1 NM_198175_bp429_R AGCTAAAAAGCCTTGTTGGTCTGAAATTCATCTCTTGAATGAATTTCAGACCAACAAGGCGG Hs.463456 6445 -0.5592625 0.14075089 0.010403078 -0.1176375 0.23250796 0.573408985
NME1 NM_198175_bp429_R AGCTAAAAAGCCTTGTTGGTCTGAAATTCATCTCTTGAATGAATTTCAGACCAACAAGGCGG Hs.463456 11821 -0.5661625 0.1414345 0.009936027 -0.1486125 0.24747198 0.485123054



NME1 NM_198175_bp712_R AGCTAAAAAGGAGATCGGCTTGTGGTTTCATCTCTTGAATGAAACCACAAGCCGATCTCCGG Hs.463456 2008 1.0592875 0.39093355 0.003098499 0.2107875 0.20159244 0.3173565
NME1 NM_198175_bp712_R AGCTAAAAAGGAGATCGGCTTGTGGTTTCATCTCTTGAATGAAACCACAAGCCGATCTCCGG Hs.463456 7384 1.1078875 0.34371799 0.00186164 0.2607625 0.27263971 0.247708473
NME1 NM_198175_bp712_R AGCTAAAAAGGAGATCGGCTTGTGGTTTCATCTCTTGAATGAAACCACAAGCCGATCTCCGG Hs.463456 12760 1.0023625 0.37124362 0.003470443 0.2256875 0.25319964 0.303570181
NMU NM_006681_bp212_R AGCTAAAAAGCCGAGGTGCTCCAATATTACTCTCTTGAAGTAATATTGGAGCACCTCGGCGG Hs.418367 5337 0.2138125 0.59540943 0.454804921 -1.5036 1.55139228 0.151766573
NMU NM_006681_bp212_R AGCTAAAAAGCCGAGGTGCTCCAATATTACTCTCTTGAAGTAATATTGGAGCACCTCGGCGG Hs.418367 10713 -0.3085125 0.22113092 0.103081885 -0.5124125 1.00438318 0.292396731
NMU NM_006681_bp212_R AGCTAAAAAGCCGAGGTGCTCCAATATTACTCTCTTGAAGTAATATTGGAGCACCTCGGCGG Hs.418367 16089 0.431775 0.13184006 0.171778017 -0.775275 1.18585343 0.292816861
NMU NM_006681_bp342_R AGCTAAAAAGGAGCTTTGCTTTATGATTATTCTCTTGAAATAATCATAAAGCAAAGCTCCGG Hs.418367 5335 -0.3481875 0.10631396 0.050142824 -0.2088625 0.66578524 0.521846609
NMU NM_006681_bp342_R AGCTAAAAAGGAGCTTTGCTTTATGATTATTCTCTTGAAATAATCATAAAGCAAAGCTCCGG Hs.418367 10711 -0.3756625 0.07729801 0.036537631 -0.0575375 0.52499675 0.828217559
NMU NM_006681_bp342_R AGCTAAAAAGGAGCTTTGCTTTATGATTATTCTCTTGAAATAATCATAAAGCAAAGCTCCGG Hs.418367 16087 1.360175 2.25033198 0.245648669 -0.760066667 0.4421113 0.049010154
NMU NM_006681_bp413_R AGCTAAAAAGGTTCTTATTTCATTATTCGATCTCTTGAATCGAATAATGAAATAAGAACCGG Hs.418367 5339 -0.4738875 0.36611924 0.056279341 -0.6739625 0.26118482 0.012479532
NMU NM_006681_bp413_R AGCTAAAAAGGTTCTTATTTCATTATTCGATCTCTTGAATCGAATAATGAAATAAGAACCGG Hs.418367 10715 -0.5821375 0.24913333 0.015298922 -0.6571625 0.40728167 0.03022935
NMU NM_006681_bp413_R AGCTAAAAAGGTTCTTATTTCATTATTCGATCTCTTGAATCGAATAATGAAATAAGAACCGG Hs.418367 16091 -0.16575 0.17307922 0.411849558 -0.4763
NOD3 NM_178844_bp1296_R AGCTAAAAAGTGCGAGCTCTACTCATGGTATCTCTTGAATACCATGAGTAGAGCTCGCACGG Hs.592091 1520 -0.074175 0.20417259 0.914231567 0.7004125 0.63407703 0.039371307
NOD3 NM_178844_bp1296_R AGCTAAAAAGTGCGAGCTCTACTCATGGTATCTCTTGAATACCATGAGTAGAGCTCGCACGG Hs.592091 6896 -0.097125 0.15587426 0.793392574 0.6042375 0.6511752 0.06578312
NOD3 NM_178844_bp1296_R AGCTAAAAAGTGCGAGCTCTACTCATGGTATCTCTTGAATACCATGAGTAGAGCTCGCACGG Hs.592091 12272 0.030575 0.23917632 0.618972251 0.6344875 0.61848601 0.051408781
NOD3 NM_178844_bp2407_R AGCTAAAAAGGCAACACCGTTAGGGATGATTCTCTTGAAATCATCCCTAACGGTGTTGCCGG Hs.592091 1521 -1.41565 0.3621625 0.84630538 0.286058801
NOD3 NM_178844_bp2407_R AGCTAAAAAGGCAACACCGTTAGGGATGATTCTCTTGAAATCATCCCTAACGGTGTTGCCGG Hs.592091 6897 -1.465766667 0.15136806 0.001545878 0.2628125 0.76065609 0.377022491
NOD3 NM_178844_bp2407_R AGCTAAAAAGGCAACACCGTTAGGGATGATTCTCTTGAAATCATCCCTAACGGTGTTGCCGG Hs.592091 12273 -1.697266667 0.29393687 0.001476981 0.4812375 0.74255506 0.147443547
NOD3 NM_178844_bp3079_R AGCTAAAAAGTGGCCTCAATTGGTGCTTCATCTCTTGAATGAAGCACCAATTGAGGCCACGG Hs.592091 2646 -0.951025 0.38634601 0.007063591 -0.8533875 0.36258959 0.010057283
NOD3 NM_178844_bp3079_R AGCTAAAAAGTGGCCTCAATTGGTGCTTCATCTCTTGAATGAAGCACCAATTGAGGCCACGG Hs.592091 8022 -1.01075 0.31707666 0.003483619 -0.7996875 0.3395333 0.012422736
NOD3 NM_178844_bp3079_R AGCTAAAAAGTGGCCTCAATTGGTGCTTCATCTCTTGAATGAAGCACCAATTGAGGCCACGG Hs.592091 13398 -0.9251 0.33060453 0.005624804 -0.7098875 0.23253259 0.014885933
NOTCH1 NM_017617_bp2240_R AGCTAAAAAGGACCAACTGTGACATCAACATCTCTTGAATGTTGATGTCACAGTTGGTCCGG Hs.495473 3434 0.416475 0.63927117 0.195514068 -0.5939875 0.46331587 0.049360763 0.4537 0.59905967 0.227083148 -0.0655 0.52289174 0.818355479
NOTCH1 NM_017617_bp2240_R AGCTAAAAAGGACCAACTGTGACATCAACATCTCTTGAATGTTGATGTCACAGTTGGTCCGG Hs.495473 8810 0.436325 0.70739197 0.208679958 -0.6206125 0.45723652 0.041642076 0.47915 0.531898 0.169397936 0.10655 0.46104248 0.67538737
NOTCH1 NM_017617_bp2240_R AGCTAAAAAGGACCAACTGTGACATCAACATCTCTTGAATGTTGATGTCACAGTTGGTCCGG Hs.495473 14186 0.481725 0.66036377 0.153016542 -0.4870375 0.51491599 0.10418274 0.42285 0.59693033 0.251545678 0.1004 0.49832056 0.7139798
NOTCH1 NM_017617_bp3645_R AGCTAAAAAGGGTGTGCACTGTGAGATCAATCTCTTGAATTGATCTCACAGTGCACACCCGG Hs.495473 3408 -0.403025 0.19531538 0.043103895 0.2233625 0.3448519 0.342543234 -0.331875 0.51320531 0.286477484 0.4454 0.71306113 0.300164193
NOTCH1 NM_017617_bp3645_R AGCTAAAAAGGGTGTGCACTGTGAGATCAATCTCTTGAATTGATCTCACAGTGCACACCCGG Hs.495473 8784 -0.65885 0.38470159 0.020398479 0.1986625 0.365744 0.403254734 -0.27205 0.56523972 0.406757747 0.46075 0.81803295 0.341933873
NOTCH1 NM_017617_bp3645_R AGCTAAAAAGGGTGTGCACTGTGAGATCAATCTCTTGAATTGATCTCACAGTGCACACCCGG Hs.495473 14160 -0.582 0.32207626 0.022805355 0.3433625 0.43239365 0.194484306 -0.2373 0.54890919 0.450844649 0.504 0.82355353 0.308323189
NPAS1 BC039016_bp1130_R AGCTAAAAAGGTCTCACCATCCTTGCTTGTTCTCTTGAAACAAGCAAGGATGGTGAGACCGG Hs.79564 4276 -0.204725 0.36787058 0.335481851 -0.8624 0.13115896 0.002356371 -0.63076667 0.64198539 0.109114583
NPAS1 BC039016_bp1130_R AGCTAAAAAGGTCTCACCATCCTTGCTTGTTCTCTTGAAACAAGCAAGGATGGTGAGACCGG Hs.79564 9652 -0.14255 0.30748898 0.453888738 -0.779675 0.19294432 0.004856731 -0.6325 1.01894378 0.203200689
NPAS1 BC039016_bp1130_R AGCTAAAAAGGTCTCACCATCCTTGCTTGTTCTCTTGAAACAAGCAAGGATGGTGAGACCGG Hs.79564 15028 -0.1625 0.31136109 0.399817198 -0.6989 0.26502839 0.011159382 -0.62806667 0.80881039 0.150002961
NPAS1 BC039016_bp638_R AGCTAAAAAGGCTTTGTGTTCGCCTTGAACTCTCTTGAAGTTCAAGGCGAACACAAAGCCGG Hs.79564 4274 0.31285 0.81866398 0.4021002 1.689325 0.3622422 0.000584194 -0.2384 0.33257831 0.396192744
NPAS1 BC039016_bp638_R AGCTAAAAAGGCTTTGTGTTCGCCTTGAACTCTCTTGAAGTTCAAGGCGAACACAAAGCCGG Hs.79564 9650 0.502133333 0.96759565 0.305670737 1.992975 0.22109299 0.000109461 0.39325 0.06484169 0.274287826
NPAS1 BC039016_bp638_R AGCTAAAAAGGCTTTGTGTTCGCCTTGAACTCTCTTGAAGTTCAAGGCGAACACAAAGCCGG Hs.79564 15026 0.6792 0.57676479 0.046136918 1.0301 0.28892383 0.045881327 0.45155 0.79245457 0.337979267
NPAS1 BC039016_bp930_R AGCTAAAAAGCTCCTTCTTTGTCCGCATGATCTCTTGAATCATGCGGACAAAGAAGGAGCGG Hs.79564 4248 0.133825 0.48755936 0.583657883 -0.2478 0.25832374 0.203558116 0.955366667 0.95466594 0.068044173
NPAS1 BC039016_bp930_R AGCTAAAAAGCTCCTTCTTTGTCCGCATGATCTCTTGAATCATGCGGACAAAGAAGGAGCGG Hs.79564 9624 0.1711 0.48397017 0.485738891 -0.36915 0.31266291 0.103973986 0.995933333 0.92286459 0.056057322
NPAS1 BC039016_bp930_R AGCTAAAAAGCTCCTTCTTTGTCCGCATGATCTCTTGAATCATGCGGACAAAGAAGGAGCGG Hs.79564 15000 0.217775 0.49228056 0.387317158 -0.4438 0.31806098 0.065428232 1.072 0.9669632 0.049320105
NPR1 NM_000906_bp2405_R AGCTAAAAAGGGCATGCTGTTTCTACACAATCTCTTGAATTGTGTAGAAACAGCATGCCCGG 148
NPR1 NM_000906_bp2405_R AGCTAAAAAGGGCATGCTGTTTCTACACAATCTCTTGAATTGTGTAGAAACAGCATGCCCGG 5524
NPR1 NM_000906_bp2405_R AGCTAAAAAGGGCATGCTGTTTCTACACAATCTCTTGAATTGTGTAGAAACAGCATGCCCGG 10900
NPR1 NM_000906_bp2487_R AGCTAAAAAGTGCTCAAGATCACCGACTATTCTCTTGAAATAGTCGGTGATCTTGAGCACGG Hs.490330 149 0.0632 0.80351131 0.858401443 -0.4061875 0.56532654 0.191552569
NPR1 NM_000906_bp2487_R AGCTAAAAAGTGCTCAAGATCACCGACTATTCTCTTGAAATAGTCGGTGATCTTGAGCACGG Hs.490330 5525 0.0749 0.87021708 0.843581122 -0.3939125 0.63714366 0.239074829
NPR1 NM_000906_bp2487_R AGCTAAAAAGTGCTCAAGATCACCGACTATTCTCTTGAAATAGTCGGTGATCTTGAGCACGG Hs.490330 10901 0.1266 0.84675697 0.733778924 -0.3890625 0.57473523 0.212306389
NPR1 NM_000906_bp3501_R AGCTAAAAAGCCCTGAAGATCCACTTGTCTTCTCTTGAAAGACAAGTGGATCTTCAGGGCGG Hs.490330 150 -0.14055 0.15115521 0.367349538 0.4976875 0.18781746 0.024745889
NPR1 NM_000906_bp3501_R AGCTAAAAAGCCCTGAAGATCCACTTGTCTTCTCTTGAAAGACAAGTGGATCTTCAGGGCGG Hs.490330 5526 -0.128675 0.09114206 0.381035699 0.4902125 0.20691041 0.028502829
NPR1 NM_000906_bp3501_R AGCTAAAAAGCCCTGAAGATCCACTTGTCTTCTCTTGAAAGACAAGTGGATCTTCAGGGCGG Hs.490330 10902 -0.075975 0.11276576 0.601673342 0.5357875 0.13726249 0.015264964
NPR2 NM_000907_bp1329_R AGCTAAAAAGGACGACCCATCCTGTGATAATCTCTTGAATTATCACAGGATGGGTCGTCCGG Hs.78518 151 -0.8772 -0.3151
NPR2 NM_000907_bp1329_R AGCTAAAAAGGACGACCCATCCTGTGATAATCTCTTGAATTATCACAGGATGGGTCGTCCGG Hs.78518 5527 -0.6313 -0.38955 0.17939299 0.245206256
NPR2 NM_000907_bp1329_R AGCTAAAAAGGACGACCCATCCTGTGATAATCTCTTGAATTATCACAGGATGGGTCGTCCGG Hs.78518 10903 -0.5713 -0.233616667 0.5115633 0.457321277
NPR2 NM_000907_bp2327_R AGCTAAAAAGGCCAGACTTTGGACAGATTATCTCTTGAATAATCTGTCCAAAGTCTGGCCGG Hs.78518 152 0.4708 0.2165
NPR2 NM_000907_bp2327_R AGCTAAAAAGGCCAGACTTTGGACAGATTATCTCTTGAATAATCTGTCCAAAGTCTGGCCGG Hs.78518 5528 0.3038 0.173
NPR2 NM_000907_bp2327_R AGCTAAAAAGGCCAGACTTTGGACAGATTATCTCTTGAATAATCTGTCCAAAGTCTGGCCGG Hs.78518 10904 -0.28805 0.78566635 0.520769442 0.1108
NPR2 NM_000907_bp2800_R AGCTAAAAAGCCCTAGCATTACTAGATGCATCTCTTGAATGCATCTAGTAATGCTAGGGCGG Hs.78518 153 -0.986225 1.03494091 0.065808417 -0.4070125 0.50508718 0.161691998
NPR2 NM_000907_bp2800_R AGCTAAAAAGCCCTAGCATTACTAGATGCATCTCTTGAATGCATCTAGTAATGCTAGGGCGG Hs.78518 5529 -0.953675 1.0238016 0.070493893 -0.4029625 0.44888169 0.138662655
NPR2 NM_000907_bp2800_R AGCTAAAAAGCCCTAGCATTACTAGATGCATCTCTTGAATGCATCTAGTAATGCTAGGGCGG Hs.78518 10905 -0.89875 0.97795425 0.074221566 -0.4454125 0.53961092 0.148063067
NR1I2 AJ009936_bp2326_R AGCTAAAAAGACACTACCTTCTCCCATTTCTCTCTTGAAGAAATGGGAGAAGGTAGTGTCGG Hs.7303 3778 -0.09205 0.34477987 0.686034364
NR1I2 AJ009936_bp2326_R AGCTAAAAAGACACTACCTTCTCCCATTTCTCTCTTGAAGAAATGGGAGAAGGTAGTGTCGG Hs.7303 9154 -0.1621 0.18985236 0.43063714
NR1I2 AJ009936_bp2326_R AGCTAAAAAGACACTACCTTCTCCCATTTCTCTCTTGAAGAAATGGGAGAAGGTAGTGTCGG Hs.7303 14530 0.05135 0.36875619 0.865939944 -0.078625 0.19001795 0.696349346
NR1I2 AJ009936_bp2568_R AGCTAAAAAGGCTGACATGTCAACCTACATTCTCTTGAAATGTAGGTTGACATGTCAGCCGG Hs.7303 3774 -0.5057125 0.29166489 0.031869007 -0.11935 0.59405145 0.67982281
NR1I2 AJ009936_bp2568_R AGCTAAAAAGGCTGACATGTCAACCTACATTCTCTTGAAATGTAGGTTGACATGTCAGCCGG Hs.7303 9150 -0.4926875 0.30655815 0.037487563 0.043925 0.35267323 0.847277465
NR1I2 AJ009936_bp2568_R AGCTAAAAAGGCTGACATGTCAACCTACATTCTCTTGAAATGTAGGTTGACATGTCAGCCGG Hs.7303 14526 -0.5062125 0.21162035 0.021194016 -0.230525 0.3629885 0.335823274
NR1I2 AJ009936_bp2934_R AGCTAAAAAGCAGGAGCAATTCGCCATTACTCTCTTGAAGTAATGGCGAATTGCTCCTGCGG Hs.7303 3776 -0.071775 0.42795721 0.769790402
NR1I2 AJ009936_bp2934_R AGCTAAAAAGCAGGAGCAATTCGCCATTACTCTCTTGAAGTAATGGCGAATTGCTCCTGCGG Hs.7303 9152 1.6164 -0.10275 0.34649627 0.652882131
NR1I2 AJ009936_bp2934_R AGCTAAAAAGCAGGAGCAATTCGCCATTACTCTCTTGAAGTAATGGCGAATTGCTCCTGCGG Hs.7303 14528 -0.084775 0.35199077 0.711158053
NR3C1 NM_000176_bp1114_R AGCTAAAAAGGAGGACAGATGTACCACTATTCTCTTGAAATAGTGGTACATCTGTCCTCCGG Hs.122926 4954 0.7840625 0.73880024 0.054318537 -0.4599375 1.45825002 0.487923971
NR3C1 NM_000176_bp1114_R AGCTAAAAAGGAGGACAGATGTACCACTATTCTCTTGAAATAGTGGTACATCTGTCCTCCGG Hs.122926 10330 0.7999375 0.71878073 0.04755593 -0.4474125 1.35749096 0.471148969
NR3C1 NM_000176_bp1114_R AGCTAAAAAGGAGGACAGATGTACCACTATTCTCTTGAAATAGTGGTACATCTGTCCTCCGG Hs.122926 15706 0.8794125 0.77104175 0.042340234 -0.3935625 1.49930225 0.559875665
NR3C1 NM_000176_bp2002_R AGCTAAAAAGCTCCTGATCTGATTATTAATTCTCTTGAAATTAATAATCAGATCAGGAGCGG Hs.122926 4952 -0.1711625 0.43989745 0.4593671 0.4028875 0.38812088 0.112127594
NR3C1 NM_000176_bp2002_R AGCTAAAAAGCTCCTGATCTGATTATTAATTCTCTTGAAATTAATAATCAGATCAGGAGCGG Hs.122926 10328 -0.1317125 0.30427795 0.48508866 0.1916875 0.41532233 0.413949825
NR3C1 NM_000176_bp2002_R AGCTAAAAAGCTCCTGATCTGATTATTAATTCTCTTGAAATTAATAATCAGATCAGGAGCGG Hs.122926 15704 -0.0878375 0.43540485 0.696160718 0.3117625 0.3716252 0.184762176
NR3C1 NM_000176_bp238_R AGCTAAAAAGGAGCTACTGTGAAGGTTTCTTCTCTTGAAAGAAACCTTCACAGTAGCTCCGG Hs.122926 4956 1.9419875 0.63194181 0.000890638 0.2340625 0.55002306 0.411975208
NR3C1 NM_000176_bp238_R AGCTAAAAAGGAGCTACTGTGAAGGTTTCTTCTCTTGAAAGAAACCTTCACAGTAGCTCCGG Hs.122926 10332 2.0198625 0.53815849 0.00042155 0.2372875 0.61639448 0.443796229
NR3C1 NM_000176_bp238_R AGCTAAAAAGGAGCTACTGTGAAGGTTTCTTCTCTTGAAAGAAACCTTCACAGTAGCTCCGG Hs.122926 15708 2.0380875 0.5713117 0.000496741 0.2353875 0.55947437 0.415086661
NRBP NM_013392_bp1271_R AGCTAAAAAGCTCTGGAATTAGATAAATTCTCTCTTGAAGAATTTATCTAATTCCAGAGCGG Hs.515876 445 -0.729825 0.76004497 0.072004924 -0.8925 1.16658181 0.181716597
NRBP NM_013392_bp1271_R AGCTAAAAAGCTCTGGAATTAGATAAATTCTCTCTTGAAGAATTTATCTAATTCCAGAGCGG Hs.515876 5821 -1.330375 2.10815006 0.167730816 -1.632133333 2.8985358 0.279299091
NRBP NM_013392_bp1271_R AGCTAAAAAGCTCTGGAATTAGATAAATTCTCTCTTGAAGAATTTATCTAATTCCAGAGCGG Hs.515876 11197 -2.175075 2.22688908 0.05447572 -2.261366667 3.74716252 0.250579803
NRBP NM_013392_bp519_R AGCTAAAAAGGGCTGACATTAAAGAGAACATCTCTTGAATGTTCTCTTTAATGTCAGCCCGG Hs.515876 6950 0.671725 1.39122314 0.278773068 -1.0981 3.63514074 0.534287591
NRBP NM_013392_bp519_R AGCTAAAAAGGGCTGACATTAAAGAGAACATCTCTTGAATGTTCTCTTTAATGTCAGCCCGG Hs.515876 12326 0.474025 1.17918319 0.363015638 -1.359933333 4.37793369 0.522801355
NRBP NM_013392_bp519_R AGCTAAAAAGGGCTGACATTAAAGAGAACATCTCTTGAATGTTCTCTTTAATGTCAGCCCGG Hs.515876 1574
NRBP2 NM_178564_bp1302_R AGCTAAAAAGCCAGAGCCCTTTGACTCTGATCTCTTGAATCAGAGTCAAAGGGCTCTGGCGG Hs.521926 772 -0.8215 0.18178773 0.002520493 -1.1937 1.09133296 0.055128995
NRBP2 NM_178564_bp1302_R AGCTAAAAAGCCAGAGCCCTTTGACTCTGATCTCTTGAATCAGAGTCAAAGGGCTCTGGCGG Hs.521926 6148 -0.854775 0.21887176 0.002623743 -0.8891 1.22129187 0.151442948
NRBP2 NM_178564_bp1302_R AGCTAAAAAGCCAGAGCCCTTTGACTCTGATCTCTTGAATCAGAGTCAAAGGGCTCTGGCGG Hs.521926 11524 -0.242175 0.3817526 0.271882817 -0.8994 1.04060949 0.105012445
NRBP2 NM_178564_bp2191_R AGCTAAAAAGCCACCTCTTTGACCCTTTACTCTCTTGAAGTAAAGGGTCAAAGAGGTGGCGG Hs.521926 773 -0.654975 0.21908329 0.008139943 -0.0486 0.29353852 0.794817975
NRBP2 NM_178564_bp2191_R AGCTAAAAAGCCACCTCTTTGACCCTTTACTCTCTTGAAGTAAAGGGTCAAAGAGGTGGCGG Hs.521926 6149 -0.47375 0.18916995 0.024197992 0.546233333 0.19720224 0.052828262
NRBP2 NM_178564_bp2191_R AGCTAAAAAGCCACCTCTTTGACCCTTTACTCTCTTGAAGTAAAGGGTCAAAGAGGTGGCGG Hs.521926 11525 -0.230725 0.32614582 0.257433758 0.710366667 0.29785937 0.035550711
NRBP2 NM_178564_bp811_R AGCTAAAAAGAGATGGCTGTACTGGAAATCTCTCTTGAAGATTTCCAGTACAGCCATCTCGG Hs.521926 774 0.299775 0.70056215 0.36367766 0.271375 0.46900005 0.298372085
NRBP2 NM_178564_bp811_R AGCTAAAAAGAGATGGCTGTACTGGAAATCTCTCTTGAAGATTTCCAGTACAGCCATCTCGG Hs.521926 11526 0.8668 0.48465605 0.028328747 0.4301 0.79117024 0.276968838
NRBP2 NM_178564_bp811_R AGCTAAAAAGAGATGGCTGTACTGGAAATCTCTCTTGAAGATTTCCAGTACAGCCATCTCGG Hs.521926 6150 1.0721 0.85717067 0.050120386 0.5247 0.77441172 0.246893281
NRG2 NM_013982_bp1064_R AGCTAAAAAGCCGAGACATTCGCATCAAATTCTCTTGAAATTTGATGCGAATGTCTCGGCGG Hs.408515 3196 -0.4186 0.4234 0.48768604 0.271542341 0.28115 0.39019197 0.245211302
NRG2 NM_013982_bp1064_R AGCTAAAAAGCCGAGACATTCGCATCAAATTCTCTTGAAATTTGATGCGAATGTCTCGGCGG Hs.408515 8572 -0.095833333 0.25372001 0.65089393 -0.3301 0.307633333 0.45736246 0.364171174 0.3358 0.48086983 0.256913772
NRG2 NM_013982_bp1064_R AGCTAAAAAGCCGAGACATTCGCATCAAATTCTCTTGAAATTTGATGCGAATGTCTCGGCGG Hs.408515 13948 -0.055333333 0.37788269 0.819414545 -0.4151 0.5309 0.52559145 0.22230217 0.318275 0.48382648 0.279798723
NRG2 NM_013982_bp1416_R AGCTAAAAAGCACCTTGGATTTGAATTAAATCTCTTGAATTTAATTCAAATCCAAGGTGCGG Hs.408515 3168 -0.4942 -0.093025 0.41751275 0.686070851 0.0726 0.12936414 0.343414474
NRG2 NM_013982_bp1416_R AGCTAAAAAGCACCTTGGATTTGAATTAAATCTCTTGAATTTAATTCAAATCCAAGGTGCGG Hs.408515 8544 -0.4873 -0.0477 0.30094835 0.809436503 0.112325 0.1861231 0.313922811
NRG2 NM_013982_bp1416_R AGCTAAAAAGCACCTTGGATTTGAATTAAATCTCTTGAATTTAATTCAAATCCAAGGTGCGG Hs.408515 13920 -0.5234 -0.024333333 0.1957995 0.849525683 0.0492 0.11687224 0.461640108
NRG2 NM_013982_bp828_R AGCTAAAAAGGAACAGCCCTTAGTCTTTAATCTCTTGAATTAAAGACTAAGGGCTGTTCCGG Hs.408515 3194 -0.902133333 0.37695236 0.016308041 -0.1694375 0.15936012 0.403205629 0.2763 0.68382291 0.478166797 0.550875 0.41174537 0.075317244
NRG2 NM_013982_bp828_R AGCTAAAAAGGAACAGCCCTTAGTCTTTAATCTCTTGAATTAAAGACTAAGGGCTGTTCCGG Hs.408515 8570 -0.987933333 0.54071107 0.023127411 -0.3004375 0.09733188 0.15172777 0.441875 0.66535851 0.276107923 0.5949 0.28148545 0.02421944
NRG2 NM_013982_bp828_R AGCTAAAAAGGAACAGCCCTTAGTCTTTAATCTCTTGAATTAAAGACTAAGGGCTGTTCCGG Hs.408515 13946 -0.864866667 0.41779804 0.022050112 -0.3052375 0.07988401 0.144413465 0.4229 0.59501699 0.2503025 0.58245 0.35778956 0.047280631
NRIP1 NM_003489_bp2514_R AGCTAAAAAGAGAGAGCTTTAAGTGAACAATCTCTTGAATTGTTCACTTAAAGCTCTCTCGG Hs.155017 3165 0.99535 0.6711524 0.018487813 0.18805 0.49571672 0.480731577
NRIP1 NM_003489_bp2514_R AGCTAAAAAGAGAGAGCTTTAAGTGAACAATCTCTTGAATTGTTCACTTAAAGCTCTCTCGG Hs.155017 8541 1.503825 0.53843426 0.001651361 -0.313125 0.74758959 0.36263653
NRIP1 NM_003489_bp2514_R AGCTAAAAAGAGAGAGCTTTAAGTGAACAATCTCTTGAATTGTTCACTTAAAGCTCTCTCGG Hs.155017 13917 1.39575 0.65206464 0.004339107 -0.03225 0.57165391 0.908644395
NRIP1 NM_003489_bp3257_R AGCTAAAAAGCCCAGCAGTTGCATGGATAATCTCTTGAATTATCCATGCAACTGCTGGGCGG Hs.155017 3161 1.285975 0.84000827 0.014239009 -0.147375 0.31147762 0.510151187
NRIP1 NM_003489_bp3257_R AGCTAAAAAGCCCAGCAGTTGCATGGATAATCTCTTGAATTATCCATGCAACTGCTGGGCGG Hs.155017 8537 1.036175 0.78885207 0.025921289 0.0834 0.31681866 0.707054173
NRIP1 NM_003489_bp3257_R AGCTAAAAAGCCCAGCAGTTGCATGGATAATCTCTTGAATTATCCATGCAACTGCTGGGCGG Hs.155017 13913 1.138275 0.83735559 0.022226332 -0.023425 0.25474541 0.911027376
NRIP1 NM_003489_bp814_R AGCTAAAAAGGTGCTATGGTGTTGCATCAATCTCTTGAATTGATGCAACACCATAGCACCGG Hs.155017 3163 4.143775 0.71299622 3.76E-05 0.29455 0.3116021 0.211028773
NRIP1 NM_003489_bp814_R AGCTAAAAAGGTGCTATGGTGTTGCATCAATCTCTTGAATTGATGCAACACCATAGCACCGG Hs.155017 8539 4.126925 0.62168066 2.24E-05 0.3577 0.33384752 0.146351277
NRIP1 NM_003489_bp814_R AGCTAAAAAGGTGCTATGGTGTTGCATCAATCTCTTGAATTGATGCAACACCATAGCACCGG Hs.155017 13915 4.30035 0.88937096 7.84E-05 0.297725 0.34524491 0.218670607
NRK NM_198465_bp2072_R AGCTAAAAAGCCCCTGCTATCACAAGATCATCTCTTGAATGATCTTGTGATAGCAGGGGCGG Hs.209527 1976 -2.2775 -0.358866667 0.99229961 0.489041105
NRK NM_198465_bp2072_R AGCTAAAAAGCCCCTGCTATCACAAGATCATCTCTTGAATGATCTTGTGATAGCAGGGGCGG Hs.209527 7352 -2.6132 0.380325 1.37820684 0.542284326
NRK NM_198465_bp2072_R AGCTAAAAAGCCCCTGCTATCACAAGATCATCTCTTGAATGATCTTGTGATAGCAGGGGCGG Hs.209527 12728 -2.4547 0.270875 1.15990813 0.607366164
NRK NM_198465_bp4076_R AGCTAAAAAGCCACTCAATTTGCTGATTACTCTCTTGAAGTAATCAGCAAATTGAGTGGCGG Hs.209527 1978 -0.5079 0.49263986 0.07833865 -0.101575 0.42352286 0.659765037
NRK NM_198465_bp4076_R AGCTAAAAAGCCACTCAATTTGCTGATTACTCTCTTGAAGTAATCAGCAAATTGAGTGGCGG Hs.209527 7354 -0.342325 0.68024958 0.295349574 -0.102 0.3788323 0.636450877
NRK NM_198465_bp4076_R AGCTAAAAAGCCACTCAATTTGCTGATTACTCTCTTGAAGTAATCAGCAAATTGAGTGGCGG Hs.209527 12730 1.231675 2.10862669 0.195744138 0.101125 0.24554138 0.566024798
NRK NM_198465_bp705_R AGCTAAAAAGCAGGTTCGGTCACTGATGTATCTCTTGAATACATCAGTGACCGAACCTGCGG Hs.209527 803 -0.32015 0.40583771 0.17603753 -0.626825 0.39200541 0.032661842
NRK NM_198465_bp705_R AGCTAAAAAGCAGGTTCGGTCACTGATGTATCTCTTGAATACATCAGTGACCGAACCTGCGG Hs.209527 6179 -0.1837 0.3983495 0.402825358 -0.2299 0.30173298 0.259849634
NRK NM_198465_bp705_R AGCTAAAAAGCAGGTTCGGTCACTGATGTATCTCTTGAATACATCAGTGACCGAACCTGCGG Hs.209527 11555 -0.13145 0.39548122 0.54052127 -0.0651 0.39085654 0.765292764
NSD1 NM_022455_bp2867_R AGCTAAAAAGTGGGGACTGTTCTACTAATATCTCTTGAATATTAGTAGAACAGTCCCCACGG Hs.106861 3169 1.9087 0.51690309 0.000480701 0.15925 0.20111888 0.441534011
NSD1 NM_022455_bp2867_R AGCTAAAAAGTGGGGACTGTTCTACTAATATCTCTTGAATATTAGTAGAACAGTCCCCACGG Hs.106861 8545 2.0572 0.45441576 0.000222613 0.359 0.35360572 0.151170796
NSD1 NM_022455_bp2867_R AGCTAAAAAGTGGGGACTGTTCTACTAATATCTCTTGAATATTAGTAGAACAGTCCCCACGG Hs.106861 13921 1.856625 0.49338244 0.000470168 0.147125 0.24145275 0.487425419
NSD1 NM_022455_bp3736_R AGCTAAAAAGGGCCACGGTTAAATGTTTGTTCTCTTGAAACAAACATTTAACCGTGGCCCGG Hs.106861 3173 0.27285 0.44902582 0.263023317 -0.125975 0.94951211 0.750613652
NSD1 NM_022455_bp3736_R AGCTAAAAAGGGCCACGGTTAAATGTTTGTTCTCTTGAAACAAACATTTAACCGTGGCCCGG Hs.106861 8549 0.008925 0.44385078 0.968475202 -0.21985 1.18262992 0.64401102
NSD1 NM_022455_bp3736_R AGCTAAAAAGGGCCACGGTTAAATGTTTGTTCTCTTGAAACAAACATTTAACCGTGGCCCGG Hs.106861 13925 0.17125 0.42056877 0.447239887 -0.1351 1.0323772 0.749655853
NSD1 NM_022455_bp5569_R AGCTAAAAAGCAGCAAGGTTTGAGGAATTATCTCTTGAATAATTCCTCAAACCTTGCTGCGG Hs.106861 3171 -0.33905 0.83858929 0.375922856 0.994525 0.36757747 0.004006194
NSD1 NM_022455_bp5569_R AGCTAAAAAGCAGCAAGGTTTGAGGAATTATCTCTTGAATAATTCCTCAAACCTTGCTGCGG Hs.106861 8547 -0.17275 0.29627425 0.363138581 0.984 0.64161057 0.01395113
NSD1 NM_022455_bp5569_R AGCTAAAAAGCAGCAAGGTTTGAGGAATTATCTCTTGAATAATTCCTCAAACCTTGCTGCGG Hs.106861 13923 -0.77155 1.05618245 0.131398252 0.02715 0.88877403 0.942330644
NTRK1 NM_002529_bp1137_R AGCTAAAAAGGACAACCCTTTCGAGTTCAATCTCTTGAATTGAACTCGAAAGGGTTGTCCGG Hs.406293 189 -0.823325 0.24735834 0.003678476 -0.5079375 0.17204693 0.021454091
NTRK1 NM_002529_bp1137_R AGCTAAAAAGGACAACCCTTTCGAGTTCAATCTCTTGAATTGAACTCGAAAGGGTTGTCCGG Hs.406293 5565 -0.804625 0.21096125 0.003261948 -0.4738625 0.18112049 0.028274053
NTRK1 NM_002529_bp1137_R AGCTAAAAAGGACAACCCTTTCGAGTTCAATCTCTTGAATTGAACTCGAAAGGGTTGTCCGG Hs.406293 10941 -0.725825 0.16816614 0.004019606 -0.3839125 0.23462749 0.068173694
NTRK1 NM_002529_bp1755_R AGCTAAAAAGCTCATGGTCTTCGAGTATATTCTCTTGAAATATACTCGAAGACCATGAGCGG Hs.406293 190 -0.610175 0.55865869 0.059702018 -0.6067375 0.21293365 0.014018995
NTRK1 NM_002529_bp1755_R AGCTAAAAAGCTCATGGTCTTCGAGTATATTCTCTTGAAATATACTCGAAGACCATGAGCGG Hs.406293 5566 -0.562175 0.45884903 0.050468705 -0.5770125 0.19809714 0.015549972
NTRK1 NM_002529_bp1755_R AGCTAAAAAGCTCATGGTCTTCGAGTATATTCTCTTGAAATATACTCGAAGACCATGAGCGG Hs.406293 10942 -0.62725 0.4422169 0.032672812 -0.5951625 0.17561265 0.012415623
NTRK1 NM_002529_bp353_R AGCTAAAAAGTCGCCTGAATCTCTCCTTCATCTCTTGAATGAAGGAGAGATTCAGGCGACGG Hs.406293 5567 -0.230533333 0.52566339 0.443509183 -0.4042375 0.26272272 0.066591071
NTRK1 NM_002529_bp353_R AGCTAAAAAGTCGCCTGAATCTCTCCTTCATCTCTTGAATGAAGGAGAGATTCAGGCGACGG Hs.406293 191 0.3808 -0.4296375 0.30747474 0.068362864
NTRK1 NM_002529_bp353_R AGCTAAAAAGTCGCCTGAATCTCTCCTTCATCTCTTGAATGAAGGAGAGATTCAGGCGACGG Hs.406293 10943 0.4419 -0.4554625 0.30878231 0.058270723
NTRK2 NM_006180_bp1932_R AGCTAAAAAGCCTCCGTTATCAGCAATGATTCTCTTGAAATCATTGCTGATAACGGAGGCGG Hs.494312 1761 0.27755 1.32519564 0.621844877 -1.8903 3.14562485 0.253081353
NTRK2 NM_006180_bp1932_R AGCTAAAAAGCCTCCGTTATCAGCAATGATTCTCTTGAAATCATTGCTGATAACGGAGGCGG Hs.494312 7137 0.200375 1.31246408 0.717695984 -4.680666667 7.16370572 0.21919677
NTRK2 NM_006180_bp1932_R AGCTAAAAAGCCTCCGTTATCAGCAATGATTCTCTTGAAATCATTGCTGATAACGGAGGCGG Hs.494312 12513 -0.123175 1.28762009 0.820238657 -2.568633333 3.73883613 0.202550709
NTRK2 NM_006180_bp2792_R AGCTAAAAAGTACCAGCTGTCAAACAATGATCTCTTGAATCATTGTTTGACAGCTGGTACGG Hs.494312 5839 0.307433333 1.21183571 0.586870931 5.8227
NTRK2 NM_006180_bp2792_R AGCTAAAAAGTACCAGCTGTCAAACAATGATCTCTTGAATCATTGTTTGACAGCTGGTACGG Hs.494312 11215 0.1204 1.0056293 0.798932784 -0.14195 8.08512965 0.971679339
NTRK2 NM_006180_bp863_R AGCTAAAAAGACGAGTTTGTCTAGGAAACATCTCTTGAATGTTTCCTAGACAAACTCGTCGG Hs.494312 464 2.369675 3.13421545 0.109294168 -0.1135 1.99618221 0.905263003
NTRK2 NM_006180_bp863_R AGCTAAAAAGACGAGTTTGTCTAGGAAACATCTCTTGAATGTTTCCTAGACAAACTCGTCGG Hs.494312 5840 2.2518 3.13710523 0.124027868 -0.4741 3.13306105 0.750499619



NTRK2 NM_006180_bp863_R AGCTAAAAAGACGAGTTTGTCTAGGAAACATCTCTTGAATGTTTCCTAGACAAACTCGTCGG Hs.494312 11216 2.290975 3.04434359 0.110667501 -0.632966667 3.16113408 0.675714191
NTRK3 NM_002530_bp1446_R AGCTAAAAAGGGGTATCCATAGCAGTTGGATCTCTTGAATCCAACTGCTATGGATACCCCGG Hs.410969 1737 0.5083 -0.37415 0.22125371 0.268504758
NTRK3 NM_002530_bp1446_R AGCTAAAAAGGGGTATCCATAGCAGTTGGATCTCTTGAATCCAACTGCTATGGATACCCCGG Hs.410969 7113 0.3089 -0.3578 0.20576807 0.281457743
NTRK3 NM_002530_bp1446_R AGCTAAAAAGGGGTATCCATAGCAGTTGGATCTCTTGAATCCAACTGCTATGGATACCCCGG Hs.410969 12489 0.6183 -0.30195 0.31374328 0.377083773
NTRK3 NM_002530_bp1493_R AGCTAAAAAGGTGGTTCTCTTCGTCATGATTCTCTTGAAATCATGACGAAGAGAACCACCGG Hs.410969 192 -0.491425 0.41448844 0.062522353 -0.5907625 0.39487604 0.040001213
NTRK3 NM_002530_bp1493_R AGCTAAAAAGGTGGTTCTCTTCGTCATGATTCTCTTGAAATCATGACGAAGAGAACCACCGG Hs.410969 5568 -0.4323 0.4039127 0.086024746 -0.5447875 0.34086643 0.039578993
NTRK3 NM_002530_bp1493_R AGCTAAAAAGGTGGTTCTCTTCGTCATGATTCTCTTGAAATCATGACGAAGAGAACCACCGG Hs.410969 10944 -0.494066667 0.20432353 0.05680355 -0.5535875 0.5230709 0.083299306
NTRK3 NM_002530_bp530_R AGCTAAAAAGAACCCCCATTTGCGTTATATTCTCTTGAAATATAACGCAAATGGGGGTTCGG Hs.410969 1739 -0.501366667 1.00175671 0.318797086 -0.3344875 0.29062568 0.121135818
NTRK3 NM_002530_bp530_R AGCTAAAAAGAACCCCCATTTGCGTTATATTCTCTTGAAATATAACGCAAATGGGGGTTCGG Hs.410969 7115 -0.438266667 1.14711238 0.42687684 -0.3175375 0.25103841 0.118382082
NTRK3 NM_002530_bp530_R AGCTAAAAAGAACCCCCATTTGCGTTATATTCTCTTGAAATATAACGCAAATGGGGGTTCGG Hs.410969 12491 -0.463233333 1.06438708 0.37502891 -0.3208375 0.33616755 0.155819785
OACT2 NM_138799_bp1008_R AGCTAAAAAGGACGCTAGCTGATGCCATTATCTCTTGAATAATGGCATCAGCTAGCGTCCGG Hs.467634 3801 0.3872 0.38861711 0.108072754 0.0196625 0.62966606 0.947226356
OACT2 NM_138799_bp1008_R AGCTAAAAAGGACGCTAGCTGATGCCATTATCTCTTGAATAATGGCATCAGCTAGCGTCCGG Hs.467634 9177 0.471775 0.24469454 0.031980624 0.1133625 0.47858036 0.661312365
OACT2 NM_138799_bp1008_R AGCTAAAAAGGACGCTAGCTGATGCCATTATCTCTTGAATAATGGCATCAGCTAGCGTCCGG Hs.467634 14553 0.486175 0.32496741 0.042840703 0.1175625 0.56400846 0.675642208
OACT2 NM_138799_bp1083_R AGCTAAAAAGGGACTTAATTTCCAATTTGATCTCTTGAATCAAATTGGAAATTAAGTCCCGG Hs.467634 3799 -0.085925 0.09385811 0.550445692 0.0331875 0.25536771 0.874339608
OACT2 NM_138799_bp1083_R AGCTAAAAAGGGACTTAATTTCCAATTTGATCTCTTGAATCAAATTGGAAATTAAGTCCCGG Hs.467634 9175 -0.062325 0.09969648 0.663538808 0.1163375 0.18537204 0.56556704
OACT2 NM_138799_bp1083_R AGCTAAAAAGGGACTTAATTTCCAATTTGATCTCTTGAATCAAATTGGAAATTAAGTCCCGG Hs.467634 14551 -0.035525 0.06892364 0.798617148 0.0879125 0.31929598 0.692815888
OACT2 NM_138799_bp527_R AGCTAAAAAGGCCCAATGATGATCATTACTTCTCTTGAAAGTAATGATCATCATTGGGCCGG Hs.467634 3797 0.921 0.56682834 0.015152497 0.8467125 0.53251992 0.016846068
OACT2 NM_138799_bp527_R AGCTAAAAAGGCCCAATGATGATCATTACTTCTCTTGAAAGTAATGATCATCATTGGGCCGG Hs.467634 9173 0.96465 0.41055144 0.005241837 0.8914125 0.6807681 0.024226703
OACT2 NM_138799_bp527_R AGCTAAAAAGGCCCAATGATGATCATTACTTCTCTTGAAAGTAATGATCATCATTGGGCCGG Hs.467634 14549 0.832275 0.40321705 0.009215226 1.0638375 0.53725601 0.006304431
OAS1 NM_016816_bp503_R AGCTAAAAAGTCAGTTGACTGGCAGCTATATCTCTTGAATATAGCTGCCAGTCAACTGACGG Hs.524760 2002 -0.6821375 0.16407046 0.005128977 -0.2561125 0.58418856 0.383750318
OAS1 NM_016816_bp503_R AGCTAAAAAGTCAGTTGACTGGCAGCTATATCTCTTGAATATAGCTGCCAGTCAACTGACGG Hs.524760 7378 -1.0259875 0.20952839 0.001089658 -0.6408125 0.44131275 0.035186188
OAS1 NM_016816_bp503_R AGCTAAAAAGTCAGTTGACTGGCAGCTATATCTCTTGAATATAGCTGCCAGTCAACTGACGG Hs.524760 12754 -0.71975 0.00280223 0.012413385 -0.41446667 0.37327761 0.177061145
OAS1 NM_016816_bp848_R AGCTAAAAAGGACAAAGTATTATGACTTTATCTCTTGAATAAAGTCATAATACTTTGTCCGG Hs.524760 2000 -0.7419875 0.34268866 0.010183602 -0.0341375 1.81742956 0.960567847
OAS1 NM_016816_bp848_R AGCTAAAAAGGACAAAGTATTATGACTTTATCTCTTGAATAAAGTCATAATACTTTGTCCGG Hs.524760 7376 -0.7180375 0.39460381 0.015625923 -0.0070625 1.46245731 0.990055194
OAS1 NM_016816_bp848_R AGCTAAAAAGGACAAAGTATTATGACTTTATCTCTTGAATAAAGTCATAATACTTTGTCCGG Hs.524760 12752 -0.4965375 0.31568507 0.038217445 -0.0839625 0.69710244 0.791413234
OAS2 NM_002535_bp1533_R AGCTAAAAAGGCTCATTGATCTGTATAAATTCTCTTGAAATTTATACAGATCAATGAGCCGG Hs.414332 1996 0.1139625 0.40230212 0.597459471 -0.0588625 0.39458715 0.804138062
OAS2 NM_002535_bp1533_R AGCTAAAAAGGCTCATTGATCTGTATAAATTCTCTTGAAATTTATACAGATCAATGAGCCGG Hs.414332 7372 0.1062125 0.39813073 0.61985074 0.0121125 0.33371004 0.956852723
OAS2 NM_002535_bp1533_R AGCTAAAAAGGCTCATTGATCTGTATAAATTCTCTTGAAATTTATACAGATCAATGAGCCGG Hs.414332 12748 0.0753875 0.43358157 0.736300705 0.0455875 0.29942343 0.834124539
OAS2 NM_002535_bp1846_R AGCTAAAAAGAAGGTCAATTACAACTTTGATCTCTTGAATCAAAGTTGTAATTGACCTTCGG Hs.414332 1056 0.2688875 0.1933487 0.131574513 0.6171375 0.26623084 0.022357471
OAS2 NM_002535_bp1846_R AGCTAAAAAGAAGGTCAATTACAACTTTGATCTCTTGAATCAAAGTTGTAATTGACCTTCGG Hs.414332 6432 0.0101625 0.19615576 0.948578289 0.6065875 0.30223977 0.026824981
OAS2 NM_002535_bp1846_R AGCTAAAAAGAAGGTCAATTACAACTTTGATCTCTTGAATCAAAGTTGTAATTGACCTTCGG Hs.414332 11808 0.1835625 0.17339156 0.263081566 0.6260125 0.28442405 0.022399653
OAS2 NM_002535_bp461_R AGCTAAAAAGCTCTGAGCTTAAATGATAATTCTCTTGAAATTATCATTTAAGCTCAGAGCGG Hs.414332 1998 -1.2326875 0.05058594 0.000223145 -0.3818875 0.15743135 0.08839645
OAS2 NM_002535_bp461_R AGCTAAAAAGCTCTGAGCTTAAATGATAATTCTCTTGAAATTATCATTTAAGCTCAGAGCGG Hs.414332 7374 -1.2507375 0.03978746 0.000203911 -0.3509625 0.17774321 0.114527255
OAS2 NM_002535_bp461_R AGCTAAAAAGCTCTGAGCTTAAATGATAATTCTCTTGAAATTATCATTTAAGCTCAGAGCGG Hs.414332 12750 -1.1996375 0.05191845 0.000254822 -0.2898125 0.20298544 0.184596172
OBFC2A AL832659_bp1274_R AGCTAAAAAGCTCCTAACATGTATTATCAATCTCTTGAATTGATAATACATGTTAGGAGCGG Hs.591610 4060 0.3053125 0.47840039 0.233943167 0.458825 0.69028435 0.178645709
OBFC2A AL832659_bp1274_R AGCTAAAAAGCTCCTAACATGTATTATCAATCTCTTGAATTGATAATACATGTTAGGAGCGG Hs.591610 9436 0.4316625 0.43946281 0.099014891 0.339175 0.56713664 0.252653334
OBFC2A AL832659_bp1274_R AGCTAAAAAGCTCCTAACATGTATTATCAATCTCTTGAATTGATAATACATGTTAGGAGCGG Hs.591610 14812 0.4884875 0.50693009 0.091874288 0.0546 0.15629321 0.78149996
OBFC2A AL832659_bp1385_R AGCTAAAAAGGGGGAGTTATAAAGTTATGATCTCTTGAATCATAACTTTATAACTCCCCCGG Hs.591610 4032 -0.7749 0.04977178 0.009868612 -0.826575 0.40824414 0.011202937
OBFC2A AL832659_bp1385_R AGCTAAAAAGGGGGAGTTATAAAGTTATGATCTCTTGAATCATAACTTTATAACTCCCCCGG Hs.591610 9408 -0.54145 0.24685098 0.124673174 -0.61765 0.21490914 0.01911887
OBFC2A AL832659_bp1385_R AGCTAAAAAGGGGGAGTTATAAAGTTATGATCTCTTGAATCATAACTTTATAACTCCCCCGG Hs.591610 14784 -0.51995 0.17048345 0.124327694 -0.725575 0.19074848 0.008981142
OBFC2A AL832659_bp1655_R AGCTAAAAAGCAGCTTTATTCAGAAATATATCTCTTGAATATATTTCTGAATAAAGCTGCGG Hs.591610 4058 -0.6324125 0.14920951 0.006555407 -0.535125 0.18781291 0.031110458
OBFC2A AL832659_bp1655_R AGCTAAAAAGCAGCTTTATTCAGAAATATATCTCTTGAATATATTTCTGAATAAAGCTGCGG Hs.591610 9434 -0.5908875 0.1569242 0.008968816 -0.5478 0.14081574 0.025759832
OBFC2A AL832659_bp1655_R AGCTAAAAAGCAGCTTTATTCAGAAATATATCTCTTGAATATATTTCTGAATAAAGCTGCGG Hs.591610 14810 -0.5637875 0.08990738 0.008350625 -0.434925 0.14841598 0.058895636
OSBPL10 NM_017784_bp1249_R AGCTAAAAAGGGGAGTGCCTCAACTTGTTATCTCTTGAATAACAAGTTGAGGCACTCCCCGG Hs.150122 3438 -1.0173 0.6078354 0.012656149 0.4506625 1.07952258 0.323399575 0.08015 0.17771035 0.433526896 1.123825 0.55973915 0.027725672
OSBPL10 NM_017784_bp1249_R AGCTAAAAAGGGGAGTGCCTCAACTTGTTATCTCTTGAATAACAAGTTGAGGCACTCCCCGG Hs.150122 8814 -0.31305 0.1047375 0.36266933 0.65146835 0.059466667 0.21440488 0.6783592 1.036925 0.474493 0.022155917
OSBPL10 NM_017784_bp1249_R AGCTAAAAAGGGGAGTGCCTCAACTTGTTATCTCTTGAATAACAAGTTGAGGCACTCCCCGG Hs.150122 14190 -0.864575 0.66936907 0.030395214 0.0586625 0.39327121 0.804550956 -0.007325 0.07368493 0.855115578 1.120025 0.54472478 0.026044772
OSBPL10 NM_017784_bp795_R AGCTAAAAAGCTGGTGGTGTACTCTGCTAATCTCTTGAATTAGCAGAGTACACCACCAGCGG Hs.150122 3440 -0.142375 0.19497625 0.385111004 0.16535 1.42206245 0.79166173 -0.293325 0.39984104 0.238604239 0.3082 0.35935481 0.275730832
OSBPL10 NM_017784_bp795_R AGCTAAAAAGCTGGTGGTGTACTCTGCTAATCTCTTGAATTAGCAGAGTACACCACCAGCGG Hs.150122 8816 0.77095 0.71981582 0.053550071 0.3162 -0.311 0.445978 0.257440244 0.3505 0.37447204 0.246430753
OSBPL10 NM_017784_bp795_R AGCTAAAAAGCTGGTGGTGTACTCTGCTAATCTCTTGAATTAGCAGAGTACACCACCAGCGG Hs.150122 14192 0.421075 0.469981 0.117510934 0.9797 -0.203325 0.41292316 0.397331928 0.3594 0.40723006 0.265958544
OSBPL10 NM_017784_bp876_R AGCTAAAAAGCTTCGAGCTTGTGCCAAATATCTCTTGAATATTTGGCACAAGCTCGAAGCGG Hs.150122 3436 0.986133333 0.50200132 0.020055668 0.1028125 0.54682658 0.709394425 -0.0996 0.34436668 0.603524839 0.443466667 0.23502796 0.082241124
OSBPL10 NM_017784_bp876_R AGCTAAAAAGCTTCGAGCTTGTGCCAAATATCTCTTGAATATTTGGCACAAGCTCGAAGCGG Hs.150122 8812 0.891475 0.26915721 0.002985415 -0.1380625 0.33100981 0.543026931 -0.014775 0.29061198 0.92542426 0.524766667 0.12502161 0.018399247
OSBPL10 NM_017784_bp876_R AGCTAAAAAGCTTCGAGCTTGTGCCAAATATCTCTTGAATATTTGGCACAAGCTCGAAGCGG Hs.150122 14188 0.3135 1.07801808 0.504634243 -0.0348625 0.34304469 0.877385036 -0.022125 0.30807319 0.894894487 0.455433333 0.13622446 0.028551154
OSBPL3 NM_145323_bp553_R AGCTAAAAAGAGCCACCAGTTCAGAAAGGATCTCTTGAATCCTTTCTGAACTGGTGGCTCGG 3462 -0.148175 0.18411696 0.361457244 -0.0875625 0.87140832 0.813243391
OSBPL3 NM_145323_bp553_R AGCTAAAAAGAGCCACCAGTTCAGAAAGGATCTCTTGAATCCTTTCTGAACTGGTGGCTCGG 8838 -0.27155 0.33650646 0.198722816 -0.0379875 0.52083378 0.887110213
OSBPL3 NM_145323_bp553_R AGCTAAAAAGAGCCACCAGTTCAGAAAGGATCTCTTGAATCCTTTCTGAACTGGTGGCTCGG 14214 0.1385 0.24800529 0.428854745 0.0713375 0.41232114 0.767826122
OSBPL3 NM_145323_bp947_R AGCTAAAAAGTAGGAAGCGTAGCAGTATATTCTCTTGAAATATACTGCTACGCTTCCTACGG 8836 2.317725 1.02425472 0.002556892 0.7165125 1.41835826 0.223947656
OSBPL3 NM_145323_bp947_R AGCTAAAAAGTAGGAAGCGTAGCAGTATATTCTCTTGAAATATACTGCTACGCTTCCTACGG 14212 2.9132 1.7898106 0.008956584 0.8854375 1.68322017 0.200918229
OSBPL3 NM_145323_bp947_R AGCTAAAAAGTAGGAAGCGTAGCAGTATATTCTCTTGAAATATACTGCTACGCTTCCTACGG 3460 2.8845 1.79519821 0.009430117 0.15425 0.55956165 0.633762257
OTUB1 AK091830_bp1897_R AGCTAAAAAGCTTGCCTCCTGGATCTTTGTTCTCTTGAAACAAAGATCCAGGAGGCAAGCGG Hs.473788 4133 -0.4637875 0.45478232 0.08681857 -0.6032 0.30145367 0.027333902
OTUB1 AK091830_bp1897_R AGCTAAAAAGCTTGCCTCCTGGATCTTTGTTCTCTTGAAACAAAGATCCAGGAGGCAAGCGG Hs.473788 9509 -0.3489375 0.39261792 0.140403948 -0.52805 0.22889279 0.03616098
OTUB1 AK091830_bp1897_R AGCTAAAAAGCTTGCCTCCTGGATCTTTGTTCTCTTGAAACAAAGATCCAGGAGGCAAGCGG Hs.473788 14885 -0.3635375 0.41995592 0.14012293 -0.52475 0.28693448 0.043369293
OTUB1 AK091830_bp1945_R AGCTAAAAAGGGCCACAGATTTCCTCAAAGTCTCTTGAACTTTGAGGAAATCTGTGGCCCGG Hs.473788 4129 -0.5638125 0.0995407 0.008608635 -0.2783 0.16074697 0.190176653
OTUB1 AK091830_bp1945_R AGCTAAAAAGGGCCACAGATTTCCTCAAAGTCTCTTGAACTTTGAGGAAATCTGTGGCCCGG Hs.473788 9505 -0.5398625 0.12071724 0.011040468 -0.306075 0.15614155 0.154486845
OTUB1 AK091830_bp1945_R AGCTAAAAAGGGCCACAGATTTCCTCAAAGTCTCTTGAACTTTGAGGAAATCTGTGGCCCGG Hs.473788 14881 -0.5016375 0.14245075 0.015981057 -0.30395 0.15860119 0.157384354
OTUB1 AK091830_bp2249_R AGCTAAAAAGCCCAAGAAGTTGAGCCATGATCTCTTGAATCATGGCTCAACTTCTTGGGCGG Hs.473788 4131 -0.2199875 0.49445661 0.384209525 -0.525625 0.38809756 0.058229359
OTUB1 AK091830_bp2249_R AGCTAAAAAGCCCAAGAAGTTGAGCCATGATCTCTTGAATCATGGCTCAACTTCTTGGGCGG Hs.473788 9507 -0.0980625 0.52754331 0.701483172 0.022575 0.1225682 0.906920426
OTUB1 AK091830_bp2249_R AGCTAAAAAGCCCAAGAAGTTGAGCCATGATCTCTTGAATCATGGCTCAACTTCTTGGGCGG Hs.473788 14883 -0.1105375 0.46436751 0.63855025 0.08415 0.12999996 0.666394202
OTUB2 NM_023112_bp167_R AGCTAAAAAGAAACATCTTTCAACCTAATATCTCTTGAATATTAGGTTGAAAGATGTTTCGG Hs.278815 3575 -0.669925 0.23091377 0.007937303 0.1624375 1.34135205 0.758014454
OTUB2 NM_023112_bp167_R AGCTAAAAAGAAACATCTTTCAACCTAATATCTCTTGAATATTAGGTTGAAAGATGTTTCGG Hs.278815 8951 -0.396675 0.34143524 0.084462338 -0.3386875 0.36029418 0.174064594
OTUB2 NM_023112_bp167_R AGCTAAAAAGAAACATCTTTCAACCTAATATCTCTTGAATATTAGGTTGAAAGATGTTTCGG Hs.278815 14327 -0.62365 0.49872582 0.043373332 -0.2199875 0.18210609 0.292998644
OTUB2 NM_023112_bp476_R AGCTAAAAAGTGGAACTGGTAGAGAAGGATTCTCTTGAAATCCTTCTCTACCAGTTCCACGG Hs.278815 3601 0.107525 0.26754337 0.544732135 0.0209125 0.35865385 0.927246701
OTUB2 NM_023112_bp476_R AGCTAAAAAGTGGAACTGGTAGAGAAGGATTCTCTTGAAATCCTTCTCTACCAGTTCCACGG Hs.278815 8977 0.156725 0.61742827 0.588742667 0.2280375 0.31456531 0.321363348
OTUB2 NM_023112_bp476_R AGCTAAAAAGTGGAACTGGTAGAGAAGGATTCTCTTGAAATCCTTCTCTACCAGTTCCACGG Hs.278815 14353 0.2829 0.36425525 0.198904757 0.1242125 0.22400578 0.550423174
OXSR1 NM_005109_bp1264_R AGCTAAAAAGCACCAACCATTTCTGAAAGATCTCTTGAATCTTTCAGAAATGGTTGGTGCGG Hs.475970 5751 -0.420975 0.53298357 0.143971498 -0.7037 3.54544071 0.677873508
OXSR1 NM_005109_bp1264_R AGCTAAAAAGCACCAACCATTTCTGAAAGATCTCTTGAATCTTTCAGAAATGGTTGGTGCGG Hs.475970 11127 -0.617425 0.54592131 0.054737766 -1.0345 3.71208896 0.564598438
OXSR1 NM_005109_bp1264_R AGCTAAAAAGCACCAACCATTTCTGAAAGATCTCTTGAATCTTTCAGAAATGGTTGGTGCGG Hs.475970 375 -2.5468 4.50653294 0.314380502
OXSR1 NM_005109_bp942_R AGCTAAAAAGGTCCGTGGTTATGATTTCAATCTCTTGAATTGAAATCATAACCACGGACCGG Hs.475970 376 -0.81865 0.50516793 0.017297256 1.4597 0.36319537 0.005033623
OXSR1 NM_005109_bp942_R AGCTAAAAAGGTCCGTGGTTATGATTTCAATCTCTTGAATTGAAATCATAACCACGGACCGG Hs.475970 5752 -1.061925 0.39878642 0.003223835 0.688166667 0.58221303 0.096788491
OXSR1 NM_005109_bp942_R AGCTAAAAAGGTCCGTGGTTATGATTTCAATCTCTTGAATTGAAATCATAACCACGGACCGG Hs.475970 11128 -1.178575 0.40111979 0.002067001 0.8969 0.4091484 0.02745755
PACAP NM_016459_bp390_R AGCTAAAAAGCGAGTTGTCTACACGATGTCTCTCTTGAAGACATCGTGTAGACAACTCGCGG Hs.409563 12980 -0.77845 0.38685812 0.07064562 -0.7326125 2.18898389 0.388463891
PACAP NM_016459_bp390_R AGCTAAAAAGCGAGTTGTCTACACGATGTCTCTCTTGAAGACATCGTGTAGACAACTCGCGG Hs.409563 2228 -0.131 0.946966667 5.00472549 0.625689018
PACAP NM_016459_bp390_R AGCTAAAAAGCGAGTTGTCTACACGATGTCTCTCTTGAAGACATCGTGTAGACAACTCGCGG Hs.409563 7604 -0.0864 1.162666667 5.12741432 0.560798443
PACAP NM_016459_bp715_R AGCTAAAAAGACTCTACCCTCCTCTGAAAGTCTCTTGAACTTTCAGAGGAGGGTAGAGTCGG Hs.409563 2230 -0.2176625 0.48432771 0.382681568 -0.3491625 0.49462703 0.211585231
PACAP NM_016459_bp715_R AGCTAAAAAGACTCTACCCTCCTCTGAAAGTCTCTTGAACTTTCAGAGGAGGGTAGAGTCGG Hs.409563 7606 -0.2409625 0.46678615 0.327220401 -0.3817625 0.50506431 0.180934985
PACAP NM_016459_bp715_R AGCTAAAAAGACTCTACCCTCCTCTGAAAGTCTCTTGAACTTTCAGAGGAGGGTAGAGTCGG Hs.409563 12982 0.4182125 0.42319147 0.101099085 -0.2674875 0.39683712 0.284007889
PACAP NM_016459_bp944_R AGCTAAAAAGTGCAGACATTGGTGTTTCTGTCTCTTGAACAGAAACACCAATGTCTGCACGG Hs.409563 879 0.5033375 0.35813805 0.044937001 -0.4467375 0.93289554 0.276356609
PACAP NM_016459_bp944_R AGCTAAAAAGTGCAGACATTGGTGTTTCTGTCTCTTGAACAGAAACACCAATGTCTGCACGG Hs.409563 6255 0.5324375 0.33220926 0.032853246 -0.4036375 0.82294833 0.27988937
PACAP NM_016459_bp944_R AGCTAAAAAGTGCAGACATTGGTGTTTCTGTCTCTTGAACAGAAACACCAATGTCTGCACGG Hs.409563 11631 0.5351875 0.34572059 0.034568937 -0.4199125 0.85531051 0.274911998
PACE-1 NM_020423_bp1488_R AGCTAAAAAGCCTATTAAATTTCCCATAAATCTCTTGAATTTATGGGAAATTTAATAGGCGG Hs.435560 629 -0.839125 0.35098796 0.00649338 -0.562525 0.11734767 0.011812012
PACE-1 NM_020423_bp1488_R AGCTAAAAAGCCTATTAAATTTCCCATAAATCTCTTGAATTTATGGGAAATTTAATAGGCGG Hs.435560 6005 -0.661725 0.24188946 0.008884389 -0.232475 0.29009346 0.247833159
PACE-1 NM_020423_bp1488_R AGCTAAAAAGCCTATTAAATTTCCCATAAATCTCTTGAATTTATGGGAAATTTAATAGGCGG Hs.435560 11381 -0.683475 0.2725754 0.009323093 -0.22215 0.18097163 0.201775181
PACE-1 NM_020423_bp1724_R AGCTAAAAAGCAGCTTAGATACTAAAGTAATCTCTTGAATTACTTTAGTATCTAAGCTGCGG Hs.435560 630 0.213 0.33139951 0.29460172 0.355425 0.26820822 0.095974798
PACE-1 NM_020423_bp1724_R AGCTAAAAAGCAGCTTAGATACTAAAGTAATCTCTTGAATTACTTTAGTATCTAAGCTGCGG Hs.435560 6006 0.3205 0.36720301 0.155852645 0.40415 0.2238384 0.056228424
PACE-1 NM_020423_bp1724_R AGCTAAAAAGCAGCTTAGATACTAAAGTAATCTCTTGAATTACTTTAGTATCTAAGCTGCGG Hs.435560 11382 0.920925 1.20509578 0.115042175 0.693925 0.62120361 0.064352462
PACSIN1 BC040228_bp1415_R AGCTAAAAAGCGGGCACTCTACGACTATGATCTCTTGAATCATAGTCGTAGAGTGCCCGCGG Hs.520087 9662 -0.297025 0.12031252 0.082896321 -0.572925 0.27171997 0.023494766 -0.4364 1.19430331 0.411882258
PACSIN1 BC040228_bp1415_R AGCTAAAAAGCGGGCACTCTACGACTATGATCTCTTGAATCATAGTCGTAGAGTGCCCGCGG Hs.520087 15038 -0.51625 0.17826059 0.016782137 -0.3743 0.24558624 0.076506904 -0.49966667 1.30987481 0.384898553
PACSIN1 BC040228_bp1415_R AGCTAAAAAGCGGGCACTCTACGACTATGATCTCTTGAATCATAGTCGTAGAGTGCCCGCGG Hs.520087 4286 -0.2025 0.26380968 0.27345889 -0.134075 0.14819016 0.394598464 0.9212
PACSIN1 BC040228_bp2337_R AGCTAAAAAGGCCCTTCTTTCCAGCTATCATCTCTTGAATGATAGCTGGAAAGAAGGGCCGG Hs.520087 4288 -0.595275 0.1776828 0.009619349 -0.024525 0.34597691 0.903542349 -0.4261 0.61123031 0.236149598
PACSIN1 BC040228_bp2337_R AGCTAAAAAGGCCCTTCTTTCCAGCTATCATCTCTTGAATGATAGCTGGAAAGAAGGGCCGG Hs.520087 9664 -0.509 0.2816259 0.029616551 -0.161275 0.25197403 0.37807419 -0.3335 0.68064038 0.36488344
PACSIN1 BC040228_bp2337_R AGCTAAAAAGGCCCTTCTTTCCAGCTATCATCTCTTGAATGATAGCTGGAAAGAAGGGCCGG Hs.520087 15040 -0.4466 0.34908418 0.062303904 -0.13505 0.34397727 0.513905894 -0.37183333 0.64222807 0.303882945
PACSIN1 BC040228_bp719_R AGCTAAAAAGGCCTACCATTTGGCTTGCAATCTCTTGAATTGCAAGCCAAATGGTAGGCCGG Hs.520087 4284 -0.356175 0.78754096 0.330717481 -0.503275 0.23631849 0.030185367 0.2855 0.77767698 0.465350929
PACSIN1 BC040228_bp719_R AGCTAAAAAGGCCTACCATTTGGCTTGCAATCTCTTGAATTGCAAGCCAAATGGTAGGCCGG Hs.520087 9660 -0.175775 0.60443558 0.539510917 -0.7683 0.75004392 0.074593044 0.140933333 0.98220133 0.751761154
PACSIN1 BC040228_bp719_R AGCTAAAAAGGCCTACCATTTGGCTTGCAATCTCTTGAATTGCAAGCCAAATGGTAGGCCGG Hs.520087 15036 0.05015 0.8719339 0.894952045 -0.751525 0.3244047 0.012055897 0.602933333 0.74373848 0.146800017
PAG1 AK000680_bp1154_R AGCTAAAAAGTCACCCTCCTCCTGTAATGATCTCTTGAATCATTACAGGAGGAGGGTGACGG Hs.266175 3843 -1.2608375 0.36014679 0.001158016 -0.2789 0.04730659 0.173413758
PAG1 AK000680_bp1154_R AGCTAAAAAGTCACCCTCCTCCTGTAATGATCTCTTGAATCATTACAGGAGGAGGGTGACGG Hs.266175 9219 -1.3138875 0.51261912 0.002580413 -0.2964 0.09359729 0.15596055
PAG1 AK000680_bp1154_R AGCTAAAAAGTCACCCTCCTCCTGTAATGATCTCTTGAATCATTACAGGAGGAGGGTGACGG Hs.266175 14595 -1.3179875 0.46822539 0.001933964 -0.2566 0.12011997 0.214139163
PAG1 AK000680_bp633_R AGCTAAAAAGAGGACTGCTTGTATGAAACTTCTCTTGAAAGTTTCATACAAGCAGTCCTCGG Hs.266175 3845 -0.8010625 0.35450067 0.008030194 -0.223975 0.15270115 0.277791333
PAG1 AK000680_bp633_R AGCTAAAAAGAGGACTGCTTGTATGAAACTTCTCTTGAAAGTTTCATACAAGCAGTCCTCGG Hs.266175 9221 -0.8045125 0.28025411 0.004981966 -0.24325 0.35593668 0.309070796
PAG1 AK000680_bp633_R AGCTAAAAAGAGGACTGCTTGTATGAAACTTCTCTTGAAAGTTTCATACAAGCAGTCCTCGG Hs.266175 14597 -0.6589625 0.23228474 0.008554274 -0.172325 0.25126892 0.42280767
PAG1 AK000680_bp831_R AGCTAAAAAGAGAGTATCCTTGGAAATTCATCTCTTGAATGAATTTCCAAGGATACTCTCGG Hs.266175 3841 0.7124375 0.23441375 0.006286086 -0.627225 0.16493098 0.015763685
PAG1 AK000680_bp831_R AGCTAAAAAGAGAGTATCCTTGGAAATTCATCTCTTGAATGAATTTCCAAGGATACTCTCGG Hs.266175 9217 0.5897625 0.13292303 0.008129544 -0.531225 0.27187848 0.039804746
PAG1 AK000680_bp831_R AGCTAAAAAGAGAGTATCCTTGGAAATTCATCTCTTGAATGAATTTCCAAGGATACTCTCGG Hs.266175 14593 0.5280875 0.20230924 0.017308088 -0.507125 0.27315356 0.046903642
PAK1 NM_002576_bp1556_R AGCTAAAAAGATGGCTCTGTCAAGCTAACTTCTCTTGAAAGTTAGCTTGACAGAGCCATCGG Hs.435714 193 -0.1519 -1.5529
PAK1 NM_002576_bp1556_R AGCTAAAAAGATGGCTCTGTCAAGCTAACTTCTCTTGAAAGTTAGCTTGACAGAGCCATCGG Hs.435714 5569 -0.2767 -1.5452
PAK1 NM_002576_bp1556_R AGCTAAAAAGATGGCTCTGTCAAGCTAACTTCTCTTGAAAGTTAGCTTGACAGAGCCATCGG Hs.435714 10945 -0.0372 -1.3036
PAK1 NM_002576_bp866_R AGCTAAAAAGTGCCACCAGTTTCAGAAGATTCTCTTGAAATCTTCTGAAACTGGTGGCACGG Hs.435714 194 -1.03405 0.4847217 0.043317904 -0.2394375 0.48577399 0.362919016
PAK1 NM_002576_bp866_R AGCTAAAAAGTGCCACCAGTTTCAGAAGATTCTCTTGAAATCTTCTGAAACTGGTGGCACGG Hs.435714 5570 -0.9736 0.3900401 0.041386344 -0.2666625 0.48757645 0.317419601
PAK1 NM_002576_bp866_R AGCTAAAAAGTGCCACCAGTTTCAGAAGATTCTCTTGAAATCTTCTGAAACTGGTGGCACGG Hs.435714 10946 -0.9769 0.3562404 0.038370642 -0.2222625 0.48990824 0.397842777
PAK2 NM_002577_bp1396_R AGCTAAAAAGGCCCTAAAGTCGACATATGGTCTCTTGAACCATATGTCGACTTTAGGGCCGG Hs.518530 195 -0.4513 0.234983333 1.51033139 0.749657072
PAK2 NM_002577_bp1396_R AGCTAAAAAGGCCCTAAAGTCGACATATGGTCTCTTGAACCATATGTCGACTTTAGGGCCGG Hs.518530 5571 -0.4394 0.98435 1.26763033 0.227009263
PAK2 NM_002577_bp1396_R AGCTAAAAAGGCCCTAAAGTCGACATATGGTCTCTTGAACCATATGTCGACTTTAGGGCCGG Hs.518530 10947 -0.3763 0.95585 1.27201439 0.238060505
PAK2 NM_002577_bp692_R AGCTAAAAAGACCGGATCATACGAAATCAATCTCTTGAATTGATTTCGTATGATCCGGTCGG Hs.518530 196 0.0977 2.93551242 0.935158601 -0.1413625 0.74089212 0.687143737
PAK2 NM_002577_bp692_R AGCTAAAAAGACCGGATCATACGAAATCAATCTCTTGAATTGATTTCGTATGATCCGGTCGG Hs.518530 5572 0.1453 3.37620294 0.916106165 -0.0956875 0.7540123 0.787123695
PAK2 NM_002577_bp692_R AGCTAAAAAGACCGGATCATACGAAATCAATCTCTTGAATTGATTTCGTATGATCCGGTCGG Hs.518530 10948 0.14055 3.51273058 0.921948152 -0.0813875 0.71579537 0.810160836
PAK2 NM_002577_bp949_R AGCTAAAAAGGACAGGAGGTTGCTATCAAATCTCTTGAATTTGATAGCAACCTCCTGTCCGG Hs.518530 197 1.368866667 1.25460014 0.084583556
PAK2 NM_002577_bp949_R AGCTAAAAAGGACAGGAGGTTGCTATCAAATCTCTTGAATTTGATAGCAACCTCCTGTCCGG Hs.518530 5573 1.9213 0.54305801 0.018255309
PAK2 NM_002577_bp949_R AGCTAAAAAGGACAGGAGGTTGCTATCAAATCTCTTGAATTTGATAGCAACCTCCTGTCCGG Hs.518530 10949 1.9476 0.68575216 0.0239158
PAK3 NM_002578_bp1226_R AGCTAAAAAGGGCATCAGGTACTGTTTATATCTCTTGAATATAAACAGTACCTGATGCCCGG Hs.390616 7119
PAK3 NM_002578_bp1226_R AGCTAAAAAGGGCATCAGGTACTGTTTATATCTCTTGAATATAAACAGTACCTGATGCCCGG Hs.390616 12495
PAK3 NM_002578_bp1226_R AGCTAAAAAGGGCATCAGGTACTGTTTATATCTCTTGAATATAAACAGTACCTGATGCCCGG Hs.390616 1743
PAK3 NM_002578_bp1267_R AGCTAAAAAGGACAAGAGGTGGCCATAAAGTCTCTTGAACTTTATGGCCACCTCTTGTCCGG Hs.390616 1745 9.408433333 2.75030098 0.001128657 -0.35035
PAK3 NM_002578_bp1267_R AGCTAAAAAGGACAAGAGGTGGCCATAAAGTCTCTTGAACTTTATGGCCACCTCTTGTCCGG Hs.390616 7121 7.898866667 1.39753179 0.000179666 -0.47255
PAK3 NM_002578_bp1267_R AGCTAAAAAGGACAAGAGGTGGCCATAAAGTCTCTTGAACTTTATGGCCACCTCTTGTCCGG Hs.390616 12497 7.367075 1.5288978 6.48E-05 -0.44065
PAK3 NM_002578_bp810_R AGCTAAAAAGAGCTTTACATCAGGAGATAATCTCTTGAATTATCTCCTGATGTAAAGCTCGG Hs.390616 198 -0.2303 0.5860501 0.541518005 -0.1827625 0.66310607 0.57176491
PAK3 NM_002578_bp810_R AGCTAAAAAGAGCTTTACATCAGGAGATAATCTCTTGAATTATCTCCTGATGTAAAGCTCGG Hs.390616 5574 -0.546566667 0.67018413 0.162557336 -0.1593375 0.6559719 0.617436774
PAK3 NM_002578_bp810_R AGCTAAAAAGAGCTTTACATCAGGAGATAATCTCTTGAATTATCTCCTGATGTAAAGCTCGG Hs.390616 10950 -0.362775 0.7337886 0.297011921 -0.1318625 0.65328144 0.676918625
PAK4 NM_005884_bp1309_R AGCTAAAAAGTGGTAATCATGAGGGACTACTCTCTTGAAGTAGTCCCTCATGATTACCACGG Hs.20447 439 1.61795 1.96582282 0.089769094 0.4467 1.45488033 0.538997504
PAK4 NM_005884_bp1309_R AGCTAAAAAGTGGTAATCATGAGGGACTACTCTCTTGAAGTAGTCCCTCATGATTACCACGG Hs.20447 5815 1.499375 1.34963579 0.038371226 -0.290733333 2.02724494 0.765281482
PAK4 NM_005884_bp1309_R AGCTAAAAAGTGGTAATCATGAGGGACTACTCTCTTGAAGTAGTCCCTCATGATTACCACGG Hs.20447 11191 1.42255 1.90025083 0.114691182 0.131233333 1.39741167 0.847260066



PAK4 NM_005884_bp465_R AGCTAAAAAGCTGGACGAGTTTGAGAACATTCTCTTGAAATGTTCTCAAACTCGTCCAGCGG Hs.20447 440 -1.631666667 4.84319496 0.456099006 -1.58175 3.39192052 0.392624278
PAK4 NM_005884_bp465_R AGCTAAAAAGCTGGACGAGTTTGAGAACATTCTCTTGAAATGTTCTCAAACTCGTCCAGCGG Hs.20447 5816 -1.7581 5.17089241 0.452084399 -3.870766667 3.79137733 0.089984823
PAK4 NM_005884_bp465_R AGCTAAAAAGCTGGACGAGTTTGAGAACATTCTCTTGAAATGTTCTCAAACTCGTCCAGCGG Hs.20447 11192 -2.03 5.81832129 0.44095139 -4.201366667 3.6684578 0.068135518
PAK6 NM_020168_bp1561_R AGCTAAAAAGACACAGGTGTTGTGACACATTCTCTTGAAATGTGTCACAACACCTGTGTCGG Hs.513645 1850 8.4948 -0.24425 1.23876324 0.661648989
PAK6 NM_020168_bp1561_R AGCTAAAAAGACACAGGTGTTGTGACACATTCTCTTGAAATGTGTCACAACACCTGTGTCGG Hs.513645 7226 8.9343 0.0431 1.26250744 0.938843685
PAK6 NM_020168_bp1561_R AGCTAAAAAGACACAGGTGTTGTGACACATTCTCTTGAAATGTGTCACAACACCTGTGTCGG Hs.513645 12602 7.17845 3.07018693 0.010857811 -0.204975 1.26627485 0.718019158
PAK6 NM_020168_bp1638_R AGCTAAAAAGCTGGACAGCTACGTGAAGATTCTCTTGAAATCTTCACGTAGCTGTCCAGCGG Hs.513645 606 -0.9858 0.2169027 0.001368731 0.14385 0.34918525 0.491684404
PAK6 NM_020168_bp1638_R AGCTAAAAAGCTGGACAGCTACGTGAAGATTCTCTTGAAATCTTCACGTAGCTGTCCAGCGG Hs.513645 5982 -0.6624 0.10852892 0.004546743 0.6514 0.09337412 0.006219563
PAK6 NM_020168_bp1638_R AGCTAAAAAGCTGGACAGCTACGTGAAGATTCTCTTGAAATCTTCACGTAGCTGTCCAGCGG Hs.513645 11358 -0.656525 0.19437245 0.00704186 0.58715 0.06392884 0.008520869
PAK6 NM_020168_bp2182_R AGCTAAAAAGGCATCATGGTGATTGAGATGTCTCTTGAACATCTCAATCACCATGATGCCGG Hs.513645 607 -0.280025 0.104286 0.093407882 0.1895 0.20833001 0.280477427
PAK6 NM_020168_bp2182_R AGCTAAAAAGGCATCATGGTGATTGAGATGTCTCTTGAACATCTCAATCACCATGATGCCGG Hs.513645 5983 -0.04735 0.09175338 0.738383042 0.52825 0.27409906 0.031182901
PAK6 NM_020168_bp2182_R AGCTAAAAAGGCATCATGGTGATTGAGATGTCTCTTGAACATCTCAATCACCATGATGCCGG Hs.513645 11359 0.15735 0.05445417 0.283422733 0.40925 0.24444482 0.05934806
PALM2-AKAP2 AJ303079_bp5431_R AGCTAAAAAGGGGGGACATTTATTCACAAATCTCTTGAATTTGTGAATAAATGTCCCCCCGG Hs.591908 3820 0.0158875 0.32016991 0.932722595 0.4822 0.1034583 0.038850047
PALM2-AKAP2 AJ303079_bp5431_R AGCTAAAAAGGGGGGACATTTATTCACAAATCTCTTGAATTTGTGAATAAATGTCCCCCCGG Hs.591908 9196 -0.0625375 0.44545354 0.783178861 0.957225 0.66986635 0.017495975
PALM2-AKAP2 AJ303079_bp5431_R AGCTAAAAAGGGGGGACATTTATTCACAAATCTCTTGAATTTGTGAATAAATGTCCCCCCGG Hs.591908 14572 0.0748375 0.4782882 0.753589513 0.4991 0.49281366 0.091915186
PALM2-AKAP2 AJ303079_bp683_R AGCTAAAAAGGTGGGAGAATGTGCTGCTAATCTCTTGAATTAGCAGCACATTCTCCCACCGG Hs.591908 3818 0.1216875 0.49012724 0.618495635 0.13225 0.21909171 0.524381832
PALM2-AKAP2 AJ303079_bp683_R AGCTAAAAAGGTGGGAGAATGTGCTGCTAATCTCTTGAATTAGCAGCACATTCTCCCACCGG Hs.591908 9194 0.0410125 0.39291057 0.845221275 0.159475 0.21072786 0.443724671
PALM2-AKAP2 AJ303079_bp683_R AGCTAAAAAGGTGGGAGAATGTGCTGCTAATCTCTTGAATTAGCAGCACATTCTCCCACCGG Hs.591908 14570 -0.0126375 0.60977838 0.964333292 0.194125 0.21510203 0.358164506
PALM2-AKAP2 AJ303079_bp742_R AGCTAAAAAGGCCCAGACATGACTATCAAGTCTCTTGAACTTGATAGTCATGTCTGGGCCGG Hs.591908 3792 0.040933333 0.27541685 0.848614778 0.2197 0.54206438 0.433402673
PALM2-AKAP2 AJ303079_bp742_R AGCTAAAAAGGCCCAGACATGACTATCAAGTCTCTTGAACTTGATAGTCATGTCTGGGCCGG Hs.591908 9168 0.2626875 0.49197358 0.30504133 0.1875 0.53111962 0.496326065
PALM2-AKAP2 AJ303079_bp742_R AGCTAAAAAGGCCCAGACATGACTATCAAGTCTCTTGAACTTGATAGTCATGTCTGGGCCGG Hs.591908 14544 0.029033333 0.25270191 0.889436174 0.151875 0.5387546 0.581750322
PAN3 NM_175854_bp596_R AGCTAAAAAGTGGGACGACTTACTTCTATATCTCTTGAATATAGAAGTAAGTCGTCCCACGG Hs.369984 5295 -0.1544125 0.31512938 0.424472418 -0.2621125 0.7975637 0.491556349
PAN3 NM_175854_bp596_R AGCTAAAAAGTGGGACGACTTACTTCTATATCTCTTGAATATAGAAGTAAGTCGTCCCACGG Hs.369984 10671 -0.1866875 0.3278115 0.349703511 -0.2495125 0.71391837 0.472995525
PAN3 NM_175854_bp596_R AGCTAAAAAGTGGGACGACTTACTTCTATATCTCTTGAATATAGAAGTAAGTCGTCCCACGG Hs.369984 16047 -0.2291875 0.24681566 0.213045229 -0.4026125 0.42119598 0.126499814
PAN3 NM_175854_bp7_R AGCTAAAAAGGAGGTGCTTTAACTGATACATCTCTTGAATGTATCAGTTAAAGCACCTCCGG Hs.369984 5297 -0.4291125 0.13378527 0.027333053 2.0181125 0.57077937 0.001004835
PAN3 NM_175854_bp7_R AGCTAAAAAGGAGGTGCTTTAACTGATACATCTCTTGAATGTATCAGTTAAAGCACCTCCGG Hs.369984 10673 -0.4171125 0.14425825 0.031341691 2.0132875 0.51876341 0.000749928
PAN3 NM_175854_bp7_R AGCTAAAAAGGAGGTGCTTTAACTGATACATCTCTTGAATGTATCAGTTAAAGCACCTCCGG Hs.369984 16049 0.2327625 0.4782154 0.349454166 0.9299625 2.21813835 0.360917267
PAPOLA NM_032632_bp1003_R AGCTAAAAAGCATCAACTCTTGTACATAAATCTCTTGAATTTATGTACAAGAGTTGATGCGG Hs.253726 2885 -1.04975 0.2938884 0.002177021 0.9693125 0.88607623 0.030247953
PAPOLA NM_032632_bp1003_R AGCTAAAAAGCATCAACTCTTGTACATAAATCTCTTGAATTTATGTACAAGAGTTGATGCGG Hs.253726 8261 -1.120425 0.25210479 0.001213586 0.9380375 0.88568602 0.033895884
PAPOLA NM_032632_bp1003_R AGCTAAAAAGCATCAACTCTTGTACATAAATCTCTTGAATTTATGTACAAGAGTTGATGCGG Hs.253726 13637 -1.0258 0.30997931 0.002710431 0.9157375 0.87759972 0.035933317
PAPOLA NM_032632_bp1077_R AGCTAAAAAGCCTGAAGAATGCAATCTTAATCTCTTGAATTAAGATTGCATTCTTCAGGCGG Hs.253726 2887 0.2611 0.56902366 0.252828802 0.3498375 0.41410787 0.141067236
PAPOLA NM_032632_bp1077_R AGCTAAAAAGCCTGAAGAATGCAATCTTAATCTCTTGAATTAAGATTGCATTCTTCAGGCGG Hs.253726 8263 0.2573 0.45688666 0.195286801 0.3572875 0.44716574 0.145933013
PAPOLA NM_032632_bp1077_R AGCTAAAAAGCCTGAAGAATGCAATCTTAATCTCTTGAATTAAGATTGCATTCTTCAGGCGG Hs.253726 13639 0.2517 0.35791056 0.150754828 0.3853125 0.44444473 0.123169794
PAPOLA NM_032632_bp1521_R AGCTAAAAAGGTGATTGGGTTAGTGTTTAATCTCTTGAATTAAACACTAACCCAATCACCGG Hs.253726 2889 0.51765
PAPOLA NM_032632_bp1521_R AGCTAAAAAGGTGATTGGGTTAGTGTTTAATCTCTTGAATTAAACACTAACCCAATCACCGG Hs.253726 8265 0.64175
PAPOLA NM_032632_bp1521_R AGCTAAAAAGGTGATTGGGTTAGTGTTTAATCTCTTGAATTAAACACTAACCCAATCACCGG Hs.253726 13641 0.84375
PAPOLG NM_002908_bp1285_R AGCTAAAAAGATGCAGTTGTGAGAGAAATGTCTCTTGAACATTTCTCTCACAACTGCATCGG Hs.387471 2481
PAPOLG NM_002908_bp1285_R AGCTAAAAAGATGCAGTTGTGAGAGAAATGTCTCTTGAACATTTCTCTCACAACTGCATCGG Hs.387471 7857
PAPOLG NM_002908_bp1285_R AGCTAAAAAGATGCAGTTGTGAGAGAAATGTCTCTTGAACATTTCTCTCACAACTGCATCGG Hs.387471 13233
PAPOLG NM_002908_bp1908_R AGCTAAAAAGTCGGGACCATCAAACAGTACTCTCTTGAAGTACTGTTTGATGGTCCCGACGG Hs.387471 6834
PAPOLG NM_002908_bp1908_R AGCTAAAAAGTCGGGACCATCAAACAGTACTCTCTTGAAGTACTGTTTGATGGTCCCGACGG Hs.387471 12210
PAPOLG NM_002908_bp1908_R AGCTAAAAAGTCGGGACCATCAAACAGTACTCTCTTGAAGTACTGTTTGATGGTCCCGACGG Hs.387471 1458
PAPOLG NM_002908_bp2001_R AGCTAAAAAGAGTGACTCCTTTCCATATGATCTCTTGAATCATATGGAAAGGAGTCACTCGG Hs.387471 1457
PAPOLG NM_002908_bp2001_R AGCTAAAAAGAGTGACTCCTTTCCATATGATCTCTTGAATCATATGGAAAGGAGTCACTCGG Hs.387471 6833
PAPOLG NM_002908_bp2001_R AGCTAAAAAGAGTGACTCCTTTCCATATGATCTCTTGAATCATATGGAAAGGAGTCACTCGG Hs.387471 12209
PARC AJ318215_bp1004_R AGCTAAAAAGGTCCATCTTTCAGCCCTACATCTCTTGAATGTAGGGCTGAAAGATGGACCGG Hs.485434 3822 0.0025375 0.48775233 0.99157469 0.0142 0.28716454 0.947362667
PARC AJ318215_bp1004_R AGCTAAAAAGGTCCATCTTTCAGCCCTACATCTCTTGAATGTAGGGCTGAAAGATGGACCGG Hs.485434 9198 -0.0701875 0.32913226 0.714756517 0.205825 0.59187744 0.482017691
PARC AJ318215_bp1004_R AGCTAAAAAGGTCCATCTTTCAGCCCTACATCTCTTGAATGTAGGGCTGAAAGATGGACCGG Hs.485434 14574 -0.0083875 0.35966214 0.96647748 0.1534 0.4897636 0.560156719
PARC AJ318215_bp51_R AGCTAAAAAGCTGCAGGCATATCCTGAAGATCTCTTGAATCTTCAGGATATGCCTGCAGCGG Hs.485434 3824 -0.7357625 0.48741619 0.023389761 0.1999 0.22376486 0.347791533
PARC AJ318215_bp51_R AGCTAAAAAGCTGCAGGCATATCCTGAAGATCTCTTGAATCTTCAGGATATGCCTGCAGCGG Hs.485434 9200 -0.9614875 0.30530443 0.002708058 0.163425 0.27273505 0.453210155
PARC AJ318215_bp51_R AGCTAAAAAGCTGCAGGCATATCCTGAAGATCTCTTGAATCTTCAGGATATGCCTGCAGCGG Hs.485434 14576 -0.7869125 0.33491999 0.007663985 0.23305 0.19283054 0.270812496
PASK NM_015148_bp298_R AGCTAAAAAGGAGCTCCTATTGTCTATCATTCTCTTGAAATGATAGACAATAGGAGCTCCGG Hs.397891 521 0.528325 1.62401195 0.44732538 -0.007133333 0.95766453 0.988238732
PASK NM_015148_bp298_R AGCTAAAAAGGAGCTCCTATTGTCTATCATTCTCTTGAAATGATAGACAATAGGAGCTCCGG Hs.397891 5897 0.014125 1.2903778 0.979195169 -0.412266667 0.57313133 0.25329122
PASK NM_015148_bp298_R AGCTAAAAAGGAGCTCCTATTGTCTATCATTCTCTTGAAATGATAGACAATAGGAGCTCCGG Hs.397891 11273 0.066175 1.98124687 0.935419506 -0.73545 0.67436774 0.172942944
PASK NM_015148_bp3405_R AGCTAAAAAGCGAGCTACATCTTCCGACAATCTCTTGAATTGTCGGAAGATGTAGCTCGCGG Hs.397891 522 0.004325 0.46579453 0.985190239 0.9513 0.75583733 0.071008689
PASK NM_015148_bp3405_R AGCTAAAAAGCGAGCTACATCTTCCGACAATCTCTTGAATTGTCGGAAGATGTAGCTCGCGG Hs.397891 5898 -0.301775 0.42683547 0.209450588 0.780833333 0.90858647 0.154562337
PASK NM_015148_bp3405_R AGCTAAAAAGCGAGCTACATCTTCCGACAATCTCTTGAATTGTCGGAAGATGTAGCTCGCGG Hs.397891 11274 -0.43665 0.40644658 0.084569872 0.442133333 1.04103479 0.420250685
PASK NM_015148_bp3878_R AGCTAAAAAGGAAGAGGTGTTTCGAGTAAATCTCTTGAATTTACTCGAAACACCTCTTCCGG Hs.397891 1672 2.7885 2.72194399 0.046413163 -4.091033333 1.60423047 0.007046332
PASK NM_015148_bp3878_R AGCTAAAAAGGAAGAGGTGTTTCGAGTAAATCTCTTGAATTTACTCGAAACACCTCTTCCGG Hs.397891 7048 2.64 2.80620869 0.060268501 -2.718366667 1.14131451 0.009524931
PASK NM_015148_bp3878_R AGCTAAAAAGGAAGAGGTGTTTCGAGTAAATCTCTTGAATTTACTCGAAACACCTCTTCCGG Hs.397891 12424 2.350675 2.67122617 0.073354946 -2.568066667 0.82572278 0.004658118
PAWR NM_002583_bp1112_R AGCTAAAAAGTGAGACTGATGCAAGATAAATCTCTTGAATTTATCTTGCATCAGTCTCACGG Hs.406074 1439 -1.042525 0.1374446 0.00100228 0.8160625 0.26209442 0.005242134
PAWR NM_002583_bp1112_R AGCTAAAAAGTGAGACTGATGCAAGATAAATCTCTTGAATTTATCTTGCATCAGTCTCACGG Hs.406074 6815 -0.9794 0.13545434 0.001343546 0.6113125 0.30611702 0.020647315
PAWR NM_002583_bp1112_R AGCTAAAAAGTGAGACTGATGCAAGATAAATCTCTTGAATTTATCTTGCATCAGTCTCACGG Hs.406074 12191 -0.995775 0.16755284 0.001521139 0.6712625 0.41227458 0.021476364
PAWR NM_002583_bp960_R AGCTAAAAAGTAGATATTCTCGAACAGATATCTCTTGAATATCTGTTCGAGAATATCTACGG Hs.406074 2477 -0.9485 0.16618189 0.001822666 0.4137625 0.51900545 0.126197364
PAWR NM_002583_bp960_R AGCTAAAAAGTAGATATTCTCGAACAGATATCTCTTGAATATCTGTTCGAGAATATCTACGG Hs.406074 7853 -0.994825 0.20402286 0.001773421 0.4458875 0.51548096 0.104983071
PAWR NM_002583_bp960_R AGCTAAAAAGTAGATATTCTCGAACAGATATCTCTTGAATATCTGTTCGAGAATATCTACGG Hs.406074 13229 -1.061825 0.29988036 0.00244832 0.4474375 0.4567404 0.088952103
PAWR NM_002583_bp984_R AGCTAAAAAGTGGGTTCCCTAGATATAACATCTCTTGAATGTTATATCTAGGGAACCCACGG Hs.406074 2475 1.118175 3.17261135 0.368052477
PAWR NM_002583_bp984_R AGCTAAAAAGTGGGTTCCCTAGATATAACATCTCTTGAATGTTATATCTAGGGAACCCACGG Hs.406074 7851 1.074275 3.26750508 0.396325283
PAWR NM_002583_bp984_R AGCTAAAAAGTGGGTTCCCTAGATATAACATCTCTTGAATGTTATATCTAGGGAACCCACGG Hs.406074 13227 1.188475 2.91678012 0.309934114
PAX5 NM_016734_bp1046_R AGCTAAAAAGACGAAGGTATTCAGGAGTCTTCTCTTGAAAGACTCCTGAATACCTTCGTCGG Hs.591091 3390 -0.8417 0.22041433 0.002834024 -0.2293875 0.27671325 0.304628772 0.532875 0.27050453 0.029139111 0.6261 0.30306405 0.025721297
PAX5 NM_016734_bp1046_R AGCTAAAAAGACGAAGGTATTCAGGAGTCTTCTCTTGAAAGACTCCTGAATACCTTCGTCGG Hs.591091 8766 -0.826025 0.20378745 0.002788609 -0.1387875 0.240367 0.511140398 0.58805 0.27195944 0.022792107 0.69835 0.25705549 0.012236725
PAX5 NM_016734_bp1046_R AGCTAAAAAGACGAAGGTATTCAGGAGTCTTCTCTTGAAAGACTCCTGAATACCTTCGTCGG Hs.591091 14142 -0.877775 0.28585386 0.003553479 -0.1155375 0.4696529 0.652580024 0.565675 0.25881791 0.022148405 0.69455 0.23347166 0.009494674
PAX5 NM_016734_bp1174_R AGCTAAAAAGAGGCAGCACTACTCAGACATTCTCTTGAAATGTCTGAGTAGTGCTGCCTCGG Hs.591091 3386 -0.0711 0.59584084 0.798573114 -0.0499375 0.21543044 0.806686374 0.510825 0.74630757 0.264508137 -0.40095 0.22719367 0.038650633
PAX5 NM_016734_bp1174_R AGCTAAAAAGAGGCAGCACTACTCAGACATTCTCTTGAAATGTCTGAGTAGTGCTGCCTCGG Hs.591091 8762 -0.157875 0.49994902 0.527335378 -0.2849875 0.24771731 0.203432511 0.5596 0.68979031 0.203146688 -0.382975 0.13992516 0.011986543
PAX5 NM_016734_bp1174_R AGCTAAAAAGAGGCAGCACTACTCAGACATTCTCTTGAAATGTCTGAGTAGTGCTGCCTCGG Hs.591091 14138 -0.05715 0.22339622 0.728265772 -0.23648333 0.03561679 0.346232568 0.549525 0.69847988 0.213666037 -0.36955 0.22838375 0.047988473
PAX5 NM_016734_bp678_R AGCTAAAAAGCATCAAGCCTGGGGTAATTGTCTCTTGAACAATTACCCCAGGCTTGATGCGG Hs.591091 3388 -0.14845 0.29108459 0.426036892 0.3268375 0.22148342 0.146095584 0.64505 0.73839069 0.178934227 0.38695 0.17203834 0.020509812
PAX5 NM_016734_bp678_R AGCTAAAAAGCATCAAGCCTGGGGTAATTGTCTCTTGAACAATTACCCCAGGCTTGATGCGG Hs.591091 8764 -0.178475 0.29249111 0.346351192 0.0481875 0.43114345 0.84438906 0.638325 0.79328647 0.205921291 0.3934 0.20285499 0.030351214
PAX5 NM_016734_bp678_R AGCTAAAAAGCATCAAGCCTGGGGTAATTGTCTCTTGAACAATTACCCCAGGCTTGATGCGG Hs.591091 14140 -0.18535 0.23567295 0.294005885 -0.0403375 0.28563035 0.851250642 0.701 0.78009129 0.170152096 0.3568 0.10032133 0.025354209
PAX6 AK094249_bp1991_R AGCTAAAAAGCAGACGGCATGTATGATAAATCTCTTGAATTTATCATACATGCCGTCTGCGG Hs.591993 3902 -0.3119 -0.4899 0.35842551 0.06665278
PAX6 AK094249_bp1991_R AGCTAAAAAGCAGACGGCATGTATGATAAATCTCTTGAATTTATCATACATGCCGTCTGCGG Hs.591993 9278 -0.194525 0.81398597 0.665038343 -0.499275 0.182676 0.039529493
PAX6 AK094249_bp1991_R AGCTAAAAAGCAGACGGCATGTATGATAAATCTCTTGAATTTATCATACATGCCGTCTGCGG Hs.591993 14654 -0.08315 0.61567787 0.824606629 -0.4986 0.162458 0.038080603
PAX6 AK094249_bp2673_R AGCTAAAAAGGCGGAGTTATGATACCTACATCTCTTGAATGTAGGTATCATAACTCCGCCGG Hs.591993 3900 -0.2114125 0.15629918 0.198518696 0.089575 0.254238 0.671331603
PAX6 AK094249_bp2673_R AGCTAAAAAGGCGGAGTTATGATACCTACATCTCTTGAATGTAGGTATCATAACTCCGCCGG Hs.591993 9276 -0.5909125 0.64003921 0.087762572 -0.19285 0.62212958 0.520736317
PAX6 AK094249_bp2673_R AGCTAAAAAGGCGGAGTTATGATACCTACATCTCTTGAATGTAGGTATCATAACTCCGCCGG Hs.591993 14652 0.008016667 0.08028565 0.964654817 0.18675 0.23454817 0.381661406
PAX6 AK094249_bp968_R AGCTAAAAAGGTGGTCCTGTTGTCCTTTATTCTCTTGAAATAAAGGACAACAGGACCACCGG Hs.591993 3898 -0.11365 0.71269293 0.780956119 -0.283875 0.25495492 0.20717679
PAX6 AK094249_bp968_R AGCTAAAAAGGTGGTCCTGTTGTCCTTTATTCTCTTGAAATAAAGGACAACAGGACCACCGG Hs.591993 9274 -0.27785 0.3681905 0.39307017 -0.3312 0.24872846 0.148404598
PAX6 AK094249_bp968_R AGCTAAAAAGGTGGTCCTGTTGTCCTTTATTCTCTTGAAATAAAGGACAACAGGACCACCGG Hs.591993 14650 -0.2572 0.56299842 0.490996773 -0.340575 0.30844134 0.155546557
PBK NM_018492_bp292_R AGCTAAAAAGCCTCTCCGTTTATGCAGAAGTCTCTTGAACTTCTGCATAAACGGAGAGGCGG Hs.104741 5977 -0.8229 0.41198733 0.010152191 -0.11655 0.22867145 0.500665071
PBK NM_018492_bp292_R AGCTAAAAAGCCTCTCCGTTTATGCAGAAGTCTCTTGAACTTCTGCATAAACGGAGAGGCGG Hs.104741 11353 -0.72505 0.14690288 0.003633568 -0.06085 0.25395928 0.729855415
PBK NM_018492_bp292_R AGCTAAAAAGCCTCTCCGTTTATGCAGAAGTCTCTTGAACTTCTGCATAAACGGAGAGGCGG Hs.104741 601 0.6388 -0.7085
PBK NM_018492_bp328_R AGCTAAAAAGGGGTAAATGTGTACCTAATGTCTCTTGAACATTAGGTACACATTTACCCCGG Hs.104741 602 2.074175 1.78024025 0.031349752 2.226333333 0.41163018 0.00152061
PBK NM_018492_bp328_R AGCTAAAAAGGGGTAAATGTGTACCTAATGTCTCTTGAACATTAGGTACACATTTACCCCGG Hs.104741 5978 1.919833333 0.75784295 0.005372929 2.4747
PBK NM_018492_bp328_R AGCTAAAAAGGGGTAAATGTGTACCTAATGTCTCTTGAACATTAGGTACACATTTACCCCGG Hs.104741 11354 2.2716 1.06946335 0.003315349 2.6175
PBK NM_018492_bp901_R AGCTAAAAAGGCCTTACTTTGTGGGAAATGTCTCTTGAACATTTCCCACAAAGTAAGGCCGG Hs.104741 603 -0.191033333 0.25217854 0.384685926 -0.790033333 0.38466908 0.036014669
PBK NM_018492_bp901_R AGCTAAAAAGGCCTTACTTTGTGGGAAATGTCTCTTGAACATTTCCCACAAAGTAAGGCCGG Hs.104741 5979 -0.072433333 0.30230027 0.744476979 -0.57315 0.15832121 0.127823398
PBK NM_018492_bp901_R AGCTAAAAAGGCCTTACTTTGTGGGAAATGTCTCTTGAACATTTCCCACAAAGTAAGGCCGG Hs.104741 11355 -0.2472 0.46312206 0.381799835 -0.8599 0.2066166 0.060041618
PBX4 AK097427_bp1201_R AGCTAAAAAGCCGTTGCTTTGTTACTGAACTCTCTTGAAGTTCAGTAACAAAGCAACGGCGG Hs.466257 4086 -0.3842375 0.36600742 0.101216755 -0.3016 0.11782397 0.153157248
PBX4 AK097427_bp1201_R AGCTAAAAAGCCGTTGCTTTGTTACTGAACTCTCTTGAAGTTCAGTAACAAAGCAACGGCGG Hs.466257 9462 -0.2956625 0.36512438 0.183011008 -0.218325 0.09096272 0.277192403
PBX4 AK097427_bp1201_R AGCTAAAAAGCCGTTGCTTTGTTACTGAACTCTCTTGAAGTTCAGTAACAAAGCAACGGCGG Hs.466257 14838 -0.2803625 0.33294926 0.184869557 -0.1873 0.08162667 0.343605433
PBX4 AK097427_bp368_R AGCTAAAAAGCTGTCCAAATGACAATAGCATCTCTTGAATGCTATTGTCATTTGGACAGCGG Hs.466257 4090 0.2947625 0.11900416 0.084357171 0.525025 0.1651526 0.031749619
PBX4 AK097427_bp368_R AGCTAAAAAGCTGTCCAAATGACAATAGCATCTCTTGAATGCTATTGTCATTTGGACAGCGG Hs.466257 9466 0.3408375 0.12438361 0.056363118 0.530725 0.18612557 0.031950687
PBX4 AK097427_bp368_R AGCTAAAAAGCTGTCCAAATGACAATAGCATCTCTTGAATGCTATTGTCATTTGGACAGCGG Hs.466257 14842 0.3717875 0.10149726 0.040130854 0.569575 0.17582424 0.023858731
PBX4 AK097427_bp858_R AGCTAAAAAGGCTACCATTTACACGGGTAATCTCTTGAATTACCCGTGTAAATGGTAGCCGG Hs.466257 14840 0.175075 0.45132259 0.492602349
PCGF3 NM_006315_bp3128_R AGCTAAAAAGGTGCTAAGCTGATAGATTTATCTCTTGAATAAATCTATCAGCTTAGCACCGG Hs.144309 3106 -0.838075 0.38655648 0.008112052 -0.6490125 0.78283879 0.094908643 -0.259733333 0.14592787 0.091074619 -0.282725 0.09192049 0.008643265
PCGF3 NM_006315_bp3128_R AGCTAAAAAGGTGCTAAGCTGATAGATTTATCTCTTGAATAAATCTATCAGCTTAGCACCGG Hs.144309 8482 -0.839375 0.37739258 0.007626282 0.0897875 1.51538068 0.878122725 0.0026 0.08708169 0.956138639 -0.13265 0.10618633 0.0878275
PCGF3 NM_006315_bp3128_R AGCTAAAAAGGTGCTAAGCTGATAGATTTATCTCTTGAATAAATCTATCAGCTTAGCACCGG Hs.144309 13858 -0.7586 0.51381745 0.046963969 -0.2003125 1.50889711 0.732331515 -0.11625 0.14699965 0.211876643 -0.195525 0.28107208 0.258363886
PCGF3 NM_006315_bp908_R AGCTAAAAAGCGACCGTCTTGCATCTGAAGTCTCTTGAACTTCAGATGCAAGACGGTCGCGG Hs.144309 3104 1.068025 1.06185057 0.055619169 0.9595625 0.75159516 0.023449834 0.14395 0.37040863 0.493672538 0.91465 0.38035522 0.017116214
PCGF3 NM_006315_bp908_R AGCTAAAAAGCGACCGTCTTGCATCTGAAGTCTCTTGAACTTCAGATGCAAGACGGTCGCGG Hs.144309 8480 0.3669 0.23554246 0.06793131 1.1159375 1.13481017 0.042746984 0.22705 0.47876445 0.412857504 1.004175 0.27161856 0.005116205
PCGF3 NM_006315_bp908_R AGCTAAAAAGCGACCGTCTTGCATCTGAAGTCTCTTGAACTTCAGATGCAAGACGGTCGCGG Hs.144309 13856 0.571325 0.32367803 0.024581803 0.8503125 1.06244686 0.085137575 0.221475 0.43191656 0.380573652 0.986275 0.25801672 0.004647363
PCGF4 NM_005180_bp1010_R AGCTAAAAAGCAATGACTGTGATGCACTTATCTCTTGAATAAGTGCATCACAGTCATTGCGG Hs.496613 8685 -0.802325 0.15074578 0.002376151 0.0304 0.18534735 0.902947305 0.858575 0.57726811 0.058850157 0.4571 0.56107954 0.201726551
PCGF4 NM_005180_bp1010_R AGCTAAAAAGCAATGACTGTGATGCACTTATCTCTTGAATAAGTGCATCACAGTCATTGCGG Hs.496613 14061 -0.622666667 0.32245637 0.042539874 -0.0435875 0.22675155 0.832089901 0.883575 0.59238388 0.058451184 0.487375 0.47598318 0.133036465
PCGF4 NM_005180_bp1010_R AGCTAAAAAGCAATGACTGTGATGCACTTATCTCTTGAATAAGTGCATCACAGTCATTGCGG Hs.496613 3309 -0.762566667 0.08272026 0.010900999 -0.54308333 0.60939212 0.146201197 0.8594 0.51487424 0.044443947 0.457825 0.46361831 0.142749013
PCGF4 NM_005180_bp1093_R AGCTAAAAAGGAGGAACCTTTAAAGGATTATCTCTTGAATAATCCTTTAAAGGTTCCTCCGG Hs.496613 3305 -0.048333333 0.2171866 0.81062813 -0.0426125 0.40162372 0.858270168 0.983 0.58895519 0.044449773 0.847975 0.51463448 0.045889963
PCGF4 NM_005180_bp1093_R AGCTAAAAAGGAGGAACCTTTAAAGGATTATCTCTTGAATAATCCTTTAAAGGTTCCTCCGG Hs.496613 8681 -0.394766667 0.19179049 0.09857313 -0.45918333 0.33053554 0.133097987 1.041 0.57449186 0.036143706 0.9462 0.32759912 0.010315338
PCGF4 NM_005180_bp1093_R AGCTAAAAAGGAGGAACCTTTAAAGGATTATCTCTTGAATAATCCTTTAAAGGTTCCTCCGG Hs.496613 14057 -0.2677 0.53178832 0.382891469 -0.15105 0.22081634 0.558139759 1.06825 0.50137291 0.023703378 0.8801 0.46947522 0.033132384
PCGF4 NM_005180_bp587_R AGCTAAAAAGCCACAACCATAATAGAATGTTCTCTTGAAACATTCTATTATGGTTGTGGCGG Hs.496613 3307 -1.483533333 0.11935557 0.001016522 -0.7312375 0.09780502 0.007009605 0.287675 0.56104424 0.380592535 0.585875 0.54204002 0.119379872
PCGF4 NM_005180_bp587_R AGCTAAAAAGCCACAACCATAATAGAATGTTCTCTTGAAACATTCTATTATGGTTGTGGCGG Hs.496613 8683 -1.31775 0.1151625 0.00020081 -0.9186625 0.40720727 0.006945584 0.35645 0.56128048 0.293601389 0.61425 0.33361309 0.03469905
PCGF4 NM_005180_bp587_R AGCTAAAAAGCCACAACCATAATAGAATGTTCTCTTGAAACATTCTATTATGGTTGTGGCGG Hs.496613 14059 -1.2663 0.02829094 0.001607255 -0.8215625 0.20695018 0.005323486 0.39495 0.59465773 0.276079993 0.580575 0.39863184 0.061854068
PCTK1 NM_033018_bp1108_R AGCTAAAAAGCCAACATCGTTACGCTACATTCTCTTGAAATGTAGCGTAACGATGTTGGCGG Hs.496068 2025 -0.660366667 0.43719744 0.053568693 -0.244375 0.13784096 0.14963831
PCTK1 NM_033018_bp1108_R AGCTAAAAAGCCAACATCGTTACGCTACATTCTCTTGAAATGTAGCGTAACGATGTTGGCGG Hs.496068 7401 -0.5023 0.45235507 0.113196406 -0.098075 0.07505413 0.496401324
PCTK1 NM_033018_bp1108_R AGCTAAAAAGCCAACATCGTTACGCTACATTCTCTTGAAATGTAGCGTAACGATGTTGGCGG Hs.496068 12777 -0.445166667 0.38525979 0.123669087 -0.075075 0.10588788 0.607484692
PCTK1 NM_033018_bp1635_R AGCTAAAAAGACATACAACTACCCCAAGTATCTCTTGAATACTTGGGGTAGTTGTATGTCGG Hs.496068 2027
PCTK1 NM_033018_bp1635_R AGCTAAAAAGACATACAACTACCCCAAGTATCTCTTGAATACTTGGGGTAGTTGTATGTCGG Hs.496068 7403
PCTK1 NM_033018_bp1635_R AGCTAAAAAGACATACAACTACCCCAAGTATCTCTTGAATACTTGGGGTAGTTGTATGTCGG Hs.496068 12779
PCTK1 NM_033018_bp1759_R AGCTAAAAAGAGGATGCCATGAAACATCCATCTCTTGAATGGATGTTTCATGGCATCCTCGG Hs.496068 593 0.592075 0.15999834 0.009024992 -0.205875 0.25263741 0.273688291
PCTK1 NM_033018_bp1759_R AGCTAAAAAGAGGATGCCATGAAACATCCATCTCTTGAATGGATGTTTCATGGCATCCTCGG Hs.496068 5969 0.782375 0.08596877 0.002030865 0.077525 0.22844612 0.64914146
PCTK1 NM_033018_bp1759_R AGCTAAAAAGAGGATGCCATGAAACATCCATCTCTTGAATGGATGTTTCATGGCATCCTCGG Hs.496068 11345 1.167275 0.46374506 0.003215573 0.359325 0.22194028 0.077560927
PCTK2 NM_002595_bp1728_R AGCTAAAAAGCCAGGTATTTCTTCAAATGATCTCTTGAATCATTTGAAGAAATACCTGGCGG Hs.506415 199 -0.277875 0.14624581 0.105926865 -0.0019625 0.29377362 0.991589881
PCTK2 NM_002595_bp1728_R AGCTAAAAAGCCAGGTATTTCTTCAAATGATCTCTTGAATCATTTGAAGAAATACCTGGCGG Hs.506415 5575 -0.190875 0.1283166 0.226512852 0.0439375 0.31626863 0.820396165
PCTK2 NM_002595_bp1728_R AGCTAAAAAGCCAGGTATTTCTTCAAATGATCTCTTGAATCATTTGAAGAAATACCTGGCGG Hs.506415 10951 -0.190175 0.16998079 0.246696744 0.0566125 0.29336231 0.762212353
PCTK2 NM_002595_bp869_R AGCTAAAAAGTCTCAGAAATCGTATACATATCTCTTGAATATGTATACGATTTCTGAGACGG Hs.506415 200 1.7586 3.39432599 0.275123037 0.0932625 1.16438101 0.858094313
PCTK2 NM_002595_bp869_R AGCTAAAAAGTCTCAGAAATCGTATACATATCTCTTGAATATGTATACGATTTCTGAGACGG Hs.506415 5576 3.4843 3.22483119 0.079129251 0.0283125 1.12699329 0.955302255
PCTK2 NM_002595_bp869_R AGCTAAAAAGTCTCAGAAATCGTATACATATCTCTTGAATATGTATACGATTTCTGAGACGG Hs.506415 10952 4.9203 5.20473017 0.103803431 0.1484125 1.11862226 0.768494296
PCTK3 NM_002596_bp800_R AGCTAAAAAGAGAACCTTGTGGCCCTGAAATCTCTTGAATTTCAGGGCCACAAGGTTCTCGG Hs.445402 1749 0.1751 0.444 0.82857294 0.336617718
PCTK3 NM_002596_bp800_R AGCTAAAAAGAGAACCTTGTGGCCCTGAAATCTCTTGAATTTCAGGGCCACAAGGTTCTCGG Hs.445402 7125 0.7329 0.5055 0.88336095 0.304835008
PCTK3 NM_002596_bp800_R AGCTAAAAAGAGAACCTTGTGGCCCTGAAATCTCTTGAATTTCAGGGCCACAAGGTTCTCGG Hs.445402 12501 -0.0018 0.491433333 0.80985821 0.287055454
PCTK3 NM_002596_bp899_R AGCTAAAAAGCCAATATTGTGACCCTGCATTCTCTTGAAATGCAGGGTCACAATATTGGCGG Hs.445402 201 -2.1151 2.05965893 0.068549111 -0.8180625 0.16053301 0.003369885
PCTK3 NM_002596_bp899_R AGCTAAAAAGCCAATATTGTGACCCTGCATTCTCTTGAAATGCAGGGTCACAATATTGGCGG Hs.445402 5577 -1.3974 1.64922226 0.084336215 -0.7886875 0.15500709 0.003794709
PCTK3 NM_002596_bp899_R AGCTAAAAAGCCAATATTGTGACCCTGCATTCTCTTGAAATGCAGGGTCACAATATTGGCGG Hs.445402 10953 -1.36215 1.50484004 0.070914 -0.8260875 0.16336775 0.003287793



PDCD2 NM_144781_bp566_R AGCTAAAAAGACTGGAGATTGGGACATAAGTCTCTTGAACTTATGTCCCAATCTCCAGTCGG Hs.367900 2983 0.742075 0.5114265 0.021938642 -0.1391375 0.27609756 0.653147023
PDCD2 NM_144781_bp566_R AGCTAAAAAGACTGGAGATTGGGACATAAGTCTCTTGAACTTATGTCCCAATCTCCAGTCGG Hs.367900 8359 0.7213 0.49732507 0.022771082 -0.1356875 0.24822769 0.658039121
PDCD2 NM_144781_bp566_R AGCTAAAAAGACTGGAGATTGGGACATAAGTCTCTTGAACTTATGTCCCAATCTCCAGTCGG Hs.367900 13735 0.7823 0.55210037 0.022493644 -0.1506375 0.27590617 0.615934064
PDCD2 NM_144781_bp706_R AGCTAAAAAGGAAGATTACTCAGAGATTATTCTCTTGAAATAATCTCTGAGTAATCTTCCGG Hs.367900 2981 -0.99625 0.50331069 0.01182066 0.3884625 0.61290458 0.175188085
PDCD2 NM_144781_bp706_R AGCTAAAAAGGAAGATTACTCAGAGATTATTCTCTTGAAATAATCTCTGAGTAATCTTCCGG Hs.367900 8357 -1.17665 0.33082189 0.002019866 0.4093625 0.51507176 0.126324014
PDCD2 NM_144781_bp706_R AGCTAAAAAGGAAGATTACTCAGAGATTATTCTCTTGAAATAATCTCTGAGTAATCTTCCGG Hs.367900 13733 -0.92755 0.58432207 0.023345901 0.3282375 0.53291619 0.20294656
PDCD2 NM_144781_bp729_R AGCTAAAAAGGAGCATGGGTAAGCAGTTTCTCTCTTGAAGAAACTGCTTACCCATGCTCCGG Hs.367900 2985 -0.99805 0.1339875 0.67002049 0.572502118
PDCD2 NM_144781_bp729_R AGCTAAAAAGGAGCATGGGTAAGCAGTTTCTCTCTTGAAGAAACTGCTTACCCATGCTCCGG Hs.367900 13737 -1.163625 0.35381326 0.002463909 0.1129375 0.67422302 0.619617005
PDCD2 NM_144781_bp729_R AGCTAAAAAGGAGCATGGGTAAGCAGTTTCTCTCTTGAAGAAACTGCTTACCCATGCTCCGG Hs.367900 8361
PDCD4 BX537500_bp1116_R AGCTAAAAAGCCTCCTGTATAATAGTTTAATCTCTTGAATTAAACTATTATACAGGAGGCGG Hs.232543 4593 -0.0057 0.61641832 0.984041017 -0.120033333 0.29903198 0.60806025 0.120766667 0.62953774 0.72275092
PDCD4 BX537500_bp1116_R AGCTAAAAAGCCTCCTGTATAATAGTTTAATCTCTTGAATTAAACTATTATACAGGAGGCGG Hs.232543 9969 -0.3747 1.03292942 0.412889912 -0.07185 0.49874266 0.778961597 0.288633333 0.69675896 0.433589466
PDCD4 BX537500_bp1116_R AGCTAAAAAGCCTCCTGTATAATAGTTTAATCTCTTGAATTAAACTATTATACAGGAGGCGG Hs.232543 15345 -0.31395 0.77874468 0.381941417 -0.096625 0.52128964 0.715571653 0.1996 0.45278662 0.507879502
PDCD4 BX537500_bp3787_R AGCTAAAAAGCGGAAATGTTAAGAGATTTATCTCTTGAATAAATCTCTTAACATTTCCGCGG Hs.232543 4591 -0.29065 0.61262708 0.330571069 0.07195 0.63114349 0.813863207 0.835066667 1.0563823 0.1183149
PDCD4 BX537500_bp3787_R AGCTAAAAAGCGGAAATGTTAAGAGATTTATCTCTTGAATAAATCTCTTAACATTTCCGCGG Hs.232543 9967 -0.149275 0.44153726 0.516812927 0.0691 0.84979628 0.860059462 0.417233333 1.2444047 0.445317954
PDCD4 BX537500_bp3787_R AGCTAAAAAGCGGAAATGTTAAGAGATTTATCTCTTGAATAAATCTCTTAACATTTCCGCGG Hs.232543 15343 0.2185 0.48835521 0.383463412 0.289925 0.76601056 0.434790971 0.563666667 1.13900632 0.284018418
PDCD4 BX537500_bp4304_R AGCTAAAAAGGAGTTTAGCTAAATCATTAATCTCTTGAATTAATGATTTAGCTAAACTCCGG Hs.232543 4595 -0.398 0.46425524 0.131767723 -0.96425 0.23008753 0.002573369 0.312966667 0.81073375 0.43710289
PDCD4 BX537500_bp4304_R AGCTAAAAAGGAGTTTAGCTAAATCATTAATCTCTTGAATTAATGATTTAGCTAAACTCCGG Hs.232543 9971 -0.196675 0.2750265 0.292881885 -1.089825 0.41391819 0.004976073 0.3737 0.62518602 0.295863357
PDCD4 BX537500_bp4304_R AGCTAAAAAGGAGTTTAGCTAAATCATTAATCTCTTGAATTAATGATTTAGCTAAACTCCGG Hs.232543 15347 0.21225 0.47480787 0.387868007 -0.838725 0.98408107 0.109968137 0.543233333 0.79616625 0.198049381
PDCD8 NM_004208_bp1493_R AGCTAAAAAGCTGCATGCTTCTACGATATATCTCTTGAATATATCGTAGAAGCATGCAGCGG Hs.424932 2182 -0.7567875 0.60700101 0.036804448 0.5673875 1.39776355 0.318669095
PDCD8 NM_004208_bp1493_R AGCTAAAAAGCTGCATGCTTCTACGATATATCTCTTGAATATATCGTAGAAGCATGCAGCGG Hs.424932 7558 -0.7486875 0.58237088 0.034337982 0.5852375 1.33787139 0.288074654
PDCD8 NM_004208_bp1493_R AGCTAAAAAGCTGCATGCTTCTACGATATATCTCTTGAATATATCGTAGAAGCATGCAGCGG Hs.424932 12934 -0.7337375 0.38599259 0.013700466 0.3957375 1.11345875 0.392690986
PDCD8 NM_004208_bp1783_R AGCTAAAAAGTCCGAGGCCTCAGAAATTACTCTCTTGAAGTAATTTCTGAGGCCTCGGACGG Hs.424932 837 -0.3780375 0.30296066 0.082341025 -0.1668625 0.32273777 0.462383098
PDCD8 NM_004208_bp1783_R AGCTAAAAAGTCCGAGGCCTCAGAAATTACTCTCTTGAAGTAATTTCTGAGGCCTCGGACGG Hs.424932 6213 -0.4395875 0.22959468 0.037758503 -0.1373625 0.23190703 0.512792784
PDCD8 NM_004208_bp1783_R AGCTAAAAAGTCCGAGGCCTCAGAAATTACTCTCTTGAAGTAATTTCTGAGGCCTCGGACGG Hs.424932 11589 -0.3718625 0.31551343 0.090544769 -0.1466875 0.22112542 0.482468314
PDCD8 NM_004208_bp647_R AGCTAAAAAGCCAGGGTACTGATTGTATCTTCTCTTGAAAGATACAATCAGTACCCTGGCGG Hs.424932 838 -0.9380625 0.16063614 0.001237613 -0.0898125 0.41165054 0.710573597
PDCD8 NM_004208_bp647_R AGCTAAAAAGCCAGGGTACTGATTGTATCTTCTCTTGAAAGATACAATCAGTACCCTGGCGG Hs.424932 6214 -0.9176125 0.23719237 0.002145231 -0.1001125 0.3918656 0.673958081
PDCD8 NM_004208_bp647_R AGCTAAAAAGCCAGGGTACTGATTGTATCTTCTCTTGAAAGATACAATCAGTACCCTGGCGG Hs.424932 11590 -0.9415125 0.20655501 0.001582167 -0.0535125 0.3977044 0.8220556
PDE4D NM_006203_bp1116_R AGCTAAAAAGAGGCTGTGTTTACAGATTTGTCTCTTGAACAAATCTGTAAACACAGCCTCGG Hs.591763 3449 1.215775 0.4098947 0.001905519 0.1854375 0.63600965 0.541545179 1.3193 0.15576816 0.000448089 1.108875 0.38236275 0.010198429
PDE4D NM_006203_bp1116_R AGCTAAAAAGAGGCTGTGTTTACAGATTTGTCTCTTGAACAAATCTGTAAACACAGCCTCGG Hs.591763 8825 1.1401 0.09372114 0.000367125 0.1113625 0.71375149 0.730341324 1.412975 0.19682912 0.000732339 1.082725 0.33249316 0.007353428
PDE4D NM_006203_bp1116_R AGCTAAAAAGAGGCTGTGTTTACAGATTTGTCTCTTGAACAAATCTGTAAACACAGCCTCGG Hs.591763 14201 1.020775 0.16170126 0.000844185 0.0405875 0.68234284 0.896627366 1.409575 0.22932446 0.001159358 1.125575 0.34733421 0.007455529
PDE4D NM_006203_bp1158_R AGCTAAAAAGCCAGTGCAATACATGATGTATCTCTTGAATACATCATGTATTGCACTGGCGG Hs.591763 3447 1.2076 0.70302812 0.010141772 0.0886375 0.94090225 0.821431449 1.43725 0.58440647 0.016099213 0.475325 0.23821295 0.028178511
PDE4D NM_006203_bp1158_R AGCTAAAAAGCCAGTGCAATACATGATGTATCTCTTGAATACATCATGTATTGCACTGGCGG Hs.591763 8823 1.0839 0.77490359 0.02088115 0.0546875 0.14972248 0.7804178 1.4129 0.57275136 0.015965175 0.5301 0.24259577 0.022161772
PDE4D NM_006203_bp1158_R AGCTAAAAAGCCAGTGCAATACATGATGTATCTCTTGAATACATCATGTATTGCACTGGCGG Hs.591763 14199 1.174375 0.55030676 0.00521797 0.0972125 0.86809919 0.792653004 1.446025 0.5313174 0.01217618 0.64725 0.24670772 0.013478832
PDE4D NM_006203_bp2054_R AGCTAAAAAGCCTGAAGCCTGTGTCATAGATCTCTTGAATCTATGACACAGGCTTCAGGCGG Hs.591763 3445 -0.383225 0.75702056 0.28462271 -0.2725125 0.11207657 0.189233302 0.58155 0.38509196 0.056744823 0.82025 0.33360413 0.016109601
PDE4D NM_006203_bp2054_R AGCTAAAAAGCCTGAAGCCTGTGTCATAGATCTCTTGAATCTATGACACAGGCTTCAGGCGG Hs.591763 8821 -0.169875 0.27846848 0.358951021 -0.3539625 0.33819362 0.151246951 0.61755 0.34755219 0.037990015 0.85755 0.36171283 0.017790327
PDE4D NM_006203_bp2054_R AGCTAAAAAGCCTGAAGCCTGTGTCATAGATCTCTTGAATCTATGACACAGGCTTCAGGCGG Hs.591763 14197 -0.520175 0.594524 0.105463732 -0.2758125 0.21780027 0.207709696 0.636875 0.39206514 0.04753192 0.8437 0.41263824 0.026431671
PDE9A AK127770_bp1333_R AGCTAAAAAGCCCCTTTCCTACACATCTTCTCTCTTGAAGAAGATGTGTAGGAAAGGGGCGG Hs.473927 4075 -0.5213375 0.29965531 0.029898111 -0.5025 0.28197843 0.049560329
PDE9A AK127770_bp1333_R AGCTAAAAAGCCCCTTTCCTACACATCTTCTCTCTTGAAGAAGATGTGTAGGAAAGGGGCGG Hs.473927 9451 -0.2607875 0.13124721 0.119131585 -0.399225 0.30364628 0.10439014
PDE9A AK127770_bp1333_R AGCTAAAAAGCCCCTTTCCTACACATCTTCTCTCTTGAAGAAGATGTGTAGGAAAGGGGCGG Hs.473927 14827 -0.2927375 0.18392196 0.10394102 -0.311925 0.25511427 0.171290044
PDE9A AK127770_bp1628_R AGCTAAAAAGGCACTGCAGTTAAGATGTTATCTCTTGAATAACATCTTAACTGCAGTGCCGG Hs.473927 4073 -0.2821375 0.64175575 0.359476623 -0.074425 0.50693205 0.778562385
PDE9A AK127770_bp1628_R AGCTAAAAAGGCACTGCAGTTAAGATGTTATCTCTTGAATAACATCTTAACTGCAGTGCCGG Hs.473927 9449 -0.1763625 0.83518562 0.633679541 -0.06995 0.20437672 0.73049241
PDE9A AK127770_bp1628_R AGCTAAAAAGGCACTGCAGTTAAGATGTTATCTCTTGAATAACATCTTAACTGCAGTGCCGG Hs.473927 14825 -0.3163875 0.4771765 0.21906653 0.5307 0.49892253 0.078424928
PDE9A AK127770_bp2834_R AGCTAAAAAGAGCCTTGGGTGGACTGTTTATCTCTTGAATAAACAGTCCACCCAAGGCTCGG Hs.473927 4071 -0.4289125 0.22260592 0.039657897 0.173925 0.70488271 0.590128092
PDE9A AK127770_bp2834_R AGCTAAAAAGAGCCTTGGGTGGACTGTTTATCTCTTGAATAAACAGTCCACCCAAGGCTCGG Hs.473927 9447 -0.3857375 0.22656414 0.056417027 0.153625 0.26133695 0.475695982
PDE9A AK127770_bp2834_R AGCTAAAAAGAGCCTTGGGTGGACTGTTTATCTCTTGAATAAACAGTCCACCCAAGGCTCGG Hs.473927 14823 -0.3241875 0.28988706 0.116541512 0.080725 0.16130049 0.683750201
PDGFA NM_002607_bp1135_R AGCTAAAAAGACGGTCATTTACGAGATTCCTCTCTTGAAGGAATCTCGTAAATGACCGTCGG Hs.591070 1054 -0.9583375 0.28725638 0.002441378 0.1184625 0.45593516 0.640195607
PDGFA NM_002607_bp1135_R AGCTAAAAAGACGGTCATTTACGAGATTCCTCTCTTGAAGGAATCTCGTAAATGACCGTCGG Hs.591070 6430 -0.9603875 0.32021259 0.003000549 0.0879375 0.45853111 0.728137359
PDGFA NM_002607_bp1135_R AGCTAAAAAGACGGTCATTTACGAGATTCCTCTCTTGAAGGAATCTCGTAAATGACCGTCGG Hs.591070 11806 -0.9509375 0.32579242 0.003248943 0.0844625 0.45148416 0.736670727
PDGFA NM_002607_bp1177_R AGCTAAAAAGTCCGCCAACTTCCTGATCTGTCTCTTGAACAGATCAGGAAGTTGGCGGACGG Hs.591070 1994 -1.135825 0.59803556 0.04370012 2.468375 3.0709294 0.090318182
PDGFA NM_002607_bp1177_R AGCTAAAAAGTCCGCCAACTTCCTGATCTGTCTCTTGAACAGATCAGGAAGTTGGCGGACGG Hs.591070 7370 -0.972925 0.60765221 0.064906883 4.314725 5.60696787 0.093903439
PDGFA NM_002607_bp1177_R AGCTAAAAAGTCCGCCAACTTCCTGATCTGTCTCTTGAACAGATCAGGAAGTTGGCGGACGG Hs.591070 12746 -1.093325 0.63169384 0.051578276 4.178975 5.51157916 0.097473276
PDGFA NM_002607_bp1301_R AGCTAAAAAGTGGAATACGTCAGGAAGAAGTCTCTTGAACTTCTTCCTGACGTATTCCACGG Hs.591070 1055 1.4027875 0.19178676 0.000224832 0.8468875 0.41121072 0.010196497
PDGFA NM_002607_bp1301_R AGCTAAAAAGTGGAATACGTCAGGAAGAAGTCTCTTGAACTTCTTCCTGACGTATTCCACGG Hs.591070 6431 1.2332875 0.28859542 0.000784263 0.6037875 0.34831056 0.031784972
PDGFA NM_002607_bp1301_R AGCTAAAAAGTGGAATACGTCAGGAAGAAGTCTCTTGAACTTCTTCCTGACGTATTCCACGG Hs.591070 11807 1.3896125 0.13766894 0.000173154 0.8551375 0.32671078 0.006870773
PDGFB NM_002608_bp1133_R AGCTAAAAAGATCCGCTCCTTTGATGATCTTCTCTTGAAAGATCATCAAAGGAGCGGATCGG Hs.1976 1051 0.2262375 0.28926571 0.242899975 -0.0681375 0.44287021 0.784089954
PDGFB NM_002608_bp1133_R AGCTAAAAAGATCCGCTCCTTTGATGATCTTCTCTTGAAAGATCATCAAAGGAGCGGATCGG Hs.1976 6427 0.2602875 0.33139683 0.212025611 -0.0779375 0.39546262 0.743341878
PDGFB NM_002608_bp1133_R AGCTAAAAAGATCCGCTCCTTTGATGATCTTCTCTTGAAAGATCATCAAAGGAGCGGATCGG Hs.1976 11803 0.2400875 0.43540962 0.309262893 -0.0903875 0.44725478 0.718060959
PDGFB NM_002608_bp1479_R AGCTAAAAAGTGAGAAAGATCGAGATTGTGTCTCTTGAACACAATCTCGATCTTTCTCACGG Hs.1976 1053 0.0030625 0.14405965 0.983487248 0.3227125 0.36935395 0.195463934
PDGFB NM_002608_bp1479_R AGCTAAAAAGTGAGAAAGATCGAGATTGTGTCTCTTGAACACAATCTCGATCTTTCTCACGG Hs.1976 6429 -0.0135625 0.12288536 0.925399339 0.2655375 0.37262562 0.277346055
PDGFB NM_002608_bp1479_R AGCTAAAAAGTGAGAAAGATCGAGATTGTGTCTCTTGAACACAATCTCGATCTTTCTCACGG Hs.1976 11805 -0.0095625 0.16177414 0.949501712 0.2255625 0.37814774 0.351796025
PDGFB NM_002608_bp1550_R AGCTAAAAAGGCATGCAAGTGTGAGACAGTTCTCTTGAAACTGTCTCACACTTGCATGCCGG Hs.1976 1052 -0.6076875 0.23431622 0.011948437 0.5670375 0.42032005 0.050200284
PDGFB NM_002608_bp1550_R AGCTAAAAAGGCATGCAAGTGTGAGACAGTTCTCTTGAAACTGTCTCACACTTGCATGCCGG Hs.1976 6428 -0.6632125 0.34419661 0.015894443 0.5702375 0.42736531 0.050386338
PDGFB NM_002608_bp1550_R AGCTAAAAAGGCATGCAAGTGTGAGACAGTTCTCTTGAAACTGTCTCACACTTGCATGCCGG Hs.1976 11804 -0.6676125 0.34624798 0.015682009 0.5601125 0.47144085 0.061316142
PDGFC AF091434_bp1412_R AGCTAAAAAGGTCCTTCAGTTGAGACCAAATCTCTTGAATTTGGTCTCAACTGAAGGACCGG Hs.570855 3540 0.2722625 0.258538 0.156488491 0.040875 0.4131927 0.865442905
PDGFC AF091434_bp1412_R AGCTAAAAAGGTCCTTCAGTTGAGACCAAATCTCTTGAATTTGGTCTCAACTGAAGGACCGG Hs.570855 8916 0.4632125 0.34473275 0.054735597 -0.045425 0.41425473 0.850824282
PDGFC AF091434_bp1412_R AGCTAAAAAGGTCCTTCAGTTGAGACCAAATCTCTTGAATTTGGTCTCAACTGAAGGACCGG Hs.570855 14292 -0.0959375 0.09060033 0.50592487 0.0483 0.38765429 0.837573309
PDGFC AF091434_bp1440_R AGCTAAAAAGTCAGGGGATTGCACAAATCATCTCTTGAATGATTTGTGCAATCCCCTGACGG Hs.570855 3542 1.2926125 0.94859231 0.020828798 0.184725 0.33768549 0.424079524
PDGFC AF091434_bp1440_R AGCTAAAAAGTCAGGGGATTGCACAAATCATCTCTTGAATGATTTGTGCAATCCCCTGACGG Hs.570855 8918 1.4757625 0.6878197 0.004103808 0.2031 0.25955884 0.352689401
PDGFC AF091434_bp1440_R AGCTAAAAAGTCAGGGGATTGCACAAATCATCTCTTGAATGATTTGTGCAATCCCCTGACGG Hs.570855 14294 1.635516667 1.17705728 0.032071007 0.085475 0.46281099 0.736429781
PDGFD BC030645_bp1129_R AGCTAAAAAGGCAAGAAGATCTTGAGAATATCTCTTGAATATTCTCAAGATCTTCTTGCCGG Hs.352298 4487 -0.1211 1.05318254 0.78818453 0.127225 0.36661201 0.551134751 -1.01873333 1.42086377 0.128757177
PDGFD BC030645_bp1129_R AGCTAAAAAGGCAAGAAGATCTTGAGAATATCTCTTGAATATTCTCAAGATCTTCTTGCCGG Hs.352298 9863 -0.10875 0.97858686 0.796500912 0.001975 0.44355262 0.993294431 -1.0942 1.20960588 0.076389774
PDGFD BC030645_bp1129_R AGCTAAAAAGGCAAGAAGATCTTGAGAATATCTCTTGAATATTCTCAAGATCTTCTTGCCGG Hs.352298 15239 0.009075 1.12914687 0.984868679 0.199 0.70467395 0.558675496 -0.63526667 1.46343574 0.319799001
PDGFD BC030645_bp1296_R AGCTAAAAAGCCAATGTGGTCTTCTTTCCATCTCTTGAATGGAAAGAAGACCACATTGGCGG Hs.352298 4513 0.3881 0.35218133 0.093478611 -0.290225 0.21378465 0.128005972 -0.2653 0.55625022 0.42182713
PDGFD BC030645_bp1296_R AGCTAAAAAGCCAATGTGGTCTTCTTTCCATCTCTTGAATGGAAAGAAGACCACATTGGCGG Hs.352298 9889 0.247425 0.15858618 0.144251036 -0.056275 0.19029541 0.725670553 -0.49366667 0.51100893 0.152053644
PDGFD BC030645_bp1296_R AGCTAAAAAGCCAATGTGGTCTTCTTTCCATCTCTTGAATGGAAAGAAGACCACATTGGCGG Hs.352298 15265 0.37045 0.22907817 0.06432862 -0.052825 0.20733453 0.747560598 -0.4343 0.44859669 0.179957028
PDGFD BC030645_bp894_R AGCTAAAAAGATGACTACTTTGTGGCTAAATCTCTTGAATTTAGCCACAAAGTAGTCATCGG Hs.352298 4515 -0.5389 0.71375536 0.137101751 -0.209875 0.48925395 0.422184281 1.540066667 5.75340448 0.49463878
PDGFD BC030645_bp894_R AGCTAAAAAGATGACTACTTTGTGGCTAAATCTCTTGAATTTAGCCACAAAGTAGTCATCGG Hs.352298 9891 -0.4348 0.73768515 0.223556839 0.0189 0.40268531 0.931839322 1.844666667 5.92808062 0.430928591
PDGFD BC030645_bp894_R AGCTAAAAAGATGACTACTTTGTGGCTAAATCTCTTGAATTTAGCCACAAAGTAGTCATCGG Hs.352298 15267 -0.339375 0.90718564 0.405520532 -0.007925 0.25710955 0.96404688 1.664666667 6.11759239 0.487586464
PDGFRA NM_006206_bp2070_R AGCTAAAAAGGAGGGTCATTGAATCAATCATCTCTTGAATGATTGATTCAATGACCCTCCGG Hs.74615 1765 0.8682 0.32134377 0.014819148 0.4127 0.76080817 0.338365661
PDGFRA NM_006206_bp2070_R AGCTAAAAAGGAGGGTCATTGAATCAATCATCTCTTGAATGATTGATTCAATGACCCTCCGG Hs.74615 7141 1.74435 0.80682537 0.003537269 0.846 0.55606877 0.111074114
PDGFRA NM_006206_bp2070_R AGCTAAAAAGGAGGGTCATTGAATCAATCATCTCTTGAATGATTGATTCAATGACCCTCCGG Hs.74615 12517 2.881875 3.09808382 0.062094147 -0.231366667 2.43920317 0.842000383
PDGFRA NM_006206_bp2348_R AGCTAAAAAGGGCCACATTTGAACATTGTATCTCTTGAATACAATGTTCAAATGTGGCCCGG Hs.74615 1767 2.841775 1.87287321 0.011773412 1.873366667 1.17703256 0.031864035
PDGFRA NM_006206_bp2348_R AGCTAAAAAGGGCCACATTTGAACATTGTATCTCTTGAATACAATGTTCAAATGTGGCCCGG Hs.74615 7143 3.64315 3.23953902 0.033943502 1.9783 1.45135265 0.046696117
PDGFRA NM_006206_bp2348_R AGCTAAAAAGGGCCACATTTGAACATTGTATCTCTTGAATACAATGTTCAAATGTGGCCCGG Hs.74615 12519 4.515925 5.1069519 0.071199092 2.2063 1.36350001 0.029319605
PDGFRA NM_006206_bp761_R AGCTAAAAAGACCCAGATGTAGCCTTTGTATCTCTTGAATACAAAGGCTACATCTGGGTCGG Hs.74615 467 3.53965 3.06510892 0.031076207 -0.9193 2.66133004 0.483201582
PDGFRA NM_006206_bp761_R AGCTAAAAAGACCCAGATGTAGCCTTTGTATCTCTTGAATACAAAGGCTACATCTGGGTCGG Hs.74615 5843 4.056625 3.73246433 0.037883484 -1.480233333 3.93239008 0.445626559
PDGFRA NM_006206_bp761_R AGCTAAAAAGACCCAGATGTAGCCTTTGTATCTCTTGAATACAAAGGCTACATCTGGGTCGG Hs.74615 11219 3.92375 4.22522696 0.061912497 -2.0009 3.83642834 0.308951708
PDGFRB NM_002609_bp1320_R AGCTAAAAAGTGGGCACACTACAATTTGCTTCTCTTGAAAGCAAATTGTAGTGTGCCCACGG Hs.509067 10954 -0.561633333 0.66864415 0.153305363 -0.1672625 0.54314005 0.54631738
PDGFRB NM_002609_bp1320_R AGCTAAAAAGTGGGCACACTACAATTTGCTTCTCTTGAAAGCAAATTGTAGTGTGCCCACGG Hs.509067 202 -0.2511 0.37391807 0.436680113 -0.2022125 0.55918483 0.479229524
PDGFRB NM_002609_bp1320_R AGCTAAAAAGTGGGCACACTACAATTTGCTTCTCTTGAAAGCAAATTGTAGTGTGCCCACGG Hs.509067 5578 -0.3686 0.47305444 0.312372716 -0.2043875 0.52184477 0.453226539
PDGFRB NM_002609_bp1928_R AGCTAAAAAGCCACACTCCTTGCCCTTTAATCTCTTGAATTAAAGGGCAAGGAGTGTGGCGG Hs.509067 1751 -0.4641 0.30509218 0.089326886 -0.2102875 0.26532247 0.273050773
PDGFRB NM_002609_bp1928_R AGCTAAAAAGCCACACTCCTTGCCCTTTAATCTCTTGAATTAAAGGGCAAGGAGTGTGGCGG Hs.509067 7127 -0.440433333 0.31131168 0.103254301 -0.1855375 0.23286683 0.304830293
PDGFRB NM_002609_bp1928_R AGCTAAAAAGCCACACTCCTTGCCCTTTAATCTCTTGAATTAAAGGGCAAGGAGTGTGGCGG Hs.509067 12503 -0.27295 0.40795196 0.238321947 -0.1060625 0.30740591 0.584096188
PDGFRB NM_002609_bp729_R AGCTAAAAAGTGGGCTTCCTCCCTAATGATTCTCTTGAAATCATTAGGGAGGAAGCCCACGG Hs.509067 203 0.71245 0.77845386 0.168644383 -0.0625875 0.33465809 0.754094303
PDGFRB NM_002609_bp729_R AGCTAAAAAGTGGGCTTCCTCCCTAATGATTCTCTTGAAATCATTAGGGAGGAAGCCCACGG Hs.509067 5579 0.81455 0.65343738 0.105403059 0.0648625 0.29967921 0.731832792
PDGFRB NM_002609_bp729_R AGCTAAAAAGTGGGCTTCCTCCCTAATGATTCTCTTGAAATCATTAGGGAGGAAGCCCACGG Hs.509067 10955 0.9273 0.76565522 0.097862285 0.1013125 0.30346591 0.598278988
PDIK1L NM_152835_bp621_R AGCTAAAAAGCGCCTATTATTTGTGGTTTGTCTCTTGAACAAACCACAAATAATAGGCGCGG Hs.468801 2215 -0.544 0.16758431 0.113044619
PDIK1L NM_152835_bp621_R AGCTAAAAAGCGCCTATTATTTGTGGTTTGTCTCTTGAACAAACCACAAATAATAGGCGCGG Hs.468801 7591 -0.5527 0.19841416 0.11290698
PDIK1L NM_152835_bp621_R AGCTAAAAAGCGCCTATTATTTGTGGTTTGTCTCTTGAACAAACCACAAATAATAGGCGCGG Hs.468801 12967 -0.4799 0.02192031 0.134451697
PDIK1L NM_152835_bp740_R AGCTAAAAAGCCCTGGCTTTCTTGCATAAATCTCTTGAATTTATGCAAGAAAGCCAGGGCGG Hs.468801 2217 -0.17985 0.25031903 0.316043807 -0.459675 1.02130837 0.345590652
PDIK1L NM_152835_bp740_R AGCTAAAAAGCCCTGGCTTTCTTGCATAAATCTCTTGAATTTATGCAAGAAAGCCAGGGCGG Hs.468801 7593 -0.2476 0.37467272 0.258192746 -0.4936 0.83312867 0.239007385
PDIK1L NM_152835_bp740_R AGCTAAAAAGCCCTGGCTTTCTTGCATAAATCTCTTGAATTTATGCAAGAAAGCCAGGGCGG Hs.468801 12969 -0.04925 0.51503694 0.843854405 -0.4533 0.81421139 0.265471159
PDIK1L NM_152835_bp965_R AGCTAAAAAGCTCCTGAAGTTTGGGAAGGATCTCTTGAATCCTTCCCAAACTTCAGGAGCGG Hs.468801 720 0.590025 2.64460632 0.591743122 -0.963833333 0.71766944 0.062021638
PDIK1L NM_152835_bp965_R AGCTAAAAAGCTCCTGAAGTTTGGGAAGGATCTCTTGAATCCTTCCCAAACTTCAGGAGCGG Hs.468801 6096 0.06235 1.64674102 0.927270272 -0.988733333 0.69933918 0.055148685
PDIK1L NM_152835_bp965_R AGCTAAAAAGCTCCTGAAGTTTGGGAAGGATCTCTTGAATCCTTCCCAAACTTCAGGAGCGG Hs.468801 11472 0.133775 1.71486388 0.850813269 -0.9238 0.61397149 0.051156801
PDIP NM_006849_bp1364_R AGCTAAAAAGCTTCCCTACTCTCAAGTACTTCTCTTGAAAGTACTTGAGAGTAGGGAAGCGG Hs.66581 5191 -1.9053875 1.09649605 0.007672217 0.2798375 0.53812291 0.327413475
PDIP NM_006849_bp1364_R AGCTAAAAAGCTTCCCTACTCTCAAGTACTTCTCTTGAAAGTACTTGAGAGTAGGGAAGCGG Hs.66581 10567 -0.5160375 0.19947477 0.01860349 0.1244875 0.66370913 0.697372868
PDIP NM_006849_bp1364_R AGCTAAAAAGCTTCCCTACTCTCAAGTACTTCTCTTGAAAGTACTTGAGAGTAGGGAAGCGG Hs.66581 15943 -1.0765875 1.52007377 0.133483971 0.2937625 0.68344478 0.387839157
PDIP NM_006849_bp1399_R AGCTAAAAAGGTCGGAAGGTGATTGAATACTCTCTTGAAGTATTCAATCACCTTCCGACCGG Hs.66581 5187 -0.4333875 1.26850876 0.431813943 0.0994875 0.69981088 0.765207858
PDIP NM_006849_bp1399_R AGCTAAAAAGGTCGGAAGGTGATTGAATACTCTCTTGAAGTATTCAATCACCTTCCGACCGG Hs.66581 10563 0.7689125 0.65863636 0.043059179 0.2023625 0.65758127 0.530329459
PDIP NM_006849_bp1399_R AGCTAAAAAGGTCGGAAGGTGATTGAATACTCTCTTGAAGTATTCAATCACCTTCCGACCGG Hs.66581 15939 0.0842375 2.05704909 0.92080012 -0.2410375 0.85287879 0.548001399
PDIP NM_006849_bp951_R AGCTAAAAAGCTGCAGTACTTTGGACTCAATCTCTTGAATTGAGTCCAAAGTACTGCAGCGG Hs.66581 5189 -0.9923875 1.47545006 0.150393208 -0.0012375 0.49635986 0.996111149
PDIP NM_006849_bp951_R AGCTAAAAAGCTGCAGTACTTTGGACTCAATCTCTTGAATTGAGTCCAAAGTACTGCAGCGG Hs.66581 10565 -0.2457125 0.45046455 0.308607111 0.0777375 0.45512141 0.746627151
PDIP NM_006849_bp951_R AGCTAAAAAGCTGCAGTACTTTGGACTCAATCTCTTGAATTGAGTCCAAAGTACTGCAGCGG Hs.66581 15941 -0.5819875 1.38469517 0.338922578 0.2707625 0.38616009 0.247309279
PDK1 NM_002610_bp1250_R AGCTAAAAAGATGCAGTTATCTACATTAAGTCTCTTGAACTTAATGTAGATAACTGCATCGG Hs.470633 204 0.03085 0.348865 0.875327673 0.2799625 0.36495651 0.221003382
PDK1 NM_002610_bp1250_R AGCTAAAAAGATGCAGTTATCTACATTAAGTCTCTTGAACTTAATGTAGATAACTGCATCGG Hs.470633 5580 -0.008675 0.43233241 0.968844772 0.3405125 0.38284588 0.160334183
PDK1 NM_002610_bp1250_R AGCTAAAAAGATGCAGTTATCTACATTAAGTCTCTTGAACTTAATGTAGATAACTGCATCGG Hs.470633 10956 0.00485 0.38669841 0.98137409 0.3061125 0.35697275 0.183099479
PDK1 NM_002610_bp768_R AGCTAAAAAGCAATGTACTTGAAGTTATTATCTCTTGAATAATAACTTCAAGTACATTGCGG Hs.470633 1777 -0.39145 0.69279194 0.245133202 0.7230625 0.72335366 0.080877642
PDK1 NM_002610_bp768_R AGCTAAAAAGCAATGTACTTGAAGTTATTATCTCTTGAATAATAACTTCAAGTACATTGCGG Hs.470633 7153 -0.058075 0.38057924 0.77878371 0.6130125 0.55511398 0.071301343
PDK1 NM_002610_bp768_R AGCTAAAAAGCAATGTACTTGAAGTTATTATCTCTTGAATAATAACTTCAAGTACATTGCGG Hs.470633 12529 -0.289625 0.70825109 0.382719955 0.8018125 0.68093627 0.052519369
PDK1 NM_002610_bp813_R AGCTAAAAAGTCTGTGTGATTTGTATTATATCTCTTGAATATAATACAAATCACACAGACGG Hs.470633 217 -0.0507875 0.17339438 0.745611666
PDK1 NM_002610_bp813_R AGCTAAAAAGTCTGTGTGATTTGTATTATATCTCTTGAATATAATACAAATCACACAGACGG Hs.470633 5593 -0.0096625 0.17091929 0.950314977
PDK1 NM_002610_bp813_R AGCTAAAAAGTCTGTGTGATTTGTATTATATCTCTTGAATATAATACAAATCACACAGACGG Hs.470633 10969 0.0177375 0.09034238 0.900568087
PDK2 NM_002611_bp1162_R AGCTAAAAAGGACCGATGCTGTCATCTATCTCTCTTGAAGATAGATGACAGCATCGGTCCGG Hs.256667 1050 1.6682375 0.21084832 0.000110183 0.0209125 0.2329131 0.919213562
PDK2 NM_002611_bp1162_R AGCTAAAAAGGACCGATGCTGTCATCTATCTCTCTTGAAGATAGATGACAGCATCGGTCCGG Hs.256667 6426 1.1347375 0.1813492 0.000576375 0.1373625 0.10366902 0.482710823
PDK2 NM_002611_bp1162_R AGCTAAAAAGGACCGATGCTGTCATCTATCTCTCTTGAAGATAGATGACAGCATCGGTCCGG Hs.256667 11802 1.3876375 0.2055989 0.000258237 0.2079375 0.20809458 0.325344765
PDK2 NM_002611_bp693_R AGCTAAAAAGTCTCTGAGGTGGTCAAAGATTCTCTTGAAATCTTTGACCACCTCAGAGACGG Hs.256667 1968 2.2453875 0.96213494 0.002294381 0.0803625 0.36010563 0.727331518
PDK2 NM_002611_bp693_R AGCTAAAAAGTCTCTGAGGTGGTCAAAGATTCTCTTGAAATCTTTGACCACCTCAGAGACGG Hs.256667 7344 2.3386125 1.00494707 0.002277541 0.1460625 0.21281936 0.481825874
PDK2 NM_002611_bp693_R AGCTAAAAAGTCTCTGAGGTGGTCAAAGATTCTCTTGAAATCTTTGACCACCTCAGAGACGG Hs.256667 12720 2.2608125 0.89834073 0.001696015 0.2495125 0.44047164 0.333133491
PDK2 NM_002611_bp983_R AGCTAAAAAGGGTGTTCCCTTGAGGAAGATTCTCTTGAAATCTTCCTCAAGGGAACACCCGG Hs.256667 1049 0.0411375 0.2895219 0.819466449 0.2661125 0.09997803 0.196587699
PDK2 NM_002611_bp983_R AGCTAAAAAGGGTGTTCCCTTGAGGAAGATTCTCTTGAAATCTTCCTCAAGGGAACACCCGG Hs.256667 6425 0.0289875 0.25191768 0.864917487 0.2187875 0.10498457 0.278456657
PDK2 NM_002611_bp983_R AGCTAAAAAGGGTGTTCCCTTGAGGAAGATTCTCTTGAAATCTTCCTCAAGGGAACACCCGG Hs.256667 11801 -0.0061125 0.25562574 0.971493982 0.2102375 0.06835826 0.290747433
PDLIM1 AK091847_bp1053_R AGCTAAAAAGCCCTTAGGTTATGAACATGTTCTCTTGAAACATGTTCATAACCTAAGGGCGG Hs.368525 4139 0.4843 0.21901372 0.062462541 -0.470175 0.309078 0.066081483
PDLIM1 AK091847_bp1053_R AGCTAAAAAGCCCTTAGGTTATGAACATGTTCTCTTGAAACATGTTCATAACCTAAGGGCGG Hs.368525 9515 0.4615625 0.23825935 0.033398899 -0.259475 0.27609321 0.250980268
PDLIM1 AK091847_bp1053_R AGCTAAAAAGCCCTTAGGTTATGAACATGTTCTCTTGAAACATGTTCATAACCTAAGGGCGG Hs.368525 14891 0.4043375 0.17697079 0.039536401 -0.278275 0.3303244 0.240984623
PDLIM1 AK091847_bp482_R AGCTAAAAAGCATGATGCTTCCAGCTTTATTCTCTTGAAATAAAGCTGGAAGCATCATGCGG Hs.368525 4135 -0.5156625 0.22148402 0.020807295 -0.490825 0.18675043 0.042337906
PDLIM1 AK091847_bp482_R AGCTAAAAAGCATGATGCTTCCAGCTTTATTCTCTTGAAATAAAGCTGGAAGCATCATGCGG Hs.368525 9511 -0.4784125 0.22761539 0.028043623 -0.397225 0.17405668 0.081134705
PDLIM1 AK091847_bp482_R AGCTAAAAAGCATGATGCTTCCAGCTTTATTCTCTTGAAATAAAGCTGGAAGCATCATGCGG Hs.368525 14887 -0.4842125 0.20818165 0.02446803 -0.3486 0.14103584 0.110609958
PDLIM1 AK091847_bp851_R AGCTAAAAAGGCACTGGGATTGTGTGAGTATCTCTTGAATACTCACACAATCCCAGTGCCGG Hs.368525 4137 0.0747 0.27789297 0.793715543 -0.197675 0.3961417 0.417951396



PDLIM1 AK091847_bp851_R AGCTAAAAAGGCACTGGGATTGTGTGAGTATCTCTTGAATACTCACACAATCCCAGTGCCGG Hs.368525 9513 0.0613 0.25551245 0.770824154 -0.13845 0.43783776 0.579751063
PDLIM1 AK091847_bp851_R AGCTAAAAAGGCACTGGGATTGTGTGAGTATCTCTTGAATACTCACACAATCCCAGTGCCGG Hs.368525 14889 0.058 0.44295571 0.825017996 -0.189425 0.49313381 0.476606227
PDPK1 NM_002613_bp1305_R AGCTAAAAAGGCAGCAACATAGAGCAGTACTCTCTTGAAGTACTGCTCTATGTTGCTGCCGG Hs.459691 1779 -1.1943 -2.155
PDPK1 NM_002613_bp1305_R AGCTAAAAAGGCAGCAACATAGAGCAGTACTCTCTTGAAGTACTGCTCTATGTTGCTGCCGG Hs.459691 7155 -1.1219 -2.0447
PDPK1 NM_002613_bp1305_R AGCTAAAAAGGCAGCAACATAGAGCAGTACTCTCTTGAAGTACTGCTCTATGTTGCTGCCGG Hs.459691 12531 -1.0597 -1.8527
PDPK1 NM_002613_bp1385_R AGCTAAAAAGAGGTTGTTGTTGGAGAAGCATCTCTTGAATGCTTCTCCAACAACAACCTCGG Hs.459691 1781 0.90115 0.20187899 0.036246106 2.6924375 1.31697579 0.006083061
PDPK1 NM_002613_bp1385_R AGCTAAAAAGAGGTTGTTGTTGGAGAAGCATCTCTTGAATGCTTCTCCAACAACAACCTCGG Hs.459691 7157 0.86665 0.19947482 0.039896582 3.5471875 2.32796026 0.016954408
PDPK1 NM_002613_bp1385_R AGCTAAAAAGAGGTTGTTGTTGGAGAAGCATCTCTTGAATGCTTCTCCAACAACAACCTCGG Hs.459691 12533 0.424366667 0.61468465 0.231069031 3.5911125 2.29218025 0.015370132
PDPK1 NM_002613_bp1521_R AGCTAAAAAGGACCACATTTATATTATGTGTCTCTTGAACACATAATATAAATGTGGTCCGG Hs.459691 218 -0.8664 0.59552564 0.042098563 -0.0604625 0.36708991 0.773478546
PDPK1 NM_002613_bp1521_R AGCTAAAAAGGACCACATTTATATTATGTGTCTCTTGAACACATAATATAAATGTGGTCCGG Hs.459691 5594 -0.7711 0.60760616 0.060914125 -0.0680625 0.33202597 0.73259321
PDPK1 NM_002613_bp1521_R AGCTAAAAAGGACCACATTTATATTATGTGTCTCTTGAACACATAATATAAATGTGGTCCGG Hs.459691 10970 -0.752466667 0.67062845 0.078243662 -0.0426125 0.38326588 0.842788709
PDRG1 NM_030815_bp1185_R AGCTAAAAAGATGCGCCTCTTACCATATGATCTCTTGAATCATATGGTAAGAGGCGCATCGG Hs.435755 2588 1.72395 0.75953305 0.002639123 0.8499375 1.4280722 0.144718158
PDRG1 NM_030815_bp1185_R AGCTAAAAAGATGCGCCTCTTACCATATGATCTCTTGAATCATATGGTAAGAGGCGCATCGG Hs.435755 7964 1.950475 0.85026938 0.002397171 0.8699625 1.61789013 0.176340753
PDRG1 NM_030815_bp1185_R AGCTAAAAAGATGCGCCTCTTACCATATGATCTCTTGAATCATATGGTAAGAGGCGCATCGG Hs.435755 13340 1.65435 0.74078339 0.002847336 0.8722375 1.48560946 0.148238977
PDRG1 NM_030815_bp290_R AGCTAAAAAGATGGTTTGCTTCGGGAACATTCTCTTGAAATGTTCCCGAAGCAAACCATCGG Hs.435755 2586 0.4647 0.98532783 0.256512265 -0.2945875 0.33438982 0.28818105
PDRG1 NM_030815_bp290_R AGCTAAAAAGATGGTTTGCTTCGGGAACATTCTCTTGAAATGTTCCCGAAGCAAACCATCGG Hs.435755 7962 0.50505 0.98310888 0.224671683 -0.3503625 0.37785872 0.219914749
PDRG1 NM_030815_bp290_R AGCTAAAAAGATGGTTTGCTTCGGGAACATTCTCTTGAAATGTTCCCGAAGCAAACCATCGG Hs.435755 13338 0.462875 0.69868576 0.147785642 -0.2316625 0.30699498 0.40501601
PDRG1 NM_030815_bp495_R AGCTAAAAAGCTCTCAAGGTCATCTTGAAATCTCTTGAATTTCAAGATGACCTTGAGAGCGG Hs.435755 2584 -0.32975 0.17271213 0.117014525 0.6300375 0.55074071 0.042517389
PDRG1 NM_030815_bp495_R AGCTAAAAAGCTCTCAAGGTCATCTTGAAATCTCTTGAATTTCAAGATGACCTTGAGAGCGG Hs.435755 7960 -0.311225 0.18608666 0.143504023 0.7370875 0.58340291 0.02825377
PDRG1 NM_030815_bp495_R AGCTAAAAAGCTCTCAAGGTCATCTTGAAATCTCTTGAATTTCAAGATGACCTTGAGAGCGG Hs.435755 13336 -0.186125 0.43966927 0.564923353 0.7155125 0.55332808 0.027997934
PDXP NM_018957_bp1862_R AGCTAAAAAGCCCAGTCTCTTTGAGTAACCTCTCTTGAAGGTTACTCAAAGAGACTGGGCGG Hs.445351 3067 -0.0639 0.52828236 0.802067998 -0.595925 1.02694578 0.188896893
PDXP NM_018957_bp1862_R AGCTAAAAAGCCCAGTCTCTTTGAGTAACCTCTCTTGAAGGTTACTCAAAGAGACTGGGCGG Hs.445351 8443 -0.101075 0.28764399 0.579189561 -0.6031 1.33219939 0.273382563
PDXP NM_018957_bp1862_R AGCTAAAAAGCCCAGTCTCTTTGAGTAACCTCTCTTGAAGGTTACTCAAAGAGACTGGGCGG Hs.445351 13819 -0.061925 0.20526795 0.700042034 -0.444625 1.15073974 0.352923903
PDXP NM_018957_bp534_R AGCTAAAAAGGCTGACCTGTACCACTTTGTTCTCTTGAAACAAAGTGGTACAGGTCAGCCGG Hs.445351 3065 -0.210425 1.36262644 0.714041376 0.78975 1.36966875 0.174114368
PDXP NM_018957_bp534_R AGCTAAAAAGGCTGACCTGTACCACTTTGTTCTCTTGAAACAAAGTGGTACAGGTCAGCCGG Hs.445351 8441 -0.22085 0.96087802 0.598705331 0.787175 1.02208931 0.096830306
PDXP NM_018957_bp534_R AGCTAAAAAGGCTGACCTGTACCACTTTGTTCTCTTGAAACAAAGTGGTACAGGTCAGCCGG Hs.445351 13817 -0.2085 0.93530622 0.610484682 0.996825 1.22909346 0.0762632
PDXP NM_018957_bp561_R AGCTAAAAAGGAGGACTCCTATGCCAACTATCTCTTGAATAGTTGGCATAGGAGTCCTCCGG Hs.445351 3063 0.552533333 0.55913174 0.121757249 0.17565 0.06682159 0.602643251
PDXP NM_018957_bp561_R AGCTAAAAAGGAGGACTCCTATGCCAACTATCTCTTGAATAGTTGGCATAGGAGTCCTCCGG Hs.445351 8439 0.598766667 0.41970759 0.066105685 0.0826 0.00438406 0.803351162
PDXP NM_018957_bp561_R AGCTAAAAAGGAGGACTCCTATGCCAACTATCTCTTGAATAGTTGGCATAGGAGTCCTCCGG Hs.445351 13815 0.654166667 0.30655238 0.034720099 0.6134 0.28383266 0.13178562
PDZK3 NM_178140_bp8708_R AGCTAAAAAGATGGGCCCTTGGTCATTAAATCTCTTGAATTTAATGACCAAGGGCCCATCGG Hs.481819 5283 0.9491375 0.39527832 0.00510576 0.7321125 0.54680224 0.040959087
PDZK3 NM_178140_bp8708_R AGCTAAAAAGATGGGCCCTTGGTCATTAAATCTCTTGAATTTAATGACCAAGGGCCCATCGG Hs.481819 10659 0.9126625 0.41587306 0.006824157 0.8000875 0.60855644 0.040136357
PDZK3 NM_178140_bp8708_R AGCTAAAAAGATGGGCCCTTGGTCATTAAATCTCTTGAATTTAATGACCAAGGGCCCATCGG Hs.481819 16035 0.9840875 0.41519462 0.004958261 0.7672375 0.51807597 0.031058044
PDZK3 NM_178140_bp8861_R AGCTAAAAAGAAGGACCTGTGCAGTTATTATCTCTTGAATAATAACTGCACAGGTCCTTCGG Hs.481819 5281 -0.0427625 0.20261096 0.788624614 0.5260875 0.60632249 0.124677281
PDZK3 NM_178140_bp8861_R AGCTAAAAAGAAGGACCTGTGCAGTTATTATCTCTTGAATAATAACTGCACAGGTCCTTCGG Hs.481819 10657 0.1226625 0.19771956 0.451254027 0.7284125 0.64874641 0.061891969
PDZK3 NM_178140_bp8861_R AGCTAAAAAGAAGGACCTGTGCAGTTATTATCTCTTGAATAATAACTGCACAGGTCCTTCGG Hs.481819 16033 -0.0543125 0.19949528 0.73303622 0.3293125 0.47226643 0.221261164
PELI1 NM_020651_bp4299_R AGCTAAAAAGGTGGTTGAATATACTCATGATCTCTTGAATCATGAGTATATTCAACCACCGG Hs.7886 2679 0.879 0.39501837 0.006526193 0.9582375 1.21779961 0.073886566
PELI1 NM_020651_bp4299_R AGCTAAAAAGGTGGTTGAATATACTCATGATCTCTTGAATCATGAGTATATTCAACCACCGG Hs.7886 8055 0.80305 0.29632986 0.005100505 0.8716375 1.20298992 0.09322363
PELI1 NM_020651_bp4299_R AGCTAAAAAGGTGGTTGAATATACTCATGATCTCTTGAATCATGAGTATATTCAACCACCGG Hs.7886 13431 0.9183 0.43617284 0.007053681 1.0174375 1.235171 0.064490586
PELI1 NM_020651_bp4973_R AGCTAAAAAGCCATGTACATGGCTATCATATCTCTTGAATATGATAGCCATGTACATGGCGG Hs.7886 2681 -0.8223 0.12136491 0.002819343 -0.4882125 0.50913121 0.126654282
PELI1 NM_020651_bp4973_R AGCTAAAAAGCCATGTACATGGCTATCATATCTCTTGAATATGATAGCCATGTACATGGCGG Hs.7886 8057 -0.75275 0.13523914 0.004148049 -0.5071125 0.52313522 0.118123546
PELI1 NM_020651_bp4973_R AGCTAAAAAGCCATGTACATGGCTATCATATCTCTTGAATATGATAGCCATGTACATGGCGG Hs.7886 13433 -0.8808 0.09367635 0.001807888 -0.5177125 0.4973098 0.10435424
PELI2 NM_021255_bp1255_R AGCTAAAAAGACCGCCAACTCATGCTTTCATCTCTTGAATGAAAGCATGAGTTGGCGGTCGG Hs.105103 2673 0.408825 0.31842511 0.048931766 -0.4670875 0.45593742 0.129691969
PELI2 NM_021255_bp1255_R AGCTAAAAAGACCGCCAACTCATGCTTTCATCTCTTGAATGAAAGCATGAGTTGGCGGTCGG Hs.105103 8049 0.57525 0.37577538 0.022086952 -0.4072875 0.34761138 0.145492184
PELI2 NM_021255_bp1255_R AGCTAAAAAGACCGCCAACTCATGCTTTCATCTCTTGAATGAAAGCATGAGTTGGCGGTCGG Hs.105103 13425 0.618275 0.37065377 0.019254598 -0.4636125 0.43782349 0.12689623
PELI2 NM_021255_bp391_R AGCTAAAAAGCTGCAAAGGTCAACACAGTATCTCTTGAATACTGTGTTGACCTTTGCAGCGG Hs.105103 2677 0.7029 0.22445439 0.004584974 0.2192375 0.67939364 0.416799088
PELI2 NM_021255_bp391_R AGCTAAAAAGCTGCAAAGGTCAACACAGTATCTCTTGAATACTGTGTTGACCTTTGCAGCGG Hs.105103 8053 0.7951 0.31193154 0.004661117 0.3151125 0.7464311 0.3055223
PELI2 NM_021255_bp391_R AGCTAAAAAGCTGCAAAGGTCAACACAGTATCTCTTGAATACTGTGTTGACCTTTGCAGCGG Hs.105103 13429 0.774675 0.29232972 0.004598789 0.2838625 0.66539931 0.312819002
PELI2 NM_021255_bp610_R AGCTAAAAAGCGACAGGAATGAACCTTACATCTCTTGAATGTAAGGTTCATTCCTGTCGCGG Hs.105103 2675 -0.4852 0.23361101 0.039382671 0.2378375 1.03536863 0.51231871
PELI2 NM_021255_bp610_R AGCTAAAAAGCGACAGGAATGAACCTTACATCTCTTGAATGTAAGGTTCATTCCTGTCGCGG Hs.105103 8051 -0.5208 0.29497774 0.041186069 0.2434125 0.98103517 0.48654495
PELI2 NM_021255_bp610_R AGCTAAAAAGCGACAGGAATGAACCTTACATCTCTTGAATGTAAGGTTCATTCCTGTCGCGG Hs.105103 13427 -0.460775 0.24389547 0.051926612 0.1706125 1.07539994 0.626192367
PELI3 NM_145065_bp222_R AGCTAAAAAGCCCATCAAGTATGGTGAACTTCTCTTGAAAGTTCACCATACTTGATGGGCGG Hs.591959 2926 -1.467675 0.66333306 0.003707117 -1.268075 0.54338282 0.002783133
PELI3 NM_145065_bp222_R AGCTAAAAAGCCCATCAAGTATGGTGAACTTCTCTTGAAAGTTCACCATACTTGATGGGCGG Hs.591959 8302 -0.748975 0.25180212 0.005655888 -1.117525 0.6806793 0.009418736
PELI3 NM_145065_bp222_R AGCTAAAAAGCCCATCAAGTATGGTGAACTTCTCTTGAAAGTTCACCATACTTGATGGGCGG Hs.591959 13678 -1.535675 0.18927432 0.000143308 -0.858 0.33655878 0.007043711
PELI3 NM_145065_bp477_R AGCTAAAAAGCACAGCATCTCGTATACACTTCTCTTGAAAGTGTATACGAGATGCTGTGCGG Hs.591959 2928 1.24185 0.92504449 0.022220196 1.549875 1.20340174 0.014602007
PELI3 NM_145065_bp477_R AGCTAAAAAGCACAGCATCTCGTATACACTTCTCTTGAAAGTGTATACGAGATGCTGTGCGG Hs.591959 8304 1.185025 0.86344176 0.021147792 1.548075 1.23208519 0.015953938
PELI3 NM_145065_bp477_R AGCTAAAAAGCACAGCATCTCGTATACACTTCTCTTGAAAGTGTATACGAGATGCTGTGCGG Hs.591959 13680 1.2228 0.94139739 0.024836594 1.522 1.11021011 0.011836369
PELI3 NM_145065_bp876_R AGCTAAAAAGATCTCGGTCTGTGGGAATGTTCTCTTGAAACATTCCCACAGACCGAGATCGG Hs.591959 2954 0.629975 0.11883267 0.005847233 -0.3907 0.57457765 0.19790546
PELI3 NM_145065_bp876_R AGCTAAAAAGATCTCGGTCTGTGGGAATGTTCTCTTGAAACATTCCCACAGACCGAGATCGG Hs.591959 8330 0.3963 0.65663303 0.222837222 -0.476025 0.59595566 0.134653143
PELI3 NM_145065_bp876_R AGCTAAAAAGATCTCGGTCTGTGGGAATGTTCTCTTGAAACATTCCCACAGACCGAGATCGG Hs.591959 13706 0.7012 0.32574193 0.011522479 -0.3345 0.81302406 0.359278547
PFDN2 NM_012394_bp187_R AGCTAAAAAGAGCACAGCCTAGTGATCGATTCTCTTGAAATCGATCACTAGGCTGTGCTCGG Hs.492516 2951 3.1427 0.4933873 0.000294893 1.2453375 1.80179382 0.09761452
PFDN2 NM_012394_bp187_R AGCTAAAAAGAGCACAGCCTAGTGATCGATTCTCTTGAAATCGATCACTAGGCTGTGCTCGG Hs.492516 8327 5.08015 1.22858073 0.000153644 1.4503875 1.65984564 0.049544651
PFDN2 NM_012394_bp187_R AGCTAAAAAGAGCACAGCCTAGTGATCGATTCTCTTGAAATCGATCACTAGGCTGTGCTCGG Hs.492516 13703 5.338975 1.43368314 0.000233638 1.4679375 1.57460797 0.040482774
PFDN2 NM_012394_bp288_R AGCTAAAAAGCTGCCCGCTTTGGAGAACAATCTCTTGAATTGTTCTCCAAAGCGGGCAGCGG Hs.492516 2977 -0.376 0.25879134 0.09719226 -0.2338125 0.80071444 0.586142649
PFDN2 NM_012394_bp288_R AGCTAAAAAGCTGCCCGCTTTGGAGAACAATCTCTTGAATTGTTCTCCAAAGCGGGCAGCGG Hs.492516 8353 -0.364575 0.26020039 0.107978727 -0.3003375 0.84625065 0.484493517
PFDN2 NM_012394_bp288_R AGCTAAAAAGCTGCCCGCTTTGGAGAACAATCTCTTGAATTGTTCTCCAAAGCGGGCAGCGG Hs.492516 13729 -0.3373 0.26270061 0.135258501 -0.2425625 0.73179666 0.54594572
PFDN2 NM_012394_bp527_R AGCTAAAAAGACTCCCACTTCTAATTTCTCTCTCTTGAAGAGAAATTAGAAGTGGGAGTCGG Hs.492516 2979 1.6391 0.56125139 0.001304956 0.6028375 0.85336804 0.112425779
PFDN2 NM_012394_bp527_R AGCTAAAAAGACTCCCACTTCTAATTTCTCTCTCTTGAAGAGAAATTAGAAGTGGGAGTCGG Hs.492516 8355 1.646475 0.54368014 0.001151127 0.5570875 0.8579177 0.13621029
PFDN2 NM_012394_bp527_R AGCTAAAAAGACTCCCACTTCTAATTTCTCTCTCTTGAAGAGAAATTAGAAGTGGGAGTCGG Hs.492516 13731 1.667475 0.53758833 0.00104403 0.5806875 0.80030449 0.109043479
PFTK1 NM_012395_bp1160_R AGCTAAAAAGGCCTGGAGTTCATTCTTTACTCTCTTGAAGTAAAGAATGAACTCCAGGCCGG Hs.430742 422 -0.240025 0.27002972 0.208153254 0.482566667 0.77940924 0.281905446
PFTK1 NM_012395_bp1160_R AGCTAAAAAGGCCTGGAGTTCATTCTTTACTCTCTTGAAGTAAAGAATGAACTCCAGGCCGG Hs.430742 5798 -0.81495 0.11907279 0.001915208 0.4112 0.58447348 0.259584391
PFTK1 NM_012395_bp1160_R AGCTAAAAAGGCCTGGAGTTCATTCTTTACTCTCTTGAAGTAAAGAATGAACTCCAGGCCGG Hs.430742 11174 -1.008525 0.32512854 0.00249943 -0.169866667 1.1032054 0.758242581
PFTK1 NM_012395_bp363_R AGCTAAAAAGAGGGTGCATTCTGAGAACAATCTCTTGAATTGTTCTCAGAATGCACCCTCGG Hs.430742 1562 -1.947125 4.23617066 0.344468448 -3.4564 0.60287924 0.005066241
PFTK1 NM_012395_bp363_R AGCTAAAAAGAGGGTGCATTCTGAGAACAATCTCTTGAATTGTTCTCAGAATGCACCCTCGG Hs.430742 6938 -2.943875 5.69273992 0.295235457 -4.3182 0.41238468 0.001915962
PFTK1 NM_012395_bp363_R AGCTAAAAAGAGGGTGCATTCTGAGAACAATCTCTTGAATTGTTCTCAGAATGCACCCTCGG Hs.430742 12314 -3.245875 5.57649156 0.249738678 -5.11465 0.42787031 0.001303075
PH-4 NM_017732_bp1087_R AGCTAAAAAGCAGGAGTTCTCCAACATGGATCTCTTGAATCCATGTTGGAGAACTCCTGCGG Hs.271224 1964 -0.7866125 0.46907325 0.016632006 -0.2475125 1.15203548 0.59596855
PH-4 NM_017732_bp1087_R AGCTAAAAAGCAGGAGTTCTCCAACATGGATCTCTTGAATCCATGTTGGAGAACTCCTGCGG Hs.271224 7340 -0.7974375 0.36632082 0.008785515 -0.1097125 1.10740892 0.806285943
PH-4 NM_017732_bp1087_R AGCTAAAAAGCAGGAGTTCTCCAACATGGATCTCTTGAATCCATGTTGGAGAACTCCTGCGG Hs.271224 12716 -0.8126125 0.33833749 0.006858115 -0.0376875 1.1338678 0.934009288
PH-4 NM_017732_bp1360_R AGCTAAAAAGACCATCTGCTCCCATACCAATCTCTTGAATTGGTATGGGAGCAGATGGTCGG Hs.271224 1966 -0.6899125 0.21290785 0.006349838 -0.3282375 0.4262178 0.20984382
PH-4 NM_017732_bp1360_R AGCTAAAAAGACCATCTGCTCCCATACCAATCTCTTGAATTGGTATGGGAGCAGATGGTCGG Hs.271224 7342 -0.6132875 0.1623732 0.007913114 -0.2990875 0.41610422 0.243976804
PH-4 NM_017732_bp1360_R AGCTAAAAAGACCATCTGCTCCCATACCAATCTCTTGAATTGGTATGGGAGCAGATGGTCGG Hs.271224 12718 -0.6431375 0.18904135 0.007450607 -0.3140875 0.44295927 0.234302229
PH-4 NM_017732_bp795_R AGCTAAAAAGCTTCCTGACTGATGAAGAGTTCTCTTGAAACTCTTCATCAGTCAGGAAGCGG Hs.271224 1048 -0.1619375 0.14930556 0.304494451 0.2874625 0.35023444 0.234893648
PH-4 NM_017732_bp795_R AGCTAAAAAGCTTCCTGACTGATGAAGAGTTCTCTTGAAACTCTTCATCAGTCAGGAAGCGG Hs.271224 6424 -0.1711125 0.16468651 0.288385863 0.2763375 0.31547007 0.23845883
PH-4 NM_017732_bp795_R AGCTAAAAAGCTTCCTGACTGATGAAGAGTTCTCTTGAAACTCTTCATCAGTCAGGAAGCGG Hs.271224 11800 -0.1865375 0.16777207 0.253560876 0.2721875 0.30098296 0.239576644
PHACTR2 XM_376540_bp1209_R AGCTAAAAAGGCACTGGCTTAAGTGTTAACTCTCTTGAAGTTAACACTTAAGCCAGTGCCGG Hs.102471 3495 -0.0289 0.11124366 0.875360784 -0.4686875 0.14036528 0.045369666
PHACTR2 XM_376540_bp1209_R AGCTAAAAAGGCACTGGCTTAAGTGTTAACTCTCTTGAAGTTAACACTTAAGCCAGTGCCGG Hs.102471 8871 0.114933333 0.0301333 0.529812658 -0.3438125 0.34950075 0.165035666
PHACTR2 XM_376540_bp1209_R AGCTAAAAAGGCACTGGCTTAAGTGTTAACTCTCTTGAAGTTAACACTTAAGCCAGTGCCGG Hs.102471 14247 -0.042566667 0.20781943 0.831182871 -0.3414625 0.23246967 0.134273206
PHACTR2 XM_376540_bp1618_R AGCTAAAAAGGCCCACAACTGAAGAATTAGTCTCTTGAACTAATTCTTCAGTTGTGGGCCGG Hs.102471 3493 -0.3871
PHACTR2 XM_376540_bp1618_R AGCTAAAAAGGCCCACAACTGAAGAATTAGTCTCTTGAACTAATTCTTCAGTTGTGGGCCGG Hs.102471 8869 -0.3021
PHACTR2 XM_376540_bp1618_R AGCTAAAAAGGCCCACAACTGAAGAATTAGTCTCTTGAACTAATTCTTCAGTTGTGGGCCGG Hs.102471 14245 -0.413
PHF16 NM_014735_bp1740_R AGCTAAAAAGGGTCCGAAATCTGTGCTATATCTCTTGAATATAGCACAGATTTCGGACCCGG Hs.371977 5055 -0.2195625 0.55024447 0.418127265 0.6537625 0.45447112 0.038637826
PHF16 NM_014735_bp1740_R AGCTAAAAAGGGTCCGAAATCTGTGCTATATCTCTTGAATATAGCACAGATTTCGGACCCGG Hs.371977 10431 -0.1114875 0.55926873 0.676593762 0.5609125 0.35372858 0.03848678
PHF16 NM_014735_bp1740_R AGCTAAAAAGGGTCCGAAATCTGTGCTATATCTCTTGAATATAGCACAGATTTCGGACCCGG Hs.371977 15807 0.4342625 0.38506418 0.078732373 1.341516667 0.68023415 0.022130418
PHF16 NM_014735_bp2007_R AGCTAAAAAGCTCATCTGTTCACAGTATAATCTCTTGAATTATACTGTGAACAGATGAGCGG Hs.371977 10433 0.0506
PHF16 NM_014735_bp2007_R AGCTAAAAAGCTCATCTGTTCACAGTATAATCTCTTGAATTATACTGTGAACAGATGAGCGG Hs.371977 15809 0.3103
PHF16 NM_014735_bp872_R AGCTAAAAAGGGCTAGGCATAGAGTATGATTCTCTTGAAATCATACTCTATGCCTAGCCCGG Hs.371977 5059 1.0439125 0.48662716 0.005944386 -0.2898625 0.36659927 0.208684733
PHF16 NM_014735_bp872_R AGCTAAAAAGGGCTAGGCATAGAGTATGATTCTCTTGAAATCATACTCTATGCCTAGCCCGG Hs.371977 10435 1.0593625 0.47439765 0.005200526 -0.2911625 0.43999783 0.251169046
PHF16 NM_014735_bp872_R AGCTAAAAAGGGCTAGGCATAGAGTATGATTCTCTTGAAATCATACTCTATGCCTAGCCCGG Hs.371977 15811 0.9656875 0.38837618 0.00454381 0.2002125 0.1302026 0.217136041
PHF19 BX640713_bp1_R AGCTAAAAAGACCAGTAAGTCGTGTATTTATCTCTTGAATAAATACACGACTTACTGGTCGG Hs.460124 4310 -0.727525 0.04126309 0.002516209 -0.645275 0.22307127 0.011825513 -0.3925 0.25977075 0.170757799
PHF19 BX640713_bp1_R AGCTAAAAAGACCAGTAAGTCGTGTATTTATCTCTTGAATAAATACACGACTTACTGGTCGG Hs.460124 9686 -0.7083 0.64101343 0.052158172 -0.778775 0.46987294 0.023456479 -0.50746667 0.23601367 0.090164451
PHF19 BX640713_bp1_R AGCTAAAAAGACCAGTAAGTCGTGTATTTATCTCTTGAATAAATACACGACTTACTGGTCGG Hs.460124 15062 -1.030875 0.28583471 0.001746644 -1.15545 1.05925184 0.055957815 -0.24623333 0.33478588 0.382647025
PHF19 BX640713_bp1440_R AGCTAAAAAGGCCAGACCTTCTTCTCAGATTCTCTTGAAATCTGAGAAGAAGGTCTGGCCGG Hs.460124 4314 0.05325 1.17889503 0.914882857 -0.09885 0.23759686 0.569979061 0.430966667 1.03235277 0.369026576
PHF19 BX640713_bp1440_R AGCTAAAAAGGCCAGACCTTCTTCTCAGATTCTCTTGAAATCTGAGAAGAAGGTCTGGCCGG Hs.460124 9690 0.014525 1.19885173 0.977087458 -0.0806 0.21742905 0.701729064 0.4547 1.05720772 0.35312207
PHF19 BX640713_bp1440_R AGCTAAAAAGGCCAGACCTTCTTCTCAGATTCTCTTGAAATCTGAGAAGAAGGTCTGGCCGG Hs.460124 15066 0.10685 1.07632936 0.816043194 0.0017 0.05374012 0.995001301 0.444933333 1.03281564 0.355135483
PHF19 BX640713_bp334_R AGCTAAAAAGCCTCGTGACTTTCGAAGATATCTCTTGAATATCTTCGAAAGTCACGAGGCGG Hs.460124 4312 -0.28495 0.2528389 0.138966468 -0.6894 0.09735458 0.005051669 -0.4851 0.03163732 0.085529872
PHF19 BX640713_bp334_R AGCTAAAAAGCCTCGTGACTTTCGAAGATATCTCTTGAATATCTTCGAAAGTCACGAGGCGG Hs.460124 9688 -0.305275 0.25745597 0.120155302 -0.73605 0.08340657 0.003718894 -0.61683333 0.13495867 0.044612095
PHF19 BX640713_bp334_R AGCTAAAAAGCCTCGTGACTTTCGAAGATATCTCTTGAATATCTTCGAAAGTCACGAGGCGG Hs.460124 15064 -0.191575 0.16727403 0.242364541 -0.689525 0.23078286 0.009647039 -0.3046 0.68590472 0.406490791
PHKG1 NM_006213_bp403_R AGCTAAAAAGAAGGACACTTATGAGACCAATCTCTTGAATTGGTCTCATAAGTGTCCTTCGG Hs.512612 468 -0.449225 1.50116135 0.483964787 0.050566667 0.43228875 0.852831134
PHKG1 NM_006213_bp403_R AGCTAAAAAGAAGGACACTTATGAGACCAATCTCTTGAATTGGTCTCATAAGTGTCCTTCGG Hs.512612 5844 -0.347075 2.05843012 0.684769518 -2.338566667 3.29081709 0.191332646
PHKG1 NM_006213_bp403_R AGCTAAAAAGAAGGACACTTATGAGACCAATCTCTTGAATTGGTCTCATAAGTGTCCTTCGG Hs.512612 11220 -0.45615 2.35858051 0.641388502 -2.473366667 3.09497462 0.153664454
PHKG1 NM_006213_bp466_R AGCTAAAAAGCTCTTTGACTACCTCACTGATCTCTTGAATCAGTGAGGTAGTCAAAGAGCGG Hs.512612 1769 -0.337475 0.57255576 0.2450464 -1.0537 3.33648803 0.517431313
PHKG1 NM_006213_bp466_R AGCTAAAAAGCTCTTTGACTACCTCACTGATCTCTTGAATCAGTGAGGTAGTCAAAGAGCGG Hs.512612 7145 -0.682233333 0.19371362 0.020773352 -1.246666667 3.22610085 0.435670065
PHKG1 NM_006213_bp466_R AGCTAAAAAGCTCTTTGACTACCTCACTGATCTCTTGAATCAGTGAGGTAGTCAAAGAGCGG Hs.512612 12521 -0.36805 0.34084709 0.102648005 -1.193533333 3.38624284 0.473389383
PHKG1 NM_006213_bp544_R AGCTAAAAAGATCTGCACCTTGCACAAACTTCTCTTGAAAGTTTGTGCAAGGTGCAGATCGG Hs.512612 1771 0.21 1.02822925 0.63674718 -0.0247 0.82824448 0.954022847
PHKG1 NM_006213_bp544_R AGCTAAAAAGATCTGCACCTTGCACAAACTTCTCTTGAAAGTTTGTGCAAGGTGCAGATCGG Hs.512612 7147 -0.641166667 1.6085241 0.396582602 -3.542766667 2.82367245 0.054447559
PHKG1 NM_006213_bp544_R AGCTAAAAAGATCTGCACCTTGCACAAACTTCTCTTGAAAGTTTGTGCAAGGTGCAGATCGG Hs.512612 12523 -0.62385 1.23310408 0.262205276 -3.4768 2.41076276 0.037716203
PHKG2 NM_000294_bp209_R AGCTAAAAAGCCGTTGTGTTCATCGAGCTATCTCTTGAATAGCTCGATGAACACAACGGCGG 5497
PHKG2 NM_000294_bp635_R AGCTAAAAAGCGAGAAGCTTCGAGAGTTGTTCTCTTGAAACAACTCTCGAAGCTTCTCGCGG Hs.196177 122 -0.9366
PHKG2 NM_000294_bp635_R AGCTAAAAAGCGAGAAGCTTCGAGAGTTGTTCTCTTGAAACAACTCTCGAAGCTTCTCGCGG Hs.196177 5498 -0.9389
PHKG2 NM_000294_bp635_R AGCTAAAAAGCGAGAAGCTTCGAGAGTTGTTCTCTTGAAACAACTCTCGAAGCTTCTCGCGG Hs.196177 10874 -0.9997 0.120491 0.025171287 0.0081
PHKG2 NM_000294_bp676_R AGCTAAAAAGCGCCAGAGATCCTTAAATGCTCTCTTGAAGCATTTAAGGATCTCTGGCGCGG Hs.196177 123 -0.687266667 0.41215151 0.043781039 -0.2778375 0.20775108 0.138417758
PHKG2 NM_000294_bp676_R AGCTAAAAAGCGCCAGAGATCCTTAAATGCTCTCTTGAAGCATTTAAGGATCTCTGGCGCGG Hs.196177 5499 -0.7956 0.37524841 0.024399607 -0.2801625 0.24854435 0.155137255
PHKG2 NM_000294_bp676_R AGCTAAAAAGCGCCAGAGATCCTTAAATGCTCTCTTGAAGCATTTAAGGATCTCTGGCGCGG Hs.196177 10875 -0.779066667 0.28377016 0.018367813 -0.2949625 0.31836632 0.174717944
PHLPP AB011178_bp1003_R AGCTAAAAAGGGGGCTTAATGAACTGCAAATCTCTTGAATTTGCAGTTCATTAAGCCCCCGG Hs.465337 3581 -0.119025 0.20825755 0.469900073 -0.7760625 0.23205444 0.007530028
PHLPP AB011178_bp1003_R AGCTAAAAAGGGGGCTTAATGAACTGCAAATCTCTTGAATTTGCAGTTCATTAAGCCCCCGG Hs.465337 8957 0.54795 0.67528391 0.118623155 -0.30771667 0.33083747 0.284167991
PHLPP AB011178_bp1003_R AGCTAAAAAGGGGGCTTAATGAACTGCAAATCTCTTGAATTTGCAGTTCATTAAGCCCCCGG Hs.465337 14333 -0.08315 0.20279981 0.606060049 -0.1131625 0.78386422 0.742315702
PHLPP AB011178_bp2748_R AGCTAAAAAGCCGCTGTCCTTTGTCATATCTCTCTTGAAGATATGACAAAGGACAGCGGCGG Hs.465337 3579 0.182925 0.37604083 0.390243146 0.3791875 0.80075976 0.298694045
PHLPP AB011178_bp2748_R AGCTAAAAAGCCGCTGTCCTTTGTCATATCTCTCTTGAAGATATGACAAAGGACAGCGGCGG Hs.465337 8955 0.12815 0.31659711 0.503885935 0.3162125 0.49589958 0.25299949
PHLPP AB011178_bp2748_R AGCTAAAAAGCCGCTGTCCTTTGTCATATCTCTCTTGAAGATATGACAAAGGACAGCGGCGG Hs.465337 14331 -0.0813 0.36397453 0.688216822 -0.2357125 0.76865862 0.494408365
PHLPP AB011178_bp654_R AGCTAAAAAGGGACCTGCCTGATAGTATCATCTCTTGAATGATACTATCAGGCAGGTCCCGG Hs.465337 3583 2.229125 0.71633257 0.000748935 0.8966125 1.31838931 0.120238
PHLPP AB011178_bp654_R AGCTAAAAAGGGACCTGCCTGATAGTATCATCTCTTGAATGATACTATCAGGCAGGTCCCGG Hs.465337 8959 1.5002 0.61242586 0.00256302 0.3516875 0.46258276 0.19648378
PHLPP AB011178_bp654_R AGCTAAAAAGGGACCTGCCTGATAGTATCATCTCTTGAATGATACTATCAGGCAGGTCCCGG Hs.465337 14335 0.8853 0.29229217 0.0035687 0.4463875 0.43247406 0.106200507
PIAS1 AK128379_bp1451_R AGCTAAAAAGGCCATAGTGTACAGTGTTTATCTCTTGAATAAACACTGTACACTATGGCCGG Hs.162458 4808 -1.1428375 0.83398999 0.021631711 -0.0951125 1.05386272 0.841586711
PIAS1 AK128379_bp1451_R AGCTAAAAAGGCCATAGTGTACAGTGTTTATCTCTTGAATAAACACTGTACACTATGGCCGG Hs.162458 10184 -0.4285625 1.12417315 0.387942863 0.1785625 0.39158407 0.428761294
PIAS1 AK128379_bp1451_R AGCTAAAAAGGCCATAGTGTACAGTGTTTATCTCTTGAATAAACACTGTACACTATGGCCGG Hs.162458 15560 -0.4368375 0.64667909 0.181253275 0.4029625 0.45700426 0.142387233
PIAS1 AK128379_bp1768_R AGCTAAAAAGGCTCTACTGTCTAGGTTTGTTCTCTTGAAACAAACCTAGACAGTAGAGCCGG Hs.162458 4810 -1.3902625 1.0886293 0.025069655 -0.2468875 0.41998256 0.307468681
PIAS1 AK128379_bp1768_R AGCTAAAAAGGCTCTACTGTCTAGGTTTGTTCTCTTGAAACAAACCTAGACAGTAGAGCCGG Hs.162458 10186 -0.8429625 0.18842539 0.002333873 -0.0607875 0.45761191 0.800779318
PIAS1 AK128379_bp1768_R AGCTAAAAAGGCTCTACTGTCTAGGTTTGTTCTCTTGAAACAAACCTAGACAGTAGAGCCGG Hs.162458 15562 -1.9263375 2.79501375 0.136809753 0.84685 0.24472966 0.065316346
PIAS1 AK128379_bp1995_R AGCTAAAAAGGTGCCTGAGTGTATAATAAGTCTCTTGAACTTATTATACACTCAGGCACCGG Hs.162458 4812 -1.4929875 1.39579151 0.043156076 0.3210625 0.34141872 0.158314893
PIAS1 AK128379_bp1995_R AGCTAAAAAGGTGCCTGAGTGTATAATAAGTCTCTTGAACTTATTATACACTCAGGCACCGG Hs.162458 10188 -0.6806375 1.25810841 0.234102666 0.4703625 0.37806882 0.072359549



PIAS1 AK128379_bp1995_R AGCTAAAAAGGTGCCTGAGTGTATAATAAGTCTCTTGAACTTATTATACACTCAGGCACCGG Hs.162458 15564 -0.8361625 1.51303033 0.221498522 0.6677625 0.31737242 0.017730494
PIAS2 BC015190_bp277_R AGCTAAAAAGGGCGCTGCATTTATTGAAGATCTCTTGAATCTTCAATAAATGCAGCGCCCGG Hs.514846 4331 -0.082 0.59859459 0.769555177 -0.63955 0.39376118 0.030865727 0.083566667 0.90512506 0.842172352
PIAS2 BC015190_bp277_R AGCTAAAAAGGGCGCTGCATTTATTGAAGATCTCTTGAATCTTCAATAAATGCAGCGCCCGG Hs.514846 9707 -0.121525 0.54165163 0.642383059 -0.506975 0.31332169 0.043228632 -0.10533333 0.78988205 0.784497847
PIAS2 BC015190_bp277_R AGCTAAAAAGGGCGCTGCATTTATTGAAGATCTCTTGAATCTTCAATAAATGCAGCGCCCGG Hs.514846 15083 -0.2555 0.53859147 0.344918337 -0.509325 0.06528943 0.014470468 -0.20163333 0.79954352 0.607023698
PIAS2 BC015190_bp930_R AGCTAAAAAGGACGCCCCTTGAATATTACATCTCTTGAATGTAATATTCAAGGGGCGTCCGG Hs.514846 15081 -1.1939 0.11107781 0.002274625 -1.4957 -0.19925 0.08647916 0.557536508
PIAS3 NM_006099_bp1090_R AGCTAAAAAGCTTCGATGCTGCCCTTTATCTCTCTTGAAGATAAAGGGCAGCATCGAAGCGG Hs.435761 4806 -0.9064625 0.94988444 0.067230873 -0.0624625 0.31603059 0.747561088
PIAS3 NM_006099_bp1090_R AGCTAAAAAGCTTCGATGCTGCCCTTTATCTCTCTTGAAGATAAAGGGCAGCATCGAAGCGG Hs.435761 10182 -0.3964625 0.19350878 0.045095401 -0.1253625 0.25882748 0.489745272
PIAS3 NM_006099_bp1090_R AGCTAAAAAGCTTCGATGCTGCCCTTTATCTCTCTTGAAGATAAAGGGCAGCATCGAAGCGG Hs.435761 15558 -1.3634125 2.269767 0.184755081 0.4428 0.78430398 0.319148986
PIAS3 NM_006099_bp1352_R AGCTAAAAAGGGAGATCCATCAGAGAATAATCTCTTGAATTATTCTCTGATGGATCTCCCGG Hs.435761 4802 0.7603375 1.61673253 0.286943155 0.1788375 0.55979162 0.529155775
PIAS3 NM_006099_bp1352_R AGCTAAAAAGGGAGATCCATCAGAGAATAATCTCTTGAATTATTCTCTGATGGATCTCCCGG Hs.435761 10178 1.2370625 0.36722541 0.001325345 0.2526875 0.46922318 0.329105865
PIAS3 NM_006099_bp1352_R AGCTAAAAAGGGAGATCCATCAGAGAATAATCTCTTGAATTATTCTCTGATGGATCTCCCGG Hs.435761 15554 -0.0851125 2.23816006 0.926283782 0.1823125 0.48454839 0.478801507
PIAS3 NM_006099_bp1614_R AGCTAAAAAGGAGCCGACATCCAAGGTTTATCTCTTGAATAAACCTTGGATGTCGGCTCCGG Hs.435761 4804 0.1714375 1.39923118 0.770337006 0.1543625 0.66553904 0.632069425
PIAS3 NM_006099_bp1614_R AGCTAAAAAGGAGCCGACATCCAAGGTTTATCTCTTGAATAAACCTTGGATGTCGGCTCCGG Hs.435761 10180 1.1721375 0.99411685 0.03405843 -0.151583333 0.93302092 0.750682976
PIAS3 NM_006099_bp1614_R AGCTAAAAAGGAGCCGACATCCAAGGTTTATCTCTTGAATAAACCTTGGATGTCGGCTCCGG Hs.435761 15556 0.7096375 2.16336069 0.439945588 0.354275 0.70997056 0.453761259
PIAS4 AK022481_bp1700_R AGCTAAAAAGACTCTCCTATCGGGGGATTATCTCTTGAATAATCCCCCGATAGGAGAGTCGG Hs.105779 4770 -0.6326375 0.09224183 0.005220088 -0.7620625 0.77158047 0.081353488
PIAS4 AK022481_bp1700_R AGCTAAAAAGACTCTCCTATCGGGGGATTATCTCTTGAATAATCCCCCGATAGGAGAGTCGG Hs.105779 10146 -0.6322125 0.1266396 0.00594591 -0.9560125 0.6582123 0.027672932
PIAS4 AK022481_bp1700_R AGCTAAAAAGACTCTCCTATCGGGGGATTATCTCTTGAATAATCCCCCGATAGGAGAGTCGG Hs.105779 15522 -0.5914875 0.1237534 0.007738425 -0.9680875 0.73282712 0.035496985
PIAS4 AK022481_bp1985_R AGCTAAAAAGGCGACCACTTTGACGTTTGTTCTCTTGAAACAAACGTCAAAGTGGTCGCCGG Hs.105779 4766 0.2307875 0.3744882 0.287773815 -0.8648875 0.73461695 0.05060714
PIAS4 AK022481_bp1985_R AGCTAAAAAGGCGACCACTTTGACGTTTGTTCTCTTGAAACAAACGTCAAAGTGGTCGCCGG Hs.105779 10142 0.1588375 0.39783968 0.465043436 -0.9294375 0.68229673 0.033418114
PIAS4 AK022481_bp1985_R AGCTAAAAAGGCGACCACTTTGACGTTTGTTCTCTTGAAACAAACGTCAAAGTGGTCGCCGG Hs.105779 15518 0.2840875 0.41349591 0.22551496 -0.9704625 0.77503955 0.040931412
PIAS4 AK022481_bp413_R AGCTAAAAAGAAGCTGCCGTTCTTTAATATTCTCTTGAAATATTAAAGAACGGCAGCTTCGG Hs.105779 4768 -0.3780375 0.2455143 0.064880685 -0.2925125 0.29638126 0.1656508
PIAS4 AK022481_bp413_R AGCTAAAAAGAAGCTGCCGTTCTTTAATATTCTCTTGAAATATTAAAGAACGGCAGCTTCGG Hs.105779 10144 -0.3375375 0.23594364 0.085937868 -0.3602875 0.32617433 0.116091017
PIAS4 AK022481_bp413_R AGCTAAAAAGAAGCTGCCGTTCTTTAATATTCTCTTGAAATATTAAAGAACGGCAGCTTCGG Hs.105779 15520 -0.2676625 0.24041382 0.15350116 -0.2908875 0.32183182 0.181530483
PIGQ NM_014700_bp1052_R AGCTAAAAAGGTGAAGGACTTAACTAAGTATCTCTTGAATACTTAGTTAAGTCCTTCACCGG Hs.531642 2382 -0.661275 0.321811 0.018190859 -0.6213625 0.73437416 0.115909787
PIGQ NM_014700_bp1052_R AGCTAAAAAGGTGAAGGACTTAACTAAGTATCTCTTGAATACTTAGTTAAGTCCTTCACCGG Hs.531642 7758 -0.6199 0.23359634 0.014564651 -0.5446625 0.68641803 0.147077507
PIGQ NM_014700_bp1052_R AGCTAAAAAGGTGAAGGACTTAACTAAGTATCTCTTGAATACTTAGTTAAGTCCTTCACCGG Hs.531642 13134 -0.643125 0.32199364 0.020559803 -0.5825625 0.77277329 0.148944695
PIGQ NM_014700_bp1217_R AGCTAAAAAGTTCGATGACTTCGTCACCTATCTCTTGAATAGGTGACGAAGTCATCGAACGG Hs.531642 2384 -1.278725 0.26837708 0.000619676 -0.4121625 0.44994626 0.175176965
PIGQ NM_014700_bp1217_R AGCTAAAAAGTTCGATGACTTCGTCACCTATCTCTTGAATAGGTGACGAAGTCATCGAACGG Hs.531642 7760 -1.1892 0.23109773 0.000691184 -0.1381125 0.39446518 0.688782299
PIGQ NM_014700_bp1217_R AGCTAAAAAGTTCGATGACTTCGTCACCTATCTCTTGAATAGGTGACGAAGTCATCGAACGG Hs.531642 13136 -1.058325 0.2438562 0.001437849 -0.4085125 0.47396699 0.188017978
PIGQ NM_014700_bp1282_R AGCTAAAAAGCACCTACAGTGAGTGTGAGATCTCTTGAATCTCACACTCACTGTAGGTGCGG Hs.531642 2380 0.5651 0.64873114 0.073968274 0.3052875 0.63461018 0.271477955
PIGQ NM_014700_bp1282_R AGCTAAAAAGCACCTACAGTGAGTGTGAGATCTCTTGAATCTCACACTCACTGTAGGTGCGG Hs.531642 7756 0.599325 0.69809427 0.07514322 0.2912375 0.66970823 0.303990287
PIGQ NM_014700_bp1282_R AGCTAAAAAGCACCTACAGTGAGTGTGAGATCTCTTGAATCTCACACTCACTGTAGGTGCGG Hs.531642 13132 0.52135 0.63081658 0.084561282 0.3047375 0.65244516 0.279629574
PIK3AP1 NM_152309_bp1823_R AGCTAAAAAGCCTGGGAATTTCTACGTTTCTCTCTTGAAGAAACGTAGAAATTCCCAGGCGG Hs.310456 781 -1.1766375 0.58989806 0.00642579 0.0468875 1.00785595 0.909768337
PIK3AP1 NM_152309_bp1823_R AGCTAAAAAGCCTGGGAATTTCTACGTTTCTCTCTTGAAGAAACGTAGAAATTCCCAGGCGG Hs.310456 6157 -1.3143625 0.60150653 0.004289142 0.375283333 0.79900115 0.35378129
PIK3AP1 NM_152309_bp1823_R AGCTAAAAAGCCTGGGAATTTCTACGTTTCTCTCTTGAAGAAACGTAGAAATTCCCAGGCGG Hs.310456 11533 -1.3295375 0.54085693 0.002897567 0.2138 0.92956258 0.658814347
PIK3AP1 NM_152309_bp1998_R AGCTAAAAAGAGGCTGTGCTCCACTTCAAATCTCTTGAATTTGAAGTGGAGCACAGCCTCGG Hs.310456 2122 -1.5914625 0.64607273 0.002373637 0.1729875 0.88229478 0.646035887
PIK3AP1 NM_152309_bp1998_R AGCTAAAAAGAGGCTGTGCTCCACTTCAAATCTCTTGAATTTGAAGTGGAGCACAGCCTCGG Hs.310456 7498 -1.5138125 0.69245439 0.003765142 0.3661625 0.86058471 0.337327471
PIK3AP1 NM_152309_bp1998_R AGCTAAAAAGAGGCTGTGCTCCACTTCAAATCTCTTGAATTTGAAGTGGAGCACAGCCTCGG Hs.310456 12874 -1.2657875 0.74180924 0.010027189 0.3823375 1.05404142 0.388098143
PIK3AP1 NM_152309_bp853_R AGCTAAAAAGGAACGTTTCTCTGAAGATATTCTCTTGAAATATCTTCAGAGAAACGTTCCGG Hs.310456 782 3.3964375 1.29981362 0.001232438 2.143025 0.84969486 0.007150164
PIK3AP1 NM_152309_bp853_R AGCTAAAAAGGAACGTTTCTCTGAAGATATTCTCTTGAAATATCTTCAGAGAAACGTTCCGG Hs.310456 6158 4.1894375 1.34788181 0.000546476 2.162925 0.77530723 0.005945905
PIK3AP1 NM_152309_bp853_R AGCTAAAAAGGAACGTTTCTCTGAAGATATTCTCTTGAAATATCTTCAGAGAAACGTTCCGG Hs.310456 11534 4.6430375 1.35933412 0.000349456 2.498225 1.21597618 0.008535193
PIK3C2A NM_002645_bp1715_R AGCTAAAAAGAGCAGTAGATCAAGTAATTATCTCTTGAATAATTACTTGATCTACTGCTCGG Hs.175343 2082 -0.9578 0.50349482 0.032092735
PIK3C2A NM_002645_bp1715_R AGCTAAAAAGAGCAGTAGATCAAGTAATTATCTCTTGAATAATTACTTGATCTACTGCTCGG Hs.175343 7458 -0.747733333 0.62462584 0.08959235
PIK3C2A NM_002645_bp1715_R AGCTAAAAAGAGCAGTAGATCAAGTAATTATCTCTTGAATAATTACTTGATCTACTGCTCGG Hs.175343 12834 -0.82115 0.75639212 0.162203379
PIK3C2A NM_002645_bp1895_R AGCTAAAAAGGGGCTCACTTAATCCTGAAATCTCTTGAATTTCAGGATTAAGTGAGCCCCGG Hs.175343 898 -0.458375 0.36758115 0.06259224 -0.011766667 0.3407382 0.961160503
PIK3C2A NM_002645_bp1895_R AGCTAAAAAGGGGCTCACTTAATCCTGAAATCTCTTGAATTTCAGGATTAAGTGAGCCCCGG Hs.175343 6274 -0.497175 0.26081019 0.028912783 0.271 0.38265661 0.326087877
PIK3C2A NM_002645_bp1895_R AGCTAAAAAGGGGCTCACTTAATCCTGAAATCTCTTGAATTTCAGGATTAAGTGAGCCCCGG Hs.175343 11650 -0.3468 0.36029996 0.127507145 0.083766667 0.30342641 0.71899944
PIK3C2A NM_002645_bp3783_R AGCTAAAAAGGGACACATGTTTCACATTGATCTCTTGAATCAATGTGAAACATGTGTCCCGG Hs.175343 12836 1.38755 0.60397838 0.00344223 0.568825 0.29759971 0.027602407
PIK3C2A NM_002645_bp3783_R AGCTAAAAAGGGACACATGTTTCACATTGATCTCTTGAATCAATGTGAAACATGTGTCCCGG Hs.175343 2084 1.005733333 0.35193696 0.010159414 0.951533333 0.45725293 0.027664099
PIK3C2A NM_002645_bp3783_R AGCTAAAAAGGGACACATGTTTCACATTGATCTCTTGAATCAATGTGAAACATGTGTCCCGG Hs.175343 7460 0.974325 0.26004626 0.001899259 0.6059 0.54106681 0.115210985
PIK3C2B NM_002646_bp3251_R AGCTAAAAAGGCCCTGAAGTATGAATGCTATCTCTTGAATAGCATTCATACTTCAGGGCCGG Hs.497487 899 0.65415 0.13531914 0.005347203 0.337033333 0.50819892 0.302141969
PIK3C2B NM_002646_bp3251_R AGCTAAAAAGGCCCTGAAGTATGAATGCTATCTCTTGAATAGCATTCATACTTCAGGGCCGG Hs.497487 6275 0.860875 0.30602166 0.004393927 0.623475 0.33735403 0.025057263
PIK3C2B NM_002646_bp3251_R AGCTAAAAAGGCCCTGAAGTATGAATGCTATCTCTTGAATAGCATTCATACTTCAGGGCCGG Hs.497487 11651 0.969825 0.26555038 0.002009605 0.778925 0.17613337 0.00444866
PIK3C2B NM_002646_bp4703_R AGCTAAAAAGTTCCAGGAATTACACAATAATCTCTTGAATTATTGTGTAATTCCTGGAACGG Hs.497487 900 -0.27045 0.21062454 0.136842334 -0.260575 0.35125991 0.240799487
PIK3C2B NM_002646_bp4703_R AGCTAAAAAGTTCCAGGAATTACACAATAATCTCTTGAATTATTGTGTAATTCCTGGAACGG Hs.497487 6276 0.780275 0.99904399 0.113424801 -0.097925 0.4805657 0.695859223
PIK3C2B NM_002646_bp4703_R AGCTAAAAAGTTCCAGGAATTACACAATAATCTCTTGAATTATTGTGTAATTCCTGGAACGG Hs.497487 11652 0.169825 0.26250861 0.348832003 -0.121 0.32526392 0.545409835
PIK3C2G NM_004570_bp3248_R AGCTAAAAAGGGCCACATGTTTCATATTGATCTCTTGAATCAATATGAAACATGTGGCCCGG Hs.22500 2114 -0.079066667 0.22171561 0.698251623 1.937933333 1.98846622 0.103291783
PIK3C2G NM_004570_bp3248_R AGCTAAAAAGGGCCACATGTTTCATATTGATCTCTTGAATCAATATGAAACATGTGGCCCGG Hs.22500 7490 0.014 0.47166772 0.958763429 2.117066667 2.26627294 0.112466352
PIK3C2G NM_004570_bp3248_R AGCTAAAAAGGGCCACATGTTTCATATTGATCTCTTGAATCAATATGAAACATGTGGCCCGG Hs.22500 12866 0.188066667 0.27437366 0.401960557 1.4304 2.24506403 0.27713629
PIK3C2G NM_004570_bp3412_R AGCTAAAAAGCTGTCGTGCTTATAATATTATCTCTTGAATAATATTATAAGCACGACAGCGG Hs.22500 938 -0.79805 0.30907637 0.057968392 -0.3772
PIK3C2G NM_004570_bp3412_R AGCTAAAAAGCTGTCGTGCTTATAATATTATCTCTTGAATAATATTATAAGCACGACAGCGG Hs.22500 11690 0.6301
PIK3C2G NM_004570_bp3412_R AGCTAAAAAGCTGTCGTGCTTATAATATTATCTCTTGAATAATATTATAAGCACGACAGCGG Hs.22500 6314
PIK3C2G NM_004570_bp4277_R AGCTAAAAAGGACCCCACTTACAATGAAATTCTCTTGAAATTTCATTGTAAGTGGGGTCCGG Hs.22500 7492 0.0947
PIK3C2G NM_004570_bp4277_R AGCTAAAAAGGACCCCACTTACAATGAAATTCTCTTGAAATTTCATTGTAAGTGGGGTCCGG Hs.22500 12868 0.3071
PIK3C3 NM_002647_bp1150_R AGCTAAAAAGGAGCTGTTATCCTCTCATTATCTCTTGAATAATGAGAGGATAACAGCTCCGG Hs.464971 913 -0.46665 0.4622357 0.219254791 -0.6985
PIK3C3 NM_002647_bp1150_R AGCTAAAAAGGAGCTGTTATCCTCTCATTATCTCTTGAATAATGAGAGGATAACAGCTCCGG Hs.464971 6289 -0.32205 0.64976042 0.430217893
PIK3C3 NM_002647_bp1150_R AGCTAAAAAGGAGCTGTTATCCTCTCATTATCTCTTGAATAATGAGAGGATAACAGCTCCGG Hs.464971 11665 -0.0505 0.58166604 0.889450681
PIK3C3 NM_002647_bp1941_R AGCTAAAAAGAGGCAAATATCCAGTTATATTCTCTTGAAATATAACTGGATATTTGCCTCGG Hs.464971 11666
PIK3C3 NM_002647_bp1941_R AGCTAAAAAGAGGCAAATATCCAGTTATATTCTCTTGAAATATAACTGGATATTTGCCTCGG Hs.464971 6290
PIK3C3 NM_002647_bp2126_R AGCTAAAAAGTGGCTGAAGTTCTTGATACATCTCTTGAATGTATCAAGAACTTCAGCCACGG Hs.464971 915 -0.269875 0.40657243 0.242107434 -0.0729 0.40734203 0.744733226
PIK3C3 NM_002647_bp2126_R AGCTAAAAAGTGGCTGAAGTTCTTGATACATCTCTTGAATGTATCAAGAACTTCAGCCACGG Hs.464971 6291 -0.266 0.35038483 0.214621171 0.078675 0.36529353 0.708202384
PIK3C3 NM_002647_bp2126_R AGCTAAAAAGTGGCTGAAGTTCTTGATACATCTCTTGAATGTATCAAGAACTTCAGCCACGG Hs.464971 11667 -0.138875 0.80500312 0.697357374 0.11335 0.45595285 0.640318756
PIK3CA NM_006218_bp1169_R AGCTAAAAAGGCTGAATTATGATATATACATCTCTTGAATGTATATATCATAATTCAGCCGG Hs.478376 944 -0.4552125 1.09143655 0.349551815 -0.23278333 0.83541198 0.564904531
PIK3CA NM_006218_bp1169_R AGCTAAAAAGGCTGAATTATGATATATACATCTCTTGAATGTATATATCATAATTCAGCCGG Hs.478376 6320 -0.4646625 1.10328092 0.344867324 -0.08641667 0.34519051 0.75249183
PIK3CA NM_006218_bp1169_R AGCTAAAAAGGCTGAATTATGATATATACATCTCTTGAATGTATATATCATAATTCAGCCGG Hs.478376 11696 -0.6207125 1.05762591 0.207331161 -0.02521667 0.41740559 0.929965111
PIK3CA NM_006218_bp127_R AGCTAAAAAGAGGCTACATTAGTAACTATATCTCTTGAATATAGTTACTAATGTAGCCTCGG Hs.478376 945 -0.342183333 0.51446771 0.270410933 0.1597
PIK3CA NM_006218_bp127_R AGCTAAAAAGAGGCTACATTAGTAACTATATCTCTTGAATATAGTTACTAATGTAGCCTCGG Hs.478376 6321 0.07905 -0.0957
PIK3CA NM_006218_bp127_R AGCTAAAAAGAGGCTACATTAGTAACTATATCTCTTGAATATAGTTACTAATGTAGCCTCGG Hs.478376 11697 -0.231016667 0.47109361 0.414927067 -0.1129
PIK3CA NM_006218_bp3031_R AGCTAAAAAGGCTCTGGAATGCCAGAACTATCTCTTGAATAGTTCTGGCATTCCAGAGCCGG Hs.478376 946 0.6092375 1.02054789 0.202097829 0.3318625 0.73329577 0.330866291
PIK3CA NM_006218_bp3031_R AGCTAAAAAGGCTCTGGAATGCCAGAACTATCTCTTGAATAGTTCTGGCATTCCAGAGCCGG Hs.478376 6322 0.5876875 1.05262376 0.227068764 0.2271625 0.82370122 0.529263556
PIK3CA NM_006218_bp3031_R AGCTAAAAAGGCTCTGGAATGCCAGAACTATCTCTTGAATAGTTCTGGCATTCCAGAGCCGG Hs.478376 11698 0.6047125 1.05804695 0.21761938 0.3776375 0.90040105 0.338616715
PIK3CB NM_006219_bp1462_R AGCTAAAAAGCAACAGCTTTGCATGTTAAATCTCTTGAATTTAACATGCAAAGCTGTTGCGG Hs.239818 2120 -0.9321375 0.17692837 0.001392616 -0.5172125 0.32615605 0.051042199
PIK3CB NM_006219_bp1462_R AGCTAAAAAGCAACAGCTTTGCATGTTAAATCTCTTGAATTTAACATGCAAAGCTGTTGCGG Hs.239818 7496 -0.9684875 0.23434845 0.00165452 -0.4415375 0.42139484 0.106289159
PIK3CB NM_006219_bp1462_R AGCTAAAAAGCAACAGCTTTGCATGTTAAATCTCTTGAATTTAACATGCAAAGCTGTTGCGG Hs.239818 12872 -0.8300875 0.07696521 0.001513616 -0.4277875 0.46499031 0.128187049
PIK3CB NM_006219_bp1816_R AGCTAAAAAGCCCTAGAGCTTCTGGATTTCTCTCTTGAAGAAATCCAGAAGCTCTAGGGCGG Hs.239818 947 0.766516667 2.58124944 0.511297433 -1.468825 2.83397791 0.228660533
PIK3CB NM_006219_bp1816_R AGCTAAAAAGCCCTAGAGCTTCTGGATTTCTCTCTTGAAGAAATCCAGAAGCTCTAGGGCGG Hs.239818 6323 1.29545 3.57115321 0.426190577 0.5507
PIK3CB NM_006219_bp1816_R AGCTAAAAAGCCCTAGAGCTTCTGGATTTCTCTCTTGAAGAAATCCAGAAGCTCTAGGGCGG Hs.239818 11699 -0.76265 0.41698087 0.078283767 0.575
PIK3CB NM_006219_bp2358_R AGCTAAAAAGTGGCTGGTATACAATAACAATCTCTTGAATTGTTATTGTATACCAGCCACGG Hs.239818 948 2.7998125 2.02177537 0.016593208 0.804383333 2.07190471 0.35092898
PIK3CB NM_006219_bp2358_R AGCTAAAAAGTGGCTGGTATACAATAACAATCTCTTGAATTGTTATTGTATACCAGCCACGG Hs.239818 6324 3.1292125 2.41247822 0.020847669 0.71455 2.10862729 0.409983236
PIK3CB NM_006219_bp2358_R AGCTAAAAAGTGGCTGGTATACAATAACAATCTCTTGAATTGTTATTGTATACCAGCCACGG Hs.239818 11700 3.2975625 2.69038158 0.025396316 0.708816667 2.12812999 0.417174102
PIK3CD NM_005026_bp2046_R AGCTAAAAAGGTGCTCAAGTACGAGTCCTATCTCTTGAATAGGACTCGTACTTGAGCACCGG Hs.518451 939 -0.435575 0.35431151 0.068577584 -0.863275 0.42669573 0.012993051
PIK3CD NM_005026_bp2046_R AGCTAAAAAGGTGCTCAAGTACGAGTCCTATCTCTTGAATAGGACTCGTACTTGAGCACCGG Hs.518451 6315 -0.685333333 0.2100867 0.021548918 -0.4507 0.53599952 0.142773787
PIK3CD NM_005026_bp2046_R AGCTAAAAAGGTGCTCAAGTACGAGTCCTATCTCTTGAATAGGACTCGTACTTGAGCACCGG Hs.518451 11691 -0.331275 0.74158541 0.340360475 -0.898 0.32038436 0.005995314
PIK3CD NM_005026_bp2932_R AGCTAAAAAGGCCACTTTCTGGGGAATTTCTCTCTTGAAGAAATTCCCCAGAAAGTGGCCGG Hs.518451 940 -0.33905 0.53499987 0.22314487 -0.937675 0.52760679 0.016379231
PIK3CD NM_005026_bp2932_R AGCTAAAAAGGCCACTTTCTGGGGAATTTCTCTCTTGAAGAAATTCCCCAGAAAGTGGCCGG Hs.518451 6316 -0.3818 0.47092745 0.147882817 -0.7356 0.38487651 0.018321249
PIK3CD NM_005026_bp2932_R AGCTAAAAAGGCCACTTTCTGGGGAATTTCTCTCTTGAAGAAATTCCCCAGAAAGTGGCCGG Hs.518451 11692 -0.083525 0.33680941 0.668076436 -0.393075 0.22639139 0.061595889
PIK3CD NM_005026_bp760_R AGCTAAAAAGCCCTTCTGGTCAACGTTAAGTCTCTTGAACTTAACGTTGACCAGAAGGGCGG Hs.518451 11693 -0.38365 0.1064857 0.036686368 -0.12435 0.13843864 0.42210087
PIK3CD NM_005026_bp760_R AGCTAAAAAGCCCTTCTGGTCAACGTTAAGTCTCTTGAACTTAACGTTGACCAGAAGGGCGG Hs.518451 941 -0.3685 0.19544431 0.234897075 0.0022
PIK3CD NM_005026_bp760_R AGCTAAAAAGCCCTTCTGGTCAACGTTAAGTCTCTTGAACTTAACGTTGACCAGAAGGGCGG Hs.518451 6317 -0.6484
PIK3CG NM_002649_bp1546_R AGCTAAAAAGTGGCTTGAGTTCAGTATCAATCTCTTGAATTGATACTGAACTCAAGCCACGG Hs.32942 916 1.2834 0.96665405 0.022723631 0.3581 0.16313892 0.062339236
PIK3CG NM_002649_bp1546_R AGCTAAAAAGTGGCTTGAGTTCAGTATCAATCTCTTGAATTGATACTGAACTCAAGCCACGG Hs.32942 6292 1.206 0.5308817 0.004172764 0.73035 0.52921208 0.038244201
PIK3CG NM_002649_bp1546_R AGCTAAAAAGTGGCTTGAGTTCAGTATCAATCTCTTGAATTGATACTGAACTCAAGCCACGG Hs.32942 11668 1.54975 0.36109872 0.000446839 0.9582 0.24646627 0.002921513
PIK3CG NM_002649_bp3207_R AGCTAAAAAGGCACATTCTTGGGAATTACATCTCTTGAATGTAATTCCCAAGAATGTGCCGG Hs.32942 917 -0.175 0.10875983 0.254340188 -0.537575 0.46166038 0.071059196
PIK3CG NM_002649_bp3207_R AGCTAAAAAGGCACATTCTTGGGAATTACATCTCTTGAATGTAATTCCCAAGAATGTGCCGG Hs.32942 6293 0.0997 0.36982583 0.627080931 0.21615 0.60887887 0.478883651
PIK3CG NM_002649_bp3207_R AGCTAAAAAGGCACATTCTTGGGAATTACATCTCTTGAATGTAATTCCCAAGAATGTGCCGG Hs.32942 11669 0.325725 0.40012617 0.166989936 0.135425 0.43276963 0.565969242
PIK3CG NM_002649_bp3545_R AGCTAAAAAGGATGGACTGTGCAGTTTAATTCTCTTGAAATTAAACTGCACAGTCCATCCGG Hs.32942 918 0.345225 0.56767415 0.233239214 0.442075 0.49905549 0.132802407
PIK3CG NM_002649_bp3545_R AGCTAAAAAGGATGGACTGTGCAGTTTAATTCTCTTGAAATTAAACTGCACAGTCCATCCGG Hs.32942 6294 0.341433333 0.5745712 0.300456689 0.701266667 0.49622512 0.071953932
PIK3CG NM_002649_bp3545_R AGCTAAAAAGGATGGACTGTGCAGTTTAATTCTCTTGAAATTAAACTGCACAGTCCATCCGG Hs.32942 11670 0.462466667 0.74387657 0.252045063 0.761366667 0.51978312 0.062999681
PIK3R1 NM_181523_bp1698_R AGCTAAAAAGGCAGCTGAGTATCGAGAAATTCTCTTGAAATTTCTCGATACTCAGCTGCCGG Hs.132225 783 -0.7156625 0.49189746 0.026394979 -0.8222875 0.93512399 0.069780248
PIK3R1 NM_181523_bp1698_R AGCTAAAAAGGCAGCTGAGTATCGAGAAATTCTCTTGAAATTTCTCGATACTCAGCTGCCGG Hs.132225 6159 -0.7693625 0.46031956 0.017253916 -0.8443125 1.09130535 0.09237482
PIK3R1 NM_181523_bp1698_R AGCTAAAAAGGCAGCTGAGTATCGAGAAATTCTCTTGAAATTTCTCGATACTCAGCTGCCGG Hs.132225 11535 -0.8640375 0.53593396 0.016526118 -0.8466875 0.97775387 0.07092662
PIK3R1 NM_181523_bp2032_R AGCTAAAAAGACGGCGAAGTAAAGCATTGTTCTCTTGAAACAATGCTTTACTTCGCCGTCGG Hs.132225 784 2.7233125 0.66738714 0.000222014 2.528616667 1.53816545 0.008128099
PIK3R1 NM_181523_bp2032_R AGCTAAAAAGACGGCGAAGTAAAGCATTGTTCTCTTGAAACAATGCTTTACTTCGCCGTCGG Hs.132225 6160 3.6166125 0.9306291 0.000219383 2.995016667 1.91088875 0.008887095
PIK3R1 NM_181523_bp2032_R AGCTAAAAAGACGGCGAAGTAAAGCATTGTTCTCTTGAAACAATGCTTTACTTCGCCGTCGG Hs.132225 11536 3.9115125 0.74279356 5.88E-05 3.022683333 2.21418101 0.014620382
PIK3R2 NM_005027_bp1356_R AGCTAAAAAGCGGGAACAATAAGCTGATCATCTCTTGAATGATCAGCTTATTGTTCCCGCGG Hs.371344 942 -0.2710375 0.18498429 0.125944107 0.4251625 0.65548111 0.195169031
PIK3R2 NM_005027_bp1356_R AGCTAAAAAGCGGGAACAATAAGCTGATCATCTCTTGAATGATCAGCTTATTGTTCCCGCGG Hs.371344 6318 -0.3561125 0.24040778 0.075434635 0.3174125 0.6824029 0.329712391
PIK3R2 NM_005027_bp1356_R AGCTAAAAAGCGGGAACAATAAGCTGATCATCTCTTGAATGATCAGCTTATTGTTCCCGCGG Hs.371344 11694 -0.3208875 0.25282458 0.104488834 0.3526125 0.65558404 0.272324314
PIK3R2 NM_005027_bp1436_R AGCTAAAAAGTGGACCTCATCAATCACTACTCTCTTGAAGTAGTGATTGATGAGGTCCACGG Hs.371344 943 0.7403625 0.19839971 0.004346114 0.3481625 0.45202585 0.196429868
PIK3R2 NM_005027_bp1436_R AGCTAAAAAGTGGACCTCATCAATCACTACTCTCTTGAAGTAGTGATTGATGAGGTCCACGG Hs.371344 6319 0.6934625 0.16714429 0.004858246 0.3041125 0.42637926 0.241108113
PIK3R2 NM_005027_bp1436_R AGCTAAAAAGTGGACCTCATCAATCACTACTCTCTTGAAGTAGTGATTGATGAGGTCCACGG Hs.371344 11695 0.7139875 0.16170421 0.004173931 0.3636625 0.42007864 0.168546807
PIK3R2 NM_005027_bp444_R AGCTAAAAAGTGACTTCCCTGGCACCTATGTCTCTTGAACATAGGTGCCAGGGAAGTCACGG Hs.371344 2118 0.2483875 0.3609258 0.248415038 2.009183333 0.52427644 0.000987946
PIK3R2 NM_005027_bp444_R AGCTAAAAAGTGACTTCCCTGGCACCTATGTCTCTTGAACATAGGTGCCAGGGAAGTCACGG Hs.371344 7494 0.2694875 0.4245537 0.253487137 2.272283333 0.80019093 0.001528076
PIK3R2 NM_005027_bp444_R AGCTAAAAAGTGACTTCCCTGGCACCTATGTCTCTTGAACATAGGTGCCAGGGAAGTCACGG Hs.371344 12870 0.1230875 0.45632892 0.597905901 2.386316667 0.45882093 0.000344821
PIK3R3 NM_003629_bp1090_R AGCTAAAAAGTGGAGCTCATTAACCACTATTCTCTTGAAATAGTGGTTAATGAGCTCCACGG Hs.170510 924 0.7629 0.45679098 0.084253292 -0.314033333 1.01387417 0.548528144
PIK3R3 NM_003629_bp1090_R AGCTAAAAAGTGGAGCTCATTAACCACTATTCTCTTGAAATAGTGGTTAATGAGCTCCACGG Hs.170510 6300 0.9588 -0.295833333 0.83104901 0.506298562
PIK3R3 NM_003629_bp1090_R AGCTAAAAAGTGGAGCTCATTAACCACTATTCTCTTGAAATAGTGGTTAATGAGCTCCACGG Hs.170510 11676 0.8672 0.89222734 0.138557075 -0.202066667 1.04698448 0.70253011
PIK3R3 NM_003629_bp1795_R AGCTAAAAAGAGGACTTGCTTTATGGGAAATCTCTTGAATTTCCCATAAAGCAAGTCCTCGG Hs.170510 937 -1.262 0.3016062 0.000770858 -1.13765 0.32844776 0.002452152
PIK3R3 NM_003629_bp1795_R AGCTAAAAAGAGGACTTGCTTTATGGGAAATCTCTTGAATTTCCCATAAAGCAAGTCCTCGG Hs.170510 6313 -0.588275 0.08224343 0.006859126 -0.389 0.13706958 0.105588575
PIK3R3 NM_003629_bp1795_R AGCTAAAAAGAGGACTTGCTTTATGGGAAATCTCTTGAATTTCCCATAAAGCAAGTCCTCGG Hs.170510 11689 -0.483675 0.10003994 0.015737939 -0.318975 0.08820776 0.068804391
PIK3R3 NM_003629_bp978_R AGCTAAAAAGCAGGGAGATTATACTTTGACTCTCTTGAAGTCAAAGTATAATCTCCCTGCGG Hs.170510 2088 -1.005025 0.13184982 0.00077935 -1.20775 0.65625045 0.012088868
PIK3R3 NM_003629_bp978_R AGCTAAAAAGCAGGGAGATTATACTTTGACTCTCTTGAAGTCAAAGTATAATCTCCCTGCGG Hs.170510 7464 -0.646325 0.14489413 0.005870218 -1.3283 0.24451772 0.000740524
PIK3R3 NM_003629_bp978_R AGCTAAAAAGCAGGGAGATTATACTTTGACTCTCTTGAAGTCAAAGTATAATCTCCCTGCGG Hs.170510 12840 -0.538625 0.06131402 0.009324033 -1.01205 0.29371506 0.003155742
PIK3R4 NM_014602_bp2019_R AGCTAAAAAGCTCTGAGATTCCTGGAATTATCTCTTGAATAATTCCAGGAATCTCAGAGCGG Hs.149032 1 -1.2989 0.03450681 0.011683113 -3.9936
PIK3R4 NM_014602_bp2019_R AGCTAAAAAGCTCTGAGATTCCTGGAATTATCTCTTGAATAATTCCAGGAATCTCAGAGCGG Hs.149032 5377 -1.1065 0.21708178 0.021619051 -2.0557
PIK3R4 NM_014602_bp2019_R AGCTAAAAAGCTCTGAGATTCCTGGAATTATCTCTTGAATAATTCCAGGAATCTCAGAGCGG Hs.149032 10753 -0.98075 0.23497158 0.030586007 0.073175 1.99838983 0.942964639
PIK3R4 NM_014602_bp3910_R AGCTAAAAAGCTGGGACCTTAGGTCTTCAATCTCTTGAATTGAAGACCTAAGGTCCCAGCGG Hs.149032 2 0.12035
PIK3R4 NM_014602_bp3910_R AGCTAAAAAGCTGGGACCTTAGGTCTTCAATCTCTTGAATTGAAGACCTAAGGTCCCAGCGG Hs.149032 10754 0.19145
PIK3R4 NM_014602_bp3910_R AGCTAAAAAGCTGGGACCTTAGGTCTTCAATCTCTTGAATTGAAGACCTAAGGTCCCAGCGG Hs.149032 5378
PIK3R4 NM_014602_bp4227_R AGCTAAAAAGCACCACCACTTTCTGAATTATCTCTTGAATAATTCAGAAAGTGGTGGTGCGG 10755



PIM1 NM_002648_bp1048_R AGCTAAAAAGGGATCCTGCTGTATGATATGTCTCTTGAACATATCATACAGCAGGATCCCGG Hs.81170 7 -0.535366667 0.31082153 0.06270192 -0.0196125 0.24253418 0.909232582
PIM1 NM_002648_bp1048_R AGCTAAAAAGGGATCCTGCTGTATGATATGTCTCTTGAACATATCATACAGCAGGATCCCGG Hs.81170 5383 -0.297033333 0.31256974 0.22974836 0.0383625 0.26558954 0.829950634
PIM1 NM_002648_bp1048_R AGCTAAAAAGGGATCCTGCTGTATGATATGTCTCTTGAACATATCATACAGCAGGATCCCGG Hs.81170 10759 -0.645033333 0.53132751 0.077425767 0.0589875 0.24405558 0.733884744
PIM1 NM_002648_bp1134_R AGCTAAAAAGAGGGTCTCTTCAGAATGTCATCTCTTGAATGACATTCTGAAGAGACCCTCGG Hs.81170 8 -0.0971 0.23864812 0.567720864 0.0811875 0.36969088 0.701412863
PIM1 NM_002648_bp1134_R AGCTAAAAAGAGGGTCTCTTCAGAATGTCATCTCTTGAATGACATTCTGAAGAGACCCTCGG Hs.81170 5384 -0.090125 0.2400107 0.595665943 -0.0162875 0.26885861 0.927549964
PIM1 NM_002648_bp1134_R AGCTAAAAAGAGGGTCTCTTCAGAATGTCATCTCTTGAATGACATTCTGAAGAGACCCTCGG Hs.81170 10760 -0.087725 0.23591075 0.603179359 0.0631875 0.28209303 0.731436182
PIM1 NM_002648_bp1218_R AGCTAAAAAGAACCATCCATGGATGCAAGATCTCTTGAATCTTGCATCCATGGATGGTTCGG Hs.81170 9 1.449175 0.69399889 0.004575013 0.2665375 0.42942845 0.281088543
PIM1 NM_002648_bp1218_R AGCTAAAAAGAACCATCCATGGATGCAAGATCTCTTGAATCTTGCATCCATGGATGGTTCGG Hs.81170 5385 1.427975 0.7393409 0.006060462 0.2938625 0.45230401 0.25488548
PIM1 NM_002648_bp1218_R AGCTAAAAAGAACCATCCATGGATGCAAGATCTCTTGAATCTTGCATCCATGGATGGTTCGG Hs.81170 10761 1.48405 0.70067991 0.004273106 0.2994625 0.44420566 0.242370876
PIM2 NM_006875_bp595_R AGCTAAAAAGCTGCTTCTTTGGCCAAGTAGTCTCTTGAACTACTTGGCCAAAGAAGCAGCGG Hs.496096 28 1.94005 2.09140973 0.156670937
PIM2 NM_006875_bp595_R AGCTAAAAAGCTGCTTCTTTGGCCAAGTAGTCTCTTGAACTACTTGGCCAAAGAAGCAGCGG Hs.496096 5404 0.449
PIM2 NM_006875_bp595_R AGCTAAAAAGCTGCTTCTTTGGCCAAGTAGTCTCTTGAACTACTTGGCCAAAGAAGCAGCGG Hs.496096 10780 1.417883333 1.71378648 0.148402391
PIM2 NM_006875_bp730_R AGCTAAAAAGTGCCCTGCTTCATGATGAACTCTCTTGAAGTTCATCATGAAGCAGGGCACGG Hs.496096 29 0.541975 0.5711695 0.087597865 0.2075125 0.45281906 0.40407149
PIM2 NM_006875_bp730_R AGCTAAAAAGTGCCCTGCTTCATGATGAACTCTCTTGAAGTTCATCATGAAGCAGGGCACGG Hs.496096 5405 0.373025 0.51206234 0.17537421 0.1892125 0.50603883 0.476184314
PIM2 NM_006875_bp730_R AGCTAAAAAGTGCCCTGCTTCATGATGAACTCTCTTGAAGTTCATCATGAAGCAGGGCACGG Hs.496096 10781 0.57175 0.57410246 0.076435537 0.2542375 0.53422248 0.366683593
PIM2 NM_006875_bp871_R AGCTAAAAAGTGGGGACATTCCCTTTGAGATCTCTTGAATCTCAAAGGGAATGTCCCCACGG Hs.496096 30 -1.5051
PIM2 NM_006875_bp871_R AGCTAAAAAGTGGGGACATTCCCTTTGAGATCTCTTGAATCTCAAAGGGAATGTCCCCACGG Hs.496096 5406 -0.468783333 0.58759658 0.211596663
PIM2 NM_006875_bp871_R AGCTAAAAAGTGGGGACATTCCCTTTGAGATCTCTTGAATCTCAAAGGGAATGTCCCCACGG Hs.496096 10782 -1.1262
PIM3 BC052239_bp1811_R AGCTAAAAAGCCTGAGCGTTTAATTTATTCTCTCTTGAAGAATAAATTAAACGCTCAGGCGG Hs.530381 55
PIM3 BC052239_bp1811_R AGCTAAAAAGCCTGAGCGTTTAATTTATTCTCTCTTGAAGAATAAATTAAACGCTCAGGCGG Hs.530381 5431
PIM3 BC052239_bp1811_R AGCTAAAAAGCCTGAGCGTTTAATTTATTCTCTCTTGAAGAATAAATTAAACGCTCAGGCGG Hs.530381 10807
PIM3 BC052239_bp421_R AGCTAAAAAGCAGGACCTCTTCGACTTTATTCTCTTGAAATAAAGTCGAAGAGGTCCTGCGG Hs.530381 1537 -0.63595 0.16626666 0.006948733 -0.0811125 0.23777074 0.6390878
PIM3 BC052239_bp421_R AGCTAAAAAGCAGGACCTCTTCGACTTTATTCTCTTGAAATAAAGTCGAAGAGGTCCTGCGG Hs.530381 6913 -0.8672 0.40758728 0.008007615 0.0392375 0.09630444 0.784096712
PIM3 BC052239_bp421_R AGCTAAAAAGCAGGACCTCTTCGACTTTATTCTCTTGAAATAAAGTCGAAGAGGTCCTGCGG Hs.530381 12289 -0.6028 0.38639247 0.028292523 -0.0934125 0.45729781 0.699543898
PIM3 BC052239_bp728_R AGCTAAAAAGGCGTGCTTCTCTACGATATGTCTCTTGAACATATCGTAGAGAAGCACGCCGG Hs.530381 56 0.944875 0.23791063 0.001890791 0.1298125 0.18437405 0.42883715
PIM3 BC052239_bp728_R AGCTAAAAAGGCGTGCTTCTCTACGATATGTCTCTTGAACATATCGTAGAGAAGCACGCCGG Hs.530381 5432 0.934125 0.23284798 0.001927711 0.1379875 0.15676332 0.386724151
PIM3 BC052239_bp728_R AGCTAAAAAGGCGTGCTTCTCTACGATATGTCTCTTGAACATATCGTAGAGAAGCACGCCGG Hs.530381 10808 0.75075 0.20912221 0.004351881 0.0572375 0.14982248 0.706904312
PINK1 NM_032409_bp1071_R AGCTAAAAAGCCAGTACCTTTGTGTGAACATCTCTTGAATGTTCACACAAAGGTACTGGCGG Hs.389171 751 -0.56025 0.0955777 0.008719168 -0.05165 0.1132078 0.852025401
PINK1 NM_032409_bp1071_R AGCTAAAAAGCCAGTACCTTTGTGTGAACATCTCTTGAATGTTCACACAAAGGTACTGGCGG Hs.389171 6127 0.40765 2.13734044 0.646588351 -0.127875 0.36516436 0.548320778
PINK1 NM_032409_bp1071_R AGCTAAAAAGCCAGTACCTTTGTGTGAACATCTCTTGAATGTTCACACAAAGGTACTGGCGG Hs.389171 11503 0.213875 0.77821486 0.542509633 -0.1807 0.38556769 0.419654711
PINK1 NM_032409_bp1601_R AGCTAAAAAGCCGCAAATGTGCTTCATCTATCTCTTGAATAGATGAAGCACATTTGCGGCGG Hs.389171 752 -0.137075 0.21103195 0.411000745 -0.2731 0.1211478 0.207792058
PINK1 NM_032409_bp1601_R AGCTAAAAAGCCGCAAATGTGCTTCATCTATCTCTTGAATAGATGAAGCACATTTGCGGCGG Hs.389171 6128 -0.139225 0.20538045 0.400906837 -0.220333333 0.18826865 0.314581598
PINK1 NM_032409_bp1601_R AGCTAAAAAGCCGCAAATGTGCTTCATCTATCTCTTGAATAGATGAAGCACATTTGCGGCGG Hs.389171 11504 -0.205375 0.32754609 0.307852858 -0.331025 0.24640788 0.105320226
PINK1 NM_032409_bp550_R AGCTAAAAAGCTGGAGGAGTATCTGATAGGTCTCTTGAACCTATCAGATACTCCTCCAGCGG Hs.389171 1991 0.12465 0.80024646 0.725323721 -0.04965 0.17667014 0.752093516
PINK1 NM_032409_bp550_R AGCTAAAAAGCTGGAGGAGTATCTGATAGGTCTCTTGAACCTATCAGATACTCCTCCAGCGG Hs.389171 7367 -0.157025 1.22484834 0.761991467 -0.01795 0.1855932 0.909699951
PINK1 NM_032409_bp550_R AGCTAAAAAGCTGGAGGAGTATCTGATAGGTCTCTTGAACCTATCAGATACTCCTCCAGCGG Hs.389171 12743 0.74475 0.78851779 0.074234423 -0.211025 0.55392866 0.458444822
PITPNC1 AK094724_bp1495_R AGCTAAAAAGCCATAGTTCTTGAGATTTAATCTCTTGAATTAAATCTCAAGAACTATGGCGG Hs.231295 4876 -0.5806875 0.26933503 0.017248344 -0.0999375 0.22247112 0.557353284
PITPNC1 AK094724_bp1495_R AGCTAAAAAGCCATAGTTCTTGAGATTTAATCTCTTGAATTAAATCTCAAGAACTATGGCGG Hs.231295 10252 -0.5329125 0.27700779 0.024608795 -0.0696625 0.17416699 0.658416355
PITPNC1 AK094724_bp1495_R AGCTAAAAAGCCATAGTTCTTGAGATTTAATCTCTTGAATTAAATCTCAAGAACTATGGCGG Hs.231295 15628 -0.4111125 0.30117259 0.06440863 0.2602125 0.31342781 0.217879372
PITPNC1 AK094724_bp1954_R AGCTAAAAAGCTGGGATCTTGATTGGTTAATCTCTTGAATTAACCAATCAAGATCCCAGCGG Hs.231295 4874 0.1656375 0.19684193 0.319805368 0.4102625 0.27007667 0.065972567
PITPNC1 AK094724_bp1954_R AGCTAAAAAGCTGGGATCTTGATTGGTTAATCTCTTGAATTAACCAATCAAGATCCCAGCGG Hs.231295 10250 0.1228875 0.28386298 0.501159835 0.3101125 0.15259639 0.088877272
PITPNC1 AK094724_bp1954_R AGCTAAAAAGCTGGGATCTTGATTGGTTAATCTCTTGAATTAACCAATCAAGATCCCAGCGG Hs.231295 15626 0.3722875 0.23458025 0.064850634 0.5016375 0.08069758 0.015880379
PITPNC1 AK094724_bp398_R AGCTAAAAAGGCTGCATGATGGAAATTAGATCTCTTGAATCTAATTTCCATCATGCAGCCGG Hs.231295 4848 0.6904625 0.57557822 0.043557374 -0.05435 0.061589 0.84220819
PITPNC1 AK094724_bp398_R AGCTAAAAAGGCTGCATGATGGAAATTAGATCTCTTGAATCTAATTTCCATCATGCAGCCGG Hs.231295 10224 0.657516667 0.09379278 0.018318464 -0.1851625 0.43740356 0.443091683
PITPNC1 AK094724_bp398_R AGCTAAAAAGGCTGCATGATGGAAATTAGATCTCTTGAATCTAATTTCCATCATGCAGCCGG Hs.231295 15600 0.6808375 0.58619705 0.04758909
PKD2 NM_000297_bp1205_R AGCTAAAAAGGGGAATCATTGCAACTTATATCTCTTGAATATAAGTTGCAATGATTCCCCGG Hs.181272 124 4.8674 1.8277
PKD2 NM_000297_bp1205_R AGCTAAAAAGGGGAATCATTGCAACTTATATCTCTTGAATATAAGTTGCAATGATTCCCCGG Hs.181272 5500 8.5735 1.7094
PKD2 NM_000297_bp1205_R AGCTAAAAAGGGGAATCATTGCAACTTATATCTCTTGAATATAAGTTGCAATGATTCCCCGG Hs.181272 10876 2.7932 1.7388
PKD2 NM_000297_bp1612_R AGCTAAAAAGTGCTGTCAGTGGTAGCTATATCTCTTGAATATAGCTACCACTGACAGCACGG Hs.181272 125 2.6915 -0.20585
PKD2 NM_000297_bp1612_R AGCTAAAAAGTGCTGTCAGTGGTAGCTATATCTCTTGAATATAGCTACCACTGACAGCACGG Hs.181272 5501 3.3943 -0.18925
PKD2 NM_000297_bp1612_R AGCTAAAAAGTGCTGTCAGTGGTAGCTATATCTCTTGAATATAGCTACCACTGACAGCACGG Hs.181272 10877 3.2898 -0.13425
PKD2 NM_000297_bp1728_R AGCTAAAAAGCAGATACAGTTCAACAATATTCTCTTGAAATATTGTTGAACTGTATCTGCGG Hs.181272 126 0.5848625 0.79582821 0.16173878
PKD2 NM_000297_bp1728_R AGCTAAAAAGCAGATACAGTTCAACAATATTCTCTTGAAATATTGTTGAACTGTATCTGCGG Hs.181272 5502 0.5604125 0.78721375 0.173074374
PKD2 NM_000297_bp1728_R AGCTAAAAAGCAGATACAGTTCAACAATATTCTCTTGAAATATTGTTGAACTGTATCTGCGG Hs.181272 10878 0.4949875 0.83499168 0.238666806
PKIA NM_006823_bp1156_R AGCTAAAAAGCTCAAGTGTTCACCCAGTAATCTCTTGAATTACTGGGTGAACACTTGAGCGG Hs.433700 3154 -0.022375 0.58212066 0.934650813 0.4342125 0.36307904 0.095946923 0.194125 0.79584885 0.65909044 -0.03165 0.19466576 0.766408111
PKIA NM_006823_bp1156_R AGCTAAAAAGCTCAAGTGTTCACCCAGTAATCTCTTGAATTACTGGGTGAACACTTGAGCGG Hs.433700 8530 -0.67185 0.86455784 0.119565012 0.6605875 0.42663467 0.029872146 0.260575 0.75207849 0.538169242 0.0758 0.2305266 0.557734069
PKIA NM_006823_bp1156_R AGCTAAAAAGCTCAAGTGTTCACCCAGTAATCTCTTGAATTACTGGGTGAACACTTGAGCGG Hs.433700 13906 -0.6801 0.33399382 0.034053765 0.9335375 0.39403925 0.00608616 0.29465 0.76055163 0.494905048 0.090575 0.17806363 0.383897025
PKIA NM_006823_bp1610_R AGCTAAAAAGGAGAACTTCTCCCACATAATTCTCTTGAAATTATGTGGGAGAAGTTCTCCGG Hs.433700 3152 1.028375 0.84564915 0.03271752 -0.2210875 0.69177461 0.491755802 -0.041025 0.510612 0.882548885 0.401675 0.67663723 0.320564385
PKIA NM_006823_bp1610_R AGCTAAAAAGGAGAACTTCTCCCACATAATTCTCTTGAAATTATGTGGGAGAAGTTCTCCGG Hs.433700 8528 1.25715 0.30590239 0.000808351 -0.3836375 0.67944918 0.245923298 -0.049175 0.43133721 0.834294048 0.624425 0.51556826 0.093976957
PKIA NM_006823_bp1610_R AGCTAAAAAGGAGAACTTCTCCCACATAATTCTCTTGAAATTATGTGGGAGAAGTTCTCCGG Hs.433700 13904 1.353775 0.70156381 0.006323953 -0.3340625 0.64946435 0.293348074 0.14795 0.59331393 0.652247405 0.547875 0.58324885 0.156896559
PKIA NM_006823_bp654_R AGCTAAAAAGGTCTTGATATCAACAAGACATCTCTTGAATGTCTTGTTGATATCAAGACCGG Hs.433700 3150 0.512925 0.46033822 0.06694625 1.1966625 0.96495231 0.02019111 0.14995 0.45110902 0.553712623 0.274125 0.29250195 0.157573927
PKIA NM_006823_bp654_R AGCTAAAAAGGTCTTGATATCAACAAGACATCTCTTGAATGTCTTGTTGATATCAAGACCGG Hs.433700 8526 0.3533 0.50405491 0.191150567 0.8590125 0.23924431 0.004804791 0.153225 0.46296053 0.555317438 0.35775 0.3669555 0.146298411
PKIA NM_006823_bp654_R AGCTAAAAAGGTCTTGATATCAACAAGACATCTCTTGAATGTCTTGTTGATATCAAGACCGG Hs.433700 13902 0.884925 0.61645897 0.022266987 0.3642875 0.27352712 0.123871802 0.187375 0.4838615 0.495075467 0.3492 0.3729303 0.157825327
PKMYT1 NM_182687_bp1334_R AGCTAAAAAGGAAGTGGCATGCAACATGGATCTCTTGAATCCATGTTGCATGCCACTTCCGG Hs.77783 777 -0.070075 1.06135046 0.876993315 0.952325 2.61387007 0.42055079
PKMYT1 NM_182687_bp1334_R AGCTAAAAAGGAAGTGGCATGCAACATGGATCTCTTGAATCCATGTTGCATGCCACTTCCGG Hs.77783 6153 -0.04275 0.97920526 0.919055205 1.073775 2.5966533 0.365729205
PKMYT1 NM_182687_bp1334_R AGCTAAAAAGGAAGTGGCATGCAACATGGATCTCTTGAATCCATGTTGCATGCCACTTCCGG Hs.77783 11529 0.180275 1.37425665 0.755004726 1.064 2.56409555 0.364300395
PKMYT1 NM_182687_bp549_R AGCTAAAAAGAACCTGGATTCTCCCTCAAGTCTCTTGAACTTGAGGGAGAATCCAGGTTCGG Hs.77783 778 -1.0701 -0.2675 0.64746129 0.468252612
PKMYT1 NM_182687_bp549_R AGCTAAAAAGAACCTGGATTCTCCCTCAAGTCTCTTGAACTTGAGGGAGAATCCAGGTTCGG Hs.77783 6154 -0.862933333 0.52270315 0.033053354 0.113925 0.93252597 0.789474355
PKMYT1 NM_182687_bp549_R AGCTAAAAAGAACCTGGATTCTCCCTCAAGTCTCTTGAACTTGAGGGAGAATCCAGGTTCGG Hs.77783 11530 -0.82235 0.47152691 0.014231492 0.060375 0.88096064 0.881316899
PKMYT1 NM_182687_bp852_R AGCTAAAAAGCGGTAAAGCGTTCCATGTCATCTCTTGAATGACATGGAACGCTTTACCGCGG Hs.77783 1932 0.104025 0.27364424 0.560795358 -0.5177
PKMYT1 NM_182687_bp852_R AGCTAAAAAGCGGTAAAGCGTTCCATGTCATCTCTTGAATGACATGGAACGCTTTACCGCGG Hs.77783 7308 0.08455 0.29926802 0.646661756 -0.177733333 0.80169219 0.67437447
PKMYT1 NM_182687_bp852_R AGCTAAAAAGCGGTAAAGCGTTCCATGTCATCTCTTGAATGACATGGAACGCTTTACCGCGG Hs.77783 12684 0.241475 0.39732994 0.282875132 -0.1802 0.85935053 0.687074578
PKN1 NM_002741_bp1345_R AGCTAAAAAGTGCTTAAGCTGGATAACACATCTCTTGAATGTGTTATCCAGCTTAAGCACGG Hs.466044 227 -0.770775 0.3341071 0.008298245 0.0399875 0.35786067 0.846437598
PKN1 NM_002741_bp1345_R AGCTAAAAAGTGCTTAAGCTGGATAACACATCTCTTGAATGTGTTATCCAGCTTAAGCACGG Hs.466044 5603 -0.70765 0.27050637 0.008001107 0.0700125 0.36622071 0.739005522
PKN1 NM_002741_bp1345_R AGCTAAAAAGTGCTTAAGCTGGATAACACATCTCTTGAATGTGTTATCCAGCTTAAGCACGG Hs.466044 10979 -0.7253 0.35247465 0.011804591 0.1061875 0.38886787 0.628287916
PKN1 NM_002741_bp1512_R AGCTAAAAAGGAGGATTTCTTGGACAATGATCTCTTGAATCATTGTCCAAGAAATCCTCCGG Hs.466044 10980 0.50445 3.10497659 0.720955957 0.2116625 0.34463644 0.323355253
PKN1 NM_002741_bp1512_R AGCTAAAAAGGAGGATTTCTTGGACAATGATCTCTTGAATCATTGTCCAAGAAATCCTCCGG Hs.466044 228 -1.915 -0.032616667 0.29790484 0.886833891
PKN1 NM_002741_bp1512_R AGCTAAAAAGGAGGATTTCTTGGACAATGATCTCTTGAATCATTGTCCAAGAAATCCTCCGG Hs.466044 5604 0.061316667 0.4855472 0.833637301
PKN1 NM_002741_bp558_R AGCTAAAAAGGAGAAGCAGTTGGCCATTGATCTCTTGAATCAATGGCCAACTGCTTCTCCGG Hs.466044 1827 2.7557 1.75871599 0.035056474 0.1644625 1.34127098 0.783064601
PKN1 NM_002741_bp558_R AGCTAAAAAGGAGAAGCAGTTGGCCATTGATCTCTTGAATCAATGGCCAACTGCTTCTCCGG Hs.466044 7203 2.6634 1.65250855 0.033145973 0.1799125 1.43747473 0.777994991
PKN1 NM_002741_bp558_R AGCTAAAAAGGAGAAGCAGTTGGCCATTGATCTCTTGAATCAATGGCCAACTGCTTCTCCGG Hs.466044 12579 2.72245 1.55400857 0.027165198 0.1567875 1.38461243 0.798843288
PKN2 NM_006256_bp1528_R AGCTAAAAAGCTCCTCAAATGAATATTAATTCTCTTGAAATTAATATTCATTTGAGGAGCGG Hs.440833 1803 1.582475 3.31226538 0.273489846 -4.4341
PKN2 NM_006256_bp1528_R AGCTAAAAAGCTCCTCAAATGAATATTAATTCTCTTGAAATTAATATTCATTTGAGGAGCGG Hs.440833 7179 1.66665 3.98214422 0.329894789 -4.161066667 3.20161441 0.049335285
PKN2 NM_006256_bp1528_R AGCTAAAAAGCTCCTCAAATGAATATTAATTCTCTTGAAATTAATATTCATTTGAGGAGCGG Hs.440833 12555 2.503475 3.15806212 0.096854302 -4.279566667 3.47266646 0.05659361
PKN2 NM_006256_bp2533_R AGCTAAAAAGGCCTTGGCGTGCTTATATATTCTCTTGAAATATATAAGCACGCCAAGGCCGG Hs.440833 490 0.1544 2.20144686 0.864705042 0.451433333 2.51579898 0.708154989
PKN2 NM_006256_bp2533_R AGCTAAAAAGGCCTTGGCGTGCTTATATATTCTCTTGAAATATATAAGCACGCCAAGGCCGG Hs.440833 5866 0.0301 2.48425396 0.976424396 -1.091833333 2.5978534 0.402033593
PKN2 NM_006256_bp2533_R AGCTAAAAAGGCCTTGGCGTGCTTATATATTCTCTTGAAATATATAAGCACGCCAAGGCCGG Hs.440833 11242 0.307175 2.12487078 0.726978654 -0.476966667 1.85544486 0.599348957
PKN2 NM_006256_bp368_R AGCTAAAAAGGACTCCAGATACTCCAAATATCTCTTGAATATTTGGAGTATCTGGAGTCCGG Hs.440833 5867 2.80525 3.14480324 0.070136399 -1.806566667 3.11278175 0.26678857
PKN2 NM_006256_bp368_R AGCTAAAAAGGACTCCAGATACTCCAAATATCTCTTGAATATTTGGAGTATCTGGAGTCCGG Hs.440833 11243 2.7521 3.27384331 0.082729628 -1.869 3.30904367 0.277252599
PKN2 NM_006256_bp368_R AGCTAAAAAGGACTCCAGATACTCCAAATATCTCTTGAATATTTGGAGTATCTGGAGTCCGG Hs.440833 491 2.6567 -0.82625 1.99382899 0.449318349
PKN3 NM_013355_bp2442_R AGCTAAAAAGGACCTGAAGTTGGATAACCTTCTCTTGAAAGGTTATCCAACTTCAGGTCCGG Hs.300485 1572 0.4463
PKN3 NM_013355_bp2749_R AGCTAAAAAGGGCTTGAGTTCATTCAGAAGTCTCTTGAACTTCTGAATGAACTCAAGCCCGG Hs.300485 431 -1.0851 0.42155367 0.003392834 -1.4131 2.20455537 0.231375111
PKN3 NM_013355_bp2749_R AGCTAAAAAGGGCTTGAGTTCATTCAGAAGTCTCTTGAACTTCTGAATGAACTCAAGCCCGG Hs.300485 5807 -1.4188 0.20364114 0.000229367 -1.987533333 2.4563843 0.151281174
PKN3 NM_013355_bp2749_R AGCTAAAAAGGGCTTGAGTTCATTCAGAAGTCTCTTGAACTTCTGAATGAACTCAAGCCCGG Hs.300485 11183 -1.152275 0.590388 0.007024986 -1.8292 2.80516308 0.222859049
PKN3 NM_013355_bp3024_R AGCTAAAAAGGACTTCGACTTTGTGTCAGATCTCTTGAATCTGACACAAAGTCGAAGTCCGG Hs.300485 432 0.136675 0.6628564 0.654042602 1.069 1.28231891 0.151728048
PKN3 NM_013355_bp3024_R AGCTAAAAAGGACTTCGACTTTGTGTCAGATCTCTTGAATCTGACACAAAGTCGAAGTCCGG Hs.300485 5808 -0.301425 0.69311225 0.357446659 0.2003 1.98246212 0.832949519
PKN3 NM_013355_bp3024_R AGCTAAAAAGGACTTCGACTTTGTGTCAGATCTCTTGAATCTGACACAAAGTCGAAGTCCGG Hs.300485 11184 -0.302675 0.61792775 0.315784923 0.898366667 1.42321958 0.244972183
PKP2 BC070083_bp2910_R AGCTAAAAAGGGACATTAATCCAATAAATATCTCTTGAATATTTATTGGATTAATGTCCCGG Hs.164384 4261 -0.430825 0.23136743 0.040672809 -0.049425 0.65980055 0.875764457 -0.43513333 0.54698177 0.207692534
PKP2 BC070083_bp2910_R AGCTAAAAAGGGACATTAATCCAATAAATATCTCTTGAATATTTATTGGATTAATGTCCCGG Hs.164384 9637 -0.330766667 0.17037844 0.140959251 0.27155 0.48033764 0.476717197 -0.1997 0.63896134 0.564678731
PKP2 BC070083_bp2910_R AGCTAAAAAGGGACATTAATCCAATAAATATCTCTTGAATATTTATTGGATTAATGTCCCGG Hs.164384 15013 -0.17315 0.37641931 0.414465155 -0.329
PKP2 BC070083_bp739_R AGCTAAAAAGCAGCGCCACTTTGACACATATCTCTTGAATATGTGTCAAAGTGGCGCTGCGG Hs.164384 4263 -0.32185 0.59917911 0.279158019 -0.164275 0.32446096 0.419385373 0.445766667 0.81962598 0.285730492
PKP2 BC070083_bp739_R AGCTAAAAAGCAGCGCCACTTTGACACATATCTCTTGAATATGTGTCAAAGTGGCGCTGCGG Hs.164384 9639 -0.331125 0.54593334 0.238496843 -0.0342 0.35906803 0.868609871 0.771366667 0.16527536 0.021425008
PKP2 BC070083_bp739_R AGCTAAAAAGCAGCGCCACTTTGACACATATCTCTTGAATATGTGTCAAAGTGGCGCTGCGG Hs.164384 15015 -0.2247 0.78335111 0.525318572 -0.16735 0.37932753 0.448289343 0.929466667 1.55287731 0.184836251
PLAG1 NM_002655_bp1247_R AGCTAAAAAGCAATGTGTCTGTGCCTATAATCTCTTGAATTATAGGCACAGACACATTGCGG Hs.14968 3410 5.207925 1.18528779 0.000109022 1.1279 0.69780641 0.009705228
PLAG1 NM_002655_bp1247_R AGCTAAAAAGCAATGTGTCTGTGCCTATAATCTCTTGAATTATAGGCACAGACACATTGCGG Hs.14968 8786 5.1632 1.13047684 9.20E-05 1.161075 0.69328263 0.008365164
PLAG1 NM_002655_bp1247_R AGCTAAAAAGCAATGTGTCTGTGCCTATAATCTCTTGAATTATAGGCACAGACACATTGCGG Hs.14968 14162 4.8547 0.94247575 5.57E-05 1.15015 0.67544254 0.008096251
PLAG1 NM_002655_bp660_R AGCTAAAAAGCCCTACAAGTGCATACAACATCTCTTGAATGTTGTATGCACTTGTAGGGCGG Hs.14968 3412 1.124233333 0.37848958 0.007695651 1.42235 0.26154181 0.000386085
PLAG1 NM_002655_bp660_R AGCTAAAAAGCCCTACAAGTGCATACAACATCTCTTGAATGTTGTATGCACTTGTAGGGCGG Hs.14968 8788 1.353533333 0.37338225 0.003848284 1.454925 0.43703808 0.0008012
PLAG1 NM_002655_bp660_R AGCTAAAAAGCCCTACAAGTGCATACAACATCTCTTGAATGTTGTATGCACTTGTAGGGCGG Hs.14968 14164 1.3908 0.19443757 0.001640787 1.4347 0.64784254 0.002481521
PLAG1 NM_002655_bp693_R AGCTAAAAAGGCCTTTGTTTCTAAGTACAATCTCTTGAATTGTACTTAGAAACAAAGGCCGG Hs.14968 3384 1.244275 0.35729454 0.001206479 1.177 1.24848004 0.046926485
PLAG1 NM_002655_bp693_R AGCTAAAAAGGCCTTTGTTTCTAAGTACAATCTCTTGAATTGTACTTAGAAACAAAGGCCGG Hs.14968 8760 1.14395 0.21793664 0.000694666 1.166075 1.13667495 0.036786243
PLAG1 NM_002655_bp693_R AGCTAAAAAGGCCTTTGTTTCTAAGTACAATCTCTTGAATTGTACTTAGAAACAAAGGCCGG Hs.14968 14136 1.2112 0.32209174 0.001072794 0.9916 1.07629062 0.054935463
PLAU NM_002658_bp1130_R AGCTAAAAAGGCTCTGAAGTCACCACCAAATCTCTTGAATTTGGTGGTGACTTCAGAGCCGG Hs.77274 1960 0.5901625 0.78369403 0.133077588 -0.2215625 1.64276409 0.726153662
PLAU NM_002658_bp1130_R AGCTAAAAAGGCTCTGAAGTCACCACCAAATCTCTTGAATTTGGTGGTGACTTCAGAGCCGG Hs.77274 7336 0.5856625 0.75474109 0.125820617 -0.2132125 1.6734005 0.740193395
PLAU NM_002658_bp1130_R AGCTAAAAAGGCTCTGAAGTCACCACCAAATCTCTTGAATTTGGTGGTGACTTCAGAGCCGG Hs.77274 12712 0.5782375 0.78204121 0.138874235 -0.1935125 1.74278459 0.771601908
PLAU NM_002658_bp252_R AGCTAAAAAGGCAGCACTGTGAAATAGATATCTCTTGAATATCTATTTCACAGTGCTGCCGG Hs.77274 1045 0.0915875 0.30842477 0.624795278 0.1742125 0.25778774 0.420243879
PLAU NM_002658_bp252_R AGCTAAAAAGGCAGCACTGTGAAATAGATATCTCTTGAATATCTATTTCACAGTGCTGCCGG Hs.77274 6421 0.0083375 0.25807175 0.961263931 0.0930375 0.22765178 0.653319927
PLAU NM_002658_bp252_R AGCTAAAAAGGCAGCACTGTGAAATAGATATCTCTTGAATATCTATTTCACAGTGCTGCCGG Hs.77274 11797 -0.0269875 0.3014857 0.882867594 0.0927875 0.18498714 0.644954208
PLAU NM_002658_bp597_R AGCTAAAAAGGCCCCGCTTTAAGATTATTGTCTCTTGAACAATAATCTTAAAGCGGGGCCGG Hs.77274 1032 -0.3282375 0.18167276 0.075971348 -0.3333125 0.44821406 0.212160749
PLAU NM_002658_bp597_R AGCTAAAAAGGCCCCGCTTTAAGATTATTGTCTCTTGAACAATAATCTTAAAGCGGGGCCGG Hs.77274 6408 -0.3069875 0.14493331 0.081143508 -0.3290125 0.39111043 0.19582452
PLAU NM_002658_bp597_R AGCTAAAAAGGCCCCGCTTTAAGATTATTGTCTCTTGAACAATAATCTTAAAGCGGGGCCGG Hs.77274 11784 -0.2538125 0.27496589 0.189777754 -0.2027875 0.51983959 0.458681506
PLAUR NM_002659_bp498_R AGCTAAAAAGTGCATGCAGTGTAAGACCAATCTCTTGAATTGGTCTTACACTGCATGCACGG Hs.466871 1030 1.2341875 0.15147019 0.000327933 0.0374875 0.41709716 0.876930065
PLAUR NM_002659_bp498_R AGCTAAAAAGTGCATGCAGTGTAAGACCAATCTCTTGAATTGGTCTTACACTGCATGCACGG Hs.466871 6406 1.2417625 0.12601428 0.000280262 0.0212125 0.43454856 0.931275028
PLAUR NM_002659_bp498_R AGCTAAAAAGTGCATGCAGTGTAAGACCAATCTCTTGAATTGGTCTTACACTGCATGCACGG Hs.466871 11782 1.2787125 0.13823805 0.000258645 0.0197625 0.40118001 0.933895523
PLAUR NM_002659_bp573_R AGCTAAAAAGATCGTGCGCTTGTGGGAAGATCTCTTGAATCTTCCCACAAGCGCACGATCGG Hs.466871 1031 -0.0419125 0.40408159 0.844418681 -0.2138625 0.5173316 0.43464764
PLAUR NM_002659_bp573_R AGCTAAAAAGATCGTGCGCTTGTGGGAAGATCTCTTGAATCTTCCCACAAGCGCACGATCGG Hs.466871 6407 -0.0215875 0.45991963 0.925598239 -0.2365875 0.53960485 0.399774755
PLAUR NM_002659_bp573_R AGCTAAAAAGATCGTGCGCTTGTGGGAAGATCTCTTGAATCTTCCCACAAGCGCACGATCGG Hs.466871 11783 0.0022375 0.44386182 0.992094296 -0.2549125 0.57523747 0.381987926
PLAUR NM_002659_bp956_R AGCTAAAAAGCTCCAATGGTTTCCACAACATCTCTTGAATGTTGTGGAAACCATTGGAGCGG Hs.466871 1029 -0.6712625 0.13541339 0.004796058 0.2964625 0.4608322 0.265996813
PLAUR NM_002659_bp956_R AGCTAAAAAGCTCCAATGGTTTCCACAACATCTCTTGAATGTTGTGGAAACCATTGGAGCGG Hs.466871 6405 -0.6064125 0.0692599 0.005839211 0.2196875 0.53255972 0.429391011
PLAUR NM_002659_bp956_R AGCTAAAAAGCTCCAATGGTTTCCACAACATCTCTTGAATGTTGTGGAAACCATTGGAGCGG Hs.466871 11781 -0.6412875 0.12660447 0.005600622 0.1881875 0.55115475 0.502848617
PLCG1 NM_002660_bp1543_R AGCTAAAAAGGTGCCTACATCCATGATGTATCTCTTGAATACATCATGGATGTAGGCACCGG Hs.268177 919 1.0933 0.64831387 0.024756649 0.534975 0.10532462 0.013588358
PLCG1 NM_002660_bp1543_R AGCTAAAAAGGTGCCTACATCCATGATGTATCTCTTGAATACATCATGGATGTAGGCACCGG Hs.268177 6295 1.111025 0.5989691 0.008527268 0.9075 0.27841176 0.016150822
PLCG1 NM_002660_bp1543_R AGCTAAAAAGGTGCCTACATCCATGATGTATCTCTTGAATACATCATGGATGTAGGCACCGG Hs.268177 11671 1.322525 0.58211173 0.003753758 0.930225 0.16783554 0.00207525
PLCG1 NM_002660_bp2371_R AGCTAAAAAGAAGCTGCGCTATCCCATCAATCTCTTGAATTGATGGGATAGCGCAGCTTCGG Hs.268177 920 0.272125 0.36345724 0.213348906 0.01395 0.26366462 0.937413196
PLCG1 NM_002660_bp2371_R AGCTAAAAAGAAGCTGCGCTATCCCATCAATCTCTTGAATTGATGGGATAGCGCAGCTTCGG Hs.268177 6296 0.6215 0.61264877 0.069373392 0.30045 0.42066611 0.227006175
PLCG1 NM_002660_bp2371_R AGCTAAAAAGAAGCTGCGCTATCCCATCAATCTCTTGAATTGATGGGATAGCGCAGCTTCGG Hs.268177 11672 0.83935 0.94928673 0.083364281 0.521975 0.20628872 0.023009925
PLCG1 NM_002660_bp3082_R AGCTAAAAAGGCTGAGAAATACGTGAACAATCTCTTGAATTGTTCACGTATTTCTCAGCCGG Hs.268177 921 -1.580833333 0.34843516 0.001927301 -0.469725 0.30221345 0.051638477
PLCG1 NM_002660_bp3082_R AGCTAAAAAGGCTGAGAAATACGTGAACAATCTCTTGAATTGTTCACGTATTTCTCAGCCGG Hs.268177 6297 -1.44835 0.42216422 0.000932605 -0.28875 0.32874148 0.188077182
PLCG1 NM_002660_bp3082_R AGCTAAAAAGGCTGAGAAATACGTGAACAATCTCTTGAATTGTTCACGTATTTCTCAGCCGG Hs.268177 11673 -1.2547 0.48754036 0.002713832 -0.359275 0.27398524 0.095553504



PLCG2 NM_002661_bp1790_R AGCTAAAAAGCTGCAGGAATACTGCATGGATCTCTTGAATCCATGCAGTATTCCTGCAGCGG Hs.413111 11674
PLCG2 NM_002661_bp1790_R AGCTAAAAAGCTGCAGGAATACTGCATGGATCTCTTGAATCCATGCAGTATTCCTGCAGCGG Hs.413111 6298
PLCG2 NM_002661_bp1790_R AGCTAAAAAGCTGCAGGAATACTGCATGGATCTCTTGAATCCATGCAGTATTCCTGCAGCGG Hs.413111 922
PLCG2 NM_002661_bp3424_R AGCTAAAAAGAGCCGAGTATGGCAACAACATCTCTTGAATGTTGTTGCCATACTCGGCTCGG Hs.413111 923 2.28845 1.31698638 0.049696214
PLCG2 NM_002661_bp3424_R AGCTAAAAAGAGCCGAGTATGGCAACAACATCTCTTGAATGTTGTTGCCATACTCGGCTCGG Hs.413111 11675 0.7299
PLCG2 NM_002661_bp3424_R AGCTAAAAAGAGCCGAGTATGGCAACAACATCTCTTGAATGTTGTTGCCATACTCGGCTCGG Hs.413111 6299
PLD4 AK090449_bp2493_R AGCTAAAAAGCTCCAGACCTTCCCTTTATGTCTCTTGAACATAAAGGGAAGGTCTGGAGCGG Hs.407101 4097 -1.1879875 0.55149162 0.005003057 -0.51725 0.43578729 0.070532288
PLD4 AK090449_bp2493_R AGCTAAAAAGCTCCAGACCTTCCCTTTATGTCTCTTGAACATAAAGGGAAGGTCTGGAGCGG Hs.407101 9473 -1.1239125 0.54626457 0.006133469 -0.47305 0.39825938 0.082665563
PLD4 AK090449_bp2493_R AGCTAAAAAGCTCCAGACCTTCCCTTTATGTCTCTTGAACATAAAGGGAAGGTCTGGAGCGG Hs.407101 14849 -1.1937375 0.564626 0.005274051 -0.504175 0.41123722 0.07099044
PLD4 AK090449_bp3869_R AGCTAAAAAGGCTTGTCCTTGTGGAAAGCATCTCTTGAATGCTTTCCACAAGGACAAGCCGG Hs.407101 4093 0.1953875 0.35833748 0.34972875 0.370225 0.07901508 0.087844866
PLD4 AK090449_bp3869_R AGCTAAAAAGGCTTGTCCTTGTGGAAAGCATCTCTTGAATGCTTTCCACAAGGACAAGCCGG Hs.407101 9469 0.1994375 0.43882263 0.392681461 0.469825 0.13104061 0.044307195
PLD4 AK090449_bp3869_R AGCTAAAAAGGCTTGTCCTTGTGGAAAGCATCTCTTGAATGCTTTCCACAAGGACAAGCCGG Hs.407101 14845 0.3170125 0.32599943 0.1393744 0.34645 0.06562654 0.104365934
PLD4 AK090449_bp4158_R AGCTAAAAAGGTGGTAGGGTCTAGCATGGATCTCTTGAATCCATGCTAGACCCTACCACCGG Hs.407101 4095 2.1189875 0.56386954 0.000394929 0.265625 0.16288086 0.208839064
PLD4 AK090449_bp4158_R AGCTAAAAAGGTGGTAGGGTCTAGCATGGATCTCTTGAATCCATGCTAGACCCTACCACCGG Hs.407101 9471 2.0056875 0.3976377 0.000169302 0.513225 0.6779418 0.135539642
PLD4 AK090449_bp4158_R AGCTAAAAAGGTGGTAGGGTCTAGCATGGATCTCTTGAATCCATGCTAGACCCTACCACCGG Hs.407101 14847 2.0000875 0.46066768 0.000265734 0.2313 0.62712475 0.446701585
PLEK BC018549_bp140_R AGCTAAAAAGTGGGTTGTATTGTTAGAAGATCTCTTGAATCTTCTAACAATACAACCCACGG Hs.468840 4371 0.32895 0.79058305 0.367050234 -0.27525 0.41582098 0.259182501 -0.56623333 0.69201778 0.154081476
PLEK BC018549_bp140_R AGCTAAAAAGTGGGTTGTATTGTTAGAAGATCTCTTGAATCTTCTAACAATACAACCCACGG Hs.468840 9747 0.437 0.62812127 0.172941241 -0.2744 0.30585222 0.193441358 -0.61953333 0.72171621 0.132702192
PLEK BC018549_bp140_R AGCTAAAAAGTGGGTTGTATTGTTAGAAGATCTCTTGAATCTTCTAACAATACAACCCACGG Hs.468840 15123 0.694525 0.92342397 0.126778394 -0.288933333 0.03557897 0.17400221 -0.73823333 0.83688734 0.10783248
PLEK BC018549_bp547_R AGCTAAAAAGCGTCATTGATTGGCTGGTATTCTCTTGAAATACCAGCCAATCAATGACGCGG Hs.468840 4373 0.356175 0.46450664 0.168293709 -0.255025 0.24895664 0.187685978 -0.14633333 0.47378587 0.629054579
PLEK BC018549_bp547_R AGCTAAAAAGCGTCATTGATTGGCTGGTATTCTCTTGAAATACCAGCCAATCAATGACGCGG Hs.468840 9749 0.141875 0.4122087 0.52012363 -0.15685 0.0072832 0.575728508 -0.10546667 0.39670639 0.71095118
PLEK BC018549_bp547_R AGCTAAAAAGCGTCATTGATTGGCTGGTATTCTCTTGAAATACCAGCCAATCAATGACGCGG Hs.468840 15125 0.0464 0.48476128 0.846559886 -0.5372 0.2192031 0.152621618 0.1325 0.84114074 0.741329005
PLEK BC018549_bp809_R AGCTAAAAAGCAGGGATGTTTACTGAAGCATCTCTTGAATGCTTCAGTAAACATCCCTGCGG Hs.468840 15121
PLEKHC1 Z24725_bp1486_R AGCTAAAAAGGCTTCGTTGTGACAATGAAATCTCTTGAATTTCATTGTCACAACGAAGCCGG Hs.509343 4881 1.2199875 0.4158134 0.001950365 0.3193125 0.26231634 0.121718548
PLEKHC1 Z24725_bp1486_R AGCTAAAAAGGCTTCGTTGTGACAATGAAATCTCTTGAATTTCATTGTCACAACGAAGCCGG Hs.509343 10257 1.3064875 0.44523775 0.001736546 -0.4059375 0.77176874 0.292310427
PLEKHC1 Z24725_bp1486_R AGCTAAAAAGGCTTCGTTGTGACAATGAAATCTCTTGAATTTCATTGTCACAACGAAGCCGG Hs.509343 15633 1.5532375 0.88865255 0.008187297 0.5661125 0.50712803 0.073859658
PLEKHC1 Z24725_bp352_R AGCTAAAAAGGACCTTAGATAAGTATGGTATCTCTTGAATACCATACTTATCTAAGGTCCGG Hs.509343 4879 0.4276875 0.30911297 0.059324649 1.5010125 0.36454226 0.000980621
PLEKHC1 Z24725_bp352_R AGCTAAAAAGGACCTTAGATAAGTATGGTATCTCTTGAATACCATACTTATCTAAGGTCCGG Hs.509343 10255 0.3333875 0.23377076 0.088121586 0.8652875 0.47740353 0.016897095
PLEKHC1 Z24725_bp352_R AGCTAAAAAGGACCTTAGATAAGTATGGTATCTCTTGAATACCATACTTATCTAAGGTCCGG Hs.509343 15631 0.9033375 0.40913529 0.00683586 1.3040375 0.47171373 0.003436202
PLEKHC1 Z24725_bp932_R AGCTAAAAAGCTGCTCCGATTCAAGTATTATCTCTTGAATAATACTTGAATCGGAGCAGCGG Hs.509343 4650 0.4355625 0.26055865 0.044912945 0.2131625 0.26040586 0.2642577
PLEKHC1 Z24725_bp932_R AGCTAAAAAGCTGCTCCGATTCAAGTATTATCTCTTGAATAATACTTGAATCGGAGCAGCGG Hs.509343 10026 0.7771625 0.23263622 0.00430998 0.7320875 0.33716147 0.01427583
PLEKHC1 Z24725_bp932_R AGCTAAAAAGCTGCTCCGATTCAAGTATTATCTCTTGAATAATACTTGAATCGGAGCAGCGG Hs.509343 15402 0.7017125 0.44103462 0.021887481 0.5901375 0.29425162 0.02396405
PLEKHF2 NM_024613_bp907_R AGCTAAAAAGCCTGCTAGATCAGACTCTTATCTCTTGAATAAGAGTCTGATCTAGCAGGCGG Hs.29724 3615 -0.3193 0.48853149 0.221719283 -0.0112375 0.71604867 0.97217004
PLEKHF2 NM_024613_bp907_R AGCTAAAAAGCCTGCTAGATCAGACTCTTATCTCTTGAATAAGAGTCTGATCTAGCAGGCGG Hs.29724 8991 -0.53485 0.48151641 0.06464763 -0.3358875 0.5778085 0.261202651
PLEKHF2 NM_024613_bp907_R AGCTAAAAAGCCTGCTAGATCAGACTCTTATCTCTTGAATAAGAGTCTGATCTAGCAGGCGG Hs.29724 14367 -0.061825 0.2747355 0.726912532 -0.2979625 0.09241527 0.153992485
PLEKHG5 NM_198681_bp1147_R AGCTAAAAAGGACACTACCTTCGTGTCAAATCTCTTGAATTTGACACGAAGGTAGTGTCCGG Hs.284232 2923 -0.77925 0.50545935 0.020795087 -0.227725 0.55753998 0.424292023
PLEKHG5 NM_198681_bp1147_R AGCTAAAAAGGACACTACCTTCGTGTCAAATCTCTTGAATTTGACACGAAGGTAGTGTCCGG Hs.284232 8299 -0.7945 0.52353183 0.021202357 -0.227375 0.52246208 0.409962416
PLEKHG5 NM_198681_bp1147_R AGCTAAAAAGGACACTACCTTCGTGTCAAATCTCTTGAATTTGACACGAAGGTAGTGTCCGG Hs.284232 13675 -0.80065 0.50482606 0.018759746 -0.203475 0.53567075 0.463822403
PLEKHG5 NM_198681_bp1224_R AGCTAAAAAGTCCCTGAGTTTGCCGATTCTTCTCTTGAAAGAATCGGCAAACTCAGGGACGG Hs.284232 2919 -0.7161 0.22253873 0.005742593 0.470325 0.65014357 0.156096146
PLEKHG5 NM_198681_bp1224_R AGCTAAAAAGTCCCTGAGTTTGCCGATTCTTCTCTTGAAAGAATCGGCAAACTCAGGGACGG Hs.284232 8295 -0.6901 0.23591771 0.007234264 0.449875 0.64490333 0.170173586
PLEKHG5 NM_198681_bp1224_R AGCTAAAAAGTCCCTGAGTTTGCCGATTCTTCTCTTGAAAGAATCGGCAAACTCAGGGACGG Hs.284232 13671 -0.693375 0.21344397 0.006237817 0.494825 0.63120706 0.133063326
PLEKHG5 NM_198681_bp1626_R AGCTAAAAAGGAGGAGGAGTACGATGAAGATCTCTTGAATCTTCATCGTACTCCTCCTCCGG Hs.284232 2921 1.8757 1.21611097 0.011977823 -0.526825 1.02284983 0.236887598
PLEKHG5 NM_198681_bp1626_R AGCTAAAAAGGAGGAGGAGTACGATGAAGATCTCTTGAATCTTCATCGTACTCCTCCTCCGG Hs.284232 8297 1.751825 1.08775559 0.010453483 -0.3255 1.23506781 0.513578185
PLEKHG5 NM_198681_bp1626_R AGCTAAAAAGGAGGAGGAGTACGATGAAGATCTCTTGAATCTTCATCGTACTCCTCCTCCGG Hs.284232 13673 1.6927 0.98982786 0.008514752 -0.598375 1.18868511 0.23526026
PLEKHH3 NM_001991_bp1461_R AGCTAAAAAGGCACCTACTTCAACAACTTCTCTCTTGAAGAAGTTGTTGAAGTAGGTGCCGG Hs.194669 2325 -0.0740625 0.29540063 0.546289188 -0.691075 0.31641288 0.017475956
PLEKHH3 NM_001991_bp1461_R AGCTAAAAAGGCACCTACTTCAACAACTTCTCTCTTGAAGAAGTTGTTGAAGTAGGTGCCGG Hs.194669 7701 -0.2146625 0.2052484 0.157347122 -0.75565 0.31834186 0.012105907
PLEKHH3 NM_001991_bp1461_R AGCTAAAAAGGCACCTACTTCAACAACTTCTCTCTTGAAGAAGTTGTTGAAGTAGGTGCCGG Hs.194669 13077 -0.2507375 0.21360414 0.11930867 -0.713075 0.37737743 0.019321674
PLEKHH3 NM_001991_bp1732_R AGCTAAAAAGCATCATGACTCAGAATTTCTTCTCTTGAAAGAAATTCTGAGTCATGATGCGG Hs.194669 2321 0.0057375 0.94781155 0.937811514 0.118725 1.16688002 0.793566801
PLEKHH3 NM_001991_bp1732_R AGCTAAAAAGCATCATGACTCAGAATTTCTTCTCTTGAAAGAAATTCTGAGTCATGATGCGG Hs.194669 7697 -0.0592375 0.84551454 0.794205467 0.030775 1.13835107 0.939769314
PLEKHH3 NM_001991_bp1732_R AGCTAAAAAGCATCATGACTCAGAATTTCTTCTCTTGAAAGAAATTCTGAGTCATGATGCGG Hs.194669 13073 -0.0870375 0.80896987 0.728095472 -0.053375 1.09279215 0.910876539
PLEKHH3 NM_001991_bp1998_R AGCTAAAAAGGCACCTTCATAAAGGAGTCTTCTCTTGAAAGACTCCTTTATGAAGGTGCCGG Hs.194669 2323 -0.7698125 0.19584983 0.002913383 -0.09335 0.23036699 0.665829436
PLEKHH3 NM_001991_bp1998_R AGCTAAAAAGGCACCTTCATAAAGGAGTCTTCTCTTGAAAGACTCCTTTATGAAGGTGCCGG Hs.194669 7699 -0.7387875 0.22743867 0.004175755 -0.097175 0.18790379 0.64383252
PLEKHH3 NM_001991_bp1998_R AGCTAAAAAGGCACCTTCATAAAGGAGTCTTCTCTTGAAAGACTCCTTTATGAAGGTGCCGG Hs.194669 13075 -0.7491125 0.20892405 0.003531392 -0.137675 0.15336624 0.503631784
PLEKHH3 NM_016602_bp345_R AGCTAAAAAGCACCATCTCTGGCCTCTACTTCTCTTGAAAGTAGAGGCCAGAGATGGTGCGG Hs.194669 1212 -0.5140375 0.20145876 0.014744883 -0.021725 0.39160508 0.939566797
PLEKHH3 NM_016602_bp345_R AGCTAAAAAGCACCATCTCTGGCCTCTACTTCTCTTGAAAGTAGAGGCCAGAGATGGTGCGG Hs.194669 6588 -0.4624625 0.04328451 0.012115874 0.2363 0.33787111 0.306835358
PLEKHH3 NM_016602_bp345_R AGCTAAAAAGCACCATCTCTGGCCTCTACTTCTCTTGAAAGTAGAGGCCAGAGATGGTGCGG Hs.194669 11964 -0.3310375 0.21983392 0.062666855 0.258025 0.52225769 0.347263183
PLEKHH3 NM_016602_bp39_R AGCTAAAAAGCCATTACTCTGGGGATGAAGTCTCTTGAACTTCATCCCCAGAGTAATGGCGG Hs.194669 1211 -0.4614375 0.23504721 0.024862938 -0.15595 0.35417704 0.511806531
PLEKHH3 NM_016602_bp39_R AGCTAAAAAGCCATTACTCTGGGGATGAAGTCTCTTGAACTTCATCCCCAGAGTAATGGCGG Hs.194669 6587 -0.4715875 0.13951776 0.014838424 -0.061575 0.46487652 0.820254349
PLEKHH3 NM_016602_bp39_R AGCTAAAAAGCCATTACTCTGGGGATGAAGTCTCTTGAACTTCATCCCCAGAGTAATGGCGG Hs.194669 11963 -0.4047125 0.25833598 0.042095186 -0.16755 0.34773074 0.478632811
PLEKHH3 NM_016602_bp912_R AGCTAAAAAGTGGCCTCAATCCCGTTCTCTTCTCTTGAAAGAGAACGGGATTGAGGCCACGG Hs.194669 1225 -0.6398125 0.48500264 0.030891119 -0.747375 0.59364772 0.036135299
PLEKHH3 NM_016602_bp912_R AGCTAAAAAGTGGCCTCAATCCCGTTCTCTTCTCTTGAAAGAGAACGGGATTGAGGCCACGG Hs.194669 6601 -0.7041125 0.5056443 0.024841772 -0.7489 0.53863037 0.029517862
PLEKHH3 NM_016602_bp912_R AGCTAAAAAGTGGCCTCAATCCCGTTCTCTTCTCTTGAAAGAGAACGGGATTGAGGCCACGG Hs.194669 11977 -0.8075125 0.42744938 0.009994068 -0.744175 0.57535574 0.034478039
PLK1 NM_005030_bp1295_R AGCTAAAAAGGTGGACTATTCGGACAAGTATCTCTTGAATACTTGTCCGAATAGTCCACCGG Hs.329989 374 -0.386 0.91667435 0.35308355 1.73265 1.68355054 0.13435321
PLK1 NM_005030_bp1295_R AGCTAAAAAGGTGGACTATTCGGACAAGTATCTCTTGAATACTTGTCCGAATAGTCCACCGG Hs.329989 5750 -0.387675 1.09733048 0.422009399 1.6814 1.15763397 0.041336064
PLK1 NM_005030_bp1295_R AGCTAAAAAGGTGGACTATTCGGACAAGTATCTCTTGAATACTTGTCCGAATAGTCCACCGG Hs.329989 11126 -0.524875 1.09915971 0.29039507 1.623566667 1.23891037 0.053559966
PLK1 NM_005030_bp1350_R AGCTAAAAAGGGGTGCTCTTCAATGACTCATCTCTTGAATGAGTCATTGAAGAGCACCCCGG Hs.329989 1573 2.464125 1.28279242 0.004813337 -5.6668
PLK1 NM_005030_bp1350_R AGCTAAAAAGGGGTGCTCTTCAATGACTCATCTCTTGAATGAGTCATTGAAGAGCACCCCGG Hs.329989 6949 2.5672 1.10177774 0.002181265 -1.673433333 4.1653147 0.418197777
PLK1 NM_005030_bp1350_R AGCTAAAAAGGGGTGCTCTTCAATGACTCATCTCTTGAATGAGTCATTGAAGAGCACCCCGG Hs.329989 12325 2.320775 1.75174476 0.019893062 -6.8139
PLK1 NM_005030_bp758_R AGCTAAAAAGTCCATTGGGTGTATCATGTATCTCTTGAATACATGATACACCCAATGGACGG Hs.329989 1575 2.959175 1.99245013 0.039080564 0.4562
PLK1 NM_005030_bp758_R AGCTAAAAAGTCCATTGGGTGTATCATGTATCTCTTGAATACATGATACACCCAATGGACGG Hs.329989 6951 5.372675 2.88976864 0.020541022
PLK1 NM_005030_bp758_R AGCTAAAAAGTCCATTGGGTGTATCATGTATCTCTTGAATACATGATACACCCAATGGACGG Hs.329989 12327 8.683475 4.8377064 0.021828405
PLK2 NM_006622_bp1130_R AGCTAAAAAGGCCCCCATTTGAAACTACAATCTCTTGAATTGTAGTTTCAAATGGGGGCCGG Hs.398157 1867 -0.7635 0.31550347 0.007701457 -1.0012
PLK2 NM_006622_bp1130_R AGCTAAAAAGGCCCCCATTTGAAACTACAATCTCTTGAATTGTAGTTTCAAATGGGGGCCGG Hs.398157 7243 -0.91415 0.74306176 0.033616807 -0.729466667 0.20179042 0.023852016
PLK2 NM_006622_bp1130_R AGCTAAAAAGGCCCCCATTTGAAACTACAATCTCTTGAATTGTAGTTTCAAATGGGGGCCGG Hs.398157 12619 -1.1493 0.51370925 0.00463971 -0.092433333 0.72893206 0.811894978
PLK2 NM_006622_bp1624_R AGCTAAAAAGGGGATGCTATTCGGATGATATCTCTTGAATATCATCCGAATAGCATCCCCGG Hs.398157 538 2.085875 0.35917343 0.000106384 1.417666667 1.18982659 0.069027729
PLK2 NM_006622_bp1624_R AGCTAAAAAGGGGATGCTATTCGGATGATATCTCTTGAATATCATCCGAATAGCATCCCCGG Hs.398157 5914 1.96795 1.35734977 0.014812139 1.486033333 0.65990497 0.015177515
PLK2 NM_006622_bp1624_R AGCTAAAAAGGGGATGCTATTCGGATGATATCTCTTGAATATCATCCGAATAGCATCCCCGG Hs.398157 11290 1.57655 0.7794938 0.004814468 0.6389 1.08233792 0.280967037
PLK2 NM_006622_bp2131_R AGCTAAAAAGCCCTAATGATGCTCTTTAATTCTCTTGAAATTAAAGAGCATCATTAGGGCGG Hs.398157 1869 0.448775 1.17524915 0.38569722 -1.167866667 1.62567415 0.1947225
PLK2 NM_006622_bp2131_R AGCTAAAAAGCCCTAATGATGCTCTTTAATTCTCTTGAAATTAAAGAGCATCATTAGGGCGG Hs.398157 7245 0.3782 1.42302374 0.533000575 -1.1312 1.76037894 0.233604261
PLK2 NM_006622_bp2131_R AGCTAAAAAGCCCTAATGATGCTCTTTAATTCTCTTGAAATTAAAGAGCATCATTAGGGCGG Hs.398157 12621 0.4649 1.89034815 0.586838743 -1.326166667 1.9843404 0.2172322
PLK3 NM_004073_bp1498_R AGCTAAAAAGTGGGTTGACTACTCCAATAATCTCTTGAATTATTGGAGTAGTCAACCCACGG Hs.153640 237 1.4824 -0.61875 1.21346595 0.388784882
PLK3 NM_004073_bp1498_R AGCTAAAAAGTGGGTTGACTACTCCAATAATCTCTTGAATTATTGGAGTAGTCAACCCACGG Hs.153640 5613 1.4962 -2.735166667 3.79399319 0.18586907
PLK3 NM_004073_bp1498_R AGCTAAAAAGTGGGTTGACTACTCCAATAATCTCTTGAATTATTGGAGTAGTCAACCCACGG Hs.153640 10989 5.50815 5.68520923 0.098291839 0.7238625 5.73576913 0.771400594
PLK3 NM_004073_bp832_R AGCTAAAAAGTCACTGGGCTGTGTCATGTATCTCTTGAATACATGACACAGCCCAGTGACGG 12486
PLK4 NM_014264_bp1131_R AGCTAAAAAGGTCAGCCACTCCCAAATAAATCTCTTGAATTTATTTGGGAGTGGCTGACCGG Hs.172052 451 -1.9626 2.6394744 0.114546615 1.141666667 1.2222457 0.120976434
PLK4 NM_014264_bp1131_R AGCTAAAAAGGTCAGCCACTCCCAAATAAATCTCTTGAATTTATTTGGGAGTGGCTGACCGG Hs.172052 5827 -1.1814 4.0604981 0.486985713 0.1484 1.24027395 0.808268745
PLK4 NM_014264_bp1131_R AGCTAAAAAGGTCAGCCACTCCCAAATAAATCTCTTGAATTTATTTGGGAGTGGCTGACCGG Hs.172052 11203 -2.8691 3.72511199 0.103883707 2.126966667 2.64002521 0.152082998
PLK4 NM_014264_bp2953_R AGCTAAAAAGAGTGTCTTCTATCAGTTATATCTCTTGAATATAACTGATAGAAGACACTCGG Hs.172052 1584 1.433325 0.68858778 0.004666552 1.4606 1.45268374 0.099724695
PLK4 NM_014264_bp2953_R AGCTAAAAAGAGTGTCTTCTATCAGTTATATCTCTTGAATATAACTGATAGAAGACACTCGG Hs.172052 6960 1.4143 0.41967094 0.001023286 1.3498 1.20531289 0.080148582
PLK4 NM_014264_bp2953_R AGCTAAAAAGAGTGTCTTCTATCAGTTATATCTCTTGAATATAACTGATAGAAGACACTCGG Hs.172052 12336 1.21415 0.48672443 0.003118415 1.268233333 1.21876538 0.095115425
PLK4 NM_014264_bp983_R AGCTAAAAAGTCCCGAAATTCTTCAACAAATCTCTTGAATTTGTTGAAGAATTTCGGGACGG Hs.172052 452 1.299075 1.96548016 0.152607822 3.7699 0.12555505 8.03E-05
PLK4 NM_014264_bp983_R AGCTAAAAAGTCCCGAAATTCTTCAACAAATCTCTTGAATTTGTTGAAGAATTTCGGGACGG Hs.172052 5828 1.5391 2.09537841 0.119335185 6.4574 1.15987846 0.00056042
PLK4 NM_014264_bp983_R AGCTAAAAAGTCCCGAAATTCTTCAACAAATCTCTTGAATTTGTTGAAGAATTTCGGGACGG Hs.172052 11204 1.31025 2.09411849 0.170789411 7.089333333 1.42669885 0.000779625
PLS3 BC056898_bp1245_R AGCTAAAAAGTGGCTAACCTGTTTAATAAATCTCTTGAATTTATTAAACAGGTTAGCCACGG Hs.496622 4516 -0.47365 0.5667775 0.121586286 0.5185 0.51190545 0.094739224 0.3416 0.47324316 0.283207496
PLS3 BC056898_bp1245_R AGCTAAAAAGTGGCTAACCTGTTTAATAAATCTCTTGAATTTATTAAACAGGTTAGCCACGG Hs.496622 9892 -0.628375 0.35080209 0.020169432 0.52 0.46191087 0.077862887 -0.1136 0.29223024 0.669403642
PLS3 BC056898_bp1245_R AGCTAAAAAGTGGCTAACCTGTTTAATAAATCTCTTGAATTTATTAAACAGGTTAGCCACGG Hs.496622 15268 -0.6264 0.60089431 0.064944854 0.407375 0.43769048 0.130349506 0.0155 0.45162052 0.957987211
PLS3 BC056898_bp1413_R AGCTAAAAAGCCCTGGTAATCTTACAGTTATCTCTTGAATAACTGTAAGATTACCAGGGCGG Hs.496622 4518 -0.33045 0.21287947 0.0834828 0.4928 0.45539634 0.08748623 -0.32926667 0.57125933 0.332317698
PLS3 BC056898_bp1413_R AGCTAAAAAGCCCTGGTAATCTTACAGTTATCTCTTGAATAACTGTAAGATTACCAGGGCGG Hs.496622 9894 0.714725 1.14593069 0.18203089 0.1845 0.50394756 0.485378167 -0.2369 0.28424241 0.385643349
PLS3 BC056898_bp1413_R AGCTAAAAAGCCCTGGTAATCTTACAGTTATCTCTTGAATAACTGTAAGATTACCAGGGCGG Hs.496622 15270 0.3456 0.5698697 0.293122163 0.28025 0.3913836 0.432836274 -0.0324 0.92998684 0.94597163
PLS3 BC056898_bp821_R AGCTAAAAAGGGACTGCTTTGGCAGATCATTCTCTTGAAATGATCTGCCAAAGCAGTCCCGG Hs.496622 4520 0.435325 0.58201386 0.154178169 -0.390825 0.27862192 0.078198124 1.2968 0.06729064 0.002247013
PLS3 BC056898_bp821_R AGCTAAAAAGGGACTGCTTTGGCAGATCATTCTCTTGAAATGATCTGCCAAAGCAGTCCCGG Hs.496622 9896 0.7458 0.38920062 0.031506057 -0.72295 0.65329596 0.172437252 1.219633333 0.47631344 0.007611788
PLS3 BC056898_bp821_R AGCTAAAAAGGGACTGCTTTGGCAGATCATTCTCTTGAAATGATCTGCCAAAGCAGTCCCGG Hs.496622 15272 0.589225 0.45211157 0.042158113 -0.8004 0.48701009 0.04971066 1.38485 0.24755808 0.012135648
PMAIP1 NM_021127_bp1624_R AGCTAAAAAGTTACAAGAGTCTTATAACTATCTCTTGAATAGTTATAAGACTCTTGTAACGG Hs.96 884 -0.2153875 0.6750938 0.492830715 -0.5964625 1.21712956 0.244950205 0.156775 0.1079781 0.062308002 0.04855 0.12193399 0.484033183
PMAIP1 NM_021127_bp1624_R AGCTAAAAAGTTACAAGAGTCTTATAACTATCTCTTGAATAGTTATAAGACTCTTGTAACGG Hs.96 6260 -0.3017375 0.77638945 0.398203982 -0.46961667 0.42955103 0.148060139 0.096275 0.12561142 0.222833037 0.043425 0.10681452 0.475699468
PMAIP1 NM_021127_bp1624_R AGCTAAAAAGTTACAAGAGTCTTATAACTATCTCTTGAATAGTTATAAGACTCTTGTAACGG Hs.96 11636 -0.0849625 0.69863811 0.78799965 -0.7188625 0.80203671 0.074318433 0.191775 0.05804248 0.007055842 -0.036425 0.15170971 0.663929126
PMAIP1 NM_021127_bp236_R AGCTAAAAAGGAAGTCGAGTGTGCTACTCATCTCTTGAATGAGTAGCACACTCGACTTCCGG Hs.96 885 -1.0615125 0.58884689 0.00972535 -0.3702875 1.57516768 0.547370152 -0.262425 0.19517473 0.074469192 0.0821 0.40722655 0.713806561
PMAIP1 NM_021127_bp236_R AGCTAAAAAGGAAGTCGAGTGTGCTACTCATCTCTTGAATGAGTAGCACACTCGACTTCCGG Hs.96 6261 -1.1323875 0.60995205 0.008351544 -0.3358125 2.01379403 0.661171728 -0.0376 0.22593983 0.761163108 0.216125 0.14527744 0.058815903
PMAIP1 NM_021127_bp236_R AGCTAAAAAGGAAGTCGAGTGTGCTACTCATCTCTTGAATGAGTAGCACACTCGACTTCCGG Hs.96 11637 -1.0249625 0.57160934 0.010232659 -0.5246875 1.26264855 0.314143915 -0.08875 0.17097028 0.375509496 0.259925 0.22130708 0.10039707
PMAIP1 NM_021127_bp390_R AGCTAAAAAGGTGCACGTTTCATCAATTTGTCTCTTGAACAAATTGATGAAACGTGCACCGG Hs.96 886 0.0026625 0.31098299 0.988552231 1.656475 1.5710852 0.057225079 -0.0005 0.14602988 0.994966116 -0.0826 0.20330055 0.475947127
PMAIP1 NM_021127_bp390_R AGCTAAAAAGGTGCACGTTTCATCAATTTGTCTCTTGAACAAATTGATGAAACGTGCACCGG Hs.96 6262 0.1486125 0.31505042 0.440917469 0.922283333 1.78274423 0.234509467 0.247725 0.03710987 0.000908316 0.159475 0.07975819 0.028027482
PMAIP1 NM_021127_bp390_R AGCTAAAAAGGTGCACGTTTCATCAATTTGTCTCTTGAACAAATTGATGAAACGTGCACCGG Hs.96 11638 0.1679375 0.32303361 0.393041552 0.98345 1.84857754 0.22176536 0.0766 0.12104371 0.294995342 0.245375 0.06742202 0.005352358
PML NM_033238_bp1324_R AGCTAAAAAGATGCAGCTGTATCCAAGAAATCTCTTGAATTTCTTGGATACAGCTGCATCGG Hs.526464 3751 -0.392433333 0.89882798 0.384519303 0.0481
PML NM_033238_bp1324_R AGCTAAAAAGATGCAGCTGTATCCAAGAAATCTCTTGAATTTCTTGGATACAGCTGCATCGG Hs.526464 9127 -0.280266667 0.71690619 0.451465786 0.0694
PML NM_033238_bp1324_R AGCTAAAAAGATGCAGCTGTATCCAAGAAATCTCTTGAATTTCTTGGATACAGCTGCATCGG Hs.526464 14503 -0.2169 0.7258536 0.55761083 0.0845
PML NM_033238_bp1501_R AGCTAAAAAGTGTACGCCTTCTCCATCAAATCTCTTGAATTTGATGGAGAAGGCGTACACGG Hs.526464 3753 0.104925 0.08394894 0.466873323 -0.2356875 0.3416366 0.317330846
PML NM_033238_bp1501_R AGCTAAAAAGTGTACGCCTTCTCCATCAAATCTCTTGAATTTGATGGAGAAGGCGTACACGG Hs.526464 9129 0.159925 0.06432937 0.27867757 0.0195125 0.41883522 0.935811668
PML NM_033238_bp1501_R AGCTAAAAAGTGTACGCCTTCTCCATCAAATCTCTTGAATTTGATGGAGAAGGCGTACACGG Hs.526464 14505 0.182 0.07155153 0.227042137 0.0152875 0.33441099 0.945596487
PML NM_033238_bp285_R AGCTAAAAAGGAGGAGGAGTTCCAGTTTCTTCTCTTGAAAGAAACTGGAACTCCTCCTCCGG Hs.526464 3749 0.429375 0.68023301 0.202657288 -0.0443875 0.409007 0.85346388
PML NM_033238_bp285_R AGCTAAAAAGGAGGAGGAGTTCCAGTTTCTTCTCTTGAAAGAAACTGGAACTCCTCCTCCGG Hs.526464 9125 0.3118 0.52868249 0.253662124 -0.0804625 0.34123947 0.722539718
PML NM_033238_bp285_R AGCTAAAAAGGAGGAGGAGTTCCAGTTTCTTCTCTTGAAAGAAACTGGAACTCCTCCTCCGG Hs.526464 14501 0.34055 0.53938418 0.223726406 -0.0570625 0.31630178 0.796332846
PMS2 AF116615_bp215_R AGCTAAAAAGAAGGACGCCTCATCATTTCATCTCTTGAATGAAATGATGAGGCGTCCTTCGG Hs.520205 3586 0.7946 -0.308275 0.57270614 0.296308131
PMS2 AF116615_bp215_R AGCTAAAAAGAAGGACGCCTCATCATTTCATCTCTTGAATGAAATGATGAGGCGTCCTTCGG Hs.520205 8962 1.3067 -0.38805 0.61913087 0.217623559
PMS2 AF116615_bp215_R AGCTAAAAAGAAGGACGCCTCATCATTTCATCTCTTGAATGAAATGATGAGGCGTCCTTCGG Hs.520205 14338 1.0274 -0.305525 0.54733876 0.289441969
PMS2 AF116615_bp275_R AGCTAAAAAGCTCAACTTCTTAACAGTGTATCTCTTGAATACACTGTTAAGAAGTTGAGCGG Hs.520205 3590 -0.4002625 0.11858226 0.033002435 0.55795 0.55676229 0.079864789
PMS2 AF116615_bp275_R AGCTAAAAAGCTCAACTTCTTAACAGTGTATCTCTTGAATACACTGTTAAGAAGTTGAGCGG Hs.520205 8966 -0.4211125 0.1367272 0.029499062 0.29135 1.01604576 0.492902307
PMS2 AF116615_bp275_R AGCTAAAAAGCTCAACTTCTTAACAGTGTATCTCTTGAATACACTGTTAAGAAGTTGAGCGG Hs.520205 14342 -0.3954875 0.13447136 0.036231268 0.5515 0.84999684 0.163871297
PMS2 AF116615_bp507_R AGCTAAAAAGGCAGCGATCTGATGAATTGGTCTCTTGAACCAATTCATCAGATCGCTGCCGG Hs.520205 3588 1.7788 0.3951286 0.001527888 0.39015 0.2216577 0.093256177
PMS2 AF116615_bp507_R AGCTAAAAAGGCAGCGATCTGATGAATTGGTCTCTTGAACCAATTCATCAGATCGCTGCCGG Hs.520205 8964 2.190566667 0.41709171 0.000762064 0.495325 0.36000717 0.064703835
PMS2 AF116615_bp507_R AGCTAAAAAGGCAGCGATCTGATGAATTGGTCTCTTGAACCAATTCATCAGATCGCTGCCGG Hs.520205 14340 2.025266667 0.32651056 0.000675168 0.468675 0.23678907 0.055496729
PNCK NM_198452_bp1288_R AGCTAAAAAGTGGGACAGCTGGATGATTCATCTCTTGAATGAATCATCCAGCTGTCCCACGG Hs.436667 1974 2.644275 1.46053279 0.005988153 0.01605 1.01286793 0.97203573
PNCK NM_198452_bp1288_R AGCTAAAAAGTGGGACAGCTGGATGATTCATCTCTTGAATGAATCATCCAGCTGTCCCACGG Hs.436667 7350 2.44025 1.05602768 0.002300992 -0.09655 0.87491937 0.810561744
PNCK NM_198452_bp1288_R AGCTAAAAAGTGGGACAGCTGGATGATTCATCTCTTGAATGAATCATCCAGCTGTCCCACGG Hs.436667 12726 2.716775 1.34587512 0.003844918 0.30905 1.08068773 0.534422407
PNCK NM_198452_bp1383_R AGCTAAAAAGAGGGCCAGCTATGAGTTTGATCTCTTGAATCAAACTCATAGCTGGCCCTCGG Hs.436667 800 1.237225 1.63162108 0.112594466 0.02825 0.41321832 0.899943567
PNCK NM_198452_bp1383_R AGCTAAAAAGAGGGCCAGCTATGAGTTTGATCTCTTGAATCAAACTCATAGCTGGCCCTCGG Hs.436667 6176 1.308 1.65877121 0.10188853 0.142966667 0.2808095 0.536101795
PNCK NM_198452_bp1383_R AGCTAAAAAGAGGGCCAGCTATGAGTTTGATCTCTTGAATCAAACTCATAGCTGGCCCTCGG Hs.436667 11552 1.369025 1.76456345 0.105564719 0.2736 0.35974397 0.309874845
PNCK NM_198452_bp309_R AGCTAAAAAGTAGGATCAGTCACCCCAACATCTCTTGAATGTTGGGGTGACTGATCCTACGG Hs.436667 801
PNCK NM_198452_bp309_R AGCTAAAAAGTAGGATCAGTCACCCCAACATCTCTTGAATGTTGGGGTGACTGATCCTACGG Hs.436667 6177
PNCK NM_198452_bp309_R AGCTAAAAAGTAGGATCAGTCACCCCAACATCTCTTGAATGTTGGGGTGACTGATCCTACGG Hs.436667 11553
POLH NM_006502_bp1142_R AGCTAAAAAGCCGAGGGATTGAACATGATCTCTCTTGAAGATCATGTTCAATCCCTCGGCGG Hs.439153 4998 1.3105375 1.33084597 0.056385948 0.5992375 0.19529791 0.013373598
POLH NM_006502_bp1142_R AGCTAAAAAGCCGAGGGATTGAACATGATCTCTCTTGAAGATCATGTTCAATCCCTCGGCGG Hs.439153 10374 1.8330125 0.33767468 0.000170013 0.5413375 0.29671763 0.032331275



POLH NM_006502_bp1142_R AGCTAAAAAGCCGAGGGATTGAACATGATCTCTCTTGAAGATCATGTTCAATCCCTCGGCGG Hs.439153 15750 1.0565875 2.90174077 0.392364719 0.6660875 0.05502542 0.005131873
POLH NM_006502_bp1822_R AGCTAAAAAGAGCCCTTCTTTAAGCAGAAATCTCTTGAATTTCTGCTTAAAGAAGGGCTCGG Hs.439153 4994 -0.9297375 1.11246288 0.093084413 0.0267625 0.45581166 0.91102981
POLH NM_006502_bp1822_R AGCTAAAAAGAGCCCTTCTTTAAGCAGAAATCTCTTGAATTTCTGCTTAAAGAAGGGCTCGG Hs.439153 10370 -0.3468625 0.13728008 0.055606321 0.1337375 0.37271201 0.53556294
POLH NM_006502_bp1822_R AGCTAAAAAGAGCCCTTCTTTAAGCAGAAATCTCTTGAATTTCTGCTTAAAGAAGGGCTCGG Hs.439153 15746 -1.5047875 2.18011557 0.13775863 0.1960875 0.38165134 0.381663745
POLH NM_006502_bp2074_R AGCTAAAAAGTGCTGGAGGTGACTCAGAAATCTCTTGAATTTCTGAGTCACCTCCAGCACGG Hs.439153 4996 -2.5522375 1.5560801 0.008876029 0.3211375 0.79066913 0.402513161
POLH NM_006502_bp2074_R AGCTAAAAAGTGCTGGAGGTGACTCAGAAATCTCTTGAATTTCTGAGTCACCTCCAGCACGG Hs.439153 10372 -1.8443875 1.102779 0.008944434 0.3846625 0.72978875 0.29499198
POLH NM_006502_bp2074_R AGCTAAAAAGTGCTGGAGGTGACTCAGAAATCTCTTGAATTTCTGAGTCACCTCCAGCACGG Hs.439153 15748 -1.9317875 2.47358531 0.101570751 0.3786625 0.72560293 0.299613626
POLR1A NM_015425_bp109_R AGCTAAAAAGGGCATTTCCTTCGGGATGTATCTCTTGAATACATCCCGAAGGAAATGCCCGG Hs.531818 2893 0.635616667 0.72384994 0.120593965 -0.76528333 0.96373448 0.14172884
POLR1A NM_015425_bp109_R AGCTAAAAAGGGCATTTCCTTCGGGATGTATCTCTTGAATACATCCCGAAGGAAATGCCCGG Hs.531818 8269 0.590325 0.94784129 0.25391806 -0.77941667 1.02424153 0.149503209
POLR1A NM_015425_bp109_R AGCTAAAAAGGGCATTTCCTTCGGGATGTATCTCTTGAATACATCCCGAAGGAAATGCCCGG Hs.531818 13645 0.690025 0.93384057 0.199140461 -0.58158333 1.13343993 0.300359064
POLR1A NM_015425_bp1208_R AGCTAAAAAGGCCAGTCCCTCATAGACAAATCTCTTGAATTTGTCTATGAGGGACTGGCCGG Hs.531818 2891 0.602475 0.42746042 0.021855214 -0.1907125 0.61413482 0.615660862
POLR1A NM_015425_bp1208_R AGCTAAAAAGGCCAGTCCCTCATAGACAAATCTCTTGAATTTGTCTATGAGGGACTGGCCGG Hs.531818 8267 0.95065 0.78371404 0.029435662 -0.4522125 0.68628781 0.220077296
POLR1A NM_015425_bp1208_R AGCTAAAAAGGCCAGTCCCTCATAGACAAATCTCTTGAATTTGTCTATGAGGGACTGGCCGG Hs.531818 13643 0.465975 0.63807671 0.119469416 -0.3207875 0.86042634 0.456832799
POLR1A NM_015425_bp367_R AGCTAAAAAGCTTCGGGGCTCTTGTTTAAATCTCTTGAATTTAAACAAGAGCCCCGAAGCGG Hs.531818 2895 -1.2504 0.15244767 0.000367229 -0.7535375 0.64084757 0.048586344
POLR1A NM_015425_bp367_R AGCTAAAAAGCTTCGGGGCTCTTGTTTAAATCTCTTGAATTTAAACAAGAGCCCCGAAGCGG Hs.531818 8271 -1.26345 0.11556514 0.000343492 -0.4652625 0.73748362 0.228016968
POLR1A NM_015425_bp367_R AGCTAAAAAGCTTCGGGGCTCTTGTTTAAATCTCTTGAATTTAAACAAGAGCCCCGAAGCGG Hs.531818 13647 -1.1792 0.25441581 0.001192608 -0.5097375 1.05841401 0.300764538
POLR1B NM_019014_bp2884_R AGCTAAAAAGACGATGGATTGCCGTTTATATCTCTTGAATATAAACGGCAATCCATCGTCGG Hs.86337 2897 -0.917925 0.39160336 0.008683636 -0.0174875 0.36012287 0.911926321
POLR1B NM_019014_bp2884_R AGCTAAAAAGACGATGGATTGCCGTTTATATCTCTTGAATATAAACGGCAATCCATCGTCGG Hs.86337 8273 -0.625425 0.38482918 0.038819562 0.0528375 0.46868822 0.707778545
POLR1B NM_019014_bp2884_R AGCTAAAAAGACGATGGATTGCCGTTTATATCTCTTGAATATAAACGGCAATCCATCGTCGG Hs.86337 13649 -0.879075 0.50094916 0.018805833 -0.0511875 0.30249942 0.969144602
POLR1B NM_019014_bp3360_R AGCTAAAAAGGCTGCTGGCTACAATTTCTATCTCTTGAATAGAAATTGTAGCCAGCAGCCGG Hs.86337 2899 -0.510175 0.22789338 0.031319289 -0.3745375 0.37246591 0.184923258
POLR1B NM_019014_bp3360_R AGCTAAAAAGGCTGCTGGCTACAATTTCTATCTCTTGAATAGAAATTGTAGCCAGCAGCCGG Hs.86337 8275 -0.428525 0.2279744 0.060700205 -0.3213625 0.4880858 0.304028765
POLR1B NM_019014_bp3360_R AGCTAAAAAGGCTGCTGGCTACAATTTCTATCTCTTGAATAGAAATTGTAGCCAGCAGCCGG Hs.86337 13651 -0.488525 0.38337448 0.080747447 -0.0115625 0.62090005 0.914930652
POLR1B NM_019014_bp582_R AGCTAAAAAGCACGTGGAGTCCTTCAACTATCTCTTGAATAGTTGAAGGACTCCACGTGCGG Hs.86337 2901 0.104825 0.42365283 0.484681153 0.0572875 1.06069408 0.81766251
POLR1B NM_019014_bp582_R AGCTAAAAAGCACGTGGAGTCCTTCAACTATCTCTTGAATAGTTGAAGGACTCCACGTGCGG Hs.86337 8277 0.0422 0.31983759 0.615461117 -0.0949625 0.75597147 0.876688989
POLR1B NM_019014_bp582_R AGCTAAAAAGCACGTGGAGTCCTTCAACTATCTCTTGAATAGTTGAAGGACTCCACGTGCGG Hs.86337 13653 0.25025 0.44693318 0.223099604 0.2863625 0.62946573 0.293531574
POLR1C NM_004875_bp116_R AGCTAAAAAGGGTTCGCAATGTCCATACTATCTCTTGAATAGTATGGACATTGCGAACCCGG Hs.584839 2931 0.286625 0.71726992 0.321997369 0.417466667 0.99785988 0.332918764
POLR1C NM_004875_bp116_R AGCTAAAAAGGGTTCGCAATGTCCATACTATCTCTTGAATAGTATGGACATTGCGAACCCGG Hs.584839 8307 0.26885 0.71278038 0.342884253 1.0178 1.23418284 0.087683885
POLR1C NM_004875_bp116_R AGCTAAAAAGGGTTCGCAATGTCCATACTATCTCTTGAATAGTATGGACATTGCGAACCCGG Hs.584839 13683 0.148725 0.82542857 0.584388933 0.622566667 0.6536606 0.098529899
POLR1C NM_004875_bp330_R AGCTAAAAAGGTCCTGGTGTACAATAATACTCTCTTGAAGTATTATTGTACACCAGGACCGG Hs.584839 2903 1.68905 2.08342812 0.085309148 1.98345 2.12520943 0.064033864
POLR1C NM_004875_bp330_R AGCTAAAAAGGTCCTGGTGTACAATAATACTCTCTTGAAGTATTATTGTACACCAGGACCGG Hs.584839 8279 1.278966667 2.50915861 0.265897505 2.6197 3.06219663 0.073679082
POLR1C NM_004875_bp330_R AGCTAAAAAGGTCCTGGTGTACAATAATACTCTCTTGAAGTATTATTGTACACCAGGACCGG Hs.584839 13655 1.361566667 2.63178537 0.260787291 2.62125 2.86767155 0.062557522
POLR1C NM_004875_bp894_R AGCTAAAAAGCTGGATACCTTCAGCAGAGATCTCTTGAATCTCTGCTGAAGGTATCCAGCGG Hs.584839 2929 0.03315 0.34287577 0.663204167 -0.4366125 0.38585076 0.131000224
POLR1C NM_004875_bp894_R AGCTAAAAAGCTGGATACCTTCAGCAGAGATCTCTTGAATCTCTGCTGAAGGTATCCAGCGG Hs.584839 8305 0.056625 0.34786908 0.584749371 -0.3137375 0.38512578 0.273431164
POLR1C NM_004875_bp894_R AGCTAAAAAGCTGGATACCTTCAGCAGAGATCTCTTGAATCTCTGCTGAAGGTATCCAGCGG Hs.584839 13681 -0.1163 0.43495983 0.799373269 -0.5909625 0.36784779 0.0483032
POLR1E NM_022490_bp1074_R AGCTAAAAAGGAACTTAATTTCGGATTCTATCTCTTGAATAGAATCCGAAATTAAGTTCCGG Hs.591087 2806 -1.16078333 1.0377114 0.050313267
POLR1E NM_022490_bp1074_R AGCTAAAAAGGAACTTAATTTCGGATTCTATCTCTTGAATAGAATCCGAAATTAAGTTCCGG Hs.591087 8182 -1.09415 1.05210149 0.062670368
POLR1E NM_022490_bp1074_R AGCTAAAAAGGAACTTAATTTCGGATTCTATCTCTTGAATAGAATCCGAAATTAAGTTCCGG Hs.591087 13558 -0.261475 0.32157436 0.31516352 -1.21471667 0.71830071 0.018712835
POLR1E NM_022490_bp297_R AGCTAAAAAGGCTCTCCTATGTGGGAAACATCTCTTGAATGTTTCCCACATAGGAGAGCCGG Hs.591087 2802 -0.0366 0.43834751 0.931477198 -1.3115375 0.95953793 0.015609164
POLR1E NM_022490_bp297_R AGCTAAAAAGGCTCTCCTATGTGGGAAACATCTCTTGAATGTTTCCCACATAGGAGAGCCGG Hs.591087 8178 -0.0284 0.40328589 0.898681265 -1.3080625 0.93502271 0.01452364
POLR1E NM_022490_bp297_R AGCTAAAAAGGCTCTCCTATGTGGGAAACATCTCTTGAATGTTTCCCACATAGGAGAGCCGG Hs.591087 13554 -0.05505 0.40459557 0.994130361 -1.3807375 0.98196039 0.013461909
POLR1E NM_022490_bp920_R AGCTAAAAAGCCCGATGCATATGGTTTCTGTCTCTTGAACAGAAACCATATGCATCGGGCGG Hs.591087 2804 -1.052425 0.29500919 0.002462315 0.2312625 1.21501897 0.57365565
POLR1E NM_022490_bp920_R AGCTAAAAAGCCCGATGCATATGGTTTCTGTCTCTTGAACAGAAACCATATGCATCGGGCGG Hs.591087 8180 -1.127483333 0.19028849 0.004223613 0.2550375 1.21434383 0.541766262
POLR1E NM_022490_bp920_R AGCTAAAAAGCCCGATGCATATGGTTTCTGTCTCTTGAACAGAAACCATATGCATCGGGCGG Hs.591087 13556 -0.90885 0.40700605 0.009737841 0.0548625 0.94030918 0.802872014
POLR2H NM_006232_bp198_R AGCTAAAAAGGATCTAATCTTAGATGTAAATCTCTTGAATTTACATCTAAGATTAGATCCGG Hs.432574 2937 1.804875 1.87471685 0.098772172 0.4356875 1.04425828 0.285073786
POLR2H NM_006232_bp198_R AGCTAAAAAGGATCTAATCTTAGATGTAAATCTCTTGAATTTACATCTAAGATTAGATCCGG Hs.432574 8313 0.93015 0.9827095 0.05310678 0.3034625 0.686206 0.292141687
POLR2H NM_006232_bp198_R AGCTAAAAAGGATCTAATCTTAGATGTAAATCTCTTGAATTTACATCTAAGATTAGATCCGG Hs.432574 13689 1.740575 1.7730349 0.095396422 0.4388125 0.86568658 0.220335494
POLR2H NM_006232_bp339_R AGCTAAAAAGGCTGACCAGTTTGAGTATGTTCTCTTGAAACATACTCAAACTGGTCAGCCGG Hs.432574 2933 -0.24735 0.2997493 0.330498633 -0.0458375 0.91389241 0.993735166
POLR2H NM_006232_bp339_R AGCTAAAAAGGCTGACCAGTTTGAGTATGTTCTCTTGAAACATACTCAAACTGGTCAGCCGG Hs.432574 8309 -0.222 0.31108928 0.40129288 -0.0348125 0.85519258 0.98259142
POLR2H NM_006232_bp339_R AGCTAAAAAGGCTGACCAGTTTGAGTATGTTCTCTTGAAACATACTCAAACTGGTCAGCCGG Hs.432574 13685 -0.21 0.31942048 0.44122755 -0.0568375 0.89254774 0.97044682
POLR2H NM_006232_bp93_R AGCTAAAAAGGGCATCCTGTTTGAGGATATTCTCTTGAAATATCCTCAAACAGGATGCCCGG Hs.432574 2935 0.252775 0.21415283 0.102858921 -0.0624125 0.31823178 0.929267212
POLR2H NM_006232_bp93_R AGCTAAAAAGGGCATCCTGTTTGAGGATATTCTCTTGAAATATCCTCAAACAGGATGCCCGG Hs.432574 8311 0.27565 0.19314536 0.077054527 0.0577125 0.43322727 0.684723212
POLR2H NM_006232_bp93_R AGCTAAAAAGGGCATCCTGTTTGAGGATATTCTCTTGAAATATCCTCAAACAGGATGCCCGG Hs.432574 13687 0.1508 0.19530507 0.225863223 -0.0808375 0.42614846 0.8760447
POLR2L NM_021128_bp38_R AGCTAAAAAGCTGCTTCACTTGTGGCAAGATCTCTTGAATCTTGCCACAAGTGAAGCAGCGG Hs.441072 2939 -0.0089 0.2604815 0.784641181 -0.5854625 0.73165994 0.134405926
POLR2L NM_021128_bp38_R AGCTAAAAAGCTGCTTCACTTGTGGCAAGATCTCTTGAATCTTGCCACAAGTGAAGCAGCGG Hs.441072 8315 -0.05875 0.22333594 0.989919704 -0.3121125 0.59696807 0.367978437
POLR2L NM_021128_bp38_R AGCTAAAAAGCTGCTTCACTTGTGGCAAGATCTCTTGAATCTTGCCACAAGTGAAGCAGCGG Hs.441072 13691 -0.201475 0.28231973 0.433202036 -0.3291375 1.10561673 0.528436132
POLR2L NM_021128_bp618_R AGCTAAAAAGTACCCTCTCTCTCGGAATCTTCTCTTGAAAGATTCCGAGAGAGAGGGTACGG Hs.441072 2943 1.186575 0.28652023 0.000823872 -0.5937125 0.26607115 0.034696472
POLR2L NM_021128_bp618_R AGCTAAAAAGTACCCTCTCTCTCGGAATCTTCTCTTGAAAGATTCCGAGAGAGAGGGTACGG Hs.441072 8319 1.12645 0.57214594 0.006186008 -0.4656875 0.20671148 0.072015557
POLR2L NM_021128_bp618_R AGCTAAAAAGTACCCTCTCTCTCGGAATCTTCTCTTGAAAGATTCCGAGAGAGAGGGTACGG Hs.441072 13695 1.1906 0.37684296 0.001502395 -0.5409125 0.41713609 0.074195098
POLR2L NM_021128_bp796_R AGCTAAAAAGGCACAGTGTTCACACCTGTATCTCTTGAATACAGGTGTGAACACTGTGCCGG Hs.441072 2941 -0.167 0.46323519 0.64636255 0.9271125 0.72050008 0.019949936
POLR2L NM_021128_bp796_R AGCTAAAAAGGCACAGTGTTCACACCTGTATCTCTTGAATACAGGTGTGAACACTGTGCCGG Hs.441072 8317 -0.1628 0.47567621 0.663116154 0.7048875 0.84328408 0.073734917
POLR2L NM_021128_bp796_R AGCTAAAAAGGCACAGTGTTCACACCTGTATCTCTTGAATACAGGTGTGAACACTGTGCCGG Hs.441072 13693 -0.148575 0.46605904 0.701082321 0.6426625 0.80258156 0.08568097
PON2 AK054688_bp1196_R AGCTAAAAAGTGCCCTTCTTGGGTGGTATATCTCTTGAATATACCACCCAAGAAGGGCACGG Hs.530077 3955 -0.4014625 0.21156924 0.04675936 -0.55905 0.68277599 0.110750229
PON2 AK054688_bp1196_R AGCTAAAAAGTGCCCTTCTTGGGTGGTATATCTCTTGAATATACCACCCAAGAAGGGCACGG Hs.530077 9331 -0.3343625 0.21964361 0.082903546 -0.39385 0.36216844 0.123559313
PON2 AK054688_bp1196_R AGCTAAAAAGTGCCCTTCTTGGGTGGTATATCTCTTGAATATACCACCCAAGAAGGGCACGG Hs.530077 14707 -0.5489875 0.26053912 0.02025786 -0.12575 0.17519655 0.53307073
PON2 AK054688_bp1753_R AGCTAAAAAGTGCGATAACTTAACAATTAATCTCTTGAATTAATTGTTAAGTTATCGCACGG Hs.530077 3951 -0.6595375 0.20888814 0.007477622 -0.318675 0.18881399 0.147237818
PON2 AK054688_bp1753_R AGCTAAAAAGTGCGATAACTTAACAATTAATCTCTTGAATTAATTGTTAAGTTATCGCACGG Hs.530077 9327 -0.5935125 0.23132509 0.012888303 -0.29495 0.19086995 0.175088842
PON2 AK054688_bp1753_R AGCTAAAAAGTGCGATAACTTAACAATTAATCTCTTGAATTAATTGTTAAGTTATCGCACGG Hs.530077 14703 -0.6437375 0.30449353 0.014203019 -0.348575 0.15575822 0.112844907
PON2 AK054688_bp740_R AGCTAAAAAGCAGGAAGGTTACCTCTAAATTCTCTTGAAATTTAGAGGTAACCTTCCTGCGG Hs.530077 3953 1.73555 0.85142728 0.025340255 0.14645 0.17151844 0.4695717
PON2 AK054688_bp740_R AGCTAAAAAGCAGGAAGGTTACCTCTAAATTCTCTTGAAATTTAGAGGTAACCTTCCTGCGG Hs.530077 9329 1.7109 0.59510107 0.014710721 0.0981 0.19040902 0.627663928
PON2 AK054688_bp740_R AGCTAAAAAGCAGGAAGGTTACCTCTAAATTCTCTTGAAATTTAGAGGTAACCTTCCTGCGG Hs.530077 14705 1.4884 0.54120967 0.005695755 0.129175 0.25253163 0.543444894
POU2AF1 NM_006235_bp1253_R AGCTAAAAAGCCTATGCGCTTAACCACACTTCTCTTGAAAGTGTGGTTAAGCGCATAGGCGG Hs.2407 3451 -0.339675 0.5649807 0.238364388 -0.0320875 0.78673289 0.925587686 0.29625 0.36026121 0.198592626 0.20925 0.44692196 0.418143072
POU2AF1 NM_006235_bp1253_R AGCTAAAAAGCCTATGCGCTTAACCACACTTCTCTTGAAAGTGTGGTTAAGCGCATAGGCGG Hs.2407 8827 -0.111675 0.40462991 0.605823383 0.4968375 0.51912377 0.099851232 0.30055 0.35550205 0.189445189 0.329125 0.46606507 0.252707476
POU2AF1 NM_006235_bp1253_R AGCTAAAAAGCCTATGCGCTTAACCACACTTCTCTTGAAAGTGTGGTTAAGCGCATAGGCGG Hs.2407 14203 -0.368775 0.30326817 0.088178869 0.1402375 0.99574431 0.733347135 0.30435 0.35608859 0.185906562 0.3668 0.45652252 0.206427418
POU2AF1 NM_006235_bp2190_R AGCTAAAAAGGGAGGAAGCTTGAGTTTGATTCTCTTGAAATCAAACTCAAGCTTCCTCCCGG Hs.2407 3453 0.379225 0.29003279 0.077411676 -0.2509625 0.18379236 0.236981192 0.352825 0.12946509 0.012130702 0.163 0.34599001 0.415589001
POU2AF1 NM_006235_bp2190_R AGCTAAAAAGGGAGGAAGCTTGAGTTTGATTCTCTTGAAATCAAACTCAAGCTTCCTCCCGG Hs.2407 8829 0.407275 0.2719777 0.058259895 -0.2830375 0.19657789 0.192003759 0.409275 0.22381098 0.035310963 0.124075 0.3165983 0.490345341
POU2AF1 NM_006235_bp2190_R AGCTAAAAAGGGAGGAAGCTTGAGTTTGATTCTCTTGAAATCAAACTCAAGCTTCCTCCCGG Hs.2407 14205 0.490875 0.29448468 0.035748074 -0.2534125 0.17387929 0.230475747 0.350275 0.24330656 0.063565892 0.1419 0.35007606 0.476890635
POU2AF1 NM_006235_bp2241_R AGCTAAAAAGGCTCCAGATTACTTGGTTATTCTCTTGAAATAACCAAGTAATCTGGAGCCGG Hs.2407 3455 0.73275 0.09726146 0.002819949 0.0293625 0.21745669 0.88555885 0.674075 0.26644123 0.014898073 1.1325 0.43790773 0.014023464
POU2AF1 NM_006235_bp2241_R AGCTAAAAAGGCTCCAGATTACTTGGTTATTCTCTTGAAATAACCAAGTAATCTGGAGCCGG Hs.2407 8831 1.5243 1.4325336 0.043694496 0.3182125 0.71268638 0.341148456 0.68425 0.27130262 0.015025401 1.131625 0.48033807 0.018097553
POU2AF1 NM_006235_bp2241_R AGCTAAAAAGGCTCCAGATTACTTGGTTATTCTCTTGAAATAACCAAGTAATCTGGAGCCGG Hs.2407 14207 0.740875 0.19562912 0.004266651 0.1485625 0.44955669 0.557505865 0.7134 0.19921263 0.005606132 1.127725 0.43955215 0.014334895
POU2F2 M36542_bp1196_R AGCTAAAAAGCACAACAGTTACTACCTTATTCTCTTGAAATAAGGTAGTAACTGTTGTGCGG Hs.515429 4815 -1.2749625 1.65709052 0.108430536 0.0141375 0.83730933 0.970798204 0.222125 0.51869878 0.454700163 0.528375 0.35026662 0.056894997
POU2F2 M36542_bp1196_R AGCTAAAAAGCACAACAGTTACTACCTTATTCTCTTGAAATAAGGTAGTAACTGTTGTGCGG Hs.515429 10191 -0.1540125 0.24649542 0.381633687 0.1231875 0.78341015 0.737132439 0.338325 0.50000676 0.268907382 0.590875 0.33465765 0.038605457
POU2F2 M36542_bp1196_R AGCTAAAAAGCACAACAGTTACTACCTTATTCTCTTGAAATAAGGTAGTAACTGTTGTGCGG Hs.515429 15567 -1.1384625 1.78221623 0.165196614 0.0699875 0.79236764 0.849525624 0.242575 0.44390646 0.354339371 0.570375 0.32584255 0.039454764
POU2F2 M36542_bp76_R AGCTAAAAAGCTCCAGAAATAAGAATGTCTTCTCTTGAAAGACATTCTTATTTCTGGAGCGG Hs.515429 4817 -0.5719375 0.18858171 0.011901426 -0.2032125 0.28799607 0.302456891 -0.082775 0.61709848 0.805879567 0.32755 0.55117893 0.320130919
POU2F2 M36542_bp76_R AGCTAAAAAGCTCCAGAAATAAGAATGTCTTCTCTTGAAAGACATTCTTATTTCTGGAGCGG Hs.515429 10193 -0.5045625 0.15340463 0.016366362 -0.1494125 0.29524173 0.440199404 -0.0275 0.55660274 0.927518656 0.411425 0.51083946 0.205611939
POU2F2 M36542_bp76_R AGCTAAAAAGCTCCAGAAATAAGAATGTCTTCTCTTGAAAGACATTCTTATTTCTGGAGCGG Hs.515429 15569 -0.8013375 0.76863429 0.056220402 -0.1260625 0.30060878 0.514033694 -0.052725 0.61134503 0.874033714 0.386125 0.52633027 0.238597619
POU2F2 M36542_bp797_R AGCTAAAAAGGCTCAACGATGCAGAGACTATCTCTTGAATAGTCTCTGCATCGTTGAGCCGG Hs.515429 4813 0.5051375 0.19276485 0.019491473 -0.3761125 0.39183899 0.133301176 0.240925 0.13747575 0.039339641 -0.29715 1.05516688 0.612630932
POU2F2 M36542_bp797_R AGCTAAAAAGGCTCAACGATGCAGAGACTATCTCTTGAATAGTCTCTGCATCGTTGAGCCGG Hs.515429 10189 0.8985375 0.53263305 0.013997084 -0.3766375 0.43711609 0.154461263 0.274575 0.13121825 0.024866263 -0.269975 1.06940347 0.648378647
POU2F2 M36542_bp797_R AGCTAAAAAGGCTCAACGATGCAGAGACTATCTCTTGAATAGTCTCTGCATCGTTGAGCCGG Hs.515429 15565 0.2867125 0.66714736 0.365927757 -0.2572625 0.35510574 0.248377385 0.3206 0.11079955 0.010263217 -0.156425 1.10201116 0.794960392
POU5F1 NM_002701_bp569_R AGCTAAAAAGGGGGTTCTATTTGGGAAGGTTCTCTTGAAACCTTCCCAAATAGAACCCCCGG Hs.249184 3501 0.247275 0.34719872 0.241864001 0.0154375 0.26405466 0.941704302
POU5F1 NM_002701_bp569_R AGCTAAAAAGGGGGTTCTATTTGGGAAGGTTCTCTTGAAACCTTCCCAAATAGAACCCCCGG Hs.249184 8877 0.297075 0.25708588 0.128024484 0.0588625 0.32043745 0.790828405
POU5F1 NM_002701_bp569_R AGCTAAAAAGGGGGTTCTATTTGGGAAGGTTCTCTTGAAACCTTCCCAAATAGAACCCCCGG Hs.249184 14253 0.317175 0.28438394 0.120479599 0.0279125 0.34103416 0.901475962
POU5F1 NM_002701_bp626_R AGCTAAAAAGCAGCTTAGCTTCAAGAACATTCTCTTGAAATGTTCTTGAAGCTAAGCTGCGG Hs.249184 3499 -0.3007 0.87814323 0.445492969 0.5048875 0.62974038 0.126263906
POU5F1 NM_002701_bp626_R AGCTAAAAAGCAGCTTAGCTTCAAGAACATTCTCTTGAAATGTTCTTGAAGCTAAGCTGCGG Hs.249184 8875 0.806975 0.56793913 0.024808666 0.2746625 0.52615541 0.327406192
POU5F1 NM_002701_bp626_R AGCTAAAAAGCAGCTTAGCTTCAAGAACATTCTCTTGAAATGTTCTTGAAGCTAAGCTGCGG Hs.249184 14251 0.361175 0.69480446 0.279745257 0.2797625 0.06819344 0.173939096
POU5F1 NM_002701_bp875_R AGCTAAAAAGGTCCGAGTGTGGTTCTGTAATCTCTTGAATTACAGAACCACACTCGGACCGG Hs.249184 3497 -0.763575 0.63242683 0.03969028 -0.0544625 0.69574061 0.86337833
POU5F1 NM_002701_bp875_R AGCTAAAAAGGTCCGAGTGTGGTTCTGTAATCTCTTGAATTACAGAACCACACTCGGACCGG Hs.249184 8873 -0.680025 0.06467893 0.003544497 0.4338375 0.53928566 0.147184653
POU5F1 NM_002701_bp875_R AGCTAAAAAGGTCCGAGTGTGGTTCTGTAATCTCTTGAATTACAGAACCACACTCGGACCGG Hs.249184 14249 -0.3433 0.42438971 0.161107152 0.2383875 1.1287938 0.603313199
POU5F1 NM_018489_bp1399_R AGCTAAAAAGTGGTTGGACTGGTTAATAAATCTCTTGAATTTATTAACCAGTCCAACCACGG Hs.491060 3085 0.2862 0.51137343 0.27974146 -0.907575 0.41359136 0.007550142
POU5F1 NM_018489_bp1399_R AGCTAAAAAGTGGTTGGACTGGTTAATAAATCTCTTGAATTTATTAACCAGTCCAACCACGG Hs.491060 8461 0.322875 0.56768844 0.260706484 -0.885325 0.44092216 0.009500718
POU5F1 NM_018489_bp1399_R AGCTAAAAAGTGGTTGGACTGGTTAATAAATCTCTTGAATTTATTAACCAGTCCAACCACGG Hs.491060 13837 0.2885 0.47514418 0.255240534 -0.8956 0.49182616 0.01122093
POU5F1 NM_018489_bp3385_R AGCTAAAAAGCTGCCACATTTGGCTCTAAATCTCTTGAATTTAGAGCCAAATGTGGCAGCGG Hs.491060 3087 -1.4683 0.31194549 0.000407701 -0.923025 0.34044154 0.005089196
POU5F1 NM_018489_bp3385_R AGCTAAAAAGCTGCCACATTTGGCTCTAAATCTCTTGAATTTAGAGCCAAATGTGGCAGCGG Hs.491060 8463 -1.436 0.3327702 0.000524125 -0.889175 0.368383 0.006827299
POU5F1 NM_018489_bp3385_R AGCTAAAAAGCTGCCACATTTGGCTCTAAATCTCTTGAATTTAGAGCCAAATGTGGCAGCGG Hs.491060 13839 -1.514225 0.4041588 0.000671664 -0.87735 0.33632195 0.006347679
POU5F1 NM_018489_bp7511_R AGCTAAAAAGCCGAGATGATGGGAATATCATCTCTTGAATGATATTCCCATCATCTCGGCGG Hs.491060 3089 0.401875 0.37301503 0.092537531 -1.4061 0.82769269 0.006062736
POU5F1 NM_018489_bp7511_R AGCTAAAAAGCCGAGATGATGGGAATATCATCTCTTGAATGATATTCCCATCATCTCGGCGG Hs.491060 8465 0.40005 0.41577139 0.110048807 -1.277425 0.88707191 0.011752307
POU5F1 NM_018489_bp7511_R AGCTAAAAAGCCGAGATGATGGGAATATCATCTCTTGAATGATATTCCCATCATCTCGGCGG Hs.491060 13841 0.248275 0.19029621 0.155890674 -1.353325 0.78242472 0.006014353
PPARA NM_001001930_bp1530_R AGCTAAAAAGCTGGTAGCGTATGGAAATGGTCTCTTGAACCATTTCCATACGCTACCAGCGG Hs.275711 5064 0.4489125 0.28477698 0.04567347 -0.3011375 0.45613789 0.247270271
PPARA NM_001001930_bp1530_R AGCTAAAAAGCTGGTAGCGTATGGAAATGGTCTCTTGAACCATTTCCATACGCTACCAGCGG Hs.275711 10440 0.5114625 0.2871611 0.029960713 -0.3742875 0.39555217 0.136496589
PPARA NM_001001930_bp1530_R AGCTAAAAAGCTGGTAGCGTATGGAAATGGTCTCTTGAACCATTTCCATACGCTACCAGCGG Hs.275711 15816 0.8064125 0.7235468 0.047163278 0.1170875 0.55244047 0.673198545
PPARA NM_001001930_bp665_R AGCTAAAAAGCGAGGATAGTTCTGGAAGCTTCTCTTGAAAGCTTCCAGAACTATCCTCGCGG Hs.275711 5062 0.1029375 0.18920614 0.519212843 0.0474875 0.13535498 0.750376797
PPARA NM_001001930_bp665_R AGCTAAAAAGCGAGGATAGTTCTGGAAGCTTCTCTTGAAAGCTTCCAGAACTATCCTCGCGG Hs.275711 10438 0.1845125 0.06291254 0.219632024 0.0890875 0.1295383 0.554070129
PPARA NM_001001930_bp665_R AGCTAAAAAGCGAGGATAGTTCTGGAAGCTTCTCTTGAAAGCTTCCAGAACTATCCTCGCGG Hs.275711 15814 0.1985375 0.10004755 0.20113888 0.1058125 0.13095124 0.486518484
PPARA NM_001001930_bp998_R AGCTAAAAAGCCAGTATTGTCGATTTCACATCTCTTGAATGTGAAATCGACAATACTGGCGG Hs.275711 5060 -0.1500625 0.50145641 0.54796202 -0.8270625 0.63679646 0.040501852
PPARA NM_001001930_bp998_R AGCTAAAAAGCCAGTATTGTCGATTTCACATCTCTTGAATGTGAAATCGACAATACTGGCGG Hs.275711 10436 -0.0483875 0.42189912 0.825392734 -0.9015375 0.93983908 0.082483873
PPARA NM_001001930_bp998_R AGCTAAAAAGCCAGTATTGTCGATTTCACATCTCTTGAATGTGAAATCGACAATACTGGCGG Hs.275711 15812 -0.0103125 0.4735402 0.965084128 -0.8010375 0.84091177 0.086807267
PPARD AK122614_bp1287_R AGCTAAAAAGAGCCTAAGTTTGAATTTGCTTCTCTTGAAAGCAAATTCAAACTTAGGCTCGG Hs.485196 4678 0.5195125 0.17608064 0.01622219 -0.4566875 0.81819769 0.264151847 0.7164 0.13252894 0.001692891 0.236575 0.22389988 0.124984022
PPARD AK122614_bp1287_R AGCTAAAAAGAGCCTAAGTTTGAATTTGCTTCTCTTGAAAGCAAATTCAAACTTAGGCTCGG Hs.485196 10054 0.3109625 0.3425091 0.153633667 0.1314625 0.86387105 0.742125219 0.660175 0.14045802 0.002550511 0.22395 0.22315126 0.13836334
PPARD AK122614_bp1287_R AGCTAAAAAGAGCCTAAGTTTGAATTTGCTTCTCTTGAAAGCAAATTCAAACTTAGGCTCGG Hs.485196 15430 0.3684875 0.25247302 0.071903292 0.1346125 0.21817091 0.434004784 0.6794 0.13424046 0.002054005 0.209225 0.24897875 0.191419269
PPARD AK122614_bp135_R AGCTAAAAAGGCATGCACGTGATACTCACATCTCTTGAATGTGAGTATCACGTGCATGCCGG Hs.485196 4680 -0.2099375 0.23787751 0.242986987 -0.9602625 0.8079364 0.04720022 0.0842 0.64072936 0.809701267 0.289175 0.76955654 0.506914015
PPARD AK122614_bp135_R AGCTAAAAAGGCATGCACGTGATACTCACATCTCTTGAATGTGAGTATCACGTGCATGCCGG Hs.485196 10056 -0.3623625 0.44318505 0.1520666 -0.791383333 0.67598713 0.089925776 0.15805 0.61278536 0.64157421 0.31185 0.75376451 0.468659126
PPARD AK122614_bp135_R AGCTAAAAAGGCATGCACGTGATACTCACATCTCTTGAATGTGAGTATCACGTGCATGCCGG Hs.485196 15432 -0.2796375 0.41835394 0.234682319 -0.6271875 0.5293728 0.060531394 0.17985 0.6635889 0.62545365 0.35125 0.81239707 0.450797053
PPARD AK122614_bp23_R AGCTAAAAAGACCTGGGGATTAATGGGAAATCTCTTGAATTTCCCATTAATCCCCAGGTCGG Hs.485196 10082 -0.5214875 0.14745904 0.014071239 -0.3370625 0.39491815 0.170092257 -0.060225 0.42663222 0.79605004 0.2485 0.32524659 0.223952805
PPARD AK122614_bp23_R AGCTAAAAAGACCTGGGGATTAATGGGAAATCTCTTGAATTTCCCATTAATCCCCAGGTCGG Hs.485196 15458 -0.5036625 0.10442137 0.013668853 -0.1975875 0.74052501 0.576829457 -0.107975 0.44800807 0.662770219 0.2329 0.32419874 0.246321025
PPARD AK122614_bp23_R AGCTAAAAAGACCTGGGGATTAATGGGAAATCTCTTGAATTTCCCATTAATCCCCAGGTCGG Hs.485196 4706 -0.141075 0.45150465 0.576333609 0.39325 0.20231649 0.030172245
PPM1A NM_021003_bp1342_R AGCTAAAAAGTCCATGTGATGCGCACATTATCTCTTGAATAATGTGCGCATCACATGGACGG Hs.592298 2775 3.489575 0.44508784 1.59E-05 -1.108975 0.77579007 0.014219957
PPM1A NM_021003_bp1342_R AGCTAAAAAGTCCATGTGATGCGCACATTATCTCTTGAATAATGTGCGCATCACATGGACGG Hs.592298 8151 3.485375 0.39556494 1.12E-05 -1.156825 0.77684259 0.011917578
PPM1A NM_021003_bp1342_R AGCTAAAAAGTCCATGTGATGCGCACATTATCTCTTGAATAATGTGCGCATCACATGGACGG Hs.592298 13527 3.53585 0.32793431 6.33E-06 -1.0418 0.78075231 0.018762893
PPM1A NM_021003_bp736_R AGCTAAAAAGCTGTAGGTGTCTTAATTTCTTCTCTTGAAAGAAATTAAGACACCTACAGCGG Hs.592298 2779 0.061625 0.23039315 0.710876708 0.09375 1.45479542 0.868133098
PPM1A NM_021003_bp736_R AGCTAAAAAGCTGTAGGTGTCTTAATTTCTTCTCTTGAAAGAAATTAAGACACCTACAGCGG Hs.592298 8155 0.182375 0.18598949 0.272410294 0.625625 1.27484826 0.241540494
PPM1A NM_021003_bp736_R AGCTAAAAAGCTGTAGGTGTCTTAATTTCTTCTCTTGAAAGAAATTAAGACACCTACAGCGG Hs.592298 13531 -0.053525 0.27832831 0.763209227 0.277725 1.21875436 0.571128402
PPM1A NM_021003_bp886_R AGCTAAAAAGGTGGCTCTGTAATGATTCAGTCTCTTGAACTGAATCATTACAGAGCCACCGG Hs.592298 2777 0.251875 0.14005845 0.132180776 -1.055975 0.43274202 0.004035615
PPM1A NM_021003_bp886_R AGCTAAAAAGGTGGCTCTGTAATGATTCAGTCTCTTGAACTGAATCATTACAGAGCCACCGG Hs.592298 8153 0.183775 0.1027911 0.232266399 -0.9917 0.4505369 0.005904243
PPM1A NM_021003_bp886_R AGCTAAAAAGGTGGCTCTGTAATGATTCAGTCTCTTGAACTGAATCATTACAGAGCCACCGG Hs.592298 13529 0.2107 0.17678856 0.209139345 -0.98945 0.22651083 0.002292029
PPM1D NM_003620_bp1663_R AGCTAAAAAGCCCTGACTTTAAGGATACATTCTCTTGAAATGTATCCTTAAAGTCAGGGCGG Hs.591184 1958 -1.4112875 0.43146434 0.00111784 -0.0481375 0.03869559 0.79870282
PPM1D NM_003620_bp1663_R AGCTAAAAAGCCCTGACTTTAAGGATACATTCTCTTGAAATGTATCCTTAAAGTCAGGGCGG Hs.591184 7334 -1.2926875 0.46474063 0.002062955 -0.2320375 0.16606252 0.265697041
PPM1D NM_003620_bp1663_R AGCTAAAAAGCCCTGACTTTAAGGATACATTCTCTTGAAATGTATCCTTAAAGTCAGGGCGG Hs.591184 12710 -1.4441125 0.32196448 0.000473125 -0.1496875 0.06942188 0.441361862
PPM1D NM_003620_bp1712_R AGCTAAAAAGCCTTGTGCCTACTAATTCAATCTCTTGAATTGAATTAGTAGGCACAAGGCGG Hs.591184 1028 -0.3485875 0.17424169 0.062193224 -0.3923375 0.19617312 0.087453349
PPM1D NM_003620_bp1712_R AGCTAAAAAGCCTTGTGCCTACTAATTCAATCTCTTGAATTGAATTAGTAGGCACAAGGCGG Hs.591184 6404 -0.5412875 0.36241407 0.036179758 -0.3687125 0.05538881 0.087391697
PPM1D NM_003620_bp1712_R AGCTAAAAAGCCTTGTGCCTACTAATTCAATCTCTTGAATTGAATTAGTAGGCACAAGGCGG Hs.591184 11780 -0.5087625 0.17019275 0.017083057 -0.4416875 0.11432291 0.053200532



PPM1D NM_003620_bp573_R AGCTAAAAAGGAGCACTTGTGGGGTTTCATTCTCTTGAAATGAAACCCCACAAGTGCTCCGG Hs.591184 1956 0.3950375 0.23834769 0.055174689 -0.2020625 0.81661412 0.572063493
PPM1D NM_003620_bp573_R AGCTAAAAAGGAGCACTTGTGGGGTTTCATTCTCTTGAAATGAAACCCCACAAGTGCTCCGG Hs.591184 7332 0.3980375 0.34036039 0.08331147 -0.1572625 0.86839723 0.67223393
PPM1D NM_003620_bp573_R AGCTAAAAAGGAGCACTTGTGGGGTTTCATTCTCTTGAAATGAAACCCCACAAGTGCTCCGG Hs.591184 12708 0.2881125 0.34734087 0.182769783 -0.1231125 0.8545933 0.736775741
PPME1 AK095005_bp222_R AGCTAAAAAGGAGCTATATTCTCTCATAATTCTCTTGAAATTATGAGAGAATATAGCTCCGG Hs.503251 3908 0.7726875 0.4712723 0.017992281 0.511775 0.47796721 0.082155412
PPME1 AK095005_bp222_R AGCTAAAAAGGAGCTATATTCTCTCATAATTCTCTTGAAATTATGAGAGAATATAGCTCCGG Hs.503251 9284 0.7755125 0.48639142 0.01920569 0.54995 0.22315413 0.030697059
PPME1 AK095005_bp222_R AGCTAAAAAGGAGCTATATTCTCTCATAATTCTCTTGAAATTATGAGAGAATATAGCTCCGG Hs.503251 14660 0.8171375 0.40583182 0.010071893 0.626975 0.25725696 0.020414191
PPME1 AK095005_bp372_R AGCTAAAAAGGCACTGATGTTGGTAATTATTCTCTTGAAATAATTACCAACATCAGTGCCGG Hs.503251 3904 0.1975875 0.02342763 0.187815043 0.374025 0.33319465 0.131522596
PPME1 AK095005_bp372_R AGCTAAAAAGGCACTGATGTTGGTAATTATTCTCTTGAAATAATTACCAACATCAGTGCCGG Hs.503251 9280 0.0942125 0.17154675 0.545361798 0.4696 0.23964517 0.055524198
PPME1 AK095005_bp372_R AGCTAAAAAGGCACTGATGTTGGTAATTATTCTCTTGAAATAATTACCAACATCAGTGCCGG Hs.503251 14656 0.4958625 0.26961603 0.030501524 0.5751 0.28059393 0.030633254
PPME1 AK095005_bp790_R AGCTAAAAAGCGGGTAGTCTAACAAATGATTCTCTTGAAATCATTTGTTAGACTACCCGCGG Hs.503251 3906 0.1957625 0.14724837 0.22438187 -0.72865 0.296086 0.012466215
PPME1 AK095005_bp790_R AGCTAAAAAGCGGGTAGTCTAACAAATGATTCTCTTGAAATCATTTGTTAGACTACCCGCGG Hs.503251 9282 0.1258875 0.14550786 0.412848186 -0.61155 0.30717718 0.026425262
PPME1 AK095005_bp790_R AGCTAAAAAGCGGGTAGTCTAACAAATGATTCTCTTGAAATCATTTGTTAGACTACCCGCGG Hs.503251 14658 0.2007625 0.14125814 0.211921685 -0.52125 0.32014345 0.048864366
PPP1R14C NM_030949_bp312_R AGCTAAAAAGACAGTGAAATACGATCGTAATCTCTTGAATTACGATCGTATTTCACTGTCGG Hs.486798 5247 -0.3012375 0.07920025 0.072581774 0.1639625 0.6551701 0.607231228
PPP1R14C NM_030949_bp312_R AGCTAAAAAGACAGTGAAATACGATCGTAATCTCTTGAATTACGATCGTATTTCACTGTCGG Hs.486798 10623 -0.2573375 0.28037222 0.187618604 0.1702875 0.51661189 0.524955536
PPP1R14C NM_030949_bp312_R AGCTAAAAAGACAGTGAAATACGATCGTAATCTCTTGAATTACGATCGTATTTCACTGTCGG Hs.486798 15999 0.2115125 0.3228061 0.292095095 0.92165 0.03005204 0.044870491
PPP1R14C NM_030949_bp418_R AGCTAAAAAGAGGTAGAAATTGACATTGATTCTCTTGAAATCAATGTCAATTTCTACCTCGG Hs.486798 5245 0.4687125 0.41674044 0.072413759 0.0281625 0.72415319 0.934191014
PPP1R14C NM_030949_bp418_R AGCTAAAAAGAGGTAGAAATTGACATTGATTCTCTTGAAATCAATGTCAATTTCTACCTCGG Hs.486798 10621 0.3038875 0.48829155 0.241447388 0.0652125 0.55134268 0.812649015
PPP1R14C NM_030949_bp418_R AGCTAAAAAGAGGTAGAAATTGACATTGATTCTCTTGAAATCAATGTCAATTTCTACCTCGG Hs.486798 15997 0.3640625 0.42895587 0.143835064 0.2547125 0.62404052 0.417670028
PPP1R14C NM_030949_bp734_R AGCTAAAAAGGGGGGTCTATTAGACATTTATCTCTTGAATAAATGTCTAATAGACCCCCCGG Hs.486798 5249 0.3864125 0.47426258 0.145509378 -0.6161875 0.6535322 0.098451311
PPP1R14C NM_030949_bp734_R AGCTAAAAAGGGGGGTCTATTAGACATTTATCTCTTGAATAAATGTCTAATAGACCCCCCGG Hs.486798 10625 0.0561375 0.44301065 0.804075316 -0.3989625 0.56997399 0.200451374
PPP1R14C NM_030949_bp734_R AGCTAAAAAGGGGGGTCTATTAGACATTTATCTCTTGAATAAATGTCTAATAGACCCCCCGG Hs.486798 16001 0.5421875 0.41491376 0.046330735 -0.1610875 0.36091811 0.452256236
PPP1R7 BC051689_bp1081_R AGCTAAAAAGCTGGATCTTTACGACAACCATCTCTTGAATGGTTGTCGTAAAGATCCAGCGG Hs.36587 4440 0.26165 0.7921963 0.466878012 0.038125 0.30837524 0.841779058 -0.44426667 0.56861439 0.206268551
PPP1R7 BC051689_bp1081_R AGCTAAAAAGCTGGATCTTTACGACAACCATCTCTTGAATGGTTGTCGTAAAGATCCAGCGG Hs.36587 9816 0.020925 0.74968173 0.949988126 0.08285 0.22746886 0.626934427 0.025366667 0.61381184 0.939463845
PPP1R7 BC051689_bp1081_R AGCTAAAAAGCTGGATCTTTACGACAACCATCTCTTGAATGGTTGTCGTAAAGATCCAGCGG Hs.36587 15192 0.415575 0.93212157 0.327199119 0.008375 0.19674183 0.958425548 0.065766667 0.57667326 0.839598831
PPP1R7 BC051689_bp1475_R AGCTAAAAAGAGCTGTACCTTAGCCACAATTCTCTTGAAATTGTGGCTAAGGTACAGCTCGG Hs.36587 4468 0.211775 1.34581878 0.709129583 -0.2674 0.0842
PPP1R7 BC051689_bp1475_R AGCTAAAAAGAGCTGTACCTTAGCCACAATTCTCTTGAAATTGTGGCTAAGGTACAGCTCGG Hs.36587 9844 0.321725 1.17751953 0.526792939 -0.42485 0.05720494 0.200962724 -0.9239
PPP1R7 BC051689_bp1475_R AGCTAAAAAGAGCTGTACCTTAGCCACAATTCTCTTGAAATTGTGGCTAAGGTACAGCTCGG Hs.36587 15220 0.4635 1.8103267 0.543626209 -0.229025 0.09928056 0.157715034 0.264
PPP1R7 BC051689_bp326_R AGCTAAAAAGGGAGAATGTTGTTGCTCTTGTCTCTTGAACAAGAGCAACAACATTCTCCCGG Hs.36587 4466 0.98655 1.01156919 0.061869764 -0.686925 0.38026602 0.022660229 0.547833333 1.02688902 0.263293818
PPP1R7 BC051689_bp326_R AGCTAAAAAGGGAGAATGTTGTTGCTCTTGTCTCTTGAACAAGAGCAACAACATTCTCCCGG Hs.36587 9842 0.916333333 1.10650671 0.129040577 -0.554425 0.31642213 0.033100816 0.594066667 1.30571321 0.307866196
PPP1R7 BC051689_bp326_R AGCTAAAAAGGGAGAATGTTGTTGCTCTTGTCTCTTGAACAAGAGCAACAACATTCTCCCGG Hs.36587 15218 1.046 1.2328828 0.119051023 -1.0531 0.799566667 1.11200762 0.143252463
PPP2R1A NM_014225_bp1422_R AGCTAAAAAGTGGAGTTCTTTGATGAGAAATCTCTTGAATTTCTCATCAAAGAACTCCACGG Hs.467192 2430 0.2828 0.27759158 0.112062379 -0.6314375 0.64941348 0.086834582
PPP2R1A NM_014225_bp1422_R AGCTAAAAAGTGGAGTTCTTTGATGAGAAATCTCTTGAATTTCTCATCAAAGAACTCCACGG Hs.467192 7806 0.3088 0.21462878 0.071445567 -0.6385125 0.66196957 0.086730565
PPP2R1A NM_014225_bp1422_R AGCTAAAAAGTGGAGTTCTTTGATGAGAAATCTCTTGAATTTCTCATCAAAGAACTCCACGG Hs.467192 13182 0.315725 0.32572837 0.105185756 -0.5391375 0.66653294 0.140977735
PPP2R1A NM_014225_bp1461_R AGCTAAAAAGCCTGGCTTGTGGATCATGTATCTCTTGAATACATGATCCACAAGCCAGGCGG Hs.467192 2428 -0.218925 0.21097819 0.35429018 0.6499125 0.35354439 0.01948157
PPP2R1A NM_014225_bp1461_R AGCTAAAAAGCCTGGCTTGTGGATCATGTATCTCTTGAATACATGATCCACAAGCCAGGCGG Hs.467192 7804 -0.17895 0.24166856 0.49289366 0.6664875 0.3041111 0.014712351
PPP2R1A NM_014225_bp1461_R AGCTAAAAAGCCTGGCTTGTGGATCATGTATCTCTTGAATACATGATCCACAAGCCAGGCGG Hs.467192 13180 -0.169025 0.22575512 0.518664864 0.6580625 0.2870565 0.014577731
PPP2R1A NM_014225_bp1713_R AGCTAAAAAGTTGCCAATGTCCGCTTCAATTCTCTTGAAATTGAAGCGGACATTGGCAACGG Hs.467192 2432 0.6545 0.66903395 0.054197621 -0.1339875 1.09546718 0.836094089
PPP2R1A NM_014225_bp1713_R AGCTAAAAAGTTGCCAATGTCCGCTTCAATTCTCTTGAAATTGAAGCGGACATTGGCAACGG Hs.467192 7808 0.566075 0.66104488 0.077418 -0.4764375 0.64402202 0.18161594
PPP2R1A NM_014225_bp1713_R AGCTAAAAAGTTGCCAATGTCCGCTTCAATTCTCTTGAAATTGAAGCGGACATTGGCAACGG Hs.467192 13184 0.638775 0.67707204 0.059515334 -0.4506625 0.4998769 0.15333286
PPP5C NM_006247_bp566_R AGCTAAAAAGCATGACCATTGAGGATGAGTTCTCTTGAAACTCATCCTCAATGGTCATGCGG Hs.431861 2724 0.9014 0.40317474 0.006651845 0.3773 0.76097261 0.285283992
PPP5C NM_006247_bp566_R AGCTAAAAAGCATGACCATTGAGGATGAGTTCTCTTGAAACTCATCCTCAATGGTCATGCGG Hs.431861 8100 1.2013 0.79141436 0.015202182 0.4946 0.74306409 0.168935992
PPP5C NM_006247_bp566_R AGCTAAAAAGCATGACCATTGAGGATGAGTTCTCTTGAAACTCATCCTCAATGGTCATGCGG Hs.431861 13476 0.999725 0.36430973 0.003356585 0.393225 0.81535747 0.288387885
PPP5C NM_006247_bp607_R AGCTAAAAAGACGGCAAAGTGACAATCAGTTCTCTTGAAACTGATTGTCACTTTGCCGTCGG Hs.431861 2720 1.12955 0.33663575 0.001627028 1.1103 0.54687651 0.005391604
PPP5C NM_006247_bp607_R AGCTAAAAAGACGGCAAAGTGACAATCAGTTCTCTTGAAACTGATTGTCACTTTGCCGTCGG Hs.431861 8096 1.19955 0.42263051 0.002198351 1.0537 0.63545327 0.01011542
PPP5C NM_006247_bp607_R AGCTAAAAAGACGGCAAAGTGACAATCAGTTCTCTTGAAACTGATTGTCACTTTGCCGTCGG Hs.431861 13472 1.178775 0.41562052 0.00227036 1.05575 0.59451722 0.008417636
PPP5C NM_006247_bp987_R AGCTAAAAAGAACCAGATCTACGGTTTCGATCTCTTGAATCGAAACCGTAGATCTGGTTCGG Hs.431861 2722 -1.192075 0.29982787 0.000990957 -0.529725 0.42772622 0.063994627
PPP5C NM_006247_bp987_R AGCTAAAAAGAACCAGATCTACGGTTTCGATCTCTTGAATCGAAACCGTAGATCTGGTTCGG Hs.431861 8098 -1.101575 0.25645434 0.001062989 -0.476325 0.31813866 0.06503459
PPP5C NM_006247_bp987_R AGCTAAAAAGAACCAGATCTACGGTTTCGATCTCTTGAATCGAAACCGTAGATCTGGTTCGG Hs.431861 13474 -1.115675 0.29822112 0.001327205 -0.468725 0.41184567 0.088045091
PPP6C NM_002721_bp559_R AGCTAAAAAGTGGTTTATCTCCTGATATCATCTCTTGAATGATATCAGGAGATAAACCACGG Hs.584019 2738 -1.97265 0.22281603 4.96E-05 -0.6323125 0.31586879 0.03097646
PPP6C NM_002721_bp559_R AGCTAAAAAGTGGTTTATCTCCTGATATCATCTCTTGAATGATATCAGGAGATAAACCACGG Hs.584019 8114 -1.9807 0.19749131 4.21E-05 -0.6394125 0.31924427 0.030055513
PPP6C NM_002721_bp559_R AGCTAAAAAGTGGTTTATCTCCTGATATCATCTCTTGAATGATATCAGGAGATAAACCACGG Hs.584019 13490 -2.024725 0.16997392 3.22E-05 -0.6536625 0.29601253 0.025624067
PPP6C NM_002721_bp788_R AGCTAAAAAGCACGAAGGCTATAAATTTATTCTCTTGAAATAAATTTATAGCCTTCGTGCGG Hs.584019 2712 -1.35185 0.1353998 0.000210933 -0.5245125 0.41990766 0.082756193
PPP6C NM_002721_bp788_R AGCTAAAAAGCACGAAGGCTATAAATTTATTCTCTTGAAATAAATTTATAGCCTTCGTGCGG Hs.584019 8088 -1.3351 0.07139476 0.000197946 -0.6215125 0.40195292 0.044208353
PPP6C NM_002721_bp788_R AGCTAAAAAGCACGAAGGCTATAAATTTATTCTCTTGAAATAAATTTATAGCCTTCGTGCGG Hs.584019 13464 -1.3733 0.08615179 0.000170569 -0.5250125 0.52982126 0.111227978
PPP6C NM_002721_bp873_R AGCTAAAAAGCTTCGATCATGGTCTTCAAATCTCTTGAATTTGAAGACCATGATCGAAGCGG Hs.584019 2740 0.224075 0.13055578 0.09993882 -0.1940125 0.41913154 0.542049064
PPP6C NM_002721_bp873_R AGCTAAAAAGCTTCGATCATGGTCTTCAAATCTCTTGAATTTGAAGACCATGATCGAAGCGG Hs.584019 8116 0.3127 0.3124735 0.09718958 -0.0717375 0.31455262 0.896111036
PPP6C NM_002721_bp873_R AGCTAAAAAGCTTCGATCATGGTCTTCAAATCTCTTGAATTTGAAGACCATGATCGAAGCGG Hs.584019 13492 0.28455 0.235174 0.085377652 0.0298625 0.21729397 0.723809872
PRDM1 NM_001198_bp1563_R AGCTAAAAAGTGCCCTGTCTACAGCAATCTTCTCTTGAAAGATTGCTGTAGACAGGGCACGG Hs.436023 3329 1.894625 0.51445855 0.000489977 -0.013175 0.23112871 0.948971203 1.130725 0.18247391 0.001131945 0.151375 0.51733496 0.599513642
PRDM1 NM_001198_bp1563_R AGCTAAAAAGTGCCCTGTCTACAGCAATCTTCTCTTGAAAGATTGCTGTAGACAGGGCACGG Hs.436023 8705 2.561525 0.71763604 0.000393119 0.172125 0.1939422 0.405403751 1.134875 0.1676731 0.000871886 0.1759 0.54662638 0.565660807
PRDM1 NM_001198_bp1563_R AGCTAAAAAGTGCCCTGTCTACAGCAATCTTCTCTTGAAAGATTGCTGTAGACAGGGCACGG Hs.436023 14081 2.6413 0.76095232 0.000427944 0.2383 0.20832492 0.265622927 1.14325 0.12502582 0.000356699 0.147775 0.51932423 0.609104841
PRDM1 NM_001198_bp574_R AGCTAAAAAGGACCCCTAATAGGTGAAATCTCTCTTGAAGATTTCACCTATTAGGGGTCCGG Hs.436023 3327 1.8462 0.24845758 8.69E-05 1.3266 0.60666936 0.003014695 0.0069 0.63430194 0.984008586 1.01585 0.80364047 0.085564957
PRDM1 NM_001198_bp574_R AGCTAAAAAGGACCCCTAATAGGTGAAATCTCTCTTGAAGATTTCACCTATTAGGGGTCCGG Hs.436023 14079 2.039125 0.39547891 0.000153975 1.364275 0.64145128 0.003093729 0.080775 0.68452045 0.828623838 0.9368 0.93796422 0.139661621
PRDM1 NM_001198_bp574_R AGCTAAAAAGGACCCCTAATAGGTGAAATCTCTCTTGAAGATTTCACCTATTAGGGGTCCGG Hs.436023 8703 1.94255 0.2003101 4.90E-05 0.959 0.20039406 0.038473933 0.082675 0.63808075 0.812294002 0.962225 0.85584766 0.110081775
PRDM1 NM_001198_bp950_R AGCTAAAAAGCCCAAAGAATGTCCCAAAGATCTCTTGAATCTTTGGGACATTCTTTGGGCGG Hs.436023 3325 -0.674225 0.33161981 0.0138905 -1.055125 0.27144529 0.00196908 0.02605 0.55294837 0.93087307 -0.224525 0.53105668 0.459895538
PRDM1 NM_001198_bp950_R AGCTAAAAAGCCCAAAGAATGTCCCAAAGATCTCTTGAATCTTTGGGACATTCTTTGGGCGG Hs.436023 8701 -0.643425 0.32352152 0.015857507 -1.0283 0.25158234 0.002073016 0.079225 0.60950607 0.811711693 -0.210925 0.56603587 0.510184796
PRDM1 NM_001198_bp950_R AGCTAAAAAGCCCAAAGAATGTCCCAAAGATCTCTTGAATCTTTGGGACATTCTTTGGGCGG Hs.436023 14077 -0.580675 0.33464237 0.024595449 -0.6943 0.054275 0.62870488 0.873912629 -0.227425 0.50448384 0.433715713
PRDM10 NM_020228_bp1296_R AGCTAAAAAGGCCCTGCTATGAATGTAACCTCTCTTGAAGGTTACATTCATAGCAGGGCCGG Hs.275086 3271 -0.413675 0.09288381 0.02729217 -0.514725 1.03189158 0.249581458 0.472425 0.15281868 0.008520258 0.4458 0.2550923 0.039617732
PRDM10 NM_020228_bp1296_R AGCTAAAAAGGCCCTGCTATGAATGTAACCTCTCTTGAAGGTTACATTCATAGCAGGGCCGG Hs.275086 8647 -0.54865 0.47652397 0.058702002 -0.54805 1.03280958 0.22380991 0.608375 0.19676806 0.008516916 0.424725 0.29056173 0.061323375
PRDM10 NM_020228_bp1296_R AGCTAAAAAGGCCCTGCTATGAATGTAACCTCTCTTGAAGGTTACATTCATAGCAGGGCCGG Hs.275086 14023 -0.2285 0.3054099 0.248643777 -0.496325 1.15105378 0.304080539 0.6161 0.16832887 0.005265857 0.461075 0.27500261 0.043953018
PRDM10 NM_020228_bp2950_R AGCTAAAAAGTCCCAGACCTTAACGACAGATCTCTTGAATCTGTCGTTAAGGTCTGGGACGG Hs.275086 3273 -0.666675 0.2844884 0.011039077 -0.396225 0.40703957 0.134871659 0.107775 0.80437246 0.806089008 -0.045175 0.51756273 0.872535159
PRDM10 NM_020228_bp2950_R AGCTAAAAAGTCCCAGACCTTAACGACAGATCTCTTGAATCTGTCGTTAAGGTCTGGGACGG Hs.275086 8649 -0.558525 0.52424518 0.067654823 -0.353375 0.56215424 0.233440758 0.119975 0.73554624 0.765689861 0.027275 0.42684276 0.906393735
PRDM10 NM_020228_bp2950_R AGCTAAAAAGTCCCAGACCTTAACGACAGATCTCTTGAATCTGTCGTTAAGGTCTGGGACGG Hs.275086 14025 -0.457075 0.13156751 0.02163763 -0.11965 0.5485921 0.665707587 0.151475 0.81390534 0.734469599 0.07215 0.42746005 0.757923415
PRDM10 NM_020228_bp3499_R AGCTAAAAAGGCGGTTACTTCGGGTCATTATCTCTTGAATAATGACCCGAAGTAACCGCCGG Hs.275086 3269 -0.878425 0.41235158 0.007817714 0.642225 0.22697144 0.01688051 0.69935 0.74399766 0.156698333 0.07245 0.54463528 0.807437937
PRDM10 NM_020228_bp3499_R AGCTAAAAAGGCGGTTACTTCGGGTCATTATCTCTTGAATAATGACCCGAAGTAACCGCCGG Hs.275086 8645 -0.7435 0.49369257 0.023244933 -0.02375 0.44681995 0.923984193 0.67485 0.85056828 0.21074665 0.145675 0.5569022 0.637044479
PRDM10 NM_020228_bp3499_R AGCTAAAAAGGCGGTTACTTCGGGTCATTATCTCTTGAATAATGACCCGAAGTAACCGCCGG Hs.275086 14021 -0.70935 0.29972282 0.009433066 0.348275 0.50720632 0.217528253 0.6825 0.83954121 0.202446129 0.1931 0.58582716 0.55682828
PRDM11 NM_020229_bp1583_R AGCTAAAAAGCCCTAACTGTATTCGCCTAATCTCTTGAATTAGGCGAATACAGTTAGGGCGG Hs.178715 3227 -0.365566667 0.32214522 0.15993968 -0.455775 0.35128579 0.081161216 0.063225 0.39098263 0.767613583 -0.0292 0.21632976 0.804697484
PRDM11 NM_020229_bp1583_R AGCTAAAAAGCCCTAACTGTATTCGCCTAATCTCTTGAATTAGGCGAATACAGTTAGGGCGG Hs.178715 8603 -0.271533333 0.21914288 0.224453177 -0.2252 0.2955655 0.319706723 0.04785 0.43168075 0.838787363 0.032625 0.18509207 0.747755421
PRDM11 NM_020229_bp1583_R AGCTAAAAAGCCCTAACTGTATTCGCCTAATCTCTTGAATTAGGCGAATACAGTTAGGGCGG Hs.178715 13979 -0.095933333 0.21510361 0.637501037 -0.420125 0.22943191 0.076643374 0.084025 0.41120428 0.710198482 0.031675 0.20200299 0.774358598
PRDM11 NM_020229_bp267_R AGCTAAAAAGCCAATTGCATCCCTGATGATTCTCTTGAAATCATCAGGGATGCAATTGGCGG Hs.178715 3229 -0.667125 0.29115668 0.011446095 -0.5137 0.62940808 0.120850202 0.0434 0.64758719 0.901860698 0.2366 0.10231399 0.019032004
PRDM11 NM_020229_bp267_R AGCTAAAAAGCCAATTGCATCCCTGATGATTCTCTTGAAATCATCAGGGATGCAATTGGCGG Hs.178715 8605 -0.61775 0.24873743 0.012138832 -0.451625 0.50755804 0.124192574 0.100475 0.761941 0.809062999 0.348225 0.13115796 0.013041842
PRDM11 NM_020229_bp267_R AGCTAAAAAGCCAATTGCATCCCTGATGATTCTCTTGAAATCATCAGGGATGCAATTGGCGG Hs.178715 13981 -0.652725 0.31734534 0.014494596 -0.491125 0.59616888 0.124853441 0.140925 0.77083694 0.73889328 0.3647 0.07305322 0.002138093
PRDM11 NM_020229_bp727_R AGCTAAAAAGAGAGTGACGTGCGATGTGTATCTCTTGAATACACATCGCACGTCACTCTCGG Hs.178715 3231 -0.15 0.28122196 0.499706689 0.028 2.23391932 0.973344716 0.1692 0.12130367 0.068436318 0.427625 0.72810017 0.3248931
PRDM11 NM_020229_bp727_R AGCTAAAAAGAGAGTGACGTGCGATGTGTATCTCTTGAATACACATCGCACGTCACTCTCGG Hs.178715 8607 -0.561033333 0.12332738 0.032132034 -0.1665 2.2387562 0.843081916 0.182575 0.08790603 0.025362171 0.530825 0.79338639 0.273240008
PRDM11 NM_020229_bp727_R AGCTAAAAAGAGAGTGACGTGCGATGTGTATCTCTTGAATACACATCGCACGTCACTCTCGG Hs.178715 13983 -0.297933333 0.20349057 0.184841388 0.028375 2.47838775 0.975535953 0.238075 0.15784014 0.056909801 0.54015 0.72893836 0.234944716
PRDM12 NM_021619_bp2336_R AGCTAAAAAGATGGTCACTTTAACCTTGTATCTCTTGAATACAAGGTTAAAGTGACCATCGG Hs.495311 3283 -0.94435 0.17344956 0.001287283 -0.34275 0.36012743 0.1696486 -0.02315 0.53445146 0.93642316 0.06825 0.3057523 0.685537683
PRDM12 NM_021619_bp2336_R AGCTAAAAAGATGGTCACTTTAACCTTGTATCTCTTGAATACAAGGTTAAAGTGACCATCGG Hs.495311 8659 -1.286 0.31069044 0.000752085 -0.377 0.75274181 0.282382572 0.096875 0.43080839 0.683409159 0.141725 0.26962554 0.370339779
PRDM12 NM_021619_bp2336_R AGCTAAAAAGATGGTCACTTTAACCTTGTATCTCTTGAATACAAGGTTAAAGTGACCATCGG Hs.495311 14035 -1.231575 0.26247896 0.000660562 -0.24665 0.59770528 0.406244297 0.1042 0.47407682 0.689972839 0.1192 0.34831791 0.542835798
PRDM12 NM_021619_bp601_R AGCTAAAAAGGCACCAGCATCTTCTACAAGTCTCTTGAACTTGTAGAAGATGCTGGTGCCGG Hs.495311 3279 -0.6023 0.62931639 0.08037015 0.531125 0.49010239 0.076282143 -0.2015 0.26576826 0.226693719 0.68325 0.53761645 0.084548204
PRDM12 NM_021619_bp601_R AGCTAAAAAGGCACCAGCATCTTCTACAAGTCTCTTGAACTTGTAGAAGATGCTGGTGCCGG Hs.495311 8655 -0.517075 0.74205275 0.161144634 0.677025 0.61149555 0.051523983 -0.077775 0.2201058 0.530694476 0.692025 0.64456537 0.121020318
PRDM12 NM_021619_bp601_R AGCTAAAAAGGCACCAGCATCTTCTACAAGTCTCTTGAACTTGTAGAAGATGCTGGTGCCGG Hs.495311 14031 -0.6266 0.46803709 0.037111014 0.77125 0.58547584 0.029776933 -0.085975 0.19661981 0.446199241 0.7457 0.60093577 0.089128187
PRDM12 NM_021619_bp663_R AGCTAAAAAGTACGGAAACTCACACAACACTCTCTTGAAGTGTTGTGTGAGTTTCCGTACGG Hs.495311 3281 -0.6238 0.55804677 0.055714559 0.102725 0.63524841 0.732148477 -0.0738 0.50141752 0.822597927 0.301766667 0.35924185 0.282928457
PRDM12 NM_021619_bp663_R AGCTAAAAAGTACGGAAACTCACACAACACTCTCTTGAAGTGTTGTGTGAGTTTCCGTACGG Hs.495311 8657 -0.4429 0.33906735 0.061085845 0.1909 0.62181454 0.524692893 -0.081766667 0.32146932 0.702579745 0.129575 0.28150079 0.425152837
PRDM12 NM_021619_bp663_R AGCTAAAAAGTACGGAAACTCACACAACACTCTCTTGAAGTGTTGTGTGAGTTTCCGTACGG Hs.495311 14033 -0.413525 0.55582951 0.159966152 0.224425 0.65656636 0.471592943 0.100275 0.19045628 0.369663286 0.413466667 0.2673449 0.115675004
PRDM13 NM_021620_bp1770_R AGCTAAAAAGGAGTCCATCTCCTACTTCAGTCTCTTGAACTGAAGTAGGAGATGGACTCCGG Hs.287386 3313 -1.5243 0.23069546 0.000194144 -0.918325 0.49140259 0.010033846 0.2113 0.75312374 0.675029948 0.14955 0.60411293 0.65451792
PRDM13 NM_021620_bp1770_R AGCTAAAAAGGAGTCCATCTCCTACTTCAGTCTCTTGAACTGAAGTAGGAGATGGACTCCGG Hs.287386 8689 -1.523 0.17815968 0.001096039 -0.79855 0.48977865 0.018059371 0.121675 0.59314219 0.709146847 0.123875 0.60116132 0.707930536
PRDM13 NM_021620_bp1770_R AGCTAAAAAGGAGTCCATCTCCTACTTCAGTCTCTTGAACTGAAGTAGGAGATGGACTCCGG Hs.287386 14065 -1.359575 0.1224231 0.000178616 -0.849475 0.51849887 0.015705613 0.1309 0.61454825 0.698821353 0.173725 0.59882572 0.602474919
PRDM13 NM_021620_bp609_R AGCTAAAAAGCTGACAGTGTGGTATTCTAATCTCTTGAATTAGAATACCACACTGTCAGCGG Hs.287386 3285 2.03005 1.11805356 0.006358913 1.3085 3.34404939 0.339054406 -0.2414 0.68599728 0.604210247 0.2908 1.30851464 0.686809381
PRDM13 NM_021620_bp609_R AGCTAAAAAGCTGACAGTGTGGTATTCTAATCTCTTGAATTAGAATACCACACTGTCAGCGG Hs.287386 8661 1.539 0.45842032 0.000896737 0.94685 2.70447131 0.394242475 0.227 0.45184123 0.606741913 0.4721 1.31080818 0.523380293
PRDM13 NM_021620_bp609_R AGCTAAAAAGCTGACAGTGTGGTATTCTAATCTCTTGAATTAGAATACCACACTGTCAGCGG Hs.287386 14037 1.83295 0.92015667 0.004668723 2.8907 0.29245 0.39704046 0.487007297 0.49805 1.18483236 0.462234609
PRDM13 NM_021620_bp723_R AGCTAAAAAGACGTTTAGATACCCCAACAGTCTCTTGAACTGTTGGGGTATCTAAACGTCGG Hs.287386 3287 0.927725 0.3649064 0.004646903 0.10645 0.54767524 0.699961199 1.162025 1.23388345 0.156150044 0.09095 0.59391516 0.779422217
PRDM13 NM_021620_bp723_R AGCTAAAAAGACGTTTAGATACCCCAACAGTCTCTTGAACTGTTGGGGTATCTAAACGTCGG Hs.287386 8663 1.01025 0.38033742 0.003556686 0.0547 0.84167301 0.879488997 0.704266667 1.10137186 0.383424103 0.134 0.66037451 0.712078
PRDM13 NM_021620_bp723_R AGCTAAAAAGACGTTTAGATACCCCAACAGTCTCTTGAACTGTTGGGGTATCTAAACGTCGG Hs.287386 14039 0.959225 0.28789651 0.0024416 0.247575 0.78828714 0.481252497 0.723966667 0.95109056 0.318097008 0.150775 0.68370432 0.689024618
PRDM14 NM_024504_bp630_R AGCTAAAAAGTTGTGGACCTGACACTTTAATCTCTTGAATTAAAGTGTCAGGTCCACAACGG Hs.287532 3315 0.961175 0.28275705 0.002339778 0.404225 0.40040461 0.126538797 0.192175 0.54622892 0.532351255 0.639675 0.23311866 0.011901823
PRDM14 NM_024504_bp630_R AGCTAAAAAGTTGTGGACCTGACACTTTAATCTCTTGAATTAAAGTGTCAGGTCCACAACGG Hs.287532 8691 0.98975 0.26299456 0.001804353 0.456 0.4343371 0.100809936 0.1851 0.47557895 0.493076966 0.6484 0.25573975 0.01480994
PRDM14 NM_024504_bp630_R AGCTAAAAAGTTGTGGACCTGACACTTTAATCTCTTGAATTAAAGTGTCAGGTCCACAACGG Hs.287532 14067 0.92965 0.27474199 0.002573898 0.4465 0.32780229 0.081047716 0.199525 0.48788248 0.4733202 0.709325 0.26712069 0.013035823
PRDM14 NM_024504_bp802_R AGCTAAAAAGGACCTGCACTTCGTTCTGTATCTCTTGAATACAGAACGAAGTGCAGGTCCGG Hs.287532 3317 -0.8221 0.38433164 0.008654601 -0.282475 0.22219906 0.199533156 0.1918 0.43940435 0.446914102 0.24155 0.60280156 0.481488046
PRDM14 NM_024504_bp802_R AGCTAAAAAGGACCTGCACTTCGTTCTGTATCTCTTGAATACAGAACGAAGTGCAGGTCCGG Hs.287532 8693 0.092925 0.77582396 0.787437422 -0.307775 0.22989639 0.169262708 0.226625 0.40389198 0.343489984 0.220625 0.61992355 0.527957932
PRDM14 NM_024504_bp802_R AGCTAAAAAGGACCTGCACTTCGTTCTGTATCTCTTGAATACAGAACGAAGTGCAGGTCCGG Hs.287532 14069 -0.407475 0.1534719 0.035127572 -0.241475 0.31018988 0.294377976 0.2139 0.43707494 0.399870238 0.182425 0.54207565 0.54911739
PRDM15 AY063456_bp730_R AGCTAAAAAGCGACTCAGTTTACCAATCTCTCTCTTGAAGAGATTGGTAAACTGAGTCGCGG Hs.473893 3377 -1.29945 0.66062884 0.0061303 -0.53615 0.18286459 0.030538365 0.6055 0.40694516 0.058792858 0.284375 0.17409954 0.046889785
PRDM15 AY063456_bp730_R AGCTAAAAAGCGACTCAGTTTACCAATCTCTCTCTTGAAGAGATTGGTAAACTGAGTCGCGG Hs.473893 8753 -0.6943 0.57097882 0.041964911 -0.33135 0.34115442 0.175738864 0.6199 0.49705551 0.088149619 0.292375 0.10420129 0.011184935
PRDM15 AY063456_bp730_R AGCTAAAAAGCGACTCAGTTTACCAATCTCTCTCTTGAAGAGATTGGTAAACTGAGTCGCGG Hs.473893 14129 -0.31305 0.66656343 0.327065991 -0.35575 0.19358503 0.113448239 0.6862 0.54414397 0.08601603 0.3009 0.17840342 0.043306558
PRDM15 AY063456_bp841_R AGCTAAAAAGGCTCTGCCATGTTGCACAACTCTCTTGAAGTTGTGCAACATGGCAGAGCCGG Hs.473893 3379 0.7935 0.48777652 0.017763668 0.144225 1.3123055 0.780233887 0.56845 0.85016889 0.27348836 0.245625 0.32740011 0.230474036
PRDM15 AY063456_bp841_R AGCTAAAAAGGCTCTGCCATGTTGCACAACTCTCTTGAAGTTGTGCAACATGGCAGAGCCGG Hs.473893 8755 0.67355 0.25733394 0.009044132 0.132975 0.86967713 0.720228909 0.51205 0.84427277 0.311930951 0.31005 0.20194083 0.054532313
PRDM15 AY063456_bp841_R AGCTAAAAAGGCTCTGCCATGTTGCACAACTCTCTTGAAGTTGTGCAACATGGCAGAGCCGG Hs.473893 14131 0.451325 0.30372364 0.049075977 -0.734175 0.6308223 0.041649856 0.556575 0.82388455 0.269526647 0.2962 0.18255631 0.047668865
PRDM16 NM_022114_bp1028_R AGCTAAAAAGGCCTTCAACTGGAAGTCCAATCTCTTGAATTGGACTTCCAGTTGAAGGCCGG Hs.99500 3365 0.0965 0.19179581 0.545899243 -0.230375 0.45649057 0.375667709 0.40665 0.4691193 0.181392062 0.02695 0.91690278 0.956820095
PRDM16 NM_022114_bp1028_R AGCTAAAAAGGCCTTCAACTGGAAGTCCAATCTCTTGAATTGGACTTCCAGTTGAAGGCCGG Hs.99500 8741 0.119775 0.22217974 0.475204052 -0.232675 0.4518641 0.369238961 0.42275 0.43998656 0.150393768 0.10645 0.93971321 0.835326568
PRDM16 NM_022114_bp1028_R AGCTAAAAAGGCCTTCAACTGGAAGTCCAATCTCTTGAATTGGACTTCCAGTTGAAGGCCGG Hs.99500 14117 0.026525 0.20048213 0.867242087 -0.249875 0.40715571 0.318313826 0.4356 0.39011035 0.111662627 0.13755 0.90309919 0.780566535
PRDM16 NM_022114_bp120_R AGCTAAAAAGACGGTGACGTTGTAAATAATTCTCTTGAAATTATTTACAACGTCACCGTCGG Hs.99500 3361 -0.0333 0.83102458 0.927136916 -0.229 0.29290467 0.311292118 0.7711 0.14755625 0.001869782 0.5118 0.30425254 0.043593943
PRDM16 NM_022114_bp120_R AGCTAAAAAGACGGTGACGTTGTAAATAATTCTCTTGAAATTATTTACAACGTCACCGTCGG Hs.99500 8737 -0.17015 0.99735274 0.693034137 -0.19825 0.29451149 0.376180228 0.7711 0.18209011 0.003455653 0.5363 0.28069966 0.031548402
PRDM16 NM_022114_bp120_R AGCTAAAAAGACGGTGACGTTGTAAATAATTCTCTTGAAATTATTTACAACGTCACCGTCGG Hs.99500 14113 -0.462475 0.36109756 0.059224708 -0.429275 0.25384229 0.075912362 0.831675 0.08971397 0.000342429 0.49265 0.28890652 0.042136915
PRDM16 NM_022114_bp3684_R AGCTAAAAAGAGGAAGCATTTGAAGTTAAATCTCTTGAATTTAACTTCAAATGCTTCCTCGG Hs.99500 3363 1.705025 0.42410074 0.000441446 0.369725 0.64000413 0.245798723 0.435875 0.64652668 0.270306523 1.554275 0.35787318 0.003211009
PRDM16 NM_022114_bp3684_R AGCTAAAAAGAGGAAGCATTTGAAGTTAAATCTCTTGAATTTAACTTCAAATGCTTCCTCGG Hs.99500 8739 1.97705 0.74166069 0.001481887 0.106175 0.49279465 0.685338888 0.582475 0.59600694 0.145619062 1.60125 0.2290149 0.000791875
PRDM16 NM_022114_bp3684_R AGCTAAAAAGAGGAAGCATTTGAAGTTAAATCTCTTGAATTTAACTTCAAATGCTTCCTCGG Hs.99500 14115 1.410675 0.57029982 0.002649856 0.10285 0.99593816 0.802277629 0.6148 0.6244479 0.143572742 1.5928 0.294088 0.001683303
PRDM2 NM_012231_bp1025_R AGCTAAAAAGGGCCATTTGTTGGTGATAAGTCTCTTGAACTTATCACCAACAAATGGCCCGG Hs.371823 3367 -0.538675 0.2542408 0.021002672 0.0879 0.27544111 0.682054365 0.5598 0.40960785 0.071738456 0.408525 0.4895865 0.193737742
PRDM2 NM_012231_bp1025_R AGCTAAAAAGGGCCATTTGTTGGTGATAAGTCTCTTGAACTTATCACCAACAAATGGCCCGG Hs.371823 8743 -0.53865 0.24819425 0.020349259 0.04905 0.18869195 0.806722609 0.56325 0.20478598 0.011824417 0.511075 0.45360851 0.109595257
PRDM2 NM_012231_bp1025_R AGCTAAAAAGGGCCATTTGTTGGTGATAAGTCTCTTGAACTTATCACCAACAAATGGCCCGG Hs.371823 14119 0.01475 0.06691739 0.915291814 -0.00495 0.31953168 0.982136033 0.484966667 0.15195974 0.031203709 0.600625 0.42138226 0.065069633
PRDM2 NM_012231_bp3588_R AGCTAAAAAGGAGCCCAAGTCCTTGTAAATTCTCTTGAAATTTACAAGGACTTGGGCTCCGG Hs.371823 3369 0.7524 0.53092024 0.026711574 -0.448575 0.29106358 0.072805574 0.62945 0.55967093 0.110003513 0.078425 0.56950689 0.800878792
PRDM2 NM_012231_bp3588_R AGCTAAAAAGGAGCCCAAGTCCTTGTAAATTCTCTTGAAATTTACAAGGACTTGGGCTCCGG Hs.371823 8745 0.7628 0.50819963 0.022780819 -0.4664 0.25334817 0.058701658 0.598975 0.49518677 0.094237424 0.161975 0.60448913 0.629208718
PRDM2 NM_012231_bp3588_R AGCTAAAAAGGAGCCCAAGTCCTTGTAAATTCTCTTGAAATTTACAAGGACTTGGGCTCCGG Hs.371823 14121 0.74555 0.51233235 0.025232266 -0.45005 0.21838832 0.060578541 0.775675 0.58981053 0.078308215 0.132875 0.55622427 0.665463337
PRDM4 NM_012406_bp2023_R AGCTAAAAAGCCGAGATTATGCTCAACAGATCTCTTGAATCTGTTGAGCATAATCTCGGCGG Hs.506655 3267 0.3426 0.18579467 0.068249036 0.358725 0.97695788 0.389560641 0.34595 0.45779386 0.227870215 0.311625 0.46840285 0.275422642
PRDM4 NM_012406_bp2023_R AGCTAAAAAGCCGAGATTATGCTCAACAGATCTCTTGAATCTGTTGAGCATAATCTCGGCGG Hs.506655 8643 0.2151 0.61546949 0.463015563 -0.01 0.63462939 0.973268608 0.438575 0.37281678 0.10005439 0.323375 0.63342056 0.382391993
PRDM4 NM_012406_bp2023_R AGCTAAAAAGCCGAGATTATGCTCAACAGATCTCTTGAATCTGTTGAGCATAATCTCGGCGG Hs.506655 14019 0.42365 0.89712355 0.304149648 0.222875 0.74877328 0.510035488 0.4839 0.36579486 0.077274694 0.36905 0.56225217 0.280657759
PRDM4 NM_012406_bp2777_R AGCTAAAAAGACAGAAGACTGTAGGATTAATCTCTTGAATTAATCCTACAGTCTTCTGTCGG Hs.506655 3239 0.5966 0.17109614 0.029798376 -0.384825 0.83600462 0.305814989 -0.48825 0.13303485 0.00522477 -0.09765 0.71455503 0.802345591
PRDM4 NM_012406_bp2777_R AGCTAAAAAGACAGAAGACTGTAGGATTAATCTCTTGAATTAATCCTACAGTCTTCTGTCGG Hs.506655 8615 0.625533333 0.16619496 0.025349247 -0.398525 0.84751998 0.294795703 -0.489775 0.07677649 0.001038851 -0.030575 0.70284605 0.936150684
PRDM4 NM_012406_bp2777_R AGCTAAAAAGACAGAAGACTGTAGGATTAATCTCTTGAATTAATCCTACAGTCTTCTGTCGG Hs.506655 13991 0.641966667 0.10904679 0.020382394 -0.3469 0.83596036 0.351971738 -0.5436 0.14006161 0.004447764 -0.00215 0.68609862 0.9953929
PRDM4 NM_012406_bp685_R AGCTAAAAAGTGGGTTACCTGAAAGAAACTTCTCTTGAAAGTTTCTTTCAGGTAACCCACGG Hs.506655 3265 -0.709625 0.40933687 0.017724412 1.4357 0.65692352 0.002581765 0.121075 0.03901319 0.008427288 0.5284 0.56849681 0.159998531
PRDM4 NM_012406_bp685_R AGCTAAAAAGTGGGTTACCTGAAAGAAACTTCTCTTGAAAGTTTCTTTCAGGTAACCCACGG Hs.506655 8641 -0.768175 0.43650772 0.01525497 1.4522 0.65420894 0.002406669 0.159875 0.10974787 0.061821074 0.401475 0.4197917 0.151717326
PRDM4 NM_012406_bp685_R AGCTAAAAAGTGGGTTACCTGAAAGAAACTTCTCTTGAAAGTTTCTTTCAGGTAACCCACGG Hs.506655 14017 -0.7312 0.46166973 0.020978248 1.50195 0.64960443 0.001985036 0.2273 0.22478474 0.136342629 0.531175 0.45497799 0.101688285
PRDM5 NM_018699_bp1169_R AGCTAAAAAGCATCAAGCCTACAGGAACATTCTCTTGAAATGTTCCTGTAGGCTTGATGCGG Hs.132593 3237 0.64095 0.26878917 0.011770805 1.03825 0.98227867 0.036529814 0.1462 0.29121137 0.389317897 0.795325 0.59139407 0.074435523



PRDM5 NM_018699_bp1169_R AGCTAAAAAGCATCAAGCCTACAGGAACATTCTCTTGAAATGTTCCTGTAGGCTTGATGCGG Hs.132593 8613 0.638 0.47305579 0.035781 1.170125 1.15364074 0.037970626 0.19465 0.35985683 0.358534374 0.878425 0.60989047 0.063497956
PRDM5 NM_018699_bp1169_R AGCTAAAAAGCATCAAGCCTACAGGAACATTCTCTTGAAATGTTCCTGTAGGCTTGATGCGG Hs.132593 13989 0.6632 0.34205288 0.015703594 1.1526 0.91554898 0.019952673 0.179875 0.40543904 0.440269554 0.841575 0.64737412 0.080378259
PRDM5 NM_018699_bp1601_R AGCTAAAAAGTCCAGGTGGTTCATGAAAGATCTCTTGAATCTTTCATGAACCACCTGGACGG Hs.132593 3233 0.4828 0.5274771 0.101878976 0.4084 0.30100717 0.09759925 -0.2801 0.62187561 0.434075974 0.461125 0.35364788 0.079834957
PRDM5 NM_018699_bp1601_R AGCTAAAAAGTCCAGGTGGTTCATGAAAGATCTCTTGAATCTTTCATGAACCACCTGGACGG Hs.132593 8609 0.55115 0.37829464 0.036856602 0.4996 0.27137849 0.049091985 -0.183975 0.59344655 0.579152029 0.537025 0.44249397 0.093558577
PRDM5 NM_018699_bp1601_R AGCTAAAAAGTCCAGGTGGTTCATGAAAGATCTCTTGAATCTTTCATGAACCACCTGGACGG Hs.132593 13985 0.53155 0.72776069 0.146574663 0.403775 0.28176403 0.096353739 -0.254 0.57990156 0.445508727 0.570225 0.34750927 0.046363585
PRDM5 NM_018699_bp357_R AGCTAAAAAGACCCTTTGCTGGAGAGAAGATCTCTTGAATCTTCTCTCCAGCAAAGGGTCGG Hs.132593 3235 -0.6272 0.03001067 0.019839263 0.536325 0.76339549 0.146996982 0.4041 0.38545197 0.126956397 0.6672 0.16624007 0.004037119
PRDM5 NM_018699_bp357_R AGCTAAAAAGACCCTTTGCTGGAGAGAAGATCTCTTGAATCTTCTCTCCAGCAAAGGGTCGG Hs.132593 8611 -0.6986 0.39872488 0.039760332 0.641025 0.71300646 0.082157315 0.446225 0.40709963 0.116013553 0.8424 0.20491917 0.003766301
PRDM5 NM_018699_bp357_R AGCTAAAAAGACCCTTTGCTGGAGAGAAGATCTCTTGAATCTTCTCTCCAGCAAAGGGTCGG Hs.132593 13987 -0.601933333 0.11708759 0.025472615 0.6076 0.73625318 0.101273675 0.4201 0.3873248 0.118540866 0.78405 0.15282715 0.001973769
PRDM6 XM_049619_bp2118_R AGCTAAAAAGCAGCATCTCTGGGAGATATATCTCTTGAATATATCTCCCAGAGATGCTGCGG Hs.135118 3223 -0.029966667 0.49822968 0.91468766 0.8004 0.7227048 0.041616625 0.479775 0.68333386 0.254875594 0.471325 0.17814749 0.013169144
PRDM6 XM_049619_bp2118_R AGCTAAAAAGCAGCATCTCTGGGAGATATATCTCTTGAATATATCTCCCAGAGATGCTGCGG Hs.135118 8599 0.0879 0.43678494 0.736787564 0.909325 0.76862826 0.030537292 0.462475 0.6728097 0.262893234 0.5064 0.2106624 0.01713327
PRDM6 XM_049619_bp2118_R AGCTAAAAAGCAGCATCTCTGGGAGATATATCTCTTGAATATATCTCCCAGAGATGCTGCGG Hs.135118 13975 -0.0378 0.58030705 0.902364401 0.750825 0.68810899 0.04644683 0.480275 0.68053291 0.252943368 0.6159 0.23434065 0.013412683
PRDM6 XM_049619_bp2544_R AGCTAAAAAGCCCATTGAATCAGGATTTAATCTCTTGAATTAAATCCTGATTCAATGGGCGG Hs.135118 3221 -0.954 0.51794256 0.01024106 0.0772 1.03680159 0.855376052 0.4337 0.46177202 0.156940726 0.262875 0.57317775 0.426650901
PRDM6 XM_049619_bp2544_R AGCTAAAAAGCCCATTGAATCAGGATTTAATCTCTTGAATTAAATCCTGATTCAATGGGCGG Hs.135118 8597 -1.01445 0.46199143 0.005795626 0.05885 1.04494479 0.890118237 0.403975 0.44805823 0.169132906 0.339225 0.5582223 0.311144587
PRDM6 XM_049619_bp2544_R AGCTAAAAAGCCCATTGAATCAGGATTTAATCTCTTGAATTAAATCCTGATTCAATGGGCGG Hs.135118 13973 -0.9397 0.52086227 0.011045872 0.04745 1.13852403 0.917265963 0.453375 0.4870044 0.159530164 0.3602 0.61242522 0.324316066
PRDM6 XM_049619_bp2660_R AGCTAAAAAGGCAGTGCTTTAAGACTTTCATCTCTTGAATGAAAGTCTTAAAGCACTGCCGG Hs.135118 3225 0.088675 0.50640233 0.720988877 0.314825 1.10954105 0.490343431 1.399775 0.79929975 0.039409906 0.279075 0.48256703 0.3311634
PRDM6 XM_049619_bp2660_R AGCTAAAAAGGCAGTGCTTTAAGACTTTCATCTCTTGAATGAAAGTCTTAAAGCACTGCCGG Hs.135118 8601 0.124275 0.59593588 0.657883011 0.304175 1.04991986 0.485911183 1.423425 0.69574394 0.026389008 0.35605 0.46706295 0.224753409
PRDM6 XM_049619_bp2660_R AGCTAAAAAGGCAGTGCTTTAAGACTTTCATCTCTTGAATGAAAGTCTTAAAGCACTGCCGG Hs.135118 13977 0.15045 0.54115251 0.567457842 0.493925 1.38057743 0.375673917 1.401625 0.81552697 0.041315812 0.34485 0.51648397 0.274033815
PRDM7 NM_052996_bp2150_R AGCTAAAAAGACCTAAGCCTGGTAGTTAAATCTCTTGAATTTAACTACCAGGCTTAGGTCGG Hs.406695 3333 -1.399275 0.55071649 0.002451247 0.048175 1.00525077 0.907115066 1.203225 1.0371453 0.103059416 0.527 0.72756333 0.243272442
PRDM7 NM_052996_bp2150_R AGCTAAAAAGACCTAAGCCTGGTAGTTAAATCTCTTGAATTTAACTACCAGGCTTAGGTCGG Hs.406695 8709 -1.114075 1.04574327 0.046717833 0.2466 0.91447234 0.527399745 1.158175 0.97976841 0.099024119 0.54915 0.68558007 0.207477002
PRDM7 NM_052996_bp2150_R AGCTAAAAAGACCTAAGCCTGGTAGTTAAATCTCTTGAATTTAACTACCAGGCTTAGGTCGG Hs.406695 14085 -1.30615 0.89978149 0.016851328 0.17625 0.76375797 0.604638438 1.056675 0.84578289 0.087807942 0.62245 0.83698883 0.233640988
PRDM7 NM_052996_bp460_R AGCTAAAAAGCCAACTGGATGAGAACCAAATCTCTTGAATTTGGTTCTCATCCAGTTGGCGG Hs.406695 3331 -1.2366 0.23077124 0.000524465 -0.103125 0.73632911 0.754347397 0.48295 0.3204311 0.057013089 0.576225 0.4659618 0.08980357
PRDM7 NM_052996_bp460_R AGCTAAAAAGCCAACTGGATGAGAACCAAATCTCTTGAATTTGGTTCTCATCCAGTTGGCGG Hs.406695 8707 -1.264925 0.30862127 0.000800466 0.110425 0.5721109 0.69629153 0.484075 0.3567114 0.072911582 0.6603 0.58684864 0.109905053
PRDM7 NM_052996_bp460_R AGCTAAAAAGCCAACTGGATGAGAACCAAATCTCTTGAATTTGGTTCTCATCCAGTTGGCGG Hs.406695 14083 -1.420075 0.35405349 0.000640818 -0.35035 0.88513464 0.366377632 0.53525 0.37475584 0.064761159 0.644525 0.57841787 0.112144557
PRDM7 NM_052996_bp915_R AGCTAAAAAGTGGGCAAGGTTTCAGTGATATCTCTTGAATATCACTGAAACCTTGCCCACGG Hs.406695 3335 1.653975 0.25748673 0.000157495 0.555075 0.7399552 0.128829847 1.4992 0.86293791 0.040210908 1.433475 0.27275588 0.001838906
PRDM7 NM_052996_bp915_R AGCTAAAAAGTGGGCAAGGTTTCAGTGATATCTCTTGAATATCACTGAAACCTTGCCCACGG Hs.406695 8711 1.645375 0.17838427 9.60E-05 0.62715 0.74382944 0.09466848 1.474275 0.90034945 0.046604703 1.479725 0.28815264 0.001968242
PRDM7 NM_052996_bp915_R AGCTAAAAAGTGGGCAAGGTTTCAGTGATATCTCTTGAATATCACTGAAACCTTGCCCACGG Hs.406695 14087 1.679175 0.19182795 9.45E-05 0.588575 0.62304178 0.082333052 1.547375 0.89566747 0.040780835 1.520625 0.27862679 0.001645938
PRDM8 NM_020226_bp1230_R AGCTAAAAAGGGAAAGAACTGACTGAGTTATCTCTTGAATAACTCAGTCAGTTCTTTCCCGG Hs.373642 3321 -0.375425 0.34686927 0.099835826 -0.6236 0.3215805 0.025722879 0.0214 0.53023832 0.940749214 -0.05176667 0.20538604 0.705041953
PRDM8 NM_020226_bp1230_R AGCTAAAAAGGGAAAGAACTGACTGAGTTATCTCTTGAATAACTCAGTCAGTTCTTTCCCGG Hs.373642 8697 -0.333575 0.50897332 0.215640578 -0.65846667 1.21300306 0.239483682 0.251266667 0.35264408 0.342495514 -0.1372 0.30429216 0.516592607
PRDM8 NM_020226_bp1230_R AGCTAAAAAGGGAAAGAACTGACTGAGTTATCTCTTGAATAACTCAGTCAGTTCTTTCCCGG Hs.373642 14073 -0.3421 0.35335013 0.128491569 -0.642675 0.25359349 0.018262549 0.0656 0.89293444 0.934094145 0.0764 0.39583127 0.769950351
PRDM8 NM_020226_bp937_R AGCTAAAAAGCGACATCCCTGAGAATGCTATCTCTTGAATAGCATTCTCAGGGATGTCGCGG Hs.373642 3323 -0.42985 0.3925088 0.083468052 -0.4155 0.72614619 0.230733159 0.1117 0.19756159 0.340374961 0.0802 0.11491153 0.257124241
PRDM8 NM_020226_bp937_R AGCTAAAAAGCGACATCCCTGAGAATGCTATCTCTTGAATAGCATTCTCAGGGATGTCGCGG Hs.373642 8699 -0.353525 0.45771625 0.167532439 -0.2877 0.32209625 0.224220411 0.236075 0.26536113 0.173244071 0.1254 0.20778025 0.313906961
PRDM8 NM_020226_bp937_R AGCTAAAAAGCGACATCCCTGAGAATGCTATCTCTTGAATAGCATTCTCAGGGATGTCGCGG Hs.373642 14075 -0.17015 0.48004697 0.485769415 -0.324025 0.52035101 0.252746409 0.2055 0.17488634 0.100296897 0.263225 0.21866117 0.095221437
PRDM8 NM_020226_bp977_R AGCTAAAAAGAGCCATACTTCCCTATATGATCTCTTGAATCATATAGGGAAGTATGGCTCGG Hs.373642 3319 -0.192033333 0.49905154 0.505686092 0.341375 0.39492763 0.183102503 0.210625 0.38635171 0.355311871 0.728075 0.31592784 0.01920941
PRDM8 NM_020226_bp977_R AGCTAAAAAGAGCCATACTTCCCTATATGATCTCTTGAATCATATAGGGAAGTATGGCTCGG Hs.373642 8695 0.723275 0.22346331 0.005536941 0.285025 0.28687881 0.215811447 0.26575 0.31056452 0.185530928 0.655325 0.21886372 0.009323223
PRDM8 NM_020226_bp977_R AGCTAAAAAGAGCCATACTTCCCTATATGATCTCTTGAATCATATAGGGAAGTATGGCTCGG Hs.373642 14071 0.939575 0.32416562 0.003387288 0.522 0.42185769 0.065828468 0.31705 0.25850558 0.091439417 0.648275 0.36354773 0.037648785
PRDM9 NM_020227_bp1739_R AGCTAAAAAGGCGGGGCTTTAGAGATAAGTTCTCTTGAAACTTATCTCTAAAGCCCCGCCGG Hs.283096 3275 -0.068475 0.04221511 0.621757895 -0.138425 0.18116674 0.495624582 -0.450725 0.257107 0.039307203 0.5237 0.10598443 0.002203323
PRDM9 NM_020227_bp1739_R AGCTAAAAAGGCGGGGCTTTAGAGATAAGTTCTCTTGAAACTTATCTCTAAAGCCCCGCCGG Hs.283096 8651 -0.07705 0.0370537 0.579431784 -0.126275 0.18636884 0.534119286 -0.328375 0.21867575 0.057517284 0.615525 0.23912851 0.014206267
PRDM9 NM_020227_bp1739_R AGCTAAAAAGGCGGGGCTTTAGAGATAAGTTCTCTTGAAACTTATCTCTAAAGCCCCGCCGG Hs.283096 14027 -0.0551 0.06501959 0.693088258 -0.10385 0.22418508 0.616019112 -0.363275 0.17937946 0.027104899 0.643375 0.21528455 0.009373588
PRDM9 NM_020227_bp982_R AGCTAAAAAGGACAAGGTTTCAGTGTTAAATCTCTTGAATTTAACACTGAAACCTTGTCCGG Hs.283096 3277 -0.1892 0.62282862 0.519590757 0.162375 0.85989097 0.66011892 0.6059 0.45892877 0.077622889 0.6799 0.39112338 0.040152413
PRDM9 NM_020227_bp982_R AGCTAAAAAGGACAAGGTTTCAGTGTTAAATCTCTTGAATTTAACACTGAAACCTTGTCCGG Hs.283096 8653 -0.270225 0.29103548 0.175609318 -0.462675 0.65088545 0.162120052 0.537975 0.52398579 0.132331845 0.737475 0.36486214 0.027243563
PRDM9 NM_020227_bp982_R AGCTAAAAAGGACAAGGTTTCAGTGTTAAATCTCTTGAATTTAACACTGAAACCTTGTCCGG Hs.283096 14029 -0.4675 0.37783246 0.061767445 -0.2606 0.38779734 0.291701514 0.6019 0.50000646 0.095224627 0.7924 0.33586078 0.018026518
PRICKLE1 AK122881_bp1122_R AGCTAAAAAGGGTCAGATTTACTGCTCAAATCTCTTGAATTTGAGCAGTAAATCTGACCCGG Hs.524348 4130 1.0907375 0.17133909 0.000654481 -0.6307 0.24144069 0.018984885
PRICKLE1 AK122881_bp1122_R AGCTAAAAAGGGTCAGATTTACTGCTCAAATCTCTTGAATTTGAGCAGTAAATCTGACCCGG Hs.524348 9506 1.0825375 0.08639137 0.000456873 -0.580275 0.25752719 0.027631864
PRICKLE1 AK122881_bp1122_R AGCTAAAAAGGGTCAGATTTACTGCTCAAATCTCTTGAATTTGAGCAGTAAATCTGACCCGG Hs.524348 14882 1.0853375 0.07609178 0.00043657 -0.51825 0.32440545 0.050443719
PRICKLE1 AK122881_bp1454_R AGCTAAAAAGGGCTGATCATGAAGATTATATCTCTTGAATATAATCTTCATGATCAGCCCGG Hs.524348 4104 0.2591375 0.23467706 0.161696145 1.141675 0.62204288 0.006643339
PRICKLE1 AK122881_bp1454_R AGCTAAAAAGGGCTGATCATGAAGATTATATCTCTTGAATATAATCTTCATGATCAGCCCGG Hs.524348 9480 0.3433375 0.19089836 0.069116203 0.552175 0.17714885 0.02697372
PRICKLE1 AK122881_bp1454_R AGCTAAAAAGGGCTGATCATGAAGATTATATCTCTTGAATATAATCTTCATGATCAGCCCGG Hs.524348 14856 0.3517375 0.17938842 0.061708499 0.460525 0.35137835 0.078759551
PRICKLE1 AK122881_bp612_R AGCTAAAAAGCAGTGTGGTTTGAAGATAAATCTCTTGAATTTATCTTCAAACCACACTGCGG Hs.524348 4132 1.6701125 0.07508613 5.47E-05 0.54135 0.23718042 0.033779113
PRICKLE1 AK122881_bp612_R AGCTAAAAAGCAGTGTGGTTTGAAGATAAATCTCTTGAATTTATCTTCAAACCACACTGCGG Hs.524348 9508 1.6811625 0.23410889 0.00012395 0.65335 0.519053 0.042917419
PRICKLE1 AK122881_bp612_R AGCTAAAAAGCAGTGTGGTTTGAAGATAAATCTCTTGAATTTATCTTCAAACCACACTGCGG Hs.524348 14884 1.1491625 0.27077361 0.000963033 0.489475 0.22122 0.04626231
PRKAA1 NM_006251_bp1159_R AGCTAAAAAGCCATACCCTTGATGAATTAATCTCTTGAATTAATTCATCAAGGGTATGGCGG Hs.43322 481 -0.05655 0.94038275 0.889214665 0.8075 0.86526252 0.132878083
PRKAA1 NM_006251_bp1159_R AGCTAAAAAGCCATACCCTTGATGAATTAATCTCTTGAATTAATTCATCAAGGGTATGGCGG Hs.43322 5857 -0.24745 1.08246981 0.596514389 0.509066667 0.87477154 0.298599508
PRKAA1 NM_006251_bp1159_R AGCTAAAAAGCCATACCCTTGATGAATTAATCTCTTGAATTAATTCATCAAGGGTATGGCGG Hs.43322 11233 -0.28125 1.10238096 0.555447395 0.5739 0.81740438 0.229473794
PRKAA1 NM_006251_bp327_R AGCTAAAAAGGAGGAGAGCTATTTGATTATTCTCTTGAAATAATCAAATAGCTCTCCTCCGG Hs.43322 7149 -0.027825 0.59876668 0.920506286 -0.7237 2.72816142 0.584211829
PRKAA1 NM_006251_bp327_R AGCTAAAAAGGAGGAGAGCTATTTGATTATTCTCTTGAAATAATCAAATAGCTCTCCTCCGG Hs.43322 12525 -0.007525 0.68567122 0.980632948 -0.809333333 2.92034137 0.567866686
PRKAA1 NM_006251_bp327_R AGCTAAAAAGGAGGAGAGCTATTTGATTATTCTCTTGAAATAATCAAATAGCTCTCCTCCGG Hs.43322 1773 -0.179
PRKAA1 NM_006251_bp636_R AGCTAAAAAGGGGTTATTCTCTATGCTTTATCTCTTGAATAAAGCATAGAGAATAACCCCGG Hs.43322 482 0.823175 1.13341788 0.131329434 -0.2073 2.88095829 0.879229385
PRKAA1 NM_006251_bp636_R AGCTAAAAAGGGGTTATTCTCTATGCTTTATCTCTTGAATAAAGCATAGAGAATAACCCCGG Hs.43322 5858 1.3432 2.30677356 0.196161578 -1.762333333 4.45963014 0.424895564
PRKAA1 NM_006251_bp636_R AGCTAAAAAGGGGTTATTCTCTATGCTTTATCTCTTGAATAAAGCATAGAGAATAACCCCGG Hs.43322 11234 1.71785 2.87161171 0.184795429 -1.872366667 4.45322641 0.398821372
PRKAA2 NM_006252_bp1126_R AGCTAAAAAGCCTGAAACCTCATCCAGAAATCTCTTGAATTTCTGGATGAGGTTTCAGGCGG Hs.256067 483 -1.10235 1.00964819 0.043662208 -2.6125
PRKAA2 NM_006252_bp1126_R AGCTAAAAAGCCTGAAACCTCATCCAGAAATCTCTTGAATTTCTGGATGAGGTTTCAGGCGG Hs.256067 5859 -2.1183 2.90072852 0.119287982 -5.8688 0.82759778 0.002240168
PRKAA2 NM_006252_bp1126_R AGCTAAAAAGCCTGAAACCTCATCCAGAAATCTCTTGAATTTCTGGATGAGGTTTCAGGCGG Hs.256067 11235 -2.31165 3.21349756 0.123310988 -6.36945 0.68299444 0.001340946
PRKAA2 NM_006252_bp156_R AGCTAAAAAGGCCATAAAGTGGCAGTTAAATCTCTTGAATTTAACTGCCACTTTATGGCCGG Hs.256067 484 0.420216667 1.0470231 0.410678241 0.7861
PRKAA2 NM_006252_bp156_R AGCTAAAAAGGCCATAAAGTGGCAGTTAAATCTCTTGAATTTAACTGCCACTTTATGGCCGG Hs.256067 5860 1.16725 1.57557765 0.11959259 0.981 1.64065339 0.262685793
PRKAA2 NM_006252_bp156_R AGCTAAAAAGGCCATAAAGTGGCAGTTAAATCTCTTGAATTTAACTGCCACTTTATGGCCGG Hs.256067 11236 1.398 1.50281165 0.065536847 0.803 1.87289654 0.397813416
PRKAA2 NM_006252_bp1671_R AGCTAAAAAGCCAGTCTGATTACTACTTTATCTCTTGAATAAAGTAGTAATCAGACTGGCGG Hs.256067 485 -0.6975 1.01671096 0.152555862 -2.013133333 2.52065348 0.155038138
PRKAA2 NM_006252_bp1671_R AGCTAAAAAGCCAGTCTGATTACTACTTTATCTCTTGAATAAAGTAGTAATCAGACTGGCGG Hs.256067 5861 -0.620475 1.04927079 0.204713364 -1.012366667 1.61201668 0.243992804
PRKAA2 NM_006252_bp1671_R AGCTAAAAAGCCAGTCTGATTACTACTTTATCTCTTGAATAAAGTAGTAATCAGACTGGCGG Hs.256067 11237 -0.533375 1.05144802 0.266401772 -0.877766667 1.403822 0.248985507
PRKACA NM_002730_bp400_R AGCTAAAAAGGAACCACTATGCCATGAAGATCTCTTGAATCTTCATGGCATAGTGGTTCCGG Hs.194350 12535 9.3021 3.584225 7.59132163 0.383534662
PRKACA NM_002730_bp400_R AGCTAAAAAGGAACCACTATGCCATGAAGATCTCTTGAATCTTCATGGCATAGTGGTTCCGG Hs.194350 1783 7.2017
PRKACA NM_002730_bp400_R AGCTAAAAAGGAACCACTATGCCATGAAGATCTCTTGAATCTTCATGGCATAGTGGTTCCGG Hs.194350 7159 3.000525 6.64789976 0.401926592
PRKACA NM_002730_bp579_R AGCTAAAAAGGGGAGATGTTCTCACACCTATCTCTTGAATAGGTGTGAGAACATCTCCCCGG 7161
PRKACA NM_002730_bp579_R AGCTAAAAAGGGGAGATGTTCTCACACCTATCTCTTGAATAGGTGTGAGAACATCTCCCCGG 1785
PRKACA NM_002730_bp579_R AGCTAAAAAGGGGAGATGTTCTCACACCTATCTCTTGAATAGGTGTGAGAACATCTCCCCGG 12537
PRKACA NM_002730_bp870_R AGCTAAAAAGCCCTGGGGGTTCTTATCTATTCTCTTGAAATAGATAAGAACCCCCAGGGCGG Hs.194350 7163
PRKACA NM_002730_bp870_R AGCTAAAAAGCCCTGGGGGTTCTTATCTATTCTCTTGAAATAGATAAGAACCCCCAGGGCGG Hs.194350 12539
PRKACA NM_002730_bp870_R AGCTAAAAAGCCCTGGGGGTTCTTATCTATTCTCTTGAAATAGATAAGAACCCCCAGGGCGG Hs.194350 1787
PRKACB NM_182948_bp173_R AGCTAAAAAGCCGGTTATTTCATAGACACTTCTCTTGAAAGTGTCTATGAAATAACCGGCGG Hs.487325 1940 -0.86425 0.41148017 0.008309954 -0.30295 0.47912288 0.258551624
PRKACB NM_182948_bp173_R AGCTAAAAAGCCGGTTATTTCATAGACACTTCTCTTGAAAGTGTCTATGAAATAACCGGCGG Hs.487325 7316 -0.64775 0.48760759 0.036412463 -0.2664 0.34565712 0.228542031
PRKACB NM_182948_bp173_R AGCTAAAAAGCCGGTTATTTCATAGACACTTCTCTTGAAAGTGTCTATGAAATAACCGGCGG Hs.487325 12692 -0.26745 0.41276315 0.249523208 -0.0504 0.10668171 0.728133578
PRKACB NM_182948_bp445_R AGCTAAAAAGCCATGAAGATCTTAGATAAGTCTCTTGAACTTATCTAAGATCTTCATGGCGG Hs.487325 794 0.27295 0.21114825 0.134203763 0.2853 0.09008008 0.093003565
PRKACB NM_182948_bp445_R AGCTAAAAAGCCATGAAGATCTTAGATAAGTCTCTTGAACTTATCTAAGATCTTCATGGCGG Hs.487325 6170 0.416775 0.30942493 0.064145347 0.5183 0.50455882 0.092348821
PRKACB NM_182948_bp445_R AGCTAAAAAGCCATGAAGATCTTAGATAAGTCTCTTGAACTTATCTAAGATCTTCATGGCGG Hs.487325 11546 0.8004 0.60239992 0.029836343 0.772225 0.05625693 0.002849297
PRKACB NM_182948_bp472_R AGCTAAAAAGTTGTTAAACTGAAGCAAATATCTCTTGAATATTTGCTTCAGTTTAACAACGG Hs.487325 795 -0.1362 0.51553101 0.591263777 -0.3445 0.13675445 0.282227797
PRKACB NM_182948_bp472_R AGCTAAAAAGTTGTTAAACTGAAGCAAATATCTCTTGAATATTTGCTTCAGTTTAACAACGG Hs.487325 6171 0.405825 0.42784785 0.110939557 -0.016525 0.20581857 0.919167915
PRKACB NM_182948_bp472_R AGCTAAAAAGTTGTTAAACTGAAGCAAATATCTCTTGAATATTTGCTTCAGTTTAACAACGG Hs.487325 11547 0.436425 0.34319147 0.06497363 -0.06455 0.24354716 0.710045178
PRKACG NM_002732_bp1005_R AGCTAAAAAGCTCCGGATCTCCATCAATGATCTCTTGAATCATTGATGGAGATCCGGAGCGG Hs.158029 7165 0.3912 -2.976925 3.94809536 0.211553637
PRKACG NM_002732_bp1005_R AGCTAAAAAGCTCCGGATCTCCATCAATGATCTCTTGAATCATTGATGGAGATCCGGAGCGG Hs.158029 1789 -0.2802
PRKACG NM_002732_bp1005_R AGCTAAAAAGCTCCGGATCTCCATCAATGATCTCTTGAATCATTGATGGAGATCCGGAGCGG Hs.158029 12541 -0.1666
PRKACG NM_002732_bp259_R AGCTAAAAAGAGCACATACTGAACGAGAAGTCTCTTGAACTTCTCGTTCAGTATGTGCTCGG Hs.158029 1791 -0.54195 1.63051753 0.497509121 0.60435
PRKACG NM_002732_bp259_R AGCTAAAAAGAGCACATACTGAACGAGAAGTCTCTTGAACTTCTCGTTCAGTATGTGCTCGG Hs.158029 7167 -0.5126 1.60654661 0.514180087 1.359675 0.93567905 0.083432982
PRKACG NM_002732_bp259_R AGCTAAAAAGAGCACATACTGAACGAGAAGTCTCTTGAACTTCTCGTTCAGTATGTGCTCGG Hs.158029 12543 -0.4615 1.64854875 0.562564068 1.289475 0.72156712 0.064219597
PRKCA NM_002737_bp1543_R AGCTAAAAAGCCCCAGAGATAATCGCTTATTCTCTTGAAATAAGCGATTATCTCTGGGGCGG Hs.531704 219 -0.6316 0.0927633 0.020854793 -0.2853875 0.15533671 0.110318004
PRKCA NM_002737_bp1543_R AGCTAAAAAGCCCCAGAGATAATCGCTTATTCTCTTGAAATAAGCGATTATCTCTGGGGCGG Hs.531704 5595 -0.63 0.04970996 0.019850852 -0.2599625 0.10012077 0.119302238
PRKCA NM_002737_bp1543_R AGCTAAAAAGCCCCAGAGATAATCGCTTATTCTCTTGAAATAAGCGATTATCTCTGGGGCGG Hs.531704 10971 -0.609266667 0.06271661 0.022433415 -0.2178375 0.19716546 0.217754751
PRKCA NM_002737_bp1600_R AGCTAAAAAGGCGTCCTGTTGTATGAAATGTCTCTTGAACATTTCATACAACAGGACGCCGG Hs.531704 1795 -0.55005
PRKCA NM_002737_bp1600_R AGCTAAAAAGGCGTCCTGTTGTATGAAATGTCTCTTGAACATTTCATACAACAGGACGCCGG Hs.531704 7171 -0.42705
PRKCA NM_002737_bp1600_R AGCTAAAAAGGCGTCCTGTTGTATGAAATGTCTCTTGAACATTTCATACAACAGGACGCCGG Hs.531704 12547 -0.50955
PRKCA NM_002737_bp761_R AGCTAAAAAGGGACTGGGATCGAACAACAATCTCTTGAATTGTTGTTCGATCCCAGTCCCGG Hs.531704 1797 0.824825 0.35839705 0.007296509 -0.1872875 0.77237588 0.608750551
PRKCA NM_002737_bp761_R AGCTAAAAAGGGACTGGGATCGAACAACAATCTCTTGAATTGTTGTTCGATCCCAGTCCCGG Hs.531704 7173 0.805875 0.31363158 0.006090886 -0.1946875 0.76085446 0.590541591
PRKCA NM_002737_bp761_R AGCTAAAAAGGGACTGGGATCGAACAACAATCTCTTGAATTGTTGTTCGATCCCAGTCCCGG Hs.531704 12549 0.69185 0.33029444 0.012472359 -0.1766875 0.74521913 0.618299014
PRKCB1 NM_002738_bp1661_R AGCTAAAAAGCCCCCGAGATAATTGCTTATTCTCTTGAAATAAGCAATTATCTCGGGGGCGG Hs.460355 220 0.6822 -0.3687125 0.40471775 0.14550328
PRKCB1 NM_002738_bp1661_R AGCTAAAAAGCCCCCGAGATAATTGCTTATTCTCTTGAAATAAGCAATTATCTCGGGGGCGG Hs.460355 5596 0.7327 -0.3910125 0.34814464 0.103595066
PRKCB1 NM_002738_bp1661_R AGCTAAAAAGCCCCCGAGATAATTGCTTATTCTCTTGAAATAAGCAATTATCTCGGGGGCGG Hs.460355 10972 0.6416 -0.2682625 0.37471116 0.243873798
PRKCB1 NM_002738_bp705_R AGCTAAAAAGCCTGTCAGATCCCTACGTAATCTCTTGAATTACGTAGGGATCTGACAGGCGG Hs.460355 221 -0.55185 0.58795929 0.198641492 -0.0498375 0.86046825 0.899825982
PRKCB1 NM_002738_bp705_R AGCTAAAAAGCCTGTCAGATCCCTACGTAATCTCTTGAATTACGTAGGGATCTGACAGGCGG Hs.460355 5597 -0.576766667 0.52065657 0.099168554 -0.0059875 0.81179294 0.987291092
PRKCB1 NM_002738_bp705_R AGCTAAAAAGCCTGTCAGATCCCTACGTAATCTCTTGAATTACGTAGGGATCTGACAGGCGG Hs.460355 10973 -0.36475 0.60711675 0.231507457 0.0480125 0.8133105 0.89862397
PRKCB1 NM_002738_bp826_R AGCTAAAAAGCTGAAAGAATCGGACAAAGATCTCTTGAATCTTTGTCCGATTCTTTCAGCGG Hs.460355 222 0.169475 0.84313004 0.649310349 0.7390875 0.86609066 0.113228867
PRKCB1 NM_002738_bp826_R AGCTAAAAAGCTGAAAGAATCGGACAAAGATCTCTTGAATCTTTGTCCGATTCTTTCAGCGG Hs.460355 5598 0.202475 0.79134752 0.568753693 0.7345125 0.79842623 0.096564771
PRKCB1 NM_002738_bp826_R AGCTAAAAAGCTGAAAGAATCGGACAAAGATCTCTTGAATCTTTGTCCGATTCTTTCAGCGG Hs.460355 10974 0.2115 0.82173253 0.564460713 0.7425875 0.82205327 0.10010675
PRKCD NM_006254_bp1165_R AGCTAAAAAGGCATGAATGTGCACCATAAATCTCTTGAATTTATGGTGCACATTCATGCCGG Hs.155342 1775 2.361775 3.28232631 0.123169508 2.479433333 0.37517065 0.000899045
PRKCD NM_006254_bp1165_R AGCTAAAAAGGCATGAATGTGCACCATAAATCTCTTGAATTTATGGTGCACATTCATGCCGG Hs.155342 7151 2.42755 3.41092294 0.126299096 2.681966667 0.43576807 0.000897827
PRKCD NM_006254_bp1165_R AGCTAAAAAGGCATGAATGTGCACCATAAATCTCTTGAATTTATGGTGCACATTCATGCCGG Hs.155342 12527 2.545225 3.47082158 0.117523511 2.6134 0.70215703 0.012374719
PRKCD NM_006254_bp1671_R AGCTAAAAAGGACCTGATGTACCACATCCATCTCTTGAATGGATGTGGTACATCAGGTCCGG Hs.155342 5862 1.27315
PRKCD NM_006254_bp1671_R AGCTAAAAAGGACCTGATGTACCACATCCATCTCTTGAATGGATGTGGTACATCAGGTCCGG Hs.155342 11238 1.54245 3.4739
PRKCD NM_006254_bp1671_R AGCTAAAAAGGACCTGATGTACCACATCCATCTCTTGAATGGATGTGGTACATCAGGTCCGG Hs.155342 486
PRKCD NM_006254_bp1935_R AGCTAAAAAGGGCCTGAAGTACACATTCTCTCTCTTGAAGAGAATGTGTACTTCAGGCCCGG Hs.155342 5863 1.334525 1.03197476 0.02439211 -1.6345 0.88866487 0.023226681
PRKCD NM_006254_bp1935_R AGCTAAAAAGGGCCTGAAGTACACATTCTCTCTCTTGAAGAGAATGTGTACTTCAGGCCCGG Hs.155342 11239 1.26365 0.9659743 0.02397266 -1.544866667 1.20700572 0.057319595
PRKCD NM_006254_bp1935_R AGCTAAAAAGGGCCTGAAGTACACATTCTCTCTCTTGAAGAGAATGTGTACTTCAGGCCCGG Hs.155342 487
PRKCE NM_005400_bp130_R AGCTAAAAAGACCCCTACATTGCCCTCAATTCTCTTGAAATTGAGGGCAATGTAGGGGTCGG Hs.97432 409 0.05685 0.57904034 0.834646437 0.154966667 2.74797489 0.90522431
PRKCE NM_005400_bp130_R AGCTAAAAAGACCCCTACATTGCCCTCAATTCTCTTGAAATTGAGGGCAATGTAGGGGTCGG Hs.97432 5785 0.3784 1.08451217 0.427839447 -0.0251 4.04649192 0.989483897
PRKCE NM_005400_bp130_R AGCTAAAAAGACCCCTACATTGCCCTCAATTCTCTTGAAATTGAGGGCAATGTAGGGGTCGG Hs.97432 11161 0.3848 1.10861693 0.429281785 -0.4746 4.63576407 0.828241706
PRKCE NM_005400_bp2004_R AGCTAAAAAGCAGCACCCATTCTTCAAAGATCTCTTGAATCTTTGAAGAATGGGTGCTGCGG Hs.97432 1661 -0.256 0.44509366 0.287619627 2.859266667 3.15931181 0.118713314
PRKCE NM_005400_bp2004_R AGCTAAAAAGCAGCACCCATTCTTCAAAGATCTCTTGAATCTTTGAAGAATGGGTGCTGCGG Hs.97432 7037 -0.8655 1.15793793 0.122246767 3.765433333 3.88726963 0.101538133
PRKCE NM_005400_bp2004_R AGCTAAAAAGCAGCACCCATTCTTCAAAGATCTCTTGAATCTTTGAAGAATGGGTGCTGCGG Hs.97432 12413 -1.430933333 1.39006684 0.072236573 4.188566667 2.74235412 0.031838494
PRKCE NM_005400_bp901_R AGCTAAAAAGCCAGAGGAATCGCCAAAGTATCTCTTGAATACTTTGGCGATTCCTCTGGCGG Hs.97432 12415 3.288633333 6.492953 0.282281661 0.7202 1.83458982 0.435201185
PRKCE NM_005400_bp901_R AGCTAAAAAGCCAGAGGAATCGCCAAAGTATCTCTTGAATACTTTGGCGATTCCTCTGGCGG Hs.97432 1663 -2.1542 -0.376466667 2.27557255 0.730220161
PRKCE NM_005400_bp901_R AGCTAAAAAGCCAGAGGAATCGCCAAAGTATCTCTTGAATACTTTGGCGATTCCTCTGGCGG Hs.97432 7039 -1.7542 -0.973 4.22953555 0.631210993
PRKCG NM_002739_bp1029_R AGCTAAAAAGGAGGGCGAGTATTACAATGTTCTCTTGAAACATTGTAATACTCGCCCTCCGG Hs.2890 223 1.3296 0.71686486 0.037958713 0.1744875 0.31744364 0.388510843
PRKCG NM_002739_bp1029_R AGCTAAAAAGGAGGGCGAGTATTACAATGTTCTCTTGAAACATTGTAATACTCGCCCTCCGG Hs.2890 5599 1.35375 0.67069078 0.032779824 0.3691625 0.27164769 0.088307255
PRKCG NM_002739_bp1029_R AGCTAAAAAGGAGGGCGAGTATTACAATGTTCTCTTGAAACATTGTAATACTCGCCCTCCGG Hs.2890 10975 1.359 0.47121596 0.020633432 0.3358125 0.30190566 0.12508593
PRKCG NM_002739_bp694_R AGCTAAAAAGCAGATGAGATCCACGTAACTTCTCTTGAAAGTTACGTGGATCTCATCTGCGG Hs.2890 1799 0.318975 0.03850196 0.300768277
PRKCG NM_002739_bp694_R AGCTAAAAAGCAGATGAGATCCACGTAACTTCTCTTGAAAGTTACGTGGATCTCATCTGCGG Hs.2890 7175 0.381425 0.08205974 0.238640451
PRKCG NM_002739_bp694_R AGCTAAAAAGCAGATGAGATCCACGTAACTTCTCTTGAAAGTTACGTGGATCTCATCTGCGG Hs.2890 12551 0.357325 0.0632507 0.260147464
PRKCG NM_002739_bp724_R AGCTAAAAAGCCCGTAACCTAATTCCTATGTCTCTTGAACATAGGAATTAGGTTACGGGCGG Hs.2890 1825 -0.135366667 1.30603915 0.82010924 -0.6305875 1.23198877 0.284546868
PRKCG NM_002739_bp724_R AGCTAAAAAGCCCGTAACCTAATTCCTATGTCTCTTGAACATAGGAATTAGGTTACGGGCGG Hs.2890 7201 -0.148233333 1.31680535 0.804904187 -0.5910625 1.26447434 0.322558039
PRKCG NM_002739_bp724_R AGCTAAAAAGCCCGTAACCTAATTCCTATGTCTCTTGAACATAGGAATTAGGTTACGGGCGG Hs.2890 12577 -0.2045 1.2297486 0.718232913 -0.6631375 1.40674257 0.316484767
PRKCH NM_006255_bp1026_R AGCTAAAAAGCTGCCATCATCTAATTGTTATCTCTTGAATAACAATTAGATGATGGCAGCGG Hs.333907 488 -0.114675 1.06992235 0.801878874 0.2011 0.22641559 0.513084551
PRKCH NM_006255_bp1026_R AGCTAAAAAGCTGCCATCATCTAATTGTTATCTCTTGAATAACAATTAGATGATGGCAGCGG Hs.333907 5864 -0.4961 0.84589098 0.217302513 -0.187366667 0.58129471 0.576536588



PRKCH NM_006255_bp1026_R AGCTAAAAAGCTGCCATCATCTAATTGTTATCTCTTGAATAACAATTAGATGATGGCAGCGG Hs.333907 11240 -0.677725 0.74933719 0.085590186 -0.369166667 0.14496987 0.120199691
PRKCH NM_006255_bp1783_R AGCTAAAAAGGCTCTCATGTTCCTCCATGATCTCTTGAATCATGGAGGAACATGAGAGCCGG Hs.333907 5865 3.458833333 3.0545579 0.050911139 1.685533333 1.8701245 0.123309903
PRKCH NM_006255_bp1783_R AGCTAAAAAGGCTCTCATGTTCCTCCATGATCTCTTGAATCATGGAGGAACATGAGAGCCGG Hs.333907 11241 1.221266667 0.79379231 0.028247576 1.125466667 1.55214323 0.192409431
PRKCH NM_006255_bp770_R AGCTAAAAAGGGAAAGTATTCGTGGTAATATCTCTTGAATATTACCACGAATACTTTCCCGG Hs.333907 1801 3.0422 1.02572477 0.00246167 0.818 4.97752576 0.729053255
PRKCH NM_006255_bp770_R AGCTAAAAAGGGAAAGTATTCGTGGTAATATCTCTTGAATATTACCACGAATACTTTCCCGG Hs.333907 7177 5.871166667 4.97896843 0.044600931 1.248366667 6.01736022 0.663385048
PRKCH NM_006255_bp770_R AGCTAAAAAGGGAAAGTATTCGTGGTAATATCTCTTGAATATTACCACGAATACTTTCCCGG Hs.333907 12553 4.4417 2.91936566 0.020726272 0.931566667 5.76204719 0.733008808
PRKCI NM_002740_bp1183_R AGCTAAAAAGGCTGCATTCTTGCTTTCAGATCTCTTGAATCTGAAAGCAAGAATGCAGCCGG Hs.478199 224 0.4272 0.1274625 0.44390106 0.594179285
PRKCI NM_002740_bp1183_R AGCTAAAAAGGCTGCATTCTTGCTTTCAGATCTCTTGAATCTGAAAGCAAGAATGCAGCCGG Hs.478199 5600 0.2943 0.1554125 0.75017702 0.661869435
PRKCI NM_002740_bp1183_R AGCTAAAAAGGCTGCATTCTTGCTTTCAGATCTCTTGAATCTGAAAGCAAGAATGCAGCCGG Hs.478199 10976 0.964 0.87766094 0.109327766 0.1852375 0.68187313 0.575235649
PRKCI NM_002740_bp1242_R AGCTAAAAAGGAGGAGACCTAATGTTTCATTCTCTTGAAATGAAACATTAGGTCTCCTCCGG Hs.478199 225 -0.022875 0.17914933 0.882178954 -0.0441375 0.18155215 0.779995527
PRKCI NM_002740_bp1242_R AGCTAAAAAGGAGGAGACCTAATGTTTCATTCTCTTGAAATGAAACATTAGGTCTCCTCCGG Hs.478199 5601 0.0299 0.14464819 0.840304429 -0.0162125 0.1549455 0.915046202
PRKCI NM_002740_bp1242_R AGCTAAAAAGGAGGAGACCTAATGTTTCATTCTCTTGAAATGAAACATTAGGTCTCCTCCGG Hs.478199 10977 0.076175 0.25744882 0.660254538 -0.0697625 0.18507525 0.662579094
PRKCI NM_002740_bp1344_R AGCTAAAAAGAGCGAGGGATAATTTATAGATCTCTTGAATCTATAAATTATCCCTCGCTCGG Hs.478199 226 -0.38565 0.3341397 0.088495311 -0.4254125 0.28493181 0.063605232
PRKCI NM_002740_bp1344_R AGCTAAAAAGAGCGAGGGATAATTTATAGATCTCTTGAATCTATAAATTATCCCTCGCTCGG Hs.478199 5602 -0.34465 0.30388561 0.105420934 -0.4087625 0.25551195 0.062526199
PRKCI NM_002740_bp1344_R AGCTAAAAAGAGCGAGGGATAATTTATAGATCTCTTGAATCTATAAATTATCCCTCGCTCGG Hs.478199 10978 -0.3153 0.27266656 0.117234834 -0.3371125 0.2359178 0.09673543
PRKCQ NM_006257_bp358_R AGCTAAAAAGGCCGAATGCTAATGAATGCATCTCTTGAATGCATTCATTAGCATTCGGCCGG Hs.498570 1805 -0.7761 0.98048891 0.147220734 -1.8974 2.12782605 0.124897747
PRKCQ NM_006257_bp358_R AGCTAAAAAGGCCGAATGCTAATGAATGCATCTCTTGAATGCATTCATTAGCATTCGGCCGG Hs.498570 7181 -1.152033333 1.10288499 0.073834193 -2.335866667 2.71865702 0.133290665
PRKCQ NM_006257_bp358_R AGCTAAAAAGGCCGAATGCTAATGAATGCATCTCTTGAATGCATTCATTAGCATTCGGCCGG Hs.498570 12557 -1.831833333 2.0898588 0.102081854 -1.927933333 3.11258356 0.241491595
PRKCQ NM_006257_bp815_R AGCTAAAAAGTGGCATGAATGTGCATCATATCTCTTGAATATGATGCACATTCATGCCACGG Hs.498570 5868 4.34295 2.34837149 0.0109624 1.0504 6.02030714 0.728396992
PRKCQ NM_006257_bp815_R AGCTAAAAAGTGGCATGAATGTGCATCATATCTCTTGAATATGATGCACATTCATGCCACGG Hs.498570 11244 4.795783333 2.82541534 0.014459889 0.9836 6.37074926 0.757816794
PRKCQ NM_006257_bp815_R AGCTAAAAAGTGGCATGAATGTGCATCATATCTCTTGAATATGATGCACATTCATGCCACGG Hs.498570 492 2.0095 -0.56185 1.65851896 0.533436058
PRKCQ NM_006257_bp852_R AGCTAAAAAGGCCAACCTTTGTGGCATAAATCTCTTGAATTTATGCCACAAAGGTTGGCCGG Hs.498570 1807 3.1663 4.18910911 0.138298303 -1.1375
PRKCQ NM_006257_bp852_R AGCTAAAAAGGCCAACCTTTGTGGCATAAATCTCTTGAATTTATGCCACAAAGGTTGGCCGG Hs.498570 7183 3.137633333 4.17478009 0.139995242 -2.1272 4.77572567 0.374257313
PRKCQ NM_006257_bp852_R AGCTAAAAAGGCCAACCTTTGTGGCATAAATCTCTTGAATTTATGCCACAAAGGTTGGCCGG Hs.498570 12559 2.590433333 3.89332952 0.179406609 -2.550233333 5.29060053 0.340737239
PRKCZ NM_002744_bp1008_R AGCTAAAAAGGACCTGATGTTCCACATGCATCTCTTGAATGCATGTGGAACATCAGGTCCGG Hs.496255 243 -0.08345 0.17689804 0.593012977 0.5522125 0.52335927 0.083935788
PRKCZ NM_002744_bp1008_R AGCTAAAAAGGACCTGATGTTCCACATGCATCTCTTGAATGCATGTGGAACATCAGGTCCGG Hs.496255 5619 -0.06725 0.09950995 0.639281027 0.5976625 0.52628745 0.068521555
PRKCZ NM_002744_bp1008_R AGCTAAAAAGGACCTGATGTTCCACATGCATCTCTTGAATGCATGTGGAACATCAGGTCCGG Hs.496255 10995 0.017575 0.14763634 0.905889261 0.5806625 0.50075277 0.067158797
PRKCZ NM_002744_bp744_R AGCTAAAAAGCTGCAGGACTTTGACCTAATTCTCTTGAAATTAGGTCAAAGTCCTGCAGCGG Hs.496255 244 -0.719 0.24949067 0.00661357 -0.4025875 0.1391888 0.040242351
PRKCZ NM_002744_bp744_R AGCTAAAAAGCTGCAGGACTTTGACCTAATTCTCTTGAAATTAGGTCAAAGTCCTGCAGCGG Hs.496255 5620 -0.58395 0.14701722 0.00899256 -0.3239375 0.15107654 0.078848114
PRKCZ NM_002744_bp744_R AGCTAAAAAGCTGCAGGACTTTGACCTAATTCTCTTGAAATTAGGTCAAAGTCCTGCAGCGG Hs.496255 10996 -0.575825 0.17688447 0.010936065 -0.3172375 0.1348 0.079180305
PRKCZ NM_002744_bp835_R AGCTAAAAAGCCATGAAAGTGGTGAAGAAATCTCTTGAATTTCTTCACCACTTTCATGGCGG Hs.496255 245 -0.59185 0.44765035 0.040699012 -0.0881125 0.17533094 0.579241
PRKCZ NM_002744_bp835_R AGCTAAAAAGCCATGAAAGTGGTGAAGAAATCTCTTGAATTTCTTCACCACTTTCATGGCGG Hs.496255 5621 -0.533275 0.42392813 0.050866957 -0.0030125 0.18707674 0.984833232
PRKCZ NM_002744_bp835_R AGCTAAAAAGCCATGAAAGTGGTGAAGAAATCTCTTGAATTTCTTCACCACTTTCATGGCGG Hs.496255 10997 -0.567275 0.34067537 0.027577063 0.0075625 0.19998245 0.962627377
PRKD1 NM_002742_bp1042_R AGCTAAAAAGCCGCACACATTTGTCATCCATCTCTTGAATGGATGACAAATGTGTGCGGCGG Hs.508999 7205 -0.8947 -0.844183333 0.45868989 0.039026132
PRKD1 NM_002742_bp1042_R AGCTAAAAAGCCGCACACATTTGTCATCCATCTCTTGAATGGATGACAAATGTGTGCGGCGG Hs.508999 12581 -1.3379 0.74967461 0.062576234
PRKD1 NM_002742_bp1042_R AGCTAAAAAGCCGCACACATTTGTCATCCATCTCTTGAATGGATGACAAATGTGTGCGGCGG Hs.508999 1829
PRKD1 NM_002742_bp1692_R AGCTAAAAAGGGCCAATCCTCATTGTTTCGTCTCTTGAACGAAACAATGAGGATTGGCCCGG Hs.508999 241 -0.5681 0.05035802 0.027653921 -0.5255625 0.2470841 0.02761959
PRKD1 NM_002742_bp1692_R AGCTAAAAAGGGCCAATCCTCATTGTTTCGTCTCTTGAACGAAACAATGAGGATTGGCCCGG Hs.508999 5617 -0.840466667 0.20895515 0.010840568 -0.4908125 0.35563002 0.058138882
PRKD1 NM_002742_bp1692_R AGCTAAAAAGGGCCAATCCTCATTGTTTCGTCTCTTGAACGAAACAATGAGGATTGGCCCGG Hs.508999 10993 -0.76735 0.30718004 0.007169741 -0.4882375 0.26716664 0.038765332
PRKD1 NM_002742_bp741_R AGCTAAAAAGGCTGGTACGTCAAGGTCTTATCTCTTGAATAAGACCTTGACGTACCAGCCGG Hs.508999 242 0.294 0.67183066 0.410816657 0.0861375 0.22902802 0.614533266
PRKD1 NM_002742_bp741_R AGCTAAAAAGGCTGGTACGTCAAGGTCTTATCTCTTGAATAAGACCTTGACGTACCAGCCGG Hs.508999 5618 0.000675 0.72546589 0.998340737 0.0076125 0.22769904 0.963878489
PRKD1 NM_002742_bp741_R AGCTAAAAAGGCTGGTACGTCAAGGTCTTATCTCTTGAATAAGACCTTGACGTACCAGCCGG Hs.508999 10994 0.087025 0.64420425 0.768986 0.0816375 0.26638942 0.651218212
PRKD3 NM_005813_bp2089_R AGCTAAAAAGCCACTGGAGTTGGACTTGATTCTCTTGAAATCAAGTCCAACTCCAGTGGCGG Hs.173536 437 -0.063825 0.33648049 0.742031403 0.6892 0.25011443 0.032868717
PRKD3 NM_005813_bp2089_R AGCTAAAAAGCCACTGGAGTTGGACTTGATTCTCTTGAAATCAAGTCCAACTCCAGTGGCGG Hs.173536 5813 -0.658525 0.99142763 0.164349398 0.574933333 0.27840981 0.058928097
PRKD3 NM_005813_bp2089_R AGCTAAAAAGCCACTGGAGTTGGACTTGATTCTCTTGAAATCAAGTCCAACTCCAGTGGCGG Hs.173536 11189 -0.985275 0.82105812 0.034701521 0.740266667 0.44205087 0.052554774
PRKD3 NM_005813_bp784_R AGCTAAAAAGCCCAGGAACTGTCTTTATCTTCTCTTGAAAGATAAAGACAGTTCCTGGGCGG Hs.173536 438 -1.666275 1.94158764 0.080209045 -0.848666667 1.91025742 0.382464682
PRKD3 NM_005813_bp784_R AGCTAAAAAGCCCAGGAACTGTCTTTATCTTCTCTTGAAAGATAAAGACAGTTCCTGGGCGG Hs.173536 5814 -2.593725 3.109738 0.084646766 -2.448233333 3.49270291 0.195795011
PRKD3 NM_005813_bp784_R AGCTAAAAAGCCCAGGAACTGTCTTTATCTTCTCTTGAAAGATAAAGACAGTTCCTGGGCGG Hs.173536 11190 -1.938025 2.46513895 0.099868871 -0.809233333 2.46227611 0.503876532
PRKDC NM_006904_bp11556_R AGCTAAAAAGGCACCGCCGTGTGAATATAATCTCTTGAATTATATTCACACGGCGGTGCCGG Hs.491682 1047 2.6730125 0.74340707 0.000368902 -0.3616125 0.38414231 0.158439981
PRKDC NM_006904_bp11556_R AGCTAAAAAGGCACCGCCGTGTGAATATAATCTCTTGAATTATATTCACACGGCGGTGCCGG Hs.491682 6423 2.7196875 0.72260994 0.000303975 -0.3655125 0.40405483 0.161266075
PRKDC NM_006904_bp11556_R AGCTAAAAAGGCACCGCCGTGTGAATATAATCTCTTGAATTATATTCACACGGCGGTGCCGG Hs.491682 11799 2.7405875 0.72104107 0.000290618 -0.3512375 0.27003928 0.134480899
PRKDC NM_006904_bp12130_R AGCTAAAAAGGGTCATGGATTCAAGAAATATCTCTTGAATATTTCTTGAATCCATGACCCGG Hs.491682 1962 0.5007625 0.36110417 0.046325871 0.4470125 0.80674671 0.230516817
PRKDC NM_006904_bp12130_R AGCTAAAAAGGGTCATGGATTCAAGAAATATCTCTTGAATATTTCTTGAATCCATGACCCGG Hs.491682 7338 0.5222875 0.33079992 0.034813687 0.4382125 0.65085734 0.181973324
PRKDC NM_006904_bp12130_R AGCTAAAAAGGGTCATGGATTCAAGAAATATCTCTTGAATATTTCTTGAATCCATGACCCGG Hs.491682 12714 0.6469375 0.46880799 0.033461106 0.4844625 0.7528086 0.179819702
PRKDC NM_006904_bp4438_R AGCTAAAAAGCTGGGCTTCTGCATAATATATCTCTTGAATATATTATGCAGAAGCCCAGCGG Hs.491682 1046 -0.0897625 0.26800576 0.61125668 0.2110875 0.18692468 0.31253238
PRKDC NM_006904_bp4438_R AGCTAAAAAGCTGGGCTTCTGCATAATATATCTCTTGAATATATTATGCAGAAGCCCAGCGG Hs.491682 6422 -0.0219625 0.26934889 0.899918591 0.2838125 0.21361923 0.195359228
PRKDC NM_006904_bp4438_R AGCTAAAAAGCTGGGCTTCTGCATAATATATCTCTTGAATATATTATGCAGAAGCCCAGCGG Hs.491682 11798 -0.0501625 0.26664055 0.773849339 0.2812875 0.17617883 0.189497762
PRKG1 NM_006258_bp1083_R AGCTAAAAAGGCTGGATGATGTTTCTAATATCTCTTGAATATTAGAAACATCATCCAGCCGG Hs.2689 1809 -0.705 0.65764727 0.089016027 -0.34305 0.38897944 0.351076528
PRKG1 NM_006258_bp1083_R AGCTAAAAAGGCTGGATGATGTTTCTAATATCTCTTGAATATTAGAAACATCATCCAGCCGG Hs.2689 7185 -0.54855 0.47984266 0.170728491
PRKG1 NM_006258_bp1345_R AGCTAAAAAGGGGGCTCATTCCGATTTCATTCTCTTGAAATGAAATCGGAATGAGCCCCCGG Hs.2689 505 -0.2329 1.75555469 0.749744709 -0.7839 2.4455582 0.513826979
PRKG1 NM_006258_bp1345_R AGCTAAAAAGGGGGCTCATTCCGATTTCATTCTCTTGAAATGAAATCGGAATGAGCCCCCGG Hs.2689 5881 0.160475 1.06646578 0.72557526 -1.250733333 2.48492465 0.326561113
PRKG1 NM_006258_bp1345_R AGCTAAAAAGGGGGCTCATTCCGATTTCATTCTCTTGAAATGAAATCGGAATGAGCCCCCGG Hs.2689 11257 0.109775 0.98339215 0.795512058 -1.1797 2.86746835 0.410202891
PRKG1 NM_006258_bp1887_R AGCTAAAAAGCAGGGACAATCCATCAGAAATCTCTTGAATTTCTGATGGATTGTCCCTGCGG Hs.2689 506 0.90895 1.02957548 0.081823219 1.044866667 0.90792424 0.081543869
PRKG1 NM_006258_bp1887_R AGCTAAAAAGCAGGGACAATCCATCAGAAATCTCTTGAATTTCTGATGGATTGTCCCTGCGG Hs.2689 5882 0.899125 1.0874082 0.096217933 1.353933333 0.98704199 0.050709454
PRKG1 NM_006258_bp1887_R AGCTAAAAAGCAGGGACAATCCATCAGAAATCTCTTGAATTTCTGATGGATTGTCCCTGCGG Hs.2689 11258 1.24175 1.30342066 0.062503215 0.298733333 0.94948905 0.545947114
PRKG2 NM_006259_bp1532_R AGCTAAAAAGGAGCTGTGCTCTCCATTCATTCTCTTGAAATGAATGGAGAGCACAGCTCCGG Hs.303719 1811 1.239925 1.84889466 0.148417304 -2.1155 1.36174624 0.062565614
PRKG2 NM_006259_bp1532_R AGCTAAAAAGGAGCTGTGCTCTCCATTCATTCTCTTGAAATGAATGGAGAGCACAGCTCCGG Hs.303719 7187 2.5594 3.48036055 0.116716754 -4.202366667 2.75348444 0.03190034
PRKG2 NM_006259_bp1532_R AGCTAAAAAGGAGCTGTGCTCTCCATTCATTCTCTTGAAATGAATGGAGAGCACAGCTCCGG Hs.303719 12563 2.54435 3.87545289 0.151329814 -4.145166667 2.73792951 0.032647121
PRKG2 NM_006259_bp2180_R AGCTAAAAAGAGCCTTCCATCACCTTTGCATCTCTTGAATGCAAAGGTGATGGAAGGCTCGG Hs.303719 1813 0.644625 1.34281835 0.282077348 -1.34 3.7920802 0.471811277
PRKG2 NM_006259_bp2180_R AGCTAAAAAGAGCCTTCCATCACCTTTGCATCTCTTGAATGCAAAGGTGATGGAAGGCTCGG Hs.303719 7189 0.387175 1.01605434 0.392092097 -1.840633333 3.57054336 0.314087495
PRKG2 NM_006259_bp2180_R AGCTAAAAAGAGCCTTCCATCACCTTTGCATCTCTTGAATGCAAAGGTGATGGAAGGCTCGG Hs.303719 12565 0.494725 2.35532119 0.6137074 -1.818866667 3.52561173 0.313831646
PRKG2 NM_006259_bp293_R AGCTAAAAAGCTTCAGGCCTCTCCAGATAATCTCTTGAATTATCTGGAGAGGCCTGAAGCGG Hs.303719 507 4.37495 0.4703
PRKG2 NM_006259_bp293_R AGCTAAAAAGCTTCAGGCCTCTCCAGATAATCTCTTGAATTATCTGGAGAGGCCTGAAGCGG Hs.303719 5883 2.7722 4.05343641 0.138059503 0.834033333 6.85935268 0.796594516
PRKG2 NM_006259_bp293_R AGCTAAAAAGCTTCAGGCCTCTCCAGATAATCTCTTGAATTATCTGGAGAGGCCTGAAGCGG Hs.303719 11259 2.912725 4.2130495 0.134606958 0.7138 7.34628743 0.836467745
PRKX NM_005044_bp1246_R AGCTAAAAAGCGAATGATGTGAAGCATCATTCTCTTGAAATGATGCTTCACATCATTCGCGG Hs.390788 1577 2.817025 3.18963607 0.072131515 -0.9274 3.81544419 0.613092733
PRKX NM_005044_bp1246_R AGCTAAAAAGCGAATGATGTGAAGCATCATTCTCTTGAAATGATGCTTCACATCATTCGCGG Hs.390788 6953 2.927 3.50960438 0.084382979 -1.203566667 4.05754165 0.540842262
PRKX NM_005044_bp1246_R AGCTAAAAAGCGAATGATGTGAAGCATCATTCTCTTGAAATGATGCTTCACATCATTCGCGG Hs.390788 12329 3.563175 3.29890062 0.079062986 -0.6092 3.12599213 0.683738345
PRKX NM_005044_bp3623_R AGCTAAAAAGGCGGGGTCATAGTTTAAATGTCTCTTGAACATTTAAACTATGACCCCGCCGG Hs.390788 1579 -0.635725 0.61043168 0.064430711 -0.0652 1.21255949 0.913013662
PRKX NM_005044_bp3623_R AGCTAAAAAGGCGGGGTCATAGTTTAAATGTCTCTTGAACATTTAAACTATGACCCCGCCGG Hs.390788 6955 -0.843225 0.6041388 0.025044115 -0.009966667 1.24956497 0.987024543
PRKX NM_005044_bp3623_R AGCTAAAAAGGCGGGGTCATAGTTTAAATGTCTCTTGAACATTTAAACTATGACCCCGCCGG Hs.390788 12331 -0.86475 0.56029353 0.018598243 -0.096366667 1.40319077 0.88779581
PRKX NM_005044_bp637_R AGCTAAAAAGAGCAACACGTACACAATGAGTCTCTTGAACTCATTGTGTACGTGTTGCTCGG Hs.390788 1581 1.049633333 0.45392237 0.013435395 -1.3242 3.37097861 0.428565437
PRKX NM_005044_bp637_R AGCTAAAAAGAGCAACACGTACACAATGAGTCTCTTGAACTCATTGTGTACGTGTTGCTCGG Hs.390788 6957 0.863125 0.87589158 0.062945254 -1.674333333 3.77433475 0.376802634
PRKX NM_005044_bp637_R AGCTAAAAAGAGCAACACGTACACAATGAGTCTCTTGAACTCATTGTGTACGTGTTGCTCGG Hs.390788 12333 0.56135 1.02005989 0.234041743 -1.985366667 3.71948442 0.299572348
PRKY NM_002760_bp4926_R AGCTAAAAAGGCGGGGTCATAATTTAAATGTCTCTTGAACATTTAAATTATGACCCCGCCGG Hs.546278 273 -0.49485 0.22686032 0.024800673 -0.2221375 0.32022895 0.286305584
PRKY NM_002760_bp4926_R AGCTAAAAAGGCGGGGTCATAATTTAAATGTCTCTTGAACATTTAAATTATGACCCCGCCGG Hs.546278 5649 -0.4351 0.21538644 0.036606568 -0.1966125 0.33003247 0.34528676
PRKY NM_002760_bp4926_R AGCTAAAAAGGCGGGGTCATAATTTAAATGTCTCTTGAACATTTAAATTATGACCCCGCCGG Hs.546278 11025 -0.198575 0.59707791 0.486714568 -0.4717875 1.11521952 0.369428153
PRKY NM_002760_bp5753_R AGCTAAAAAGCTGTCAGCATGATGGAATAATCTCTTGAATTATTCCATCATGCTGACAGCGG Hs.546278 274 -0.155925 0.8158395 0.666564182 0.2781375 0.35111084 0.215150394
PRKY NM_002760_bp5753_R AGCTAAAAAGCTGTCAGCATGATGGAATAATCTCTTGAATTATTCCATCATGCTGACAGCGG Hs.546278 5650 0.001225 0.82125901 0.997287246 0.3446625 0.45093489 0.192274824
PRKY NM_002760_bp5753_R AGCTAAAAAGCTGTCAGCATGATGGAATAATCTCTTGAATTATTCCATCATGCTGACAGCGG Hs.546278 11026 0.073825 0.91793848 0.852734455 0.4253125 0.46521033 0.129705706
PRPF4B NM_003913_bp1243_R AGCTAAAAAGAGCCGATCCTTAGAAAGAAATCTCTTGAATTTCTTTCTAAGGATCGGCTCGG Hs.159014 214 3.165575 0.72789523 0.000151222 0.8831625 0.26284385 0.004484527
PRPF4B NM_003913_bp1243_R AGCTAAAAAGAGCCGATCCTTAGAAAGAAATCTCTTGAATTTCTTTCTAAGGATCGGCTCGG Hs.159014 5590 3.160775 0.71121252 0.000138953 0.9135125 0.27365628 0.004193269
PRPF4B NM_003913_bp1243_R AGCTAAAAAGAGCCGATCCTTAGAAAGAAATCTCTTGAATTTCTTTCTAAGGATCGGCTCGG Hs.159014 10966 3.20685 0.71721412 0.000133961 0.8964875 0.25286951 0.003973299
PRPF4B NM_003913_bp2144_R AGCTAAAAAGGGCAAGGTGTATTCAGTAATTCTCTTGAAATTACTGAATACACCTTGCCCGG Hs.159014 215 5.042933333 1.54405935 0.001470912 0.6103625 0.50669739 0.059719083
PRPF4B NM_003913_bp2144_R AGCTAAAAAGGGCAAGGTGTATTCAGTAATTCTCTTGAAATTACTGAATACACCTTGCCCGG Hs.159014 5591 5.125166667 1.6004277 0.001571513 0.6839125 0.49353657 0.040114307
PRPF4B NM_003913_bp2144_R AGCTAAAAAGGGCAAGGTGTATTCAGTAATTCTCTTGAAATTACTGAATACACCTTGCCCGG Hs.159014 10967 5.0972 1.61747812 0.001666251 0.6414625 0.49700888 0.049557396
PRPF4B NM_003913_bp2683_R AGCTAAAAAGTCTGTAGGTTGCACCTTATATCTCTTGAATATAAGGTGCAACCTACAGACGG Hs.159014 1656 -0.1145 0.15368068 0.325950466 -0.038375 0.15225118 0.648882391
PRPF4B NM_003913_bp2683_R AGCTAAAAAGTCTGTAGGTTGCACCTTATATCTCTTGAATATAAGGTGCAACCTACAGACGG Hs.159014 7032 0.04245 0.05807251 0.239914559 0.066625 0.03516972 0.03225005
PRPF4B NM_003913_bp2683_R AGCTAAAAAGTCTGTAGGTTGCACCTTATATCTCTTGAATATAAGGTGCAACCTACAGACGG 12408 0.07985 0.11131821 0.246875534 0.160775 0.14455166 0.112574499
PRPSAP2 NM_002767_bp226_R AGCTAAAAAGCCACCTGAATTAGAAACCAATCTCTTGAATTGGTTTCTAATTCAGGTGGCGG Hs.462418 3416 -0.7453 0.23489204 0.017799457 -0.580025 0.35629736 0.037754807
PRPSAP2 NM_002767_bp226_R AGCTAAAAAGCCACCTGAATTAGAAACCAATCTCTTGAATTGGTTTCTAATTCAGGTGGCGG Hs.462418 8792 -0.521833333 0.45210347 0.10345135 -0.308025 0.42417824 0.234907339
PRPSAP2 NM_002767_bp226_R AGCTAAAAAGCCACCTGAATTAGAAACCAATCTCTTGAATTGGTTTCTAATTCAGGTGGCGG Hs.462418 14168 -0.786633333 0.19376554 0.012935634 -0.27225 0.54063702 0.337620767
PRPSAP2 NM_002767_bp576_R AGCTAAAAAGAGGCTCCATTGTCTCTAAATTCTCTTGAAATTTAGAGACAATGGAGCCTCGG Hs.462418 3414 1.48315 0.75046133 0.005446801 3.382175 1.40572108 0.000624913
PRPSAP2 NM_002767_bp576_R AGCTAAAAAGAGGCTCCATTGTCTCTAAATTCTCTTGAAATTTAGAGACAATGGAGCCTCGG Hs.462418 8790 1.52835 0.81289501 0.006371358 3.43565 1.48839795 0.000754739
PRPSAP2 NM_002767_bp576_R AGCTAAAAAGAGGCTCCATTGTCTCTAAATTCTCTTGAAATTTAGAGACAATGGAGCCTCGG Hs.462418 14166 1.49435 0.73280386 0.004853421 2.866075 0.76413626 0.000105005
PRPSAP2 NM_002767_bp992_R AGCTAAAAAGGAGGAAGGATTGCCATCATCTCTCTTGAAGATGATGGCAATCCTTCCTCCGG Hs.462418 3418 1.68625 0.37653307 0.000334142 0.340975 0.44115435 0.200472662
PRPSAP2 NM_002767_bp992_R AGCTAAAAAGGAGGAAGGATTGCCATCATCTCTCTTGAAGATGATGGCAATCCTTCCTCCGG Hs.462418 8794 1.7791 0.55724986 0.000859011 0.22925 0.63409791 0.453407085
PRPSAP2 NM_002767_bp992_R AGCTAAAAAGGAGGAAGGATTGCCATCATCTCTCTTGAAGATGATGGCAATCCTTCCTCCGG Hs.462418 14170 1.9191 0.6142732 0.000849793 0.2419 1.01952206 0.567727289
PSD3 AL353936_bp1594_R AGCTAAAAAGCCACTTCACTCAGGCTTCTATCTCTTGAATAGAAGCCTGAGTGAAGTGGCGG Hs.592598 3916 -0.9477875 0.18689789 0.00136667 -0.122025 0.17370867 0.544535712
PSD3 AL353936_bp1594_R AGCTAAAAAGCCACTTCACTCAGGCTTCTATCTCTTGAATAGAAGCCTGAGTGAAGTGGCGG Hs.592598 9292 -1.0423625 0.10964704 0.000595792 -0.246025 0.24796119 0.264214144
PSD3 AL353936_bp1594_R AGCTAAAAAGCCACTTCACTCAGGCTTCTATCTCTTGAATAGAAGCCTGAGTGAAGTGGCGG Hs.592598 14668 -0.9809375 0.18216897 0.001136882 -0.197675 0.26062241 0.365158059
PSD3 AL353936_bp2253_R AGCTAAAAAGTGCCATATGTCCCCTGCAAATCTCTTGAATTTGCAGGGGACATATGGCACGG Hs.592598 9296 -0.240725 0.26174237 0.278233082
PSD3 AL353936_bp2253_R AGCTAAAAAGTGCCATATGTCCCCTGCAAATCTCTTGAATTTGCAGGGGACATATGGCACGG Hs.592598 14672 -0.183825 0.2637224 0.398595552
PSD3 AL353936_bp2253_R AGCTAAAAAGTGCCATATGTCCCCTGCAAATCTCTTGAATTTGCAGGGGACATATGGCACGG Hs.592598 3920 0.2635
PSD3 AL353936_bp2356_R AGCTAAAAAGGCGGTACTATAACACGTACTTCTCTTGAAAGTACGTGTTATAGTACCGCCGG Hs.592598 9294 0.038 0.3466 0.23407297 0.129882878
PSD3 AL353936_bp2356_R AGCTAAAAAGGCGGTACTATAACACGTACTTCTCTTGAAAGTACGTGTTATAGTACCGCCGG Hs.592598 14670 0.1113 0.381025 0.21749398 0.098716586
PSD3 NM_015310_bp2180_R AGCTAAAAAGGCCAAATATTGGAAAGAAGATCTCTTGAATCTTCTTTCCAATATTTGGCCGG Hs.434255 3312 0.48545 0.26789249 0.032519586 0.5652625 0.47749917 0.060684057 0.1823 0.33214178 0.352533778 0.3521 0.27906017 0.085914675
PSD3 NM_015310_bp2180_R AGCTAAAAAGGCCAAATATTGGAAAGAAGATCTCTTGAATCTTCTTTCCAATATTTGGCCGG Hs.434255 8688 0.376075 0.19828994 0.054246451 0.6144625 0.45026431 0.042111897 0.263925 0.38158446 0.260537895 0.50015 0.28196058 0.038154386
PSD3 NM_015310_bp2180_R AGCTAAAAAGGCCAAATATTGGAAAGAAGATCTCTTGAATCTTCTTTCCAATATTTGGCCGG Hs.434255 14064 0.515 0.37883359 0.04608115 0.4570125 0.52061855 0.124457961 0.344025 0.4025031 0.185902457 0.559075 0.29427218 0.03201082
PSD3 NM_015310_bp490_R AGCTAAAAAGCCCATTGACTCTTTGATTTCTCTCTTGAAGAAATCAAAGAGTCAATGGGCGG Hs.434255 3310 -1.035766667 0.19825821 0.004977908 0.723783333 0.93439336 0.13490249 0.19515 0.5516888 0.530284842 0.332 0.2884207 0.10477754
PSD3 NM_015310_bp490_R AGCTAAAAAGCCCATTGACTCTTTGATTTCTCTCTTGAAGAAATCAAAGAGTCAATGGGCGG Hs.434255 8686 -1.13775 0.24329731 0.000839687 0.3222625 0.64158472 0.305893205 0.207825 0.58295062 0.527296837 0.3678 0.23834635 0.053870887
PSD3 NM_015310_bp490_R AGCTAAAAAGCCCATTGACTCTTTGATTTCTCTCTTGAAGAAATCAAAGAGTCAATGGGCGG Hs.434255 14062 -0.886725 0.15975301 0.001590432 -0.0837125 0.1399591 0.669460892 0.217825 0.56437118 0.49639279 0.37015 0.27727352 0.075695114
PSD3 NM_015310_bp987_R AGCTAAAAAGGGTCAAACATGTGGAATTTCTCTCTTGAAGAAATTCCACATGTTTGACCCGG Hs.434255 3308 0.719375 0.39009754 0.015127823 0.2211125 0.92997501 0.57443956 0.648425 0.19004644 0.00643849 0.22635 0.49064955 0.424236133
PSD3 NM_015310_bp987_R AGCTAAAAAGGGTCAAACATGTGGAATTTCTCTCTTGAAGAAATTCCACATGTTTGACCCGG Hs.434255 8684 0.520725 0.42895967 0.055977836 0.0544875 0.59248454 0.849451778 0.7477 0.38189892 0.029609919 0.3148 0.38229668 0.198136143
PSD3 NM_015310_bp987_R AGCTAAAAAGGGTCAAACATGTGGAATTTCTCTCTTGAAGAAATTCCACATGTTTGACCCGG Hs.434255 14060 0.843125 0.73343392 0.042394197 -0.2663375 0.68281589 0.40804422 0.686 0.36486324 0.032882997 0.383175 0.41807379 0.164170116
PSKH1 NM_006742_bp216_R AGCTAAAAAGCACTAAGAGTGACGTGTACATCTCTTGAATGTACACGTCACTCTTAGTGCGG Hs.513683 1899 -0.420225 1.25904686 0.442063676 -3.17885 1.43182052 0.027975237
PSKH1 NM_006742_bp216_R AGCTAAAAAGCACTAAGAGTGACGTGTACATCTCTTGAATGTACACGTCACTCTTAGTGCGG Hs.513683 7275 -0.105475 1.19085882 0.834160997 -4.09685 1.79216214 0.024769254
PSKH1 NM_006742_bp216_R AGCTAAAAAGCACTAAGAGTGACGTGTACATCTCTTGAATGTACACGTCACTCTTAGTGCGG Hs.513683 12651 -0.09215 0.8910252 0.812213862 -3.87125 1.5919095 0.022026095
PSKH1 NM_006742_bp401_R AGCTAAAAAGACCCACGTGTTACAGCTAAGTCTCTTGAACTTAGCTGTAACACGTGGGTCGG Hs.513683 11292 -0.4134 0.22733474 0.045631001 0.664 0.59931128 0.109846614
PSKH1 NM_006742_bp401_R AGCTAAAAAGACCCACGTGTTACAGCTAAGTCTCTTGAACTTAGCTGTAACACGTGGGTCGG Hs.513683 540 -0.523375 1.00030861 0.346846735 1.0365
PSKH1 NM_006742_bp401_R AGCTAAAAAGACCCACGTGTTACAGCTAAGTCTCTTGAACTTAGCTGTAACACGTGGGTCGG Hs.513683 5916 -0.2647
PSKH1 NM_006742_bp817_R AGCTAAAAAGGGCACTGACTCCAAGATCATTCTCTTGAAATGATCTTGGAGTCAGTGCCCGG Hs.513683 553 1.229975 0.40575207 0.001760148
PSKH1 NM_006742_bp817_R AGCTAAAAAGGGCACTGACTCCAAGATCATTCTCTTGAAATGATCTTGGAGTCAGTGCCCGG Hs.513683 5929 1.75295 0.98120217 0.007148484 -0.0255 5.37308903 0.991938099
PSKH1 NM_006742_bp817_R AGCTAAAAAGGGCACTGACTCCAAGATCATTCTCTTGAAATGATCTTGGAGTCAGTGCCCGG Hs.513683 11305 1.75745 1.07303334 0.00982179 -0.0096 5.27372186 0.996907982
PSKH2 NM_033126_bp1074_R AGCTAAAAAGTCACATTATTCTCACAAATCTCTCTTGAAGATTTGTGAGAATAATGTGACGG Hs.532044 598 -0.373 0.20908029 0.058093567 -0.300975 0.0753523 0.078483038
PSKH2 NM_033126_bp1074_R AGCTAAAAAGTCACATTATTCTCACAAATCTCTCTTGAAGATTTGTGAGAATAATGTGACGG Hs.532044 5974 -0.2538 0.23881455 0.17094827 -0.19725 0.08002356 0.204824773
PSKH2 NM_033126_bp1074_R AGCTAAAAAGTCACATTATTCTCACAAATCTCTCTTGAAGATTTGTGAGAATAATGTGACGG Hs.532044 11350 -0.173175 0.24109573 0.326797774 -0.0458 0.06166679 0.743293836
PSKH2 NM_033126_bp428_R AGCTAAAAAGGGAGCTCTTTGATCGACTCATCTCTTGAATGAGTCGATCAAAGAGCTCCCGG Hs.532044 599 -0.16905 0.47455122 0.485257213 -0.54755 0.05929837 0.01095827
PSKH2 NM_033126_bp428_R AGCTAAAAAGGGAGCTCTTTGATCGACTCATCTCTTGAATGAGTCGATCAAAGAGCTCCCGG Hs.532044 5975 -0.086725 0.44149121 0.702220307 -0.489125 0.08286581 0.017474599
PSKH2 NM_033126_bp428_R AGCTAAAAAGGGAGCTCTTTGATCGACTCATCTCTTGAATGAGTCGATCAAAGAGCTCCCGG Hs.532044 11351 -0.062425 0.46222648 0.788516053 -0.315675 0.10115162 0.073035155



PSKH2 NM_033126_bp739_R AGCTAAAAAGCTCTTGGTGTGATCACATATTCTCTTGAAATATGTGATCACACCAAGAGCGG Hs.532044 600 -0.81525 0.48710328 0.015988867 0.197925 0.41154188 0.397615448
PSKH2 NM_033126_bp739_R AGCTAAAAAGCTCTTGGTGTGATCACATATTCTCTTGAAATATGTGATCACACCAAGAGCGG Hs.532044 5976 -0.552025 0.94152893 0.212264014 0.148225 0.55358111 0.596288722
PSKH2 NM_033126_bp739_R AGCTAAAAAGCTCTTGGTGTGATCACATATTCTCTTGAAATATGTGATCACACCAAGAGCGG Hs.532044 11352 -0.6322 0.38536477 0.02377818 0.3945 0.11743341 0.039782174
PSMB5 NM_002797_bp373_R AGCTAAAAAGGCTCGGCAATGTCGAATCTATCTCTTGAATAGATTCGACATTGCCGAGCCGG Hs.422990 2700 -0.554475 0.30140178 0.031848409 -0.1649625 0.77099318 0.718898652
PSMB5 NM_002797_bp373_R AGCTAAAAAGGCTCGGCAATGTCGAATCTATCTCTTGAATAGATTCGACATTGCCGAGCCGG Hs.422990 8076 -0.47 0.15877457 0.033790319 -0.1750125 0.63104573 0.65840736
PSMB5 NM_002797_bp373_R AGCTAAAAAGGCTCGGCAATGTCGAATCTATCTCTTGAATAGATTCGACATTGCCGAGCCGG Hs.422990 13452 -0.487375 0.13455409 0.026657779 -0.1178875 0.716414 0.815688607
PSMB5 NM_002797_bp613_R AGCTAAAAAGGATCGGGGCTATTCCTATGATCTCTTGAATCATAGGAATAGCCCCGATCCGG Hs.422990 2702 -1.0375 0.22666011 0.001440248 -0.1840625 0.70845065 0.662234725
PSMB5 NM_002797_bp613_R AGCTAAAAAGGATCGGGGCTATTCCTATGATCTCTTGAATCATAGGAATAGCCCCGATCCGG Hs.422990 8078 -1.057975 0.24278832 0.001496226 -0.2040125 0.67296434 0.607524117
PSMB5 NM_002797_bp613_R AGCTAAAAAGGATCGGGGCTATTCCTATGATCTCTTGAATCATAGGAATAGCCCCGATCCGG Hs.422990 13454 -1.03375 0.21136993 0.001531794 -0.2149875 0.71199493 0.597103887
PSMB5 NM_002797_bp770_R AGCTAAAAAGTGGCTGATCTACATGAGAAGTCTCTTGAACTTCTCATGTAGATCAGCCACGG Hs.422990 2704 1.195633333 2.65644429 0.312516539 0.154475 1.55552885 0.7684046
PSMB5 NM_002797_bp770_R AGCTAAAAAGTGGCTGATCTACATGAGAAGTCTCTTGAACTTCTCATGTAGATCAGCCACGG Hs.422990 8080 0.591566667 1.4487414 0.350760577 0.200516667 1.00214022 0.593153915
PSMB5 NM_002797_bp770_R AGCTAAAAAGTGGCTGATCTACATGAGAAGTCTCTTGAACTTCTCATGTAGATCAGCCACGG Hs.422990 13456 1.469475 2.62856339 0.265410482 -0.093575 1.30386955 0.928673954
PSMC1 NM_002802_bp124_R AGCTAAAAAGAACCTCCTGTACCAACTAGATCTCTTGAATCTAGTTGGTACAGGAGGTTCGG Hs.356654 2991 0.406275 0.43924387 0.088978244 0.3263875 1.02015578 0.390312399
PSMC1 NM_002802_bp124_R AGCTAAAAAGAACCTCCTGTACCAACTAGATCTCTTGAATCTAGTTGGTACAGGAGGTTCGG Hs.356654 8367 0.409925 0.41389501 0.078610235 0.3689875 0.96546132 0.321993528
PSMC1 NM_002802_bp124_R AGCTAAAAAGAACCTCCTGTACCAACTAGATCTCTTGAATCTAGTTGGTACAGGAGGTTCGG Hs.356654 13743 0.61715 0.30724808 0.013647056 0.1977625 1.0810882 0.585441128
PSMC1 NM_002802_bp802_R AGCTAAAAAGGCTCTGAACTTATTCAGAAGTCTCTTGAACTTCTGAATAAGTTCAGAGCCGG Hs.356654 2987 1.011225 0.51723586 0.00700648 -0.7812375 0.58446629 0.034553558
PSMC1 NM_002802_bp802_R AGCTAAAAAGGCTCTGAACTTATTCAGAAGTCTCTTGAACTTCTGAATAAGTTCAGAGCCGG Hs.356654 8363 1.0128 0.47509341 0.005474327 -0.7703375 0.58756758 0.036846112
PSMC1 NM_002802_bp802_R AGCTAAAAAGGCTCTGAACTTATTCAGAAGTCTCTTGAACTTCTGAATAAGTTCAGAGCCGG Hs.356654 13739 1.0105 0.49269786 0.006152336 -0.7743375 0.57982042 0.035133518
PSMC1 NM_002802_bp885_R AGCTAAAAAGTCCATCGTGTTTATTGATGATCTCTTGAATCATCAATAAACACGATGGACGG Hs.356654 13741 -1.31815 0.373266667 0.97156998 0.36678624
PSMC1 NM_002802_bp885_R AGCTAAAAAGTCCATCGTGTTTATTGATGATCTCTTGAATCATCAATAAACACGATGGACGG Hs.356654 8365 1.5184 0.55847294 0.012836623
PSMC1 NM_002802_bp885_R AGCTAAAAAGTCCATCGTGTTTATTGATGATCTCTTGAATCATCAATAAACACGATGGACGG Hs.356654 2989 1.0581
PSMC2 NM_002803_bp1069_R AGCTAAAAAGCCAGGGAGATTGGATAGAAATCTCTTGAATTTCTATCCAATCTCCCTGGCGG Hs.437366 13747 -0.03835 -0.05481667 0.22619401 0.961647143
PSMC2 NM_002803_bp1069_R AGCTAAAAAGCCAGGGAGATTGGATAGAAATCTCTTGAATTTCTATCCAATCTCCCTGGCGG Hs.437366 8371 -0.1618 0.20718229 0.716617318
PSMC2 NM_002803_bp1069_R AGCTAAAAAGCCAGGGAGATTGGATAGAAATCTCTTGAATTTCTATCCAATCTCCCTGGCGG Hs.437366 2995 -0.1182
PSMC2 NM_002803_bp1123_R AGCTAAAAAGACCCACATATTTAAGATTCATCTCTTGAATGAATCTTAAATATGTGGGTCGG Hs.437366 2993 -0.772166667 0.38712469 0.040094322 -0.0923625 0.46090668 0.844287044
PSMC2 NM_002803_bp1123_R AGCTAAAAAGACCCACATATTTAAGATTCATCTCTTGAATGAATCTTAAATATGTGGGTCGG Hs.437366 8369 -0.6341 0.48217611 0.173151479 -0.1360375 0.40665159 0.698532697
PSMC2 NM_002803_bp1123_R AGCTAAAAAGACCCACATATTTAAGATTCATCTCTTGAATGAATCTTAAATATGTGGGTCGG Hs.437366 13745 -0.748466667 0.42402451 0.049891429 -0.1611875 0.4738447 0.645519328
PSMC2 NM_002803_bp875_R AGCTAAAAAGCCTGCCTTATCTTCTTTGATTCTCTTGAAATCAAAGAAGATAAGGCAGGCGG Hs.437366 2997 -0.568825 0.16603718 0.018406473 -0.5119625 0.32585505 0.069889648
PSMC2 NM_002803_bp875_R AGCTAAAAAGCCTGCCTTATCTTCTTTGATTCTCTTGAAATCAAAGAAGATAAGGCAGGCGG Hs.437366 8373 -0.57345 0.12643087 0.014679379 -0.5765125 0.31087867 0.044103968
PSMC2 NM_002803_bp875_R AGCTAAAAAGCCTGCCTTATCTTCTTTGATTCTCTTGAAATCAAAGAAGATAAGGCAGGCGG Hs.437366 13749 -0.56215 0.17581326 0.020024898 -0.5776125 0.28441061 0.040544958
PSMC3 NM_002804_bp1257_R AGCTAAAAAGCAGATCCACTCCCGAAAGATTCTCTTGAAATCTTTCGGGAGTGGATCTGCGG Hs.250758 2999 0.1639 1.02036815 0.622016937 2.908383333 3.08701017 0.04823064
PSMC3 NM_002804_bp1257_R AGCTAAAAAGCAGATCCACTCCCGAAAGATTCTCTTGAAATCTTTCGGGAGTGGATCTGCGG Hs.250758 8375 0.147625 0.9881745 0.637957328 2.95015 3.02103681 0.043156484
PSMC3 NM_002804_bp1257_R AGCTAAAAAGCAGATCCACTCCCGAAAGATTCTCTTGAAATCTTTCGGGAGTGGATCTGCGG Hs.250758 13751 0.1433 0.96476047 0.638190219 2.817283333 2.79063027 0.039074911
PSMC3 NM_002804_bp304_R AGCTAAAAAGACAGTGAGATCAAGATCATGTCTCTTGAACATGATCTTGATCTCACTGTCGG Hs.250758 3027 3.915425 0.70583297 4.23E-05 3.5508875 1.31502119 0.000333805
PSMC3 NM_002804_bp304_R AGCTAAAAAGACAGTGAGATCAAGATCATGTCTCTTGAACATGATCTTGATCTCACTGTCGG Hs.250758 8403 3.91965 0.7197325 4.60E-05 3.5376875 1.33522583 0.000366475
PSMC3 NM_002804_bp304_R AGCTAAAAAGACAGTGAGATCAAGATCATGTCTCTTGAACATGATCTTGATCTCACTGTCGG Hs.250758 13779 3.91935 0.68843303 3.85E-05 3.5215875 1.34388212 0.000387195
PSMC3 NM_002804_bp757_R AGCTAAAAAGAGGCCATTGTCTTGCCAATGTCTCTTGAACATTGGCAAGACAATGGCCTCGG Hs.250758 3025 0.624125 0.88635786 0.116913486 -0.5063625 0.5907281 0.140670825
PSMC3 NM_002804_bp757_R AGCTAAAAAGAGGCCATTGTCTTGCCAATGTCTCTTGAACATTGGCAAGACAATGGCCTCGG Hs.250758 8401 0.516025 0.86894257 0.166734814 -0.4636125 0.56961471 0.166622036
PSMC3 NM_002804_bp757_R AGCTAAAAAGAGGCCATTGTCTTGCCAATGTCTCTTGAACATTGGCAAGACAATGGCCTCGG Hs.250758 13777 0.474425 0.8502959 0.187098008 -0.4816125 0.59568868 0.160755625
PSMD1 NM_002807_bp1491_R AGCTAAAAAGGTGGTGATATAATTGACTATTCTCTTGAAATAGTCAATTATATCACCACCGG Hs.3887 8409 -0.07551667 0.48197812 0.91305639
PSMD1 NM_002807_bp1491_R AGCTAAAAAGGTGGTGATATAATTGACTATTCTCTTGAAATAGTCAATTATATCACCACCGG Hs.3887 13785
PSMD1 NM_002807_bp1491_R AGCTAAAAAGGTGGTGATATAATTGACTATTCTCTTGAAATAGTCAATTATATCACCACCGG Hs.3887 3033
PSMD1 NM_002807_bp1933_R AGCTAAAAAGCCTGCTACATGTTGCTGTAATCTCTTGAATTACAGCAACATGTAGCAGGCGG Hs.3887 3029 -0.6072 0.2713281 0.02209267 -0.2880625 0.56202502 0.391840189
PSMD1 NM_002807_bp1933_R AGCTAAAAAGCCTGCTACATGTTGCTGTAATCTCTTGAATTACAGCAACATGTAGCAGGCGG Hs.3887 8405 -0.625025 0.21288292 0.014262808 -0.3090875 0.5201181 0.336903847
PSMD1 NM_002807_bp1933_R AGCTAAAAAGCCTGCTACATGTTGCTGTAATCTCTTGAATTACAGCAACATGTAGCAGGCGG Hs.3887 13781 -0.61635 0.20780337 0.014582983 -0.3202625 0.54257796 0.328603503
PSMD1 NM_002807_bp309_R AGCTAAAAAGCAGCCTTAGTGGCATCTAAATCTCTTGAATTTAGATGCCACTAAGGCTGCGG Hs.3887 3031 -0.6069 0.43908208 0.046961638 -0.4065625 0.39649445 0.162827383
PSMD1 NM_002807_bp309_R AGCTAAAAAGCAGCCTTAGTGGCATCTAAATCTCTTGAATTTAGATGCCACTAAGGCTGCGG Hs.3887 8407 -0.5612 0.40473429 0.052735592 -0.4114625 0.42835035 0.168956546
PSMD1 NM_002807_bp309_R AGCTAAAAAGCAGCCTTAGTGGCATCTAAATCTCTTGAATTTAGATGCCACTAAGGCTGCGG Hs.3887 13783 -0.538725 0.44840251 0.072043639 -0.4283375 0.38260541 0.138537642
PSMD12 NM_002816_bp1250_R AGCTAAAAAGTCCGAAGCCTTTCTCTCAAATCTCTTGAATTTGAGAGAAAGGCTTCGGACGG Hs.4295 3035 2.4065 0.83485275 0.000787109 1.9106375 0.69393401 0.000602577
PSMD12 NM_002816_bp1250_R AGCTAAAAAGTCCGAAGCCTTTCTCTCAAATCTCTTGAATTTGAGAGAAAGGCTTCGGACGG Hs.4295 8411 2.27715 1.02192684 0.002284833 2.2735125 1.39952138 0.0041903
PSMD12 NM_002816_bp1250_R AGCTAAAAAGTCCGAAGCCTTTCTCTCAAATCTCTTGAATTTGAGAGAAAGGCTTCGGACGG Hs.4295 13787 2.637025 0.73140899 0.000287637 1.9941375 0.78926013 0.000768273
PSMD12 NM_002816_bp398_R AGCTAAAAAGGTTCAACAGTGCTGTACTTATCTCTTGAATAAGTACAGCACTGTTGAACCGG Hs.4295 3039 1.85505 0.92144504 0.00409748 2.0482625 0.91764353 0.001233132
PSMD12 NM_002816_bp398_R AGCTAAAAAGGTTCAACAGTGCTGTACTTATCTCTTGAATAAGTACAGCACTGTTGAACCGG Hs.4295 8415 1.903175 0.86728599 0.002907119 2.1591375 0.9756033 0.001205588
PSMD12 NM_002816_bp398_R AGCTAAAAAGGTTCAACAGTGCTGTACTTATCTCTTGAATAAGTACAGCACTGTTGAACCGG Hs.4295 13791 1.8864 0.82302257 0.002446146 2.1811625 0.99280249 0.001230801
PSMD12 NM_002816_bp596_R AGCTAAAAAGGTGGAAACCTACGGGTCAATTCTCTTGAAATTGACCCGTAGGTTTCCACCGG Hs.4295 3037 2.635466667 1.61393274 0.015549063 0.728083333 1.79413132 0.314593436
PSMD12 NM_002816_bp596_R AGCTAAAAAGGTGGAAACCTACGGGTCAATTCTCTTGAAATTGACCCGTAGGTTTCCACCGG Hs.4295 8413 1.779575 0.95290956 0.005353261 0.3287875 1.45696067 0.519872095
PSMD12 NM_002816_bp596_R AGCTAAAAAGGTGGAAACCTACGGGTCAATTCTCTTGAAATTGACCCGTAGGTTTCCACCGG Hs.4295 13789 2.344925 1.09969763 0.002920483 0.69265 1.75085138 0.325673794
PSMD13 NM_175932_bp423_R AGCTAAAAAGATCCTAATGTGGCTCTTACTTCTCTTGAAAGTAAGAGCCACATTAGGATCGG Hs.134688 3045 0.13165 0.33210338 0.366547486 0.3194625 0.86552246 0.342932633
PSMD13 NM_175932_bp423_R AGCTAAAAAGATCCTAATGTGGCTCTTACTTCTCTTGAAAGTAAGAGCCACATTAGGATCGG Hs.134688 8421 0.1017 0.33858667 0.446107947 0.3132375 0.84980085 0.344411604
PSMD13 NM_175932_bp423_R AGCTAAAAAGATCCTAATGTGGCTCTTACTTCTCTTGAAAGTAAGAGCCACATTAGGATCGG Hs.134688 13797 0.119825 0.34099363 0.400039573 0.2484875 0.89141947 0.449095907
PSMD13 NM_175932_bp483_R AGCTAAAAAGAGGCAGTGATCCTGTGTAAATCTCTTGAATTTACACAGGATCACTGCCTCGG Hs.134688 3041 3.1667 1.23723896 0.001208313 2.1698875 1.81837361 0.015374827
PSMD13 NM_175932_bp483_R AGCTAAAAAGAGGCAGTGATCCTGTGTAAATCTCTTGAATTTACACAGGATCACTGCCTCGG Hs.134688 8417 3.18675 1.26546166 0.001286716 1.7620625 1.20672077 0.007587493
PSMD13 NM_175932_bp483_R AGCTAAAAAGAGGCAGTGATCCTGTGTAAATCTCTTGAATTTACACAGGATCACTGCCTCGG Hs.134688 13793 3.141775 1.23033364 0.001221041 1.8809375 1.40486124 0.010276875
PSMD13 NM_175932_bp929_R AGCTAAAAAGCAGCCTGATTTAGCAGCTAATCTCTTGAATTAGCTGCTAAATCAGGCTGCGG Hs.134688 3043 0.211325 0.24985847 0.153681138 -0.2920625 0.37032871 0.306444733
PSMD13 NM_175932_bp929_R AGCTAAAAAGCAGCCTGATTTAGCAGCTAATCTCTTGAATTAGCTGCTAAATCAGGCTGCGG Hs.134688 8419 0.32315 0.2652902 0.066246326 -0.2722125 0.36779917 0.342441365
PSMD13 NM_175932_bp929_R AGCTAAAAAGCAGCCTGATTTAGCAGCTAATCTCTTGAATTAGCTGCTAAATCAGGCTGCGG Hs.134688 13795 0.3578 0.26449479 0.051002057 -0.2544625 0.35356352 0.372601422
PSMD3 NM_002809_bp1396_R AGCTAAAAAGCCTCTCCTATTCCCGAATCTTCTCTTGAAAGATTCGGGAATAGGAGAGGCGG Hs.12970 2690 -0.636 0.36922293 0.025683143 -0.5778125 0.59393864 0.100790844
PSMD3 NM_002809_bp1396_R AGCTAAAAAGCCTCTCCTATTCCCGAATCTTCTCTTGAAAGATTCGGGAATAGGAGAGGCGG Hs.12970 8066 -0.57815 0.34440847 0.032068086 -0.5287375 0.4950391 0.100790731
PSMD3 NM_002809_bp1396_R AGCTAAAAAGCCTCTCCTATTCCCGAATCTTCTCTTGAAAGATTCGGGAATAGGAGAGGCGG Hs.12970 13442 -0.6356 0.32314469 0.019963915 -0.5683625 0.4197904 0.065346077
PSMD3 NM_002809_bp515_R AGCTAAAAAGCAGGGCTTCTTCACTTCAAATCTCTTGAATTTGAAGTGAAGAAGCCCTGCGG Hs.12970 3047 2.0787 0.69338103 0.000830661 2.0913375 0.81959466 0.000694464
PSMD3 NM_002809_bp515_R AGCTAAAAAGCAGGGCTTCTTCACTTCAAATCTCTTGAATTTGAAGTGAAGAAGCCCTGCGG Hs.12970 8423 2.0036 0.47776257 0.000266219 2.0134125 0.85432638 0.000996963
PSMD3 NM_002809_bp515_R AGCTAAAAAGCAGGGCTTCTTCACTTCAAATCTCTTGAATTTGAAGTGAAGAAGCCCTGCGG Hs.12970 13799 2.0857 0.45412301 0.000186672 1.9988625 0.88974375 0.001211933
PSMD3 NM_002809_bp926_R AGCTAAAAAGCTGCGGAATTACCTACACTATCTCTTGAATAGTGTAGGTAATTCCGCAGCGG Hs.12970 2692 -1.7936 0.59249903 0.00112351 0.2985625 0.85010898 0.366047209
PSMD3 NM_002809_bp926_R AGCTAAAAAGCTGCGGAATTACCTACACTATCTCTTGAATAGTGTAGGTAATTCCGCAGCGG Hs.12970 8068 -1.84235 0.64697118 0.001375752 0.2596875 0.85047905 0.420082665
PSMD3 NM_002809_bp926_R AGCTAAAAAGCTGCGGAATTACCTACACTATCTCTTGAATAGTGTAGGTAATTCCGCAGCGG Hs.12970 13444 -1.910225 0.61582999 0.000932047 0.3247125 0.87177941 0.341664111
PSMD6 NM_014814_bp221_R AGCTAAAAAGACGTGGACCTACTCAATAAATCTCTTGAATTTATTGAGTAGGTCCACGTCGG Hs.152536 2706 4.342375 0.60625705 1.71E-05 2.1992125 1.40220827 0.005028017
PSMD6 NM_014814_bp221_R AGCTAAAAAGACGTGGACCTACTCAATAAATCTCTTGAATTTATTGAGTAGGTCCACGTCGG Hs.152536 8082 3.9373 0.38482911 5.79E-06 2.0871125 1.32182165 0.00502077
PSMD6 NM_014814_bp221_R AGCTAAAAAGACGTGGACCTACTCAATAAATCTCTTGAATTTATTGAGTAGGTCCACGTCGG Hs.152536 13458 4.035075 0.38512633 5.32E-06 2.1226125 1.33599115 0.00485281
PSMD6 NM_014814_bp427_R AGCTAAAAAGGGTCACCGATTGGATATTGTTCTCTTGAAACAATATCCAATCGGTGACCCGG Hs.152536 2708 0.327475 0.23221571 0.053965025 0.3840375 0.20360503 0.070019927
PSMD6 NM_014814_bp427_R AGCTAAAAAGGGTCACCGATTGGATATTGTTCTCTTGAAACAATATCCAATCGGTGACCCGG Hs.152536 8084 0.430075 0.05930096 0.014841368 0.4049625 0.21463711 0.061860187
PSMD6 NM_014814_bp427_R AGCTAAAAAGGGTCACCGATTGGATATTGTTCTCTTGAAACAATATCCAATCGGTGACCCGG Hs.152536 13460 0.458275 0.17834622 0.016359809 0.4039125 0.26765909 0.070581006
PSMD6 NM_014814_bp588_R AGCTAAAAAGTGTGGCTATTCGTGATTTCATCTCTTGAATGAAATCACGAATAGCCACACGG Hs.152536 2710 0.727 0.23336049 0.003492897 1.1988625 0.19713315 0.000615001
PSMD6 NM_014814_bp588_R AGCTAAAAAGTGTGGCTATTCGTGATTTCATCTCTTGAATGAAATCACGAATAGCCACACGG Hs.152536 8086 0.7067 0.2285072 0.003827993 1.2100375 0.24370928 0.000700609
PSMD6 NM_014814_bp588_R AGCTAAAAAGTGTGGCTATTCGTGATTTCATCTCTTGAATGAAATCACGAATAGCCACACGG Hs.152536 13462 0.694 0.24028664 0.004554754 1.1713625 0.12452141 0.000565371
PSMD7 NM_002811_bp190_R AGCTAAAAAGTGGATCATTTCAACCGAATCTCTCTTGAAGATTCGGTTGAAATGATCCACGG Hs.528849 2698 -0.164325 0.40210332 0.601045339 -0.1578375 0.56326743 0.68128014
PSMD7 NM_002811_bp190_R AGCTAAAAAGTGGATCATTTCAACCGAATCTCTCTTGAAGATTCGGTTGAAATGATCCACGG Hs.528849 8074 -0.188375 0.39709856 0.522862395 -0.1957625 0.56144365 0.586700874
PSMD7 NM_002811_bp190_R AGCTAAAAAGTGGATCATTTCAACCGAATCTCTCTTGAAGATTCGGTTGAAATGATCCACGG Hs.528849 13450 -0.22105 0.38943844 0.425147911 -0.1611875 0.45929014 0.640749598
PSMD7 NM_002811_bp729_R AGCTAAAAAGGGACTGAACTCCAAGCTTCTTCTCTTGAAAGAAGCTTGGAGTTCAGTCCCGG Hs.528849 2694 4.7786 1.95141091 0.001500888 4.1207625 2.73271631 0.005146792
PSMD7 NM_002811_bp729_R AGCTAAAAAGGGACTGAACTCCAAGCTTCTTCTCTTGAAAGAAGCTTGGAGTTCAGTCCCGG Hs.528849 8070 4.63655 1.77535836 0.001139332 3.6401875 2.8413029 0.010714872
PSMD7 NM_002811_bp729_R AGCTAAAAAGGGACTGAACTCCAAGCTTCTTCTCTTGAAAGAAGCTTGGAGTTCAGTCCCGG Hs.528849 13446 4.82695 1.8865538 0.001242947 3.5998125 2.6676462 0.008586104
PSMD7 NM_002811_bp895_R AGCTAAAAAGACCAGATGGTGGTAGTGTACTCTCTTGAAGTACACTACCACCATCTGGTCGG Hs.528849 2696 2.969025 1.81768216 0.007926614 1.3350125 1.05792987 0.014950495
PSMD7 NM_002811_bp895_R AGCTAAAAAGACCAGATGGTGGTAGTGTACTCTCTTGAAGTACACTACCACCATCTGGTCGG Hs.528849 8072 2.83475 1.15560134 0.001493398 1.0320625 0.58434095 0.007246675
PSMD7 NM_002811_bp895_R AGCTAAAAAGACCAGATGGTGGTAGTGTACTCTCTTGAAGTACACTACCACCATCTGGTCGG Hs.528849 13448 3.068625 1.81863488 0.006981785 1.1636125 0.35027505 0.00137299
PSMD9 BC028421_bp1564_R AGCTAAAAAGCTGGTTGTCTGGGACATACATCTCTTGAATGTATGTCCCAGACAACCAGCGG Hs.131151 4469 -0.592425 0.53590686 0.059568697 -0.474075 0.5796612 0.145496727 -0.86526667 0.6522326 0.045226545
PSMD9 BC028421_bp1564_R AGCTAAAAAGCTGGTTGTCTGGGACATACATCTCTTGAATGTATGTCCCAGACAACCAGCGG Hs.131151 9845 -0.2976 0.34959162 0.172354403 -0.32895 0.35835574 0.159103783 -0.90776667 1.12806207 0.108739042
PSMD9 BC028421_bp1564_R AGCTAAAAAGCTGGTTGTCTGGGACATACATCTCTTGAATGTATGTCCCAGACAACCAGCGG Hs.131151 15221 -0.36455 0.41952969 0.139048072 -0.2956 0.28669076 0.157048574 -0.89946667 1.15177674 0.115731104
PSMD9 BC028421_bp1940_R AGCTAAAAAGGGACCAAACTTGAGAAGTTATCTCTTGAATAACTTCTCAAGTTTGGTCCCGG Hs.131151 4471 -0.5513 0.4653469 0.055151048 0.156475 0.21159621 0.364758297 1.212166667 0.63736089 0.012986612
PSMD9 BC028421_bp1940_R AGCTAAAAAGGGACCAAACTTGAGAAGTTATCTCTTGAATAACTTCTCAAGTTTGGTCCCGG Hs.131151 9847 -0.526175 0.42273504 0.05273939 0.547775 1.01914352 0.269992734 1.128433333 0.57528671 0.014162945
PSMD9 BC028421_bp1940_R AGCTAAAAAGGGACCAAACTTGAGAAGTTATCTCTTGAATAACTTCTCAAGTTTGGTCCCGG Hs.131151 15223 -0.164525 0.62015431 0.572202188 0.080125 0.42866192 0.729235692 1.458866667 0.9830513 0.017638651
PSMD9 BC028421_bp3022_R AGCTAAAAAGCTAGAAGACTACTTCTACTATCTCTTGAATAGTAGAAGTAGTCTTCTAGCGG Hs.131151 4473 -0.94165 0.51267914 0.010481794 0.1755 0.652964 0.582047752 -0.5318 1.1027925 0.298463903
PSMD9 BC028421_bp3022_R AGCTAAAAAGCTAGAAGACTACTTCTACTATCTCTTGAATAGTAGAAGTAGTCTTCTAGCGG Hs.131151 9849 -0.870775 0.6670565 0.029371433 0.331975 0.67344184 0.329492994 -0.4267 1.02467389 0.371012997
PSMD9 BC028421_bp3022_R AGCTAAAAAGCTAGAAGACTACTTCTACTATCTCTTGAATAGTAGAAGTAGTCTTCTAGCGG Hs.131151 15225 -0.901575 0.4801106 0.010414055 0.28725 0.46709969 0.27327167 -0.4896 0.84126517 0.253164143
PTEN NM_000314_bp1386_R AGCTAAAAAGTTGCAGCAATTCACTGTAAATCTCTTGAATTTACAGTGAATTGCTGCAACGG Hs.500466 1027 -0.3179875 0.09255604 0.063813687 -0.2223125 0.22922864 0.302292197
PTEN NM_000314_bp1386_R AGCTAAAAAGTTGCAGCAATTCACTGTAAATCTCTTGAATTTACAGTGAATTGCTGCAACGG Hs.500466 6403 -0.2326875 0.15386243 0.162887702 -0.1696125 0.18785907 0.410190227
PTEN NM_000314_bp1386_R AGCTAAAAAGTTGCAGCAATTCACTGTAAATCTCTTGAATTTACAGTGAATTGCTGCAACGG Hs.500466 11779 -0.3922375 0.09858804 0.033307044 -0.1697375 0.18788641 0.409872647
PTEN NM_000314_bp1547_R AGCTAAAAAGCGCTATGTGTATTATTATAGTCTCTTGAACTATAATAATACACATAGCGCGG Hs.500466 1025 -0.4500375 0.55364694 0.131688822 -0.4259625 1.25554729 0.404847759
PTEN NM_000314_bp1547_R AGCTAAAAAGCGCTATGTGTATTATTATAGTCTCTTGAACTATAATAATACACATAGCGCGG Hs.500466 6401 -0.894116667 0.58709086 0.0372607 -0.5863125 1.54017209 0.342554439
PTEN NM_000314_bp1547_R AGCTAAAAAGCGCTATGTGTATTATTATAGTCTCTTGAACTATAATAATACACATAGCGCGG Hs.500466 11777 -0.3179625 0.65660415 0.315050763 -0.5488375 1.15131105 0.260391619
PTEN NM_000314_bp1604_R AGCTAAAAAGGCACTGTTGTTTCACAAGATTCTCTTGAAATCTTGTGAAACAACAGTGCCGG Hs.500466 1026 -1.4106375 0.32703171 0.000547343 0.2779375 0.29863956 0.230084244
PTEN NM_000314_bp1604_R AGCTAAAAAGGCACTGTTGTTTCACAAGATTCTCTTGAAATCTTGTGAAACAACAGTGCCGG Hs.500466 6402 -1.2209625 0.31398473 0.000978002 0.2886875 0.28264197 0.209298268
PTEN NM_000314_bp1604_R AGCTAAAAAGGCACTGTTGTTTCACAAGATTCTCTTGAAATCTTGTGAAACAACAGTGCCGG Hs.500466 11778 -1.2004375 0.19723677 0.000486969 0.2754625 0.25658673 0.219747379
PTGDR NM_000953_bp1145_R AGCTAAAAAGGTGCAGCAATTCCACTAACATCTCTTGAATGTTAGTGGAATTGCTGCACCGG Hs.306831 5289 -0.3843625 0.57603382 0.195650951 -0.6309375 0.26636342 0.01630701
PTGDR NM_000953_bp1145_R AGCTAAAAAGGTGCAGCAATTCCACTAACATCTCTTGAATGTTAGTGGAATTGCTGCACCGG Hs.306831 10665 -0.3729875 0.57866193 0.208377364 -0.6631625 0.36543907 0.023612193
PTGDR NM_000953_bp1145_R AGCTAAAAAGGTGCAGCAATTCCACTAACATCTCTTGAATGTTAGTGGAATTGCTGCACCGG Hs.306831 16041 -0.3776625 0.60516865 0.216728684 -0.5449375 0.48207552 0.07429468
PTGDR NM_000953_bp768_R AGCTAAAAAGCGCAACCTCTATGCGATGCATCTCTTGAATGCATCGCATAGAGGTTGCGCGG Hs.306831 5293 -0.2572125 0.22979912 0.16190963 0.1824375 0.64446679 0.563825228
PTGDR NM_000953_bp768_R AGCTAAAAAGCGCAACCTCTATGCGATGCATCTCTTGAATGCATCGCATAGAGGTTGCGCGG Hs.306831 10669 -0.2680125 0.29552186 0.180954404 0.1411125 0.55628034 0.614739514
PTGDR NM_000953_bp768_R AGCTAAAAAGCGCAACCTCTATGCGATGCATCTCTTGAATGCATCGCATAGAGGTTGCGCGG Hs.306831 16045 -0.0921875 0.4226753 0.676681022 0.9532625 2.13902576 0.334744674
PTGDR NM_000953_bp939_R AGCTAAAAAGCCCGTAATTTATCGCGCTTATCTCTTGAATAAGCGCGATAAATTACGGGCGG Hs.306831 5291 -0.3945125 0.24926347 0.058070931 -0.4469375 0.15778836 0.030979684
PTGDR NM_000953_bp939_R AGCTAAAAAGCCCGTAATTTATCGCGCTTATCTCTTGAATAAGCGCGATAAATTACGGGCGG Hs.306831 10667 -0.3324875 0.27489451 0.103581998 -0.4076125 0.2256513 0.055280302
PTGDR NM_000953_bp939_R AGCTAAAAAGCCCGTAATTTATCGCGCTTATCTCTTGAATAAGCGCGATAAATTACGGGCGG Hs.306831 16043 -0.2330375 0.27769982 0.224107399 0.2223625 1.18737243 0.678116113
PTK2 NM_153831_bp1392_R AGCTAAAAAGCCGTCTCTGTGTCAGAAACATCTCTTGAATGTTTCTGACACAGAGACGGCGG Hs.395482 737 0.26845 0.5501413 0.330003156 0.7155 0.54860417 0.044305089
PTK2 NM_153831_bp1392_R AGCTAAAAAGCCGTCTCTGTGTCAGAAACATCTCTTGAATGTTTCTGACACAGAGACGGCGG Hs.395482 6113 0.435625 0.3883656 0.079115961 0.822675 0.4634573 0.018787056
PTK2 NM_153831_bp1392_R AGCTAAAAAGCCGTCTCTGTGTCAGAAACATCTCTTGAATGTTTCTGACACAGAGACGGCGG Hs.395482 11489 0.524025 0.37447439 0.042689893 0.740475 0.44435041 0.024485979
PTK2 NM_153831_bp424_R AGCTAAAAAGGGGCATCATTCAGAAGATAGTCTCTTGAACTATCTTCTGAATGATGCCCCGG Hs.395482 738 1.16085 0.6624156 0.009803707 0.069525 0.511906 0.789718176
PTK2 NM_153831_bp424_R AGCTAAAAAGGGGCATCATTCAGAAGATAGTCTCTTGAACTATCTTCTGAATGATGCCCCGG Hs.395482 6114 0.7894 0.0194 0.009051871 0.309433333 0.55825523 0.363424923
PTK2 NM_153831_bp424_R AGCTAAAAAGGGGCATCATTCAGAAGATAGTCTCTTGAACTATCTTCTGAATGATGCCCCGG Hs.395482 11490 1.114625 0.39561252 0.002554058 0.3391 0.4811458 0.285845144
PTK2B NM_173174_bp1477_R AGCTAAAAAGCCCAAACAGTTCCGGAAGATTCTCTTGAAATCTTCCGGAACTGTTTGGGCGG Hs.491322 7635 -0.22045 0.32753181 0.27744513 0.4841 0.04511341 0.161605047
PTK2B NM_173174_bp1477_R AGCTAAAAAGCCCAAACAGTTCCGGAAGATTCTCTTGAAATCTTCCGGAACTGTTTGGGCGG Hs.491322 13011 0.49705 1.07288464 0.304336261 0.191366667 1.00230697 0.706997794
PTK2B NM_173174_bp1477_R AGCTAAAAAGCCCAAACAGTTCCGGAAGATTCTCTTGAAATCTTCCGGAACTGTTTGGGCGG Hs.491322 2259 -0.191875 0.85924362 0.613477314 -0.242 0.57417071 0.553104544
PTK2B NM_173174_bp2558_R AGCTAAAAAGTGACTCGTCTCCCCATCAAATCTCTTGAATTTGATGGGGAGACGAGTCACGG Hs.491322 2261 0.529775 0.12607293 0.012135672 -0.782725 0.37626909 0.01399521
PTK2B NM_173174_bp2558_R AGCTAAAAAGTGACTCGTCTCCCCATCAAATCTCTTGAATTTGATGGGGAGACGAGTCACGG Hs.491322 7637 0.1314 0.31496417 0.492645543 -0.593775 0.47218191 0.055997313
PTK2B NM_173174_bp2558_R AGCTAAAAAGTGACTCGTCTCCCCATCAAATCTCTTGAATTTGATGGGGAGACGAGTCACGG Hs.491322 13013 1.480066667 2.25892119 0.188461215 -0.9436
PTK2B NM_173174_bp3070_R AGCTAAAAAGGAGTATCCATCTCCCGTTAATCTCTTGAATTAACGGGAGATGGATACTCCGG Hs.491322 742 -0.01045 0.37116035 0.972574542 -0.1118 0.2335458 0.605396287
PTK2B NM_173174_bp3070_R AGCTAAAAAGGAGTATCCATCTCCCGTTAATCTCTTGAATTAACGGGAGATGGATACTCCGG Hs.491322 6118 0.1135 0.18596908 0.677829102 0.1495 0.35333182 0.478509745
PTK2B NM_173174_bp3070_R AGCTAAAAAGGAGTATCCATCTCCCGTTAATCTCTTGAATTAACGGGAGATGGATACTCCGG Hs.491322 11494 0.16025 0.16708933 0.560227876 0.196 0.38401581 0.383453343
PTK6 NM_005975_bp1076_R AGCTAAAAAGACCACAATATCCCCTACAAGTCTCTTGAACTTGTAGGGGATATTGTGGTCGG Hs.51133 1727 -2.068975 3.25117091 0.22102714 -8.4446
PTK6 NM_005975_bp1076_R AGCTAAAAAGACCACAATATCCCCTACAAGTCTCTTGAACTTGTAGGGGATATTGTGGTCGG Hs.51133 7103 0.74505 -7.366
PTK6 NM_005975_bp1076_R AGCTAAAAAGACCACAATATCCCCTACAAGTCTCTTGAACTTGTAGGGGATATTGTGGTCGG Hs.51133 12479 -1.678525 2.9437916 0.262647884 -5.9715
PTK6 NM_005975_bp1160_R AGCTAAAAAGGGATTCTCCTGCATGAGATGTCTCTTGAACATCTCATGCAGGAGAATCCCGG Hs.51133 459 1.02275 1.58711343 0.163698917 1.037133333 0.94731334 0.090440063



PTK6 NM_005975_bp1160_R AGCTAAAAAGGGATTCTCCTGCATGAGATGTCTCTTGAACATCTCATGCAGGAGAATCCCGG Hs.51133 5835 0.5186 1.92531187 0.522948798 0.456833333 0.81382001 0.318617348
PTK6 NM_005975_bp1160_R AGCTAAAAAGGGATTCTCCTGCATGAGATGTCTCTTGAACATCTCATGCAGGAGAATCCCGG Hs.51133 11211 0.490975 2.75719505 0.666676289 -0.187033333 0.44015448 0.510735011
PTK6 NM_005975_bp262_R AGCTAAAAAGTCGGAACCGTGGTTCTTTGGTCTCTTGAACCAAAGAACCACGGTTCCGACGG Hs.51133 1753 -0.045375 0.45362958 0.843257935 -0.2722 0.84074996 0.594806636
PTK6 NM_005975_bp262_R AGCTAAAAAGTCGGAACCGTGGTTCTTTGGTCTCTTGAACCAAAGAACCACGGTTCCGACGG Hs.51133 7129 -0.13995 0.5668116 0.605958061 0.246966667 1.76645078 0.772149428
PTK6 NM_005975_bp262_R AGCTAAAAAGTCGGAACCGTGGTTCTTTGGTCTCTTGAACCAAAGAACCACGGTTCCGACGG Hs.51133 12505 -0.2434 0.60967859 0.406743554 0.344 1.63030893 0.66595939
PTK7 NM_002821_bp1584_R AGCTAAAAAGAATGGGACCTTGCGCATCAATCTCTTGAATTGATGCGCAAGGTCCCATTCGG Hs.90572 275 1.1172 0.59976797 0.045706582 -0.5165 0.63526473 0.278980541
PTK7 NM_002821_bp1584_R AGCTAAAAAGAATGGGACCTTGCGCATCAATCTCTTGAATTGATGCGCAAGGTCCCATTCGG Hs.90572 5651 1.2009 0.68278231 0.045592508 -0.2056 0.59047804 0.546133844
PTK7 NM_002821_bp1584_R AGCTAAAAAGAATGGGACCTTGCGCATCAATCTCTTGAATTGATGCGCAAGGTCCCATTCGG Hs.90572 11027 1.2561 0.45155839 0.024374426 -0.232266667 0.59382187 0.50020505
PTK7 NM_002821_bp3138_R AGCTAAAAAGGGTGACTTCTCTACCAAGTCTCTCTTGAAGACTTGGTAGAGAAGTCACCCGG Hs.90572 276 -0.17785 0.22422356 0.532355133 0.5459375 0.34647405 0.040420709
PTK7 NM_002821_bp3138_R AGCTAAAAAGGGTGACTTCTCTACCAAGTCTCTCTTGAAGACTTGGTAGAGAAGTCACCCGG Hs.90572 5652 0.084766667 0.44260797 0.747418329 0.7683375 0.64592568 0.052462243
PTK7 NM_002821_bp3138_R AGCTAAAAAGGGTGACTTCTCTACCAAGTCTCTCTTGAAGACTTGGTAGAGAAGTCACCCGG Hs.90572 11028 0.32095 0.4833057 0.216819805 0.7992125 0.60050522 0.038975998
PTOV1 AB021663_bp1115_R AGCTAAAAAGACCTGCTCATCGAGGTTTACTCTCTTGAAGTAAACCTCGATGAGCAGGTCGG Hs.9754 3633 0.379425 0.21393946 0.056273969 -0.1415625 0.46611931 0.581624164
PTOV1 AB021663_bp1115_R AGCTAAAAAGACCTGCTCATCGAGGTTTACTCTCTTGAAGTAAACCTCGATGAGCAGGTCGG Hs.9754 9009 0.563125 0.21898538 0.0147764 0.3881125 0.51423925 0.178113473
PTOV1 AB021663_bp1115_R AGCTAAAAAGACCTGCTCATCGAGGTTTACTCTCTTGAAGTAAACCTCGATGAGCAGGTCGG Hs.9754 14385 0.478675 0.03956367 0.014277916 0.2772125 0.35573231 0.252216834
PTOV1 AB021663_bp388_R AGCTAAAAAGCTCGTAGACTATGGGAAACTTCTCTTGAAAGTTTCCCATAGTCTACGAGCGG Hs.9754 3631 0.28705 0.4999623 0.271835036 0.2767875 0.3450128 0.248754271
PTOV1 AB021663_bp388_R AGCTAAAAAGCTCGTAGACTATGGGAAACTTCTCTTGAAAGTTTCCCATAGTCTACGAGCGG Hs.9754 9007 0.349325 0.55177137 0.220192923 -0.1943375 0.65239827 0.529184699
PTOV1 AB021663_bp388_R AGCTAAAAAGCTCGTAGACTATGGGAAACTTCTCTTGAAAGTTTCCCATAGTCTACGAGCGG Hs.9754 14383 0.41985 0.30709227 0.062127713 0.3088625 0.39118667 0.220949979
PTOV1 AB021663_bp775_R AGCTAAAAAGCCCCCTGTCTTGGATACTCTTCTCTTGAAAGAGTATCCAAGACAGGGGGCGG Hs.9754 3635 -0.636975 0.22494178 0.009412461 -0.2629875 0.3044931 0.255326403
PTOV1 AB021663_bp775_R AGCTAAAAAGCCCCCTGTCTTGGATACTCTTCTCTTGAAAGAGTATCCAAGACAGGGGGCGG Hs.9754 9011 -0.428325 0.0770528 0.02316759 -0.0480625 0.55151591 0.861667055
PTOV1 AB021663_bp775_R AGCTAAAAAGCCCCCTGTCTTGGATACTCTTCTCTTGAAAGAGTATCCAAGACAGGGGGCGG Hs.9754 14387 -0.37195 0.20136683 0.056797997 -0.0302375 0.26951953 0.886669362
PTP4A3 AK128380_bp2137_R AGCTAAAAAGGTGGCGCTTTGGTGAGTTTGTCTCTTGAACAAACTCACCAAAGCGCCACCGG Hs.43666 4123 -0.01735 0.29005235 0.935868979
PTP4A3 AK128380_bp2137_R AGCTAAAAAGGTGGCGCTTTGGTGAGTTTGTCTCTTGAACAAACTCACCAAAGCGCCACCGG Hs.43666 9499 0.0048 0.22397516 0.981071944 0.01735 0.3087871 0.936876515
PTP4A3 AK128380_bp2137_R AGCTAAAAAGGTGGCGCTTTGGTGAGTTTGTCTCTTGAACAAACTCACCAAAGCGCCACCGG Hs.43666 14875 0.01725 0.28086479 0.935752492
PTP4A3 AK128380_bp2335_R AGCTAAAAAGGATGATCTCTGTTCCTGTTCTCTCTTGAAGAACAGGAACAGAGATCATCCGG Hs.43666 4119 0.5458625 0.45057812 0.05330306 0.24455 0.25325087 0.268545906
PTP4A3 AK128380_bp2335_R AGCTAAAAAGGATGATCTCTGTTCCTGTTCTCTCTTGAAGAACAGGAACAGAGATCATCCGG Hs.43666 9495 0.5116875 0.48232602 0.073687049 0.190175 0.25520796 0.38052905
PTP4A3 AK128380_bp2335_R AGCTAAAAAGGATGATCTCTGTTCCTGTTCTCTCTTGAAGAACAGGAACAGAGATCATCCGG Hs.43666 14871 0.5658375 0.4032856 0.038176285 0.202175 0.2770804 0.360987297
PTP4A3 AK128380_bp2464_R AGCTAAAAAGACCCGGTGCTGCGTTATGTATCTCTTGAATACATAACGCAGCACCGGGTCGG Hs.43666 4121 -0.7501 -0.37745 0.0577123 0.081831065
PTP4A3 AK128380_bp2464_R AGCTAAAAAGACCCGGTGCTGCGTTATGTATCTCTTGAATACATAACGCAGCACCGGGTCGG Hs.43666 9497 -0.983125 0.20460135 0.029045268 -0.420475 0.10215822 0.061396324
PTP4A3 AK128380_bp2464_R AGCTAAAAAGACCCGGTGCTGCGTTATGTATCTCTTGAATACATAACGCAGCACCGGGTCGG Hs.43666 14873 -0.8809 -0.37795 0.04840527 0.081079673
PTPLA AY455942_bp293_R AGCTAAAAAGGTGGTTGGTTCTAGCTATTGTCTCTTGAACAATAGCTAGAACCAACCACCGG Hs.114062 4225 3.874875 2.02233428 0.004480252 1.521325 0.67347757 0.005448093 2.656366667 3.12383228 0.068544884
PTPLA AY455942_bp293_R AGCTAAAAAGGTGGTTGGTTCTAGCTATTGTCTCTTGAACAATAGCTAGAACCAACCACCGG Hs.114062 9601 3.968375 2.02738664 0.004088008 1.571975 0.53785998 0.00235823 2.678466667 3.0749505 0.063997617
PTPLA AY455942_bp293_R AGCTAAAAAGGTGGTTGGTTCTAGCTATTGTCTCTTGAACAATAGCTAGAACCAACCACCGG Hs.114062 14977 3.88645 1.96003432 0.003882471 1.542275 0.547348 0.002688783 2.817566667 3.04572918 0.053410353
PTPLA AY455942_bp756_R AGCTAAAAAGGCTCATTACTCACAGTATAATCTCTTGAATTATACTGTGAGTAATGAGCCGG Hs.114062 4227 1.466466667 0.48657931 0.00474947 1.897175 0.93351423 0.006890522 -1.0787 1.62463848 0.146733759
PTPLA AY455942_bp756_R AGCTAAAAAGGCTCATTACTCACAGTATAATCTCTTGAATTATACTGTGAGTAATGAGCCGG Hs.114062 9603 1.195825 0.37382519 0.001615731 1.58485 0.74338136 0.042842682 -0.56185 1.22987083 0.348159653
PTPLA AY455942_bp756_R AGCTAAAAAGGCTCATTACTCACAGTATAATCTCTTGAATTATACTGTGAGTAATGAGCCGG Hs.114062 14979 1.5436 0.45776102 0.000880636 1.79485 1.15275238 0.017287926 -1.26846667 1.35665947 0.06513762
PTPLA AY455942_bp979_R AGCTAAAAAGCATCTTAGATCCGTAATATATCTCTTGAATATATTACGGATCTAAGATGCGG Hs.114062 4229 -0.326425 0.59192422 0.269270149 -0.233025 0.3556498 0.289696335 -0.42516667 0.65921058 0.252683227
PTPLA AY455942_bp979_R AGCTAAAAAGCATCTTAGATCCGTAATATATCTCTTGAATATATTACGGATCTAAGATGCGG Hs.114062 9605 -0.27565 0.6274193 0.361929761 -0.4876 0.33767085 0.054572601 -0.2719 0.57052871 0.416055663
PTPLA AY455942_bp979_R AGCTAAAAAGCATCTTAGATCCGTAATATATCTCTTGAATATATTACGGATCTAAGATGCGG Hs.114062 14981 -0.058775 0.59593155 0.832756854 0.02765 0.08577205 0.919524032 -0.2814 0.70991619 0.448942551
PTPN1 NM_002827_bp222_R AGCTAAAAAGGCGGCCATTTACCAGGATATTCTCTTGAAATATCCTGGTAAATGGCCGCCGG Hs.417549 3420 0.2473 0.95372138 0.5899847 0.197525 0.58496335 0.496388788
PTPN1 NM_002827_bp222_R AGCTAAAAAGGCGGCCATTTACCAGGATATTCTCTTGAAATATCCTGGTAAATGGCCGCCGG Hs.417549 8796 0.5005 0.33542175 0.080854219 0.503525 0.9100583 0.218103048
PTPN1 NM_002827_bp222_R AGCTAAAAAGGCGGCCATTTACCAGGATATTCTCTTGAAATATCCTGGTAAATGGCCGCCGG Hs.417549 14172 -0.135166667 0.42117256 0.602352373 0.210675 0.26189008 0.337156077
PTPN1 NM_002827_bp253_R AGCTAAAAAGCCAGTGACTTCCCATGTAGATCTCTTGAATCTACATGGGAAGTCACTGGCGG Hs.417549 3424 2.118433333 0.56633037 0.001716752 -0.28125 0.43202105 0.27674805
PTPN1 NM_002827_bp253_R AGCTAAAAAGCCAGTGACTTCCCATGTAGATCTCTTGAATCTACATGGGAAGTCACTGGCGG Hs.417549 8800 2.1679 0.49658839 0.001149126 -0.3071 0.4603986 0.250780799
PTPN1 NM_002827_bp253_R AGCTAAAAAGCCAGTGACTTCCCATGTAGATCTCTTGAATCTACATGGGAAGTCACTGGCGG Hs.417549 14176 2.394 1.03115534 0.006037507 -0.14975 0.40384742 0.537444275
PTPN1 NM_002827_bp842_R AGCTAAAAAGAACCTTCTGTCTGGCTGATATCTCTTGAATATCAGCCAGACAGAAGGTTCGG Hs.417549 3422 0.135775 0.32310167 0.484135689 -0.121825 0.36504281 0.601199464
PTPN1 NM_002827_bp842_R AGCTAAAAAGAACCTTCTGTCTGGCTGATATCTCTTGAATATCAGCCAGACAGAAGGTTCGG Hs.417549 8798 0.277925 0.36822695 0.207932286 -0.0854 0.44122476 0.731368109
PTPN1 NM_002827_bp842_R AGCTAAAAAGAACCTTCTGTCTGGCTGATATCTCTTGAATATCAGCCAGACAGAAGGTTCGG Hs.417549 14174 0.514175 0.31861255 0.034515404 -0.224575 0.27020357 0.311679645
PTPN11 NM_002834_bp1996_R AGCTAAAAAGGCACGAATATACAAATATTATCTCTTGAATAATATTTGTATATTCGTGCCGG Hs.506852 1024 -0.2205875 0.15404397 0.181830402 0.0305625 0.17310705 0.877496217
PTPN11 NM_002834_bp1996_R AGCTAAAAAGGCACGAATATACAAATATTATCTCTTGAATAATATTTGTATATTCGTGCCGG Hs.506852 6400 -0.3096375 0.36354522 0.165759488 -0.0300125 0.13189504 0.87704398
PTPN11 NM_002834_bp1996_R AGCTAAAAAGGCACGAATATACAAATATTATCTCTTGAATAATATTTGTATATTCGTGCCGG Hs.506852 11776 -0.1811375 0.29394654 0.340800697 0.1416875 0.56675367 0.616194166
PTPN11 NM_002834_bp391_R AGCTAAAAAGGAGATGGTTTCACCCAAATATCTCTTGAATATTTGGGTGAAACCATCTCCGG Hs.506852 1952 -0.3344625 0.21765629 0.082220793 -0.1340375 0.08386379 0.490102107
PTPN11 NM_002834_bp391_R AGCTAAAAAGGAGATGGTTTCACCCAAATATCTCTTGAATATTTGGGTGAAACCATCTCCGG Hs.506852 7328 -0.3592125 0.25797901 0.078992031 -0.1239125 0.26782543 0.564053439
PTPN11 NM_002834_bp391_R AGCTAAAAAGGAGATGGTTTCACCCAAATATCTCTTGAATATTTGGGTGAAACCATCTCCGG Hs.506852 12704 -0.2151625 0.47793339 0.383818686 -0.1885875 0.15056601 0.353397725
PTPN11 NM_002834_bp657_R AGCTAAAAAGGAGATGTCATTGAGCTTAAATCTCTTGAATTTAAGCTCAATGACATCTCCGG Hs.506852 1954 0.7449375 0.28257941 0.006970733 -0.6183875 0.80565151 0.113928297
PTPN11 NM_002834_bp657_R AGCTAAAAAGGAGATGTCATTGAGCTTAAATCTCTTGAATTTAAGCTCAATGACATCTCCGG Hs.506852 7330 0.7941875 0.39108804 0.010347567 -0.6624375 0.95757345 0.132263598
PTPN11 NM_002834_bp657_R AGCTAAAAAGGAGATGTCATTGAGCTTAAATCTCTTGAATTTAAGCTCAATGACATCTCCGG Hs.506852 12706 0.6906125 0.33768814 0.013111038 -0.7062125 0.72836552 0.064052555
PTPN7 AK127214_bp2445_R AGCTAAAAAGGAGCTGGCATTTATGACAGATCTCTTGAATCTGTCATAAATGCCAGCTCCGG Hs.402773 4019 -0.5625875 0.37647824 0.034094843 -0.1588 0.41823685 0.519522303
PTPN7 AK127214_bp2445_R AGCTAAAAAGGAGCTGGCATTTATGACAGATCTCTTGAATCTGTCATAAATGCCAGCTCCGG Hs.402773 9395 -0.3704375 0.52929663 0.186372635 -0.140275 0.42204103 0.569239124
PTPN7 AK127214_bp2445_R AGCTAAAAAGGAGCTGGCATTTATGACAGATCTCTTGAATCTGTCATAAATGCCAGCTCCGG Hs.402773 14771 -0.3496375 0.52978922 0.208380607 0.348425 1.09511566 0.442644093
PTPN7 AK127214_bp2704_R AGCTAAAAAGGTCCTGATCTCCAAGTCTCATCTCTTGAATGAGACTTGGAGATCAGGACCGG Hs.402773 4021 0.7570375 0.21572403 0.00436292 0.01405 0.31608386 0.949180694
PTPN7 AK127214_bp2704_R AGCTAAAAAGGTCCTGATCTCCAAGTCTCATCTCTTGAATGAGACTTGGAGATCAGGACCGG Hs.402773 9397 0.7459625 0.28102917 0.006866264 0.028725 0.29284069 0.894319309
PTPN7 AK127214_bp2704_R AGCTAAAAAGGTCCTGATCTCCAAGTCTCATCTCTTGAATGAGACTTGGAGATCAGGACCGG Hs.402773 14773 0.7459125 0.24223262 0.005432928 0.186675 0.41971512 0.452610496
PTPN7 AK127214_bp394_R AGCTAAAAAGGCCCTTTCCTTCACATTGTGTCTCTTGAACACAATGTGAAGGAAAGGGCCGG Hs.402773 4017 -0.3846125 0.38326962 0.107746173 -0.032325 0.43536304 0.895569554
PTPN7 AK127214_bp394_R AGCTAAAAAGGCCCTTTCCTTCACATTGTGTCTCTTGAACACAATGTGAAGGAAAGGGCCGG Hs.402773 9393 -0.260366667 0.32812707 0.290051644 -0.084525 0.35283927 0.71217172
PTPN7 AK127214_bp394_R AGCTAAAAAGGCCCTTTCCTTCACATTGTGTCTCTTGAACACAATGTGAAGGAAAGGGCCGG Hs.402773 14769 -0.3715625 0.36060981 0.107972703 -0.0361 0.42588496 0.882423789
PTPRK NM_002844_bp2819_R AGCTAAAAAGCCATCAGGGTAGCTGATTTATCTCTTGAATAAATCAGCTACCCTGATGGCGG Hs.155919 3428 -0.037933333 0.10151933 0.836155087 -0.401575 0.76110244 0.258404569
PTPRK NM_002844_bp2819_R AGCTAAAAAGCCATCAGGGTAGCTGATTTATCTCTTGAATAAATCAGCTACCCTGATGGCGG Hs.155919 8804 -0.0516 0.51101107 0.856052315 -0.44855 0.75791854 0.211411135
PTPRK NM_002844_bp2819_R AGCTAAAAAGCCATCAGGGTAGCTGATTTATCTCTTGAATAAATCAGCTACCCTGATGGCGG Hs.155919 14180 -0.527466667 0.4022731 0.086903313 -0.453825 0.83473528 0.234395687
PTPRK NM_002844_bp3450_R AGCTAAAAAGCCCCATCGTTGTACATTGCATCTCTTGAATGCAATGTACAACGATGGGGCGG Hs.155919 3430 0.254375 0.26377929 0.182968036 0.315525 1.22478448 0.523259862
PTPRK NM_002844_bp3450_R AGCTAAAAAGCCCCATCGTTGTACATTGCATCTCTTGAATGCAATGTACAACGATGGGGCGG Hs.155919 8806 0.268075 0.41610687 0.250574833 0.01785 1.14170647 0.968888176
PTPRK NM_002844_bp3450_R AGCTAAAAAGCCCCATCGTTGTACATTGCATCTCTTGAATGCAATGTACAACGATGGGGCGG Hs.155919 14182 0.08205 0.37885292 0.691953602 0.092975 1.17095073 0.842594943
PTPRK NM_002844_bp436_R AGCTAAAAAGCCCCAAGGTTCCTATATGATTCTCTTGAAATCATATAGGAACCTTGGGGCGG Hs.155919 3426 -0.6175 0.3063941 0.01681811 0.448 0.43056996 0.104682463
PTPRK NM_002844_bp436_R AGCTAAAAAGCCCCAAGGTTCCTATATGATTCTCTTGAAATCATATAGGAACCTTGGGGCGG Hs.155919 8802 -0.50445 0.4270985 0.061092527 0.446275 0.535212 0.136491811
PTPRK NM_002844_bp436_R AGCTAAAAAGCCCCAAGGTTCCTATATGATTCTCTTGAAATCATATAGGAACCTTGGGGCGG Hs.155919 14178 -0.651575 0.32984177 0.01566965 0.608125 0.38706708 0.035283528
PX19 AK092842_bp1481_R AGCTAAAAAGGTGGTAGACTGGCTACACAATCTCTTGAATTGTGTAGCCAGTCTACCACCGG Hs.279529 4674 0.1403375 0.15828997 0.371586115 -0.6931875 0.44616756 0.0307754 0.2454 0.42463945 0.33145283 0.419775 0.81476776 0.37861545
PX19 AK092842_bp1481_R AGCTAAAAAGGTGGTAGACTGGCTACACAATCTCTTGAATTGTGTAGCCAGTCTACCACCGG Hs.279529 10050 0.1082625 0.19985083 0.50445945 -0.5984375 0.28640472 0.021902915 0.218525 0.47059123 0.421536125 0.399225 0.81640238 0.400195185
PX19 AK092842_bp1481_R AGCTAAAAAGGTGGTAGACTGGCTACACAATCTCTTGAATTGTGTAGCCAGTCTACCACCGG Hs.279529 15426 0.1965375 0.18308589 0.239860556 -0.3781375 0.32429742 0.102535588 0.1958 0.48137097 0.475493128 0.34055 0.82439382 0.4692754
PX19 AK092842_bp861_R AGCTAAAAAGTCCATAGTCTTGCCTAATGATCTCTTGAATCATTAGGCAAGACTATGGACGG Hs.279529 4672 0.9255125 0.28732227 0.002847783 -0.2197375 0.50502431 0.412141188 0.14405 0.39055213 0.51417358 0.891625 0.663578 0.07458328
PX19 AK092842_bp861_R AGCTAAAAAGTCCATAGTCTTGCCTAATGATCTCTTGAATCATTAGGCAAGACTATGGACGG Hs.279529 10048 0.9313875 0.25290307 0.002217934 -0.1659625 0.38005552 0.452290587 0.1986 0.39212448 0.385684626 0.88275 0.65796625 0.074840724
PX19 AK092842_bp861_R AGCTAAAAAGTCCATAGTCTTGCCTAATGATCTCTTGAATCATTAGGCAAGACTATGGACGG Hs.279529 15424 1.2147125 0.30896406 0.000967457 -0.0539875 0.4496747 0.820474643 0.23955 0.39461953 0.311572387 0.87725 0.61239162 0.064313141
PX19 AK092842_bp991_R AGCTAAAAAGGCTGTTCTGTCTCCACTTCATCTCTTGAATGAAGTGGAGACAGAACAGCCGG Hs.279529 4676 -0.4299125 0.45274441 0.105042408 0.2956125 0.31236988 0.170675914 0.699625 0.29626884 0.017982182 0.855175 0.56324945 0.056018716
PX19 AK092842_bp991_R AGCTAAAAAGGCTGTTCTGTCTCCACTTCATCTCTTGAATGAAGTGGAGACAGAACAGCCGG Hs.279529 10052 -0.4433625 0.50413998 0.116396025 0.3171375 0.44089928 0.217873165 0.618 0.2218463 0.011412076 0.9004 0.4512252 0.028175651
PX19 AK092842_bp991_R AGCTAAAAAGGCTGTTCTGTCTCCACTTCATCTCTTGAATGAAGTGGAGACAGAACAGCCGG Hs.279529 15428 -0.3906875 0.49270423 0.150337341 0.3653125 0.35222331 0.123732091 0.60075 0.30880637 0.030105505 0.8622 0.44791705 0.03094403
PXK NM_017771_bp245_R AGCTAAAAAGCTGGCAGATTGTTAGAAGATTCTCTTGAAATCTTCTAACAATCTGCCAGCGG Hs.190544 5193 -0.8299375 0.91114225 0.077801455 -0.2593125 0.30618759 0.214812536
PXK NM_017771_bp245_R AGCTAAAAAGCTGGCAGATTGTTAGAAGATTCTCTTGAAATCTTCTAACAATCTGCCAGCGG Hs.190544 10569 -0.2279875 0.29778661 0.244913349 -0.1807625 0.24517014 0.32405203
PXK NM_017771_bp245_R AGCTAAAAAGCTGGCAGATTGTTAGAAGATTCTCTTGAAATCTTCTAACAATCTGCCAGCGG Hs.190544 15945 -1.2672625 2.14806711 0.191858247 -0.0752625 0.2758719 0.680693793
PXK NM_017771_bp655_R AGCTAAAAAGACAAGTATTTGTCAGATAAATCTCTTGAATTTATCTGACAAATACTTGTCGG Hs.190544 5195 -1.3870875 1.88829985 0.120143057 0.4739625 0.29681865 0.049007802
PXK NM_017771_bp655_R AGCTAAAAAGACAAGTATTTGTCAGATAAATCTCTTGAATTTATCTGACAAATACTTGTCGG Hs.190544 10571 -0.0816375 1.01114315 0.850646537 0.5313625 0.30535375 0.035864035
PXK NM_017771_bp655_R AGCTAAAAAGACAAGTATTTGTCAGATAAATCTCTTGAATTTATCTGACAAATACTTGTCGG Hs.190544 15947 -0.6898875 1.97740957 0.41429818 0.5696875 0.37571563 0.040833568
PXK NM_017771_bp904_R AGCTAAAAAGGACGGCAAATATTAGAGGTATCTCTTGAATACCTCTAATATTTGCCGTCCGG Hs.190544 5197 -0.9282625 1.69454133 0.223104843 -0.2726625 0.60253392 0.376180019
PXK NM_017771_bp904_R AGCTAAAAAGGACGGCAAATATTAGAGGTATCTCTTGAATACCTCTAATATTTGCCGTCCGG Hs.190544 10573 -0.3795625 0.56517667 0.195052769 -0.2140125 0.60608943 0.481498911
PXK NM_017771_bp904_R AGCTAAAAAGGACGGCAAATATTAGAGGTATCTCTTGAATACCTCTAATATTTGCCGTCCGG Hs.190544 15949 -1.6997875 2.42323614 0.132082889 -0.1670375 0.67847465 0.610686226
PYHIN1 BC073133_bp1244_R AGCTAAAAAGACGACAATCTATGAAATTCATCTCTTGAATGAATTTCATAGATTGTCGTCGG Hs.380250 4271 0.334525 0.39162264 0.153639971 -0.077175 0.16933742 0.623048268 0.481733333 0.78743135 0.242780058
PYHIN1 BC073133_bp1244_R AGCTAAAAAGACGACAATCTATGAAATTCATCTCTTGAATGAATTTCATAGATTGTCGTCGG Hs.380250 15023 0.21285 0.55790215 0.43592321 -0.4719 0.17988524 0.028505965 -0.28753333 0.79616221 0.468401602
PYHIN1 BC073133_bp1244_R AGCTAAAAAGACGACAATCTATGAAATTCATCTCTTGAATGAATTTCATAGATTGTCGTCGG Hs.380250 9647 0.282733333 0.79845432 0.482358118 -0.02615 0.05126524 0.923276516 0.37795 0.7959901 0.415239125
PYHIN1 BC073133_bp452_R AGCTAAAAAGAGACCTTGCTGAAACTCTTATCTCTTGAATAAGAGTTTCAGCAAGGTCTCGG Hs.380250 4297 -0.353075 0.55960711 0.220064223 -0.9454 0.5192178 0.015251934 0.372233333 2.48684422 0.704716858
PYHIN1 BC073133_bp452_R AGCTAAAAAGAGACCTTGCTGAAACTCTTATCTCTTGAATAAGAGTTTCAGCAAGGTCTCGG Hs.380250 9673 -0.353775 0.58003769 0.229872855 -0.853275 0.42914484 0.013739678 0.6484 2.15828322 0.460999056
PYHIN1 BC073133_bp452_R AGCTAAAAAGAGACCTTGCTGAAACTCTTATCTCTTGAATAAGAGTTTCAGCAAGGTCTCGG Hs.380250 15049 -0.1488 0.80926759 0.678619428 -0.81785 0.52332973 0.111910761 0.569566667 2.1541776 0.513862966
PYHIN1 BC073133_bp861_R AGCTAAAAAGACCCAATAATCGCGATGGTATCTCTTGAATACCATCGCGATTATTGGGTCGG Hs.380250 15051 -0.453766667 0.22851664 0.076198366 -0.9882 0.29825764 0.051024344 0.14655 0.35150278 0.683292647
PYHIN1 BC073133_bp861_R AGCTAAAAAGACCCAATAATCGCGATGGTATCTCTTGAATACCATCGCGATTATTGGGTCGG Hs.380250 4299 -0.652066667 0.19600054 0.024195367 -1.18365 0.4243236 0.003817672 0.12225 0.42914311 0.740754682
PYHIN1 BC073133_bp861_R AGCTAAAAAGACCCAATAATCGCGATGGTATCTCTTGAATACCATCGCGATTATTGGGTCGG Hs.380250 9675 -0.408433333 0.32476278 0.127332227 -0.314
QPCT BC047756_bp274_R AGCTAAAAAGGCACCAGTATCTCTGAAATGTCTCTTGAACATTTCAGAGATACTGGTGCCGG Hs.79033 4420 0.355475 0.3500097 0.115839948 0.271625 0.27509087 0.179679655 0.667733333 0.50074635 0.069248361
QPCT BC047756_bp274_R AGCTAAAAAGGCACCAGTATCTCTGAAATGTCTCTTGAACATTTCAGAGATACTGGTGCCGG Hs.79033 9796 0.4262 0.48126571 0.11859152 0.151925 0.38679555 0.493394583 1.4622 0.57287583 0.004874218
QPCT BC047756_bp274_R AGCTAAAAAGGCACCAGTATCTCTGAAATGTCTCTTGAACATTTCAGAGATACTGGTGCCGG Hs.79033 15172 0.353675 0.44938072 0.163263183 -0.2257 0.35416265 0.302256231 1.51415 1.02834539 0.032331651
QPCT BC047756_bp446_R AGCTAAAAAGGTACCGGTCTTTCTCAAATATCTCTTGAATATTTGAGAAAGACCGGTACCGG Hs.79033 4418 -0.79015 0.33162624 0.007385607 -0.198625 0.31960699 0.333732127 -0.2948 0.95099061 0.506336416
QPCT BC047756_bp446_R AGCTAAAAAGGTACCGGTCTTTCTCAAATATCTCTTGAATATTTGAGAAAGACCGGTACCGG Hs.79033 9794 -0.785925 0.46947127 0.016722277 -0.435475 0.69149898 0.22581423 0.030466667 1.22439345 0.953558928
QPCT BC047756_bp446_R AGCTAAAAAGGTACCGGTCTTTCTCAAATATCTCTTGAATATTTGAGAAAGACCGGTACCGG Hs.79033 15170 -0.60575 0.29206604 0.01668728 -0.07255 0.24612927 0.67788396 -0.28286667 1.23855982 0.597518834
QPCT BC047756_bp610_R AGCTAAAAAGCTCGTGCCTTAGACAAGAAATCTCTTGAATTTCTTGTCTAAGGCACGAGCGG Hs.79033 4392 0.094675 0.83994746 0.797325118 -0.260825 0.5782719 0.381587996 -0.21736667 0.36078459 0.444480177
QPCT BC047756_bp610_R AGCTAAAAAGCTCGTGCCTTAGACAAGAAATCTCTTGAATTTCTTGTCTAAGGCACGAGCGG Hs.79033 9768 0.0878 0.67162884 0.774322625 -0.0541 0.40842782 0.808839226 -0.0894 0.18570059 0.721537489
QPCT BC047756_bp610_R AGCTAAAAAGCTCGTGCCTTAGACAAGAAATCTCTTGAATTTCTTGTCTAAGGCACGAGCGG Hs.79033 15144 0.377 0.4691806 0.151226425 -0.1704 0.33429204 0.410308047 -0.67606667 0.21595917 0.036817601
RAB3GAP2 BC036513_bp3801_R AGCTAAAAAGGCCCAACATTCAGCCACAAATCTCTTGAATTTGTGGCTGAATGTTGGGCCGG Hs.567437 4238 -0.0409 0.33531132 0.83208409 0.724725 0.20384794 0.006862005 0.2484 0.64180727 0.478813176
RAB3GAP2 BC036513_bp3801_R AGCTAAAAAGGCCCAACATTCAGCCACAAATCTCTTGAATTTGTGGCTGAATGTTGGGCCGG Hs.567437 14990 0.297475 0.6809082 0.356932713 -0.127025 0.49390109 0.620869826 0.6184 1.83436733 0.417876303
RAB3GAP2 BC036513_bp3801_R AGCTAAAAAGGCCCAACATTCAGCCACAAATCTCTTGAATTTGTGGCTGAATGTTGGGCCGG Hs.567437 9614 0.350775 0.95351606 0.410342949 0.781066667 0.57602 0.07019234 -0.25845 0.3662106 0.484090638
RAB3GAP2 BC036513_bp669_R AGCTAAAAAGACCCAGTACTTCAACTTAAATCTCTTGAATTTAAGTTGAAGTACTGGGTCGG Hs.567437 4240 -0.283475 0.28361989 0.155250455 -0.16523333 0.30727682 0.542467872
RAB3GAP2 BC036513_bp669_R AGCTAAAAAGACCCAGTACTTCAACTTAAATCTCTTGAATTTAAGTTGAAGTACTGGGTCGG Hs.567437 9616 -0.502525 0.39034359 0.052492716 -0.262325 0.20758045 0.156569442 -0.40855 0.15973542 0.264106397
RAB3GAP2 BC036513_bp669_R AGCTAAAAAGACCCAGTACTTCAACTTAAATCTCTTGAATTTAAGTTGAAGTACTGGGTCGG Hs.567437 14992 -0.493 0.27928539 0.070907838 -0.21625 0.36950008 0.330948646 -0.14245 0.52149125 0.71242923
RAB6IP2 NM_178037_bp1418_R AGCTAAAAAGAGGCAGAGATGCACGTTCATTCTCTTGAAATGAACGTGCATCTCTGCCTCGG Hs.400431 1412 -0.3774 0.59231733 0.326699065 0.10815 0.35071324 0.590753896
RAB6IP2 NM_178037_bp1418_R AGCTAAAAAGAGGCAGAGATGCACGTTCATTCTCTTGAAATGAACGTGCATCTCTGCCTCGG Hs.400431 6788 -0.2725 0.57318568 0.490516605 -0.11005 0.64400587 0.843847302
RAB6IP2 NM_178037_bp1418_R AGCTAAAAAGAGGCAGAGATGCACGTTCATTCTCTTGAAATGAACGTGCATCTCTGCCTCGG Hs.400431 12164 -0.5775 0.63561829 0.256351892 0.066583333 0.21737674 0.670630263
RAB6IP2 NM_178037_bp1695_R AGCTAAAAAGGAGCCATTCTAAATTTATGATCTCTTGAATCATAAATTTAGAATGGCTCCGG Hs.400431 2429 -1.00045 0.5785161 0.015434717 -0.8096875 0.68919619 0.043814804
RAB6IP2 NM_178037_bp1695_R AGCTAAAAAGGAGCCATTCTAAATTTATGATCTCTTGAATCATAAATTTAGAATGGCTCCGG Hs.400431 7805 -1.05545 0.57422939 0.012179773 -0.8038125 0.65867002 0.04080973
RAB6IP2 NM_178037_bp1695_R AGCTAAAAAGGAGCCATTCTAAATTTATGATCTCTTGAATCATAAATTTAGAATGGCTCCGG Hs.400431 13181 -0.993025 0.62106906 0.01966266 -0.8889875 0.68114581 0.030003779
RAB6IP2 NM_178037_bp714_R AGCTAAAAAGGATGACTGCTATGGGTAGTATCTCTTGAATACTACCCATAGCAGTCATCCGG Hs.400431 1413 1.457825 0.80559185 0.006524837 0.1476625 0.91052325 0.62127083
RAB6IP2 NM_178037_bp714_R AGCTAAAAAGGATGACTGCTATGGGTAGTATCTCTTGAATACTACCCATAGCAGTCATCCGG Hs.400431 6789 1.426825 0.84337359 0.008342139 0.1818375 0.92621441 0.566666962
RAB6IP2 NM_178037_bp714_R AGCTAAAAAGGATGACTGCTATGGGTAGTATCTCTTGAATACTACCCATAGCAGTCATCCGG Hs.400431 12165 1.42855 0.86718208 0.009176875 0.2901125 1.06574297 0.452140426
RAB7L1 NM_003929_bp190_R AGCTAAAAAGTGGTCTGACTACGAGATAGTTCTCTTGAAACTATCTCGTAGTCAGACCACGG Hs.115325 3209 -1.68585 -0.6858125 0.50273962 0.034141675 0.15695 0.67774312 0.674784421 -0.752975 0.76187648 0.142523526
RAB7L1 NM_003929_bp190_R AGCTAAAAAGTGGTCTGACTACGAGATAGTTCTCTTGAAACTATCTCGTAGTCAGACCACGG Hs.115325 8585 -1.575175 0.04755293 0.006799252 -0.7842875 0.33793661 0.010606513 0.184725 0.62968237 0.598617788 -0.647525 0.70333375 0.162826744
RAB7L1 NM_003929_bp190_R AGCTAAAAAGTGGTCTGACTACGAGATAGTTCTCTTGAAACTATCTCGTAGTCAGACCACGG Hs.115325 13961 -1.124175 0.63381516 0.048393439 -0.5113375 0.59598474 0.112696424 0.20545 0.61541235 0.55210812 -0.689625 0.65522941 0.125965897
RAB7L1 NM_003929_bp287_R AGCTAAAAAGCCTGTGTTATTATGTTTGACTCTCTTGAAGTCAAACATAATAACACAGGCGG Hs.115325 3211 -0.536075 0.27592202 0.023956892 0.4530875 1.07363928 0.319035375 -0.096275 0.28156802 0.543156627 -0.011675 0.47943876 0.964217192
RAB7L1 NM_003929_bp287_R AGCTAAAAAGCCTGTGTTATTATGTTTGACTCTCTTGAAGTCAAACATAATAACACAGGCGG Hs.115325 8587 -0.79335 0.1540479 0.002538841 -0.2164625 0.34915047 0.358295864 -0.013075 0.27490913 0.930215292 0.0562 0.52256204 0.843486622
RAB7L1 NM_003929_bp287_R AGCTAAAAAGCCTGTGTTATTATGTTTGACTCTCTTGAAGTCAAACATAATAACACAGGCGG Hs.115325 13963 -0.7664 0.16555234 0.003133411 0.0096375 0.48513139 0.970229498 -0.005775 0.23530028 0.963935775 0.054325 0.4883994 0.838239661
RAB7L1 NM_003929_bp602_R AGCTAAAAAGGGGACTACATCAATCTACAATCTCTTGAATTGTAGATTGATGTAGTCCCCGG Hs.115325 3207 0.394925 0.401576 0.107897533 0.584 0.28114566 0.146203811 0.80485 0.28949946 0.011475901 0.3389 0.18478263 0.035046624
RAB7L1 NM_003929_bp602_R AGCTAAAAAGGGGACTACATCAATCTACAATCTCTTGAATTGTAGATTGATGTAGTCCCCGG Hs.115325 8583 0.287275 0.41307278 0.220849658 0.2333625 0.37628555 0.335844078 0.8188 0.49591932 0.045659797 0.3642 0.14284995 0.014585268
RAB7L1 NM_003929_bp602_R AGCTAAAAAGGGGACTACATCAATCTACAATCTCTTGAATTGTAGATTGATGTAGTCCCCGG Hs.115325 13959 0.2716 0.48523736 0.286648278 0.2685375 0.45034877 0.304735845 0.89185 0.45146507 0.028926933 0.376325 0.09015063 0.003602551
RABGAP1L AB007940_bp1048_R AGCTAAAAAGAAGGCAGAATATGAAATAAATCTCTTGAATTTATTTCATATTCTGCCTTCGG Hs.585378 3545 -0.034125 0.55904344 0.897510778 0.2501125 0.18413127 0.238480892
RABGAP1L AB007940_bp1048_R AGCTAAAAAGAAGGCAGAATATGAAATAAATCTCTTGAATTTATTTCATATTCTGCCTTCGG Hs.585378 8921 0.181925 0.4411812 0.434107754 0.2589625 0.31557498 0.26600466
RABGAP1L AB007940_bp1048_R AGCTAAAAAGAAGGCAGAATATGAAATAAATCTCTTGAATTTATTTCATATTCTGCCTTCGG Hs.585378 14297 0.4639 0.75735877 0.206822693 0.4432875 0.69207819 0.192319665
RABGAP1L AB007940_bp925_R AGCTAAAAAGGCAGATGTGTTGAATAAAGATCTCTTGAATCTTTATTCAACACATCTGCCGG Hs.585378 3547 0.050725 0.12370846 0.727988166 0.3875625 0.54054433 0.188288505
RABGAP1L AB007940_bp925_R AGCTAAAAAGGCAGATGTGTTGAATAAAGATCTCTTGAATCTTTATTCAACACATCTGCCGG Hs.585378 8923 0.0493 0.13777794 0.738814876 0.5044125 0.35118263 0.059569846



RABGAP1L AB007940_bp925_R AGCTAAAAAGGCAGATGTGTTGAATAAAGATCTCTTGAATCTTTATTCAACACATCTGCCGG Hs.585378 14299 0.423025 0.48867118 0.123772054 0.4340375 0.22367578 0.068619576
RAC1 NM_198829_bp1937_R AGCTAAAAAGTGCTTTCCATGTTACTTTATTCTCTTGAAATAAAGTAACATGGAAAGCACGG Hs.413812 1022 -0.4304375 0.09932555 0.024142259 0.1431375 0.15565427 0.475474195
RAC1 NM_198829_bp1937_R AGCTAAAAAGTGCTTTCCATGTTACTTTATTCTCTTGAAATAAAGTAACATGGAAAGCACGG Hs.413812 6398 -0.4773625 0.08192093 0.015703566 0.1332125 0.12663646 0.499440128
RAC1 NM_198829_bp1937_R AGCTAAAAAGTGCTTTCCATGTTACTTTATTCTCTTGAAATAAAGTAACATGGAAAGCACGG Hs.413812 11774 -0.4988625 0.09224111 0.013654262 0.1427875 0.07873981 0.462780214
RAC1 NM_198829_bp20_R AGCTAAAAAGAGCGGCCATTTCCTGTTTCTTCTCTTGAAAGAAACAGGAAATGGCCGCTCGG Hs.413812 1950 -1.1770125 0.30085529 0.001057986 -0.5543625 0.25136365 0.032201884
RAC1 NM_198829_bp20_R AGCTAAAAAGAGCGGCCATTTCCTGTTTCTTCTCTTGAAAGAAACAGGAAATGGCCGCTCGG Hs.413812 7326 -0.9856625 0.49179721 0.007763952 -0.5700375 0.50561621 0.064410355
RAC1 NM_198829_bp20_R AGCTAAAAAGAGCGGCCATTTCCTGTTTCTTCTCTTGAAAGAAACAGGAAATGGCCGCTCGG Hs.413812 12702 -1.0134125 0.52309788 0.008261246 -0.5834625 0.26386474 0.027579978
RAC1 NM_198829_bp2221_R AGCTAAAAAGACGATGTTCTGTACAACTTATCTCTTGAATAAGTTGTACAGAACATCGTCGG Hs.413812 1023 -0.4127875 0.28606982 0.059548024 0.3765625 0.21978354 0.102347947
RAC1 NM_198829_bp2221_R AGCTAAAAAGACGATGTTCTGTACAACTTATCTCTTGAATAAGTTGTACAGAACATCGTCGG Hs.413812 6399 -0.3494625 0.24201343 0.08001143 0.5010875 0.32413552 0.056300409
RAC1 NM_198829_bp2221_R AGCTAAAAAGACGATGTTCTGTACAACTTATCTCTTGAATAAGTTGTACAGAACATCGTCGG Hs.413812 11775 -0.3252125 0.24794611 0.099180774 0.5646125 0.28420354 0.033149537
RAC2 AK096924_bp1076_R AGCTAAAAAGGCCCTCATTTCTTGATCTTATCTCTTGAATAAGATCAAGAAATGAGGGCCGG Hs.517601 4990 -0.5322625 0.27843769 0.024901844 -0.1226625 0.51301926 0.641507949
RAC2 AK096924_bp1076_R AGCTAAAAAGGCCCTCATTTCTTGATCTTATCTCTTGAATAAGATCAAGAAATGAGGGCCGG Hs.517601 10366 -0.6148375 0.30644316 0.017098223 -0.2381375 0.41425626 0.319203626
RAC2 AK096924_bp1076_R AGCTAAAAAGGCCCTCATTTCTTGATCTTATCTCTTGAATAAGATCAAGAAATGAGGGCCGG Hs.517601 15742 -0.5090125 0.24633739 0.024732714 -0.1208125 0.42718827 0.604227491
RAC2 AK096924_bp1419_R AGCTAAAAAGGTCCTGTCCTTATATACAAATCTCTTGAATTTGTATATAAGGACAGGACCGG Hs.517601 4992 -0.0002125 0.27577724 0.999037374 -0.5167625 0.5828636 0.121010115
RAC2 AK096924_bp1419_R AGCTAAAAAGGTCCTGTCCTTATATACAAATCTCTTGAATTTGTATATAAGGACAGGACCGG Hs.517601 10368 -0.031316667 0.30553236 0.88769315 0.1734 0.97693873 0.756301918
RAC2 AK096924_bp1419_R AGCTAAAAAGGTCCTGTCCTTATATACAAATCTCTTGAATTTGTATATAAGGACAGGACCGG Hs.517601 15744 -0.0991875 0.25358291 0.567736717 -0.2932875 1.10528966 0.562414168
RAC2 AK096924_bp2050_R AGCTAAAAAGCACCTTGTTTAATACTCTGATCTCTTGAATCAGAGTATTAAACAAGGTGCGG Hs.517601 4993 -0.6467375 0.23630477 0.009437652 -0.3477875 0.36041559 0.142255152
RAC2 AK096924_bp2050_R AGCTAAAAAGCACCTTGTTTAATACTCTGATCTCTTGAATCAGAGTATTAAACAAGGTGCGG Hs.517601 10369 -0.4326875 0.18491079 0.032584961 -0.2339625 0.25752664 0.225052725
RAC2 AK096924_bp2050_R AGCTAAAAAGCACCTTGTTTAATACTCTGATCTCTTGAATCAGAGTATTAAACAAGGTGCGG Hs.517601 15745 -0.2286125 0.18474679 0.182274739 -0.1827125 0.10347256 0.242284467
RAD18 NM_020165_bp1009_R AGCTAAAAAGGATGCGTCTTGAAGCTAGTATCTCTTGAATACTAGCTTCAAGACGCATCCGG Hs.375684 3511 -0.0731
RAD18 NM_020165_bp1009_R AGCTAAAAAGGATGCGTCTTGAAGCTAGTATCTCTTGAATACTAGCTTCAAGACGCATCCGG Hs.375684 8887 -0.0245
RAD18 NM_020165_bp1009_R AGCTAAAAAGGATGCGTCTTGAAGCTAGTATCTCTTGAATACTAGCTTCAAGACGCATCCGG Hs.375684 14263 0.61785 -0.1141
RAD18 NM_020165_bp699_R AGCTAAAAAGGGGTTAACATTCCAGAAAGTTCTCTTGAAACTTTCTGGAATGTTAACCCCGG Hs.375684 3509 0.13635 0.2406982 0.431115418 -0.2642375 0.24323194 0.232590069
RAD18 NM_020165_bp699_R AGCTAAAAAGGGGTTAACATTCCAGAAAGTTCTCTTGAAACTTTCTGGAATGTTAACCCCGG Hs.375684 8885 1.031775 1.30085983 0.103524319 -0.2475125 0.31841994 0.286686208
RAD18 NM_020165_bp699_R AGCTAAAAAGGGGTTAACATTCCAGAAAGTTCTCTTGAAACTTTCTGGAATGTTAACCCCGG Hs.375684 14261 0.285225 0.51377405 0.282591916 -0.2259375 0.09453457 0.262933546
RAD18 NM_020165_bp861_R AGCTAAAAAGAGCATGGATTATCTATTCAATCTCTTGAATTGAATAGATAATCCATGCTCGG Hs.375684 3513 -0.7053 0.29744138 0.009521914 0.3149375 0.22050577 0.158634591
RAD18 NM_020165_bp861_R AGCTAAAAAGAGCATGGATTATCTATTCAATCTCTTGAATTGAATAGATAATCCATGCTCGG Hs.375684 8889 -0.53345 0.37662998 0.040709694 0.2103625 0.55179191 0.456285602
RAD18 NM_020165_bp861_R AGCTAAAAAGAGCATGGATTATCTATTCAATCTCTTGAATTGAATAGATAATCCATGCTCGG Hs.375684 14265 -0.823275 0.34986198 0.006977596 0.1257875 0.17470076 0.532835934
RAF1 NM_002880_bp1232_R AGCTAAAAAGGCACGGAGATGTTGCAGTAATCTCTTGAATTACTGCAACATCTCCGTGCCGG 7257
RAF1 NM_002880_bp1232_R AGCTAAAAAGGCACGGAGATGTTGCAGTAATCTCTTGAATTACTGCAACATCTCCGTGCCGG 12633
RAF1 NM_002880_bp1764_R AGCTAAAAAGCTTCCTTATTCTCACATCAATCTCTTGAATTGATGTGAGAATAAGGAAGCGG Hs.159130 1883 -0.5132 0.14144137 0.0145921 0.0666375 0.2132118 0.688316224
RAF1 NM_002880_bp1764_R AGCTAAAAAGCTTCCTTATTCTCACATCAATCTCTTGAATTGATGTGAGAATAAGGAAGCGG Hs.159130 7259 -0.510725 0.19760053 0.019155449 0.0750375 0.18749097 0.640506795
RAF1 NM_002880_bp1764_R AGCTAAAAAGCTTCCTTATTCTCACATCAATCTCTTGAATTGATGTGAGAATAAGGAAGCGG Hs.159130 12635 -0.512275 0.1375199 0.014460675 0.0252875 0.23109363 0.881170522
RAF1 NM_002880_bp206_R AGCTAAAAAGCTGCATCTCTCCTACAATAGTCTCTTGAACTATTGTAGGAGAGATGCAGCGG Hs.159130 289 -1.4075 0.54216983 0.002270947 0.5252125 0.31098417 0.038277318
RAF1 NM_002880_bp206_R AGCTAAAAAGCTGCATCTCTCCTACAATAGTCTCTTGAACTATTGTAGGAGAGATGCAGCGG Hs.159130 5665 -1.3748 0.50691533 0.002038291 0.5439875 0.30821088 0.03374954
RAF1 NM_002880_bp206_R AGCTAAAAAGCTGCATCTCTCCTACAATAGTCTCTTGAACTATTGTAGGAGAGATGCAGCGG Hs.159130 11041 -1.466925 0.51553689 0.001606323 0.5049875 0.27577252 0.036358191
RAFTLIN NM_015150_bp1393_R AGCTAAAAAGATGCTATTGTGGTTGAACAATCTCTTGAATTGTTCAACCACAATAGCATCGG Hs.98910 3306 -0.021575 0.50681163 0.930345604 0.1622875 0.60412622 0.5806312 0.329075 0.70778294 0.421026374 1.274625 0.45980974 0.011569254
RAFTLIN NM_015150_bp1393_R AGCTAAAAAGATGCTATTGTGGTTGAACAATCTCTTGAATTGTTCAACCACAATAGCATCGG Hs.98910 8682 0.09405 0.50824706 0.70578766 0.3213625 0.63707014 0.305232168 0.391975 0.70931233 0.349738008 1.336325 0.3311124 0.003972646
RAFTLIN NM_015150_bp1393_R AGCTAAAAAGATGCTATTGTGGTTGAACAATCTCTTGAATTGTTCAACCACAATAGCATCGG Hs.98910 14058 0.0919 0.50865117 0.712265842 0.2751625 0.4808467 0.307026041 0.41085 0.66464527 0.304316925 1.3557 0.39132202 0.006163804
RAFTLIN NM_015150_bp326_R AGCTAAAAAGGCCTGGGAATATTTATTCAATCTCTTGAATTGAATAAATATTCCCAGGCCGG Hs.98910 3304 -0.34805 0.26102551 0.087155428 0.0515625 0.20372647 0.799006072 0.216425 0.6323188 0.54277436 0.377775 0.39348883 0.150618302
RAFTLIN NM_015150_bp326_R AGCTAAAAAGGCCTGGGAATATTTATTCAATCTCTTGAATTGAATAAATATTCCCAGGCCGG Hs.98910 8680 -0.3745 0.4009716 0.122599056 0.1670625 0.10519841 0.398194038 0.282225 0.58519898 0.405924682 0.298025 0.37302595 0.208359436
RAFTLIN NM_015150_bp326_R AGCTAAAAAGGCCTGGGAATATTTATTCAATCTCTTGAATTGAATAAATATTCCCAGGCCGG Hs.98910 14056 -0.625025 0.15373843 0.007027936 -0.1211375 0.40817534 0.617291189 0.26865 0.57788709 0.421074688 0.3232 0.4196768 0.221145517
RAFTLIN NM_015150_bp640_R AGCTAAAAAGAAGGCTACATCTTGGAATTATCTCTTGAATAATTCCAAGATGTAGCCTTCGG Hs.98910 3302 -0.30685 0.20302987 0.098156366 0.0573375 0.10677974 0.765752941 0.6787 0.14782916 0.002731418 0.4974 0.70982728 0.255612958
RAFTLIN NM_015150_bp640_R AGCTAAAAAGAAGGCTACATCTTGGAATTATCTCTTGAATAATTCCAAGATGTAGCCTTCGG Hs.98910 8678 -0.087625 0.27339153 0.622222158 -0.1126875 0.44207063 0.652040026 0.7017 0.19954467 0.005906197 0.503775 0.74289864 0.268069851
RAFTLIN NM_015150_bp640_R AGCTAAAAAGAAGGCTACATCTTGGAATTATCTCTTGAATAATTCCAAGATGTAGCCTTCGG Hs.98910 14054 -0.263425 0.22492125 0.151592016 0.2609125 0.5471844 0.359461915 0.60735 0.16411245 0.00510107 0.585475 0.72180056 0.203200816
RAGE NM_014226_bp1069_R AGCTAAAAAGCACCCCTACTTCCAAGAACATCTCTTGAATGTTCTTGGAAGTAGGGGTGCGG Hs.104119 450 -0.156433333 1.00397098 0.741082558 1.0426
RAGE NM_014226_bp1069_R AGCTAAAAAGCACCCCTACTTCCAAGAACATCTCTTGAATGTTCTTGGAAGTAGGGGTGCGG Hs.104119 5826 1.079875 1.93617708 0.214304279 -0.7402 3.13517665 0.623735287
RAGE NM_014226_bp1069_R AGCTAAAAAGCACCCCTACTTCCAAGAACATCTCTTGAATGTTCTTGGAAGTAGGGGTGCGG Hs.104119 11202 1.66845 3.10114137 0.224968146 -0.485033333 2.96661525 0.731737777
RAGE NM_014226_bp331_R AGCTAAAAAGAAGCAGCGCTTTGAAAGTATTCTCTTGAAATACTTTCAAAGCGCTGCTTCGG Hs.104119 1580 0.313925 0.48858881 0.228498293 -0.7634 3.65237181 0.662174791
RAGE NM_014226_bp331_R AGCTAAAAAGAAGCAGCGCTTTGAAAGTATTCTCTTGAAATACTTTCAAAGCGCTGCTTCGG Hs.104119 6956 0.2457 0.53025974 0.35717542 -1.263033333 4.69213961 0.576563245
RAGE NM_014226_bp331_R AGCTAAAAAGAAGCAGCGCTTTGAAAGTATTCTCTTGAAATACTTTCAAAGCGCTGCTTCGG Hs.104119 12332 0.251675 0.4945753 0.325234701 -1.4614 4.94341049 0.541566387
RAGE NM_014226_bp956_R AGCTAAAAAGGATCAGGAATACCTCTACTATCTCTTGAATAGTAGAGGTATTCCTGATCCGG Hs.104119 1582
RAGE NM_014226_bp956_R AGCTAAAAAGGATCAGGAATACCTCTACTATCTCTTGAATAGTAGAGGTATTCCTGATCCGG Hs.104119 6958
RAGE NM_014226_bp956_R AGCTAAAAAGGATCAGGAATACCTCTACTATCTCTTGAATAGTAGAGGTATTCCTGATCCGG Hs.104119 12334
RAI17 NM_020338_bp1519_R AGCTAAAAAGGGAAGCAGCTACAGTAACTATCTCTTGAATAGTTACTGTAGCTGCTTCCCGG Hs.193118 8895 0.582533333 1.13836831 0.302508984 -0.6309 2.18368716 0.485867085
RAI17 NM_020338_bp1519_R AGCTAAAAAGGGAAGCAGCTACAGTAACTATCTCTTGAATAGTTACTGTAGCTGCTTCCCGG Hs.193118 14271 -0.031675 1.08509071 0.953530362 -0.83005 2.02536595 0.342351019
RAI17 NM_020338_bp1519_R AGCTAAAAAGGGAAGCAGCTACAGTAACTATCTCTTGAATAGTTACTGTAGCTGCTTCCCGG Hs.193118 3519 0.723166667 1.22784646 0.241926559 -2.2813
RAI17 NM_020338_bp2545_R AGCTAAAAAGCCCATCAAGTCGGACTTACATCTCTTGAATGTAAGTCCGACTTGATGGGCGG Hs.193118 3515 -0.311 0.80561409 0.398688664 1.76665 1.62726484 0.051468508
RAI17 NM_020338_bp2545_R AGCTAAAAAGCCCATCAAGTCGGACTTACATCTCTTGAATGTAAGTCCGACTTGATGGGCGG Hs.193118 8891 -0.40615 0.47959836 0.132187038 0.80385 1.24084298 0.170180947
RAI17 NM_020338_bp2545_R AGCTAAAAAGCCCATCAAGTCGGACTTACATCTCTTGAATGTAAGTCCGACTTGATGGGCGG Hs.193118 14267 -0.59195 0.75627279 0.123166692 -0.06705 0.53591623 0.862258103
RAI17 NM_020338_bp2987_R AGCTAAAAAGGGCCTCCATTACATCACAGTTCTCTTGAAACTGTGATGTAATGGAGGCCCGG Hs.193118 3517 -0.98425 0.34400694 0.00314852 -0.4107375 0.49935919 0.152598218
RAI17 NM_020338_bp2987_R AGCTAAAAAGGGCCTCCATTACATCACAGTTCTCTTGAAACTGTGATGTAATGGAGGCCCGG Hs.193118 8893 -0.964 0.29358457 0.00247919 -0.2669625 0.61080206 0.376678099
RAI17 NM_020338_bp2987_R AGCTAAAAAGGGCCTCCATTACATCACAGTTCTCTTGAAACTGTGATGTAATGGAGGCCCGG Hs.193118 14269 -0.7549 0.25499326 0.005578412 -0.5349375 0.62776718 0.108484378
RALB AK127675_bp338_R AGCTAAAAAGAAGGTATTCTAGAGTTTGTATCTCTTGAATACAAACTCTAGAATACCTTCGG Hs.469820 4069 -0.2130625 0.11948055 0.181312352 -0.13965 0.48763658 0.594176109
RALB AK127675_bp338_R AGCTAAAAAGAAGGTATTCTAGAGTTTGTATCTCTTGAATACAAACTCTAGAATACCTTCGG Hs.469820 9445 -0.0553625 0.40777586 0.796845059 -0.10305 1.26440512 0.836651482
RALB AK127675_bp338_R AGCTAAAAAGAAGGTATTCTAGAGTTTGTATCTCTTGAATACAAACTCTAGAATACCTTCGG Hs.469820 14821 -0.302083333 0.14014118 0.16166919 -0.447475 0.49861986 0.12435554
RALB AK127675_bp413_R AGCTAAAAAGGGGAAGAAGTTCAGATAGATTCTCTTGAAATCTATCTGAACTTCTTCCCCGG Hs.469820 4065 -0.2055125 0.33507882 0.312448064 0.33455 0.55645522 0.2540831
RALB AK127675_bp413_R AGCTAAAAAGGGGAAGAAGTTCAGATAGATTCTCTTGAAATCTATCTGAACTTCTTCCCCGG Hs.469820 9441 0.1510125 0.65417945 0.617732045 0.229633333 0.3140109 0.407324851
RALB AK127675_bp413_R AGCTAAAAAGGGGAAGAAGTTCAGATAGATTCTCTTGAAATCTATCTGAACTTCTTCCCCGG Hs.469820 14817 -0.07525 0.31843311 0.739773976 0.1224 0.20900701 0.631115486
RALB AK127675_bp576_R AGCTAAAAAGTGTGAAGGCTGAAGAAGATATCTCTTGAATATCTTCTTCAGCCTTCACACGG Hs.469820 4067 -0.0054625 0.40105551 0.979462001 -0.2331 0.06108557 0.245585418
RALB AK127675_bp576_R AGCTAAAAAGTGTGAAGGCTGAAGAAGATATCTCTTGAATATCTTCTTCAGCCTTCACACGG Hs.469820 9443 0.0201875 0.3145851 0.913884812 -0.01925 0.10440346 0.919975756
RALB AK127675_bp576_R AGCTAAAAAGTGTGAAGGCTGAAGAAGATATCTCTTGAATATCTTCTTCAGCCTTCACACGG Hs.469820 14819 0.0769125 0.38726482 0.713440857 -0.16065 0.21259772 0.441098839
RALBP1 NM_006788_bp1005_R AGCTAAAAAGCCAGTTTGCTGAAGCAGTATTCTCTTGAAATACTGCTTCAGCAAACTGGCGG Hs.528993 5099 -0.3187875 0.21327387 0.092076728 -0.1889375 0.25907729 0.314253062
RALBP1 NM_006788_bp1005_R AGCTAAAAAGCCAGTTTGCTGAAGCAGTATTCTCTTGAAATACTGCTTCAGCAAACTGGCGG Hs.528993 10475 -0.2670625 0.20734424 0.139416395 -0.1030125 0.17683845 0.520387862
RALBP1 NM_006788_bp1005_R AGCTAAAAAGCCAGTTTGCTGAAGCAGTATTCTCTTGAAATACTGCTTCAGCAAACTGGCGG Hs.528993 15851 -0.2571875 0.23399757 0.163962843 -0.0728375 0.36932361 0.730267053
RALBP1 NM_006788_bp1768_R AGCTAAAAAGAGCTGAGATTGCTGAAATTCTCTCTTGAAGAATTTCAGCAATCTCAGCTCGG Hs.528993 5103 0.3014875 0.13677751 0.083251895 -0.1758125 0.46054691 0.479302941
RALBP1 NM_006788_bp1768_R AGCTAAAAAGAGCTGAGATTGCTGAAATTCTCTCTTGAAGAATTTCAGCAATCTCAGCTCGG Hs.528993 10479 0.3270875 0.14114934 0.067035901 -0.1163125 0.34714194 0.573317208
RALBP1 NM_006788_bp1768_R AGCTAAAAAGAGCTGAGATTGCTGAAATTCTCTCTTGAAGAATTTCAGCAATCTCAGCTCGG Hs.528993 15855 0.3394125 0.15899533 0.063771493 -0.0207625 0.38661254 0.923275491
RALBP1 NM_006788_bp747_R AGCTAAAAAGTGCCTCAGATTGATGTTCCATCTCTTGAATGGAACATCAATCTGAGGCACGG Hs.528993 5101 -0.1638125 0.13803246 0.294259861 -0.0721125 0.13073175 0.629963942
RALBP1 NM_006788_bp747_R AGCTAAAAAGTGCCTCAGATTGATGTTCCATCTCTTGAATGGAACATCAATCTGAGGCACGG Hs.528993 10477 0.0045125 0.40459356 0.983121005 -0.0589375 0.2377301 0.731654586
RALBP1 NM_006788_bp747_R AGCTAAAAAGTGCCTCAGATTGATGTTCCATCTCTTGAATGGAACATCAATCTGAGGCACGG Hs.528993 15853 0.2608625 0.34411544 0.218590907 -0.0050125 0.22245507 0.976022095
RANBP2 NM_006267_bp2997_R AGCTAAAAAGGGTGATGATTACTTTAATTATCTCTTGAATAATTAAAGTAATCATCACCCGG Hs.590897 3100 1.656875 0.62623578 0.001778312 0.1802375 0.65078822 0.557973057 0.4699 0.59412654 0.211836977 0.18475 0.24445832 0.227840325
RANBP2 NM_006267_bp2997_R AGCTAAAAAGGGTGATGATTACTTTAATTATCTCTTGAATAATTAAAGTAATCATCACCCGG Hs.590897 8476 1.52325 0.4496663 0.000887625 0.5490125 0.73448721 0.130721852 0.463475 0.67454593 0.263051978 0.22655 0.34054506 0.275443377
RANBP2 NM_006267_bp2997_R AGCTAAAAAGGGTGATGATTACTTTAATTATCTCTTGAATAATTAAAGTAATCATCACCCGG Hs.590897 13852 1.848325 0.56291619 0.000745044 -0.3716375 0.60867698 0.231177056 0.411625 0.59671299 0.26154555 0.2037 0.3954691 0.37871465
RANBP2 NM_006267_bp8980_R AGCTAAAAAGAGCGCGGTGTTGGAGATATATCTCTTGAATATATCTCCAACACCGCGCTCGG Hs.590897 3102 1.224725 0.52663906 0.003810325 0.5446625 0.36870272 0.04882865 0.4324 0.33251884 0.080323415 0.4421 0.41387956 0.12227191
RANBP2 NM_006267_bp8980_R AGCTAAAAAGAGCGCGGTGTTGGAGATATATCTCTTGAATATATCTCCAACACCGCGCTCGG Hs.590897 8478 0.98735 0.11568634 0.000786685 0.7968125 0.42770914 0.014201769 0.42955 0.39081872 0.11536526 0.4465 0.45600479 0.145090918
RANBP2 NM_006267_bp8980_R AGCTAAAAAGAGCGCGGTGTTGGAGATATATCTCTTGAATATATCTCCAACACCGCGCTCGG Hs.590897 13854 1.366275 0.39498969 0.001015594 0.0891125 0.42594059 0.71638096 0.426225 0.40732027 0.127433267 0.464425 0.50486026 0.163067726
RANBP2 NM_006267_bp9359_R AGCTAAAAAGGCGGATAACTATGGAATTATTCTCTTGAAATAATTCCATAGTTATCCGCCGG Hs.590897 3098 -0.275066667 0.3861386 0.296358207 -0.6791875 0.38983302 0.023503997 0.008375 0.57322148 0.978523701 0.099775 0.56290458 0.746418522
RANBP2 NM_006267_bp9359_R AGCTAAAAAGGCGGATAACTATGGAATTATTCTCTTGAAATAATTCCATAGTTATCCGCCGG Hs.590897 8474 -0.2265 0.62868315 0.499754079 -0.4761875 0.25230654 0.054748363 -0.01125 0.38174007 0.956705852 0.116675 0.56859334 0.709063718
RANBP2 NM_006267_bp9359_R AGCTAAAAAGGCGGATAACTATGGAATTATTCTCTTGAAATAATTCCATAGTTATCCGCCGG Hs.590897 13850 -0.258733333 0.55628154 0.409799954 -0.4508125 0.27230192 0.068435544 -0.06605 0.3505877 0.731398095 0.144125 0.5687938 0.647213756
RAP1A NM_002884_bp409_R AGCTAAAAAGACCCAACGATAGAAGATTCCTCTCTTGAAGGAATCTTCTATCGTTGGGTCGG Hs.190334 1021 1.5092375 0.36200853 0.000509384 0.5285125 0.56292701 0.094747151
RAP1A NM_002884_bp409_R AGCTAAAAAGACCCAACGATAGAAGATTCCTCTCTTGAAGGAATCTTCTATCGTTGGGTCGG Hs.190334 6397 1.4926375 0.38832336 0.00064413 0.3992625 0.68220537 0.230372098
RAP1A NM_002884_bp409_R AGCTAAAAAGACCCAACGATAGAAGATTCCTCTCTTGAAGGAATCTTCTATCGTTGGGTCGG Hs.190334 11773 1.4501625 0.25419769 0.000289009 0.5719375 0.51274524 0.065139703
RAP1A NM_002884_bp679_R AGCTAAAAAGAGCGAGTAGTTGGCAAAGAGTCTCTTGAACTCTTTGCCAACTACTCGCTCGG Hs.190334 7324 1.7473375 0.49424318 0.000628356 -1.0622125 1.38547859 0.085716006
RAP1A NM_002884_bp679_R AGCTAAAAAGAGCGAGTAGTTGGCAAAGAGTCTCTTGAACTCTTTGCCAACTACTCGCTCGG Hs.190334 12700 1.7293375 0.4746166 0.000580136 -1.0190625 1.32486892 0.086293965
RAP1A NM_002884_bp679_R AGCTAAAAAGAGCGAGTAGTTGGCAAAGAGTCTCTTGAACTCTTTGCCAACTACTCGCTCGG Hs.190334 1948 1.7393625 0.50983579 0.000709585 -0.42956667 0.6386914 0.241737062
RAP1A NM_002884_bp702_R AGCTAAAAAGGGCCAGAATTTAGCAAGACATCTCTTGAATGTCTTGCTAAATTCTGGCCCGG Hs.190334 1946 -0.6013125 0.55584801 0.061678585 -0.4597875 0.43648337 0.099131601
RAP1A NM_002884_bp702_R AGCTAAAAAGGGCCAGAATTTAGCAAGACATCTCTTGAATGTCTTGCTAAATTCTGGCCCGG Hs.190334 7322 -0.6023125 0.54841475 0.059597045 -0.4718875 0.5025613 0.109698148
RAP1A NM_002884_bp702_R AGCTAAAAAGGGCCAGAATTTAGCAAGACATCTCTTGAATGTCTTGCTAAATTCTGGCCCGG Hs.190334 12698 -0.6044625 0.57323468 0.064959912 -0.5198625 0.54743755 0.09512994
RAP1B NM_015646_bp232_R AGCTAAAAAGATCCTACGATAGAAGATTCTTCTCTTGAAAGAATCTTCTATCGTAGGATCGG Hs.369920 1007 1.6740375 0.25028651 0.000141361 0.7637875 0.39596527 0.014948036
RAP1B NM_015646_bp232_R AGCTAAAAAGATCCTACGATAGAAGATTCTTCTCTTGAAAGAATCTTCTATCGTAGGATCGG Hs.369920 6383 1.6128625 0.24381533 0.000161765 0.7891375 0.64546184 0.033830287
RAP1B NM_015646_bp232_R AGCTAAAAAGATCCTACGATAGAAGATTCTTCTCTTGAAAGAATCTTCTATCGTAGGATCGG Hs.369920 11759 1.6385375 0.23345962 0.0001397 0.7457625 0.49318563 0.024038018
RAP1B NM_015646_bp427_R AGCTAAAAAGAACAGATTCTTCGAGTTAAATCTCTTGAATTTAACTCGAAGAATCTGTTCGG Hs.369920 1006 -0.5379125 0.15390502 0.012834507 -0.3467875 0.27277132 0.13934748
RAP1B NM_015646_bp427_R AGCTAAAAAGAACAGATTCTTCGAGTTAAATCTCTTGAATTTAACTCGAAGAATCTGTTCGG Hs.369920 6382 -0.5960375 0.18039586 0.009700385 -0.3585625 0.28981591 0.133049466
RAP1B NM_015646_bp427_R AGCTAAAAAGAACAGATTCTTCGAGTTAAATCTCTTGAATTTAACTCGAAGAATCTGTTCGG Hs.369920 11758 -0.5521125 0.13125787 0.010526294 -0.4473125 0.27086239 0.069837311
RAP1B NM_015646_bp548_R AGCTAAAAAGGAACAACTGTGCATTCTTAGTCTCTTGAACTAAGAATGCACAGTTGTTCCGG Hs.369920 1008 -0.2769875 0.40242923 0.229139783 1.1109625 0.54713996 0.005382948
RAP1B NM_015646_bp548_R AGCTAAAAAGGAACAACTGTGCATTCTTAGTCTCTTGAACTAAGAATGCACAGTTGTTCCGG Hs.369920 6384 -0.2159625 0.31267424 0.276757141 1.2380125 0.5110024 0.002680611
RAP1B NM_015646_bp548_R AGCTAAAAAGGAACAACTGTGCATTCTTAGTCTCTTGAACTAAGAATGCACAGTTGTTCCGG Hs.369920 11760 -0.2349625 0.33708995 0.256669276 1.3319625 0.49453677 0.001705758
RAP2A NM_021033_bp332_R AGCTAAAAAGGCACCTTCATCGAGAAATACTCTCTTGAAGTATTTCTCGATGAAGGTGCCGG Hs.508480 1003 -0.3044125 0.28535671 0.133171246 0.2404125 0.63581573 0.433523821
RAP2A NM_021033_bp332_R AGCTAAAAAGGCACCTTCATCGAGAAATACTCTCTTGAAGTATTTCTCGATGAAGGTGCCGG Hs.508480 6379 -0.3530375 0.32144367 0.105992105 0.2623375 0.63391158 0.394290029
RAP2A NM_021033_bp332_R AGCTAAAAAGGCACCTTCATCGAGAAATACTCTCTTGAAGTATTTCTCGATGAAGGTGCCGG Hs.508480 11755 -0.3253125 0.25269647 0.100855197 0.2728625 0.5975861 0.361249114
RAP2A NM_021033_bp587_R AGCTAAAAAGTCATCTTGGTTGGGAACAAATCTCTTGAATTTGTTCCCAACCAAGATGACGG Hs.508480 1005 1.8955375 0.23341626 6.89E-05 -0.4046875 0.51253243 0.162291231
RAP2A NM_021033_bp587_R AGCTAAAAAGTCATCTTGGTTGGGAACAAATCTCTTGAATTTGTTCCCAACCAAGATGACGG Hs.508480 6381 1.9566125 0.27061773 7.66E-05 -0.3944625 0.50450087 0.168672588
RAP2A NM_021033_bp587_R AGCTAAAAAGTCATCTTGGTTGGGAACAAATCTCTTGAATTTGTTCCCAACCAAGATGACGG Hs.508480 11757 1.2591625 0.30270479 0.000784875 -0.4967375 0.47173604 0.087940646
RAP2A NM_021033_bp715_R AGCTAAAAAGGACGAACTCTTTGCAGAAATTCTCTTGAAATTTCTGCAAAGAGTTCGTCCGG Hs.508480 1004 -0.5325875 0.41225616 0.048423972 -0.5620625 0.60279688 0.088853057
RAP2A NM_021033_bp715_R AGCTAAAAAGGACGAACTCTTTGCAGAAATTCTCTTGAAATTTCTGCAAAGAGTTCGTCCGG Hs.508480 6380 -0.6119375 0.38413905 0.026526481 -0.3116875 0.62129228 0.312095859
RAP2A NM_021033_bp715_R AGCTAAAAAGGACGAACTCTTTGCAGAAATTCTCTTGAAATTTCTGCAAAGAGTTCGTCCGG Hs.508480 11756 -0.6133375 0.3813395 0.025930661 -0.3146875 0.58508789 0.292524374
RAP2B NM_002886_bp5926_R AGCTAAAAAGTCCCAGAACTTTATGTTAAATCTCTTGAATTTAACATAAAGTTCTGGGACGG Hs.98643 1002 -1.1657875 0.22497228 0.000665443 -0.2508375 0.25502676 0.258252114
RAP2B NM_002886_bp5926_R AGCTAAAAAGTCCCAGAACTTTATGTTAAATCTCTTGAATTTAACATAAAGTTCTGGGACGG Hs.98643 6378 -1.1789875 0.35525721 0.001520303 -0.4394875 0.30125664 0.079363939
RAP2B NM_002886_bp5926_R AGCTAAAAAGTCCCAGAACTTTATGTTAAATCTCTTGAATTTAACATAAAGTTCTGGGACGG Hs.98643 11754 -1.1831125 0.09911258 0.000314309 -0.2539875 0.2209857 0.242286929
RAP2B NM_002886_bp914_R AGCTAAAAAGACGAGCTATTTGCCGAGATCTCTCTTGAAGATCTCGGCAAATAGCTCGTCGG Hs.98643 1001 -0.3708625 0.33096553 0.096897283 -0.3444625 0.3575456 0.166988967
RAP2B NM_002886_bp914_R AGCTAAAAAGACGAGCTATTTGCCGAGATCTCTCTTGAAGATCTCGGCAAATAGCTCGTCGG Hs.98643 6377 -0.4085625 0.26724502 0.056512681 -0.3902375 0.36116751 0.126123781
RAP2B NM_002886_bp914_R AGCTAAAAAGACGAGCTATTTGCCGAGATCTCTCTTGAAGATCTCGGCAAATAGCTCGTCGG Hs.98643 11753 -0.3104375 0.26095393 0.116799906 -0.4096125 0.41092203 0.125520939
RAPGEF5 D87467_bp1095_R AGCTAAAAAGGGATCTTGCTCTGGAATTAATCTCTTGAATTAATTCCAGAGCAAGATCCCGG Hs.174768 4771 0.1354125 0.2656351 0.449458987 -0.3265375 1.12497438 0.527396897 0.559525 0.30663887 0.035507054 0.8548 0.69535498 0.09098065
RAPGEF5 D87467_bp1095_R AGCTAAAAAGGGATCTTGCTCTGGAATTAATCTCTTGAATTAATTCCAGAGCAAGATCCCGG Hs.174768 10147 0.0742125 0.38719555 0.722919707 -0.0637125 0.70213693 0.848257309 0.54145 0.27042773 0.027928022 0.886425 0.66203134 0.075183428
RAPGEF5 D87467_bp1095_R AGCTAAAAAGGGATCTTGCTCTGGAATTAATCTCTTGAATTAATTCCAGAGCAAGATCCCGG Hs.174768 15523 0.1830125 0.3797868 0.392468415 -0.0777125 0.61094624 0.794279795 0.57945 0.30659134 0.032444549 0.92765 0.66882693 0.069338891
RAPGEF5 D87467_bp1475_R AGCTAAAAAGATCCTTCCCTAAATCACAAATCTCTTGAATTTGTGATTTAGGGAAGGATCGG Hs.174768 4775 0.2426375 0.35627154 0.255221321 -0.2829625 0.11704729 0.101168394 0.882 0.23131377 0.004680888 0.983625 0.35222788 0.011333993
RAPGEF5 D87467_bp1475_R AGCTAAAAAGATCCTTCCCTAAATCACAAATCTCTTGAATTTGTGATTTAGGGAAGGATCGG Hs.174768 10151 0.0935625 0.24130939 0.58282253 0.0344625 0.22698267 0.837773789 0.86265 0.28135084 0.008720308 0.930325 0.2798662 0.006934905
RAPGEF5 D87467_bp1475_R AGCTAAAAAGATCCTTCCCTAAATCACAAATCTCTTGAATTTGTGATTTAGGGAAGGATCGG Hs.174768 15527 0.5557375 0.54286441 0.073737418 0.0684625 0.35261085 0.739261945 0.8708 0.20847308 0.003595961 0.946725 0.32960623 0.010476991
RAPGEF5 D87467_bp83_R AGCTAAAAAGACCCTCATTTGGAGAGGAAATCTCTTGAATTTCCTCTCCAAATGAGGGTCGG Hs.174768 4773 -0.8324375 0.09397698 0.001579101 -0.7692875 1.17623097 0.188974198 0.076425 0.32998244 0.674751358 -0.118725 0.96572109 0.821638543
RAPGEF5 D87467_bp83_R AGCTAAAAAGACCCTCATTTGGAGAGGAAATCTCTTGAATTTCCTCTCCAAATGAGGGTCGG Hs.174768 10149 -0.8626375 0.1034281 0.001391231 -0.9831125 1.23292853 0.123566042 0.086875 0.29638328 0.598907842 0.00795 0.99401148 0.988242079
RAPGEF5 D87467_bp83_R AGCTAAAAAGACCCTCATTTGGAGAGGAAATCTCTTGAATTTCCTCTCCAAATGAGGGTCGG Hs.174768 15525 -0.7156375 0.0918756 0.00307018 -0.7392375 1.18132518 0.205146834 0.060575 0.26604131 0.679773243 -0.008625 0.98615661 0.987142303
RAPH1 NM_213589_bp1583_R AGCTAAAAAGCCAGGACTATCGGAACAAATTCTCTTGAAATTTGTTCCGATAGTCCTGGCGG Hs.471162 3702 0.297675 0.57252306 0.297890663 0.2375125 0.92526905 0.545718668
RAPH1 NM_213589_bp1583_R AGCTAAAAAGCCAGGACTATCGGAACAAATTCTCTTGAAATTTGTTCCGATAGTCCTGGCGG Hs.471162 9078 0.2835 0.18052991 0.194778785 0.3725875 0.28402264 0.119620411
RAPH1 NM_213589_bp1583_R AGCTAAAAAGCCAGGACTATCGGAACAAATTCTCTTGAAATTTGTTCCGATAGTCCTGGCGG Hs.471162 14454 0.0664 0.12788298 0.723340956 0.2109875 0.1996893 0.316377806
RAPH1 NM_213589_bp495_R AGCTAAAAAGGCTGATCTTTGCTCTATAGATCTCTTGAATCTATAGAGCAAAGATCAGCCGG Hs.471162 3698 0.253866667 0.31043366 0.291856122 -0.1083375 0.40253159 0.652550249
RAPH1 NM_213589_bp495_R AGCTAAAAAGGCTGATCTTTGCTCTATAGATCTCTTGAATCTATAGAGCAAAGATCAGCCGG Hs.471162 9074 0.2816 0.41074829 0.299095362 -0.0110625 0.57876723 0.968801558
RAPH1 NM_213589_bp495_R AGCTAAAAAGGCTGATCTTTGCTCTATAGATCTCTTGAATCTATAGAGCAAAGATCAGCCGG Hs.471162 14450 0.45955 0.62753419 0.155344206 0.0008375 0.41966071 0.997243375
RAPH1 NM_213589_bp527_R AGCTAAAAAGCAGCATTGGTTCAGGAAACATCTCTTGAATGTTTCCTGAACCAATGCTGCGG Hs.471162 3700 -0.17795 0.26469679 0.329741387 0.0473125 0.24667792 0.820651929



RAPH1 NM_213589_bp527_R AGCTAAAAAGCAGCATTGGTTCAGGAAACATCTCTTGAATGTTTCCTGAACCAATGCTGCGG Hs.471162 9076 -0.371175 0.41673131 0.132184434 -0.0680375 0.32741166 0.760819301
RAPH1 NM_213589_bp527_R AGCTAAAAAGCAGCATTGGTTCAGGAAACATCTCTTGAATGTTTCCTGAACCAATGCTGCGG Hs.471162 14452 -0.261725 0.28243163 0.182542901 -0.0636625 0.22378058 0.756836044
RASAL2 NM_170692_bp1283_R AGCTAAAAAGGACCTTCTATTCGGATTAAATCTCTTGAATTTAATCCGAATAGAAGGTCCGG Hs.167371 2744 0.215425 0.25726579 0.15924295 -0.4341625 0.38961098 0.134601971
RASAL2 NM_170692_bp1283_R AGCTAAAAAGGACCTTCTATTCGGATTAAATCTCTTGAATTTAATCCGAATAGAAGGTCCGG Hs.167371 8120 0.3481 0.30762498 0.074130015 -0.4050875 0.30010838 0.132953821
RASAL2 NM_170692_bp1283_R AGCTAAAAAGGACCTTCTATTCGGATTAAATCTCTTGAATTTAATCCGAATAGAAGGTCCGG Hs.167371 13496 0.022975 0.32785321 0.669348168 -0.2884625 0.30579233 0.285200401
RASAL2 NM_170692_bp1854_R AGCTAAAAAGGCTCATCAGTGCCTCATTATTCTCTTGAAATAATGAGGCACTGATGAGCCGG Hs.167371 2746 0.308875 0.27789522 0.08724081 0.3830875 1.07154284 0.346299515
RASAL2 NM_170692_bp1854_R AGCTAAAAAGGCTCATCAGTGCCTCATTATTCTCTTGAAATAATGAGGCACTGATGAGCCGG Hs.167371 8122 0.3797 0.30647059 0.060890367 0.3872875 1.05672098 0.336794984
RASAL2 NM_170692_bp1854_R AGCTAAAAAGGCTCATCAGTGCCTCATTATTCTCTTGAAATAATGAGGCACTGATGAGCCGG Hs.167371 13498 0.30885 0.28610714 0.091636041 0.3613125 0.97527604 0.335922717
RASAL2 NM_170692_bp903_R AGCTAAAAAGCAGGACAGTTCAACCTAATATCTCTTGAATATTAGGTTGAACTGTCCTGCGG Hs.167371 2742 -0.481675 0.39138966 0.084088732 -1.0637625 0.492157 0.006273798
RASAL2 NM_170692_bp903_R AGCTAAAAAGCAGGACAGTTCAACCTAATATCTCTTGAATATTAGGTTGAACTGTCCTGCGG Hs.167371 8118 -0.475575 0.38444207 0.085393495 -1.0579125 0.49392782 0.006470643
RASAL2 NM_170692_bp903_R AGCTAAAAAGCAGGACAGTTCAACCTAATATCTCTTGAATATTAGGTTGAACTGTCCTGCGG Hs.167371 13494 -0.471525 0.40674633 0.095511375 -1.0444875 0.56827799 0.009574689
RASGRF1 NM_002891_bp1248_R AGCTAAAAAGGAGGAGCTGTCCAGAATAATTCTCTTGAAATTATTCTGGACAGCTCCTCCGG Hs.459035 5089 1.4443125 0.25738028 0.000301131 0.0646125 0.45630479 0.788239361
RASGRF1 NM_002891_bp1248_R AGCTAAAAAGGAGGAGCTGTCCAGAATAATTCTCTTGAAATTATTCTGGACAGCTCCTCCGG Hs.459035 10465 1.3554875 0.22602115 0.000329575 0.2324125 0.2649187 0.232168847
RASGRF1 NM_002891_bp1248_R AGCTAAAAAGGAGGAGCTGTCCAGAATAATTCTCTTGAAATTATTCTGGACAGCTCCTCCGG Hs.459035 15841 1.6132625 0.31966053 0.00027545 1.2109375 1.67538279 0.148961492
RASGRF1 NM_002891_bp1866_R AGCTAAAAAGTCCGACGCCTCCTTATATTGTCTCTTGAACAATATAAGGAGGCGTCGGACGG Hs.459035 5091 -0.1414125 0.149495 0.363845162 -0.1521375 0.1725336 0.353177056
RASGRF1 NM_002891_bp1866_R AGCTAAAAAGTCCGACGCCTCCTTATATTGTCTCTTGAACAATATAAGGAGGCGTCGGACGG Hs.459035 10467 -0.1353625 0.17513524 0.396233148 -0.2246125 0.16440452 0.189621885
RASGRF1 NM_002891_bp1866_R AGCTAAAAAGTCCGACGCCTCCTTATATTGTCTCTTGAACAATATAAGGAGGCGTCGGACGG Hs.459035 15843 -0.0307125 0.2039129 0.8472877 0.0085125 0.26588025 0.961906531
RASGRP1 AF081195_bp1183_R AGCTAAAAAGGACCTCATCTCCCTGTATGATCTCTTGAATCATACAGGGAGATGAGGTCCGG Hs.591127 3534 0.6748375 0.70395384 0.075115452 0.294275 0.22215546 0.183808676
RASGRP1 AF081195_bp1183_R AGCTAAAAAGGACCTCATCTCCCTGTATGATCTCTTGAATCATACAGGGAGATGAGGTCCGG Hs.591127 8910 0.6525875 0.66567042 0.072688174 0.147825 0.22998931 0.481894704
RASGRP1 AF081195_bp1183_R AGCTAAAAAGGACCTCATCTCCCTGTATGATCTCTTGAATCATACAGGGAGATGAGGTCCGG Hs.591127 14286 0.6319625 0.57858114 0.058100049 0.188225 0.25274028 0.384269124
RASGRP1 AF081195_bp2062_R AGCTAAAAAGGGAGTGTCCTCACAGAAGATTCTCTTGAAATCTTCTGTGAGGACACTCCCGG Hs.591127 3538 1.7711375 0.32259924 0.000179939 0.64695 0.33460098 0.023321467
RASGRP1 AF081195_bp2062_R AGCTAAAAAGGGAGTGTCCTCACAGAAGATTCTCTTGAAATCTTCTGTGAGGACACTCCCGG Hs.591127 8914 1.6907875 0.40799856 0.000411043 0.492025 0.13587547 0.038000694
RASGRP1 AF081195_bp2062_R AGCTAAAAAGGGAGTGTCCTCACAGAAGATTCTCTTGAAATCTTCTGTGAGGACACTCCCGG Hs.591127 14290 1.5612625 0.31582815 0.000313281 0.499775 0.15665347 0.037333226
RASGRP1 AF081195_bp2393_R AGCTAAAAAGCCCTAAAGATCCAACTGAAATCTCTTGAATTTCAGTTGGATCTTTAGGGCGG Hs.591127 3536 -0.4353625 0.49666248 0.118643541 0.1901 0.24189288 0.376170713
RASGRP1 AF081195_bp2393_R AGCTAAAAAGCCCTAAAGATCCAACTGAAATCTCTTGAATTTCAGTTGGATCTTTAGGGCGG Hs.591127 8912 -0.4355875 0.50747803 0.122820298 0.18535 0.2271407 0.382609655
RASGRP1 AF081195_bp2393_R AGCTAAAAAGCCCTAAAGATCCAACTGAAATCTCTTGAATTTCAGTTGGATCTTTAGGGCGG Hs.591127 14288 -0.4455125 0.5405822 0.129476766 0.217425 0.22978724 0.312299329
RASGRP4 AY048120_bp1742_R AGCTAAAAAGGAGTCTGTGTTCAAGAATTATCTCTTGAATAATTCTTGAACACAGACTCCGG Hs.130434 4206 0.043075 0.82715858 0.905489249 0.6209 0.16801643 0.010226953 0.24465 0.31416754 0.498473318
RASGRP4 AY048120_bp1742_R AGCTAAAAAGGAGTCTGTGTTCAAGAATTATCTCTTGAATAATTCTTGAACACAGACTCCGG Hs.130434 9582 -0.307225 0.66981548 0.336987951 0.459575 0.24852885 0.042778686 0.012
RASGRP4 AY048120_bp1742_R AGCTAAAAAGGAGTCTGTGTTCAAGAATTATCTCTTGAATAATTCTTGAACACAGACTCCGG Hs.130434 14958 -0.5221 0.75528134 0.16287785 0.53835 0.14590976 0.015565316 0.704
RASGRP4 AY048120_bp446_R AGCTAAAAAGAGGACCACATGCTCAACATGTCTCTTGAACATGTTGAGCATGTGGTCCTCGG Hs.130434 4204 1.528425 0.79975563 0.006011695 1.2294 0.92679374 0.056681416 1.2705
RASGRP4 AY048120_bp446_R AGCTAAAAAGAGGACCACATGCTCAACATGTCTCTTGAACATGTTGAGCATGTGGTCCTCGG Hs.130434 9580 1.50455 1.32843181 0.036102327 1.256675 1.07766153 0.045664535 0.335033333 0.92881011 0.446109473
RASGRP4 AY048120_bp446_R AGCTAAAAAGAGGACCACATGCTCAACATGTCTCTTGAACATGTTGAGCATGTGGTCCTCGG Hs.130434 14956 1.4526 1.17935943 0.027845161 1.350825 1.35499914 0.06905288 0.344966667 1.19956211 0.512443051
RASGRP4 AY048120_bp629_R AGCTAAAAAGATCCCCAGCTAGAAGAAGTCTCTCTTGAAGACTTCTTCTAGCTGGGGATCGG Hs.130434 4202 -0.20695 0.33077104 0.306631588 -0.167775 0.17872555 0.314478225 -0.14166667 0.57325911 0.66446374
RASGRP4 AY048120_bp629_R AGCTAAAAAGATCCCCAGCTAGAAGAAGTCTCTCTTGAAGACTTCTTCTAGCTGGGGATCGG Hs.130434 9578 -0.4737 0.21959737 0.027928512 -0.29875 0.49067926 0.27121111 0.105366667 1.0805808 0.824931498
RASGRP4 AY048120_bp629_R AGCTAAAAAGATCCCCAGCTAGAAGAAGTCTCTCTTGAAGACTTCTTCTAGCTGGGGATCGG Hs.130434 14954 -0.2542 0.16919813 0.139633837 -0.13265 0.37244773 0.53857703 -0.23503333 0.40359086 0.423820412
RASSF6 NM_177532_bp229_R AGCTAAAAAGGGAACAACTTAATTCTTTATTCTCTTGAAATAAAGAATTAAGTTGTTCCCGG Hs.529677 5343 -0.4791375 0.30026341 0.039848214 -1.1577125 0.48681183 0.00600402
RASSF6 NM_177532_bp229_R AGCTAAAAAGGGAACAACTTAATTCTTTATTCTCTTGAAATAAAGAATTAAGTTGTTCCCGG Hs.529677 10719 -0.4556125 0.28012931 0.042605408 -0.8790875 0.51372358 0.019199059
RASSF6 NM_177532_bp229_R AGCTAAAAAGGGAACAACTTAATTCTTTATTCTCTTGAAATAAAGAATTAAGTTGTTCCCGG Hs.529677 16095 0.2919875 1.53782541 0.651556046 -1.5798 1.03690138 0.072062605
RASSF6 NM_177532_bp463_R AGCTAAAAAGGGGGGAATTTGACGATCTCTTCTCTTGAAAGAGATCGTCAAATTCCCCCCGG Hs.529677 5341 -0.9181125 1.23367515 0.122171105 -2.30485 1.13384572 0.037129057
RASSF6 NM_177532_bp463_R AGCTAAAAAGGGGGGAATTTGACGATCTCTTCTCTTGAAAGAGATCGTCAAATTCCCCCCGG Hs.529677 10717 -1.2204375 0.20164945 0.000463016 -1.2739875 0.81012162 0.018854434
RASSF6 NM_177532_bp463_R AGCTAAAAAGGGGGGAATTTGACGATCTCTTCTCTTGAAAGAGATCGTCAAATTCCCCCCGG Hs.529677 16093 -0.18195
RASSF6 NM_177532_bp600_R AGCTAAAAAGACTCCCCAGTGCTCTATAGATCTCTTGAATCTATAGAGCACTGGGGAGTCGG Hs.529677 10721 -0.9326375 0.38870829 0.005277492 -1.2707625 0.69122125 0.011724645
RASSF6 NM_177532_bp600_R AGCTAAAAAGACTCCCCAGTGCTCTATAGATCTCTTGAATCTATAGAGCACTGGGGAGTCGG Hs.529677 16097 0.1237125 0.95154811 0.763870028
RB1 NM_000321_bp2539_R AGCTAAAAAGGAGGGAACATCTATATTTCATCTCTTGAATGAAATATAGATGTTCCCTCCGG Hs.408528 2303 -0.6009625 0.32958962 0.021144908 1.2682375 1.20471281 0.032364968
RB1 NM_000321_bp2539_R AGCTAAAAAGGAGGGAACATCTATATTTCATCTCTTGAATGAAATATAGATGTTCCCTCCGG Hs.408528 7679 -0.5841125 0.33141349 0.023669154 1.2188375 1.23934704 0.040710095
RB1 NM_000321_bp2539_R AGCTAAAAAGGAGGGAACATCTATATTTCATCTCTTGAATGAAATATAGATGTTCCCTCCGG Hs.408528 13055 -0.6590125 0.42715045 0.025513379 1.2016625 1.0736294 0.027687416
RB1 NM_000321_bp432_R AGCTAAAAAGTGGGGAATCTGTATCTTTATTCTCTTGAAATAAAGATACAGATTCCCCACGG Hs.408528 2301 -1.1863375 0.14485741 0.000382036 -0.5338875 0.30673896 0.043286774
RB1 NM_000321_bp432_R AGCTAAAAAGTGGGGAATCTGTATCTTTATTCTCTTGAAATAAAGATACAGATTCCCCACGG Hs.408528 7677 -1.1713875 0.15869009 0.000436552 -0.4903875 0.29619333 0.055846868
RB1 NM_000321_bp432_R AGCTAAAAAGTGGGGAATCTGTATCTTTATTCTCTTGAAATAAAGATACAGATTCCCCACGG Hs.408528 13053 -1.1851625 0.17746049 0.000459379 -0.5155625 0.29301049 0.046879723
RB1 NM_000321_bp674_R AGCTAAAAAGTTCGATATCTACTGAAATAATCTCTTGAATTATTTCAGTAGATATCGAACGG Hs.408528 1000 -0.6694625 0.21949121 0.007461084 -0.5331125 0.29195853 0.04165383
RB1 NM_000321_bp674_R AGCTAAAAAGTTCGATATCTACTGAAATAATCTCTTGAATTATTTCAGTAGATATCGAACGG Hs.408528 6376 -0.6507875 0.32904555 0.015670788 -0.5402375 0.10927459 0.025738806
RB1 NM_000321_bp674_R AGCTAAAAAGTTCGATATCTACTGAAATAATCTCTTGAATTATTTCAGTAGATATCGAACGG Hs.408528 11752 -0.6354625 0.35415185 0.019713515 -0.5052125 0.0873299 0.032161837
RBM19 AB014582_bp1495_R AGCTAAAAAGCTCCACGTGTTACCATCTACTCTCTTGAAGTAGATGGTAACACGTGGAGCGG Hs.7482 3587 -0.058225 0.78392087 0.866677683 -0.4019125 0.39170185 0.12577367
RBM19 AB014582_bp1495_R AGCTAAAAAGCTCCACGTGTTACCATCTACTCTCTTGAAGTAGATGGTAACACGTGGAGCGG Hs.7482 8963 0.056225 0.37968971 0.785326304 -0.4367375 0.45518251 0.118910607
RBM19 AB014582_bp1495_R AGCTAAAAAGCTCCACGTGTTACCATCTACTCTCTTGAAGTAGATGGTAACACGTGGAGCGG Hs.7482 14339 0.115775 0.19584103 0.474618091 -0.0042125 0.93735976 0.991397501
RBM19 AB014582_bp2264_R AGCTAAAAAGGATGTACTCTGTTTATTAAGTCTCTTGAACTTAATAAACAGAGTACATCCGG Hs.7482 3589 0.800425 0.28614791 0.005280688 0.5351625 0.13992971 0.028111963
RBM19 AB014582_bp2264_R AGCTAAAAAGGATGTACTCTGTTTATTAAGTCTCTTGAACTTAATAAACAGAGTACATCCGG Hs.7482 8965 0.854425 0.34708681 0.005878229 0.4542875 0.27987782 0.06811647
RBM19 AB014582_bp2264_R AGCTAAAAAGGATGTACTCTGTTTATTAAGTCTCTTGAACTTAATAAACAGAGTACATCCGG Hs.7482 14341 1.013575 0.30815604 0.002184952 0.4606125 0.43942594 0.099410712
RBM19 AB014582_bp2401_R AGCTAAAAAGGGGTTTGGATTTGTGGAATATCTCTTGAATATTCCACAAATCCAAACCCCGG Hs.7482 3585 0.4311 0.46961654 0.16447254 -0.37901667 0.40075171 0.218138205
RBM19 AB014582_bp2401_R AGCTAAAAAGGGGTTTGGATTTGTGGAATATCTCTTGAATATTCCACAAATCCAAACCCCGG Hs.7482 14337 -0.18245 0.40065277 0.407283053 0.6344625 0.59891297 0.061144665
RBM19 AB014582_bp2401_R AGCTAAAAAGGGGTTTGGATTTGTGGAATATCTCTTGAATATTCCACAAATCCAAACCCCGG Hs.7482 8961 0.13505 0.14135658 0.380160161 0.592383333 0.71162208 0.14432922
RBM30 AK094046_bp1113_R AGCTAAAAAGGGGCTCCAATTCAAGTGATGTCTCTTGAACATCACTTGAATTGGAGCCCCGG 3894 1.1208625 0.15381135 0.000523227 0.496025 0.11562313 0.035727758
RBM30 AK094046_bp1113_R AGCTAAAAAGGGGCTCCAATTCAAGTGATGTCTCTTGAACATCACTTGAATTGGAGCCCCGG 9270 1.1571625 0.17840253 0.00051687 0.454425 0.10483172 0.047788138
RBM30 AK094046_bp1113_R AGCTAAAAAGGGGCTCCAATTCAAGTGATGTCTCTTGAACATCACTTGAATTGGAGCCCCGG 14646 1.2062625 0.13635726 0.000338184 0.471525 0.14028261 0.044434408
RBM30 AK094046_bp2138_R AGCTAAAAAGGTTCTACCTTTCATTTATCATCTCTTGAATGATAAATGAAAGGTAGAACCGG 3896 -0.5336375 0.55388012 0.085912579 -0.21635 0.32615379 0.349342245
RBM30 AK094046_bp2138_R AGCTAAAAAGGTTCTACCTTTCATTTATCATCTCTTGAATGATAAATGAAAGGTAGAACCGG 9272 -0.4724125 0.58281061 0.128533413 -0.222675 0.22410955 0.29995014
RBM30 AK094046_bp2138_R AGCTAAAAAGGTTCTACCTTTCATTTATCATCTCTTGAATGATAAATGAAAGGTAGAACCGG 14648 -0.4169375 0.37365963 0.084057334 0.0794 0.23485992 0.702280202
RBM35A BX647570_bp1823_R AGCTAAAAAGGAGATGAACTTTGTGTTAATTCTCTTGAAATTAACACAAAGTTCATCTCCGG Hs.621999 4460 -0.504675 0.85900072 0.215810746 -0.576475 0.51411978 0.072214396 -0.2723 0.53736331 0.404010913
RBM35A BX647570_bp1823_R AGCTAAAAAGGAGATGAACTTTGTGTTAATTCTCTTGAAATTAACACAAAGTTCATCTCCGG Hs.621999 9836 0.072466667 1.11893664 0.888539552 -0.644825 0.45061703 0.039625343 -0.80833333 0.9688696 0.109930249
RBM35A BX647570_bp1823_R AGCTAAAAAGGAGATGAACTTTGTGTTAATTCTCTTGAAATTAACACAAAGTTCATCTCCGG Hs.621999 15212 -0.194775 0.22579205 0.267044568 -1.4028 0.98019142 0.08407636 -0.83325 0.54030029 0.08236181
RBM35A BX647570_bp3151_R AGCTAAAAAGCCTTAACTGTCAAATAATTATCTCTTGAATAATTATTTGACAGTTAAGGCGG Hs.621999 4456 -0.845375 0.19707793 0.002421645 -0.362225 0.57872101 0.242355674 0.568
RBM35A BX647570_bp3151_R AGCTAAAAAGCCTTAACTGTCAAATAATTATCTCTTGAATAATTATTTGACAGTTAAGGCGG Hs.621999 9832 -0.7891 0.3235819 0.007067904 -0.6288 0.35608197 0.026886253 1.6142
RBM35A BX647570_bp3151_R AGCTAAAAAGCCTTAACTGTCAAATAATTATCTCTTGAATAATTATTTGACAGTTAAGGCGG Hs.621999 15208 -0.620175 0.28903485 0.015005109 -0.321975 0.2126097 0.099479116 0.7773
RBM35A BX647570_bp777_R AGCTAAAAAGCCTCTCAAGTTGAAGATATGTCTCTTGAACATATCTTCAACTTGAGAGGCGG Hs.621999 4458 -0.855775 0.5869558 0.021949305 0.356125 0.5041074 0.208884797 -0.05476667 1.22721753 0.916807537
RBM35A BX647570_bp777_R AGCTAAAAAGCCTCTCAAGTTGAAGATATGTCTCTTGAACATATCTTCAACTTGAGAGGCGG Hs.621999 9834 -0.605075 0.49418534 0.046822142 0.350625 0.85262237 0.392917051 -0.6127 0.23149041 0.051896959
RBM35A BX647570_bp777_R AGCTAAAAAGCCTCTCAAGTTGAAGATATGTCTCTTGAACATATCTTCAACTTGAGAGGCGG Hs.621999 15210 -0.2722 0.49358443 0.356207504 0.116033333 0.40694541 0.664025518 -0.17705 0.26297301 0.613437136
RBMS1 BX648906_bp1264_R AGCTAAAAAGAGCCTTCCATGGAACTCAAATCTCTTGAATTTGAGTTCCATGGAAGGCTCGG 4594 1.2823 0.91157299 0.034351799 0.06945 0.45693864 0.77315986 0.4791 1.42335565 0.433088615
RBMS1 BX648906_bp1264_R AGCTAAAAAGAGCCTTCCATGGAACTCAAATCTCTTGAATTTGAGTTCCATGGAAGGCTCGG 9970 1.16515 0.8058007 0.01807262 0.01935 0.53164119 0.942215792 0.4962 2.13535705 0.564432874
RBMS1 BX648906_bp1264_R AGCTAAAAAGAGCCTTCCATGGAACTCAAATCTCTTGAATTTGAGTTCCATGGAAGGCTCGG 15346 1.24205 0.98351487 0.026983543 -0.6663 -1.1131
RBMS1 BX648906_bp2326_R AGCTAAAAAGAAGGCAGGGTTCACTAAATATCTCTTGAATATTTAGTGAACCCTGCCTTCGG 4592 0.181925 1.52875583 0.775751341 -0.74125 0.56262962 0.042137291 0.09345 0.4768021 0.80390855
RBMS1 BX648906_bp2326_R AGCTAAAAAGAAGGCAGGGTTCACTAAATATCTCTTGAATATTTAGTGAACCCTGCCTTCGG 9968 0.03385 1.12823485 0.943575735 -0.44565 0.50837792 0.134368498 0.55095 0.39689904 0.1793687
RBMS1 BX648906_bp2326_R AGCTAAAAAGAAGGCAGGGTTCACTAAATATCTCTTGAATATTTAGTGAACCCTGCCTTCGG 15344 -0.15575 0.74332667 0.64207696 -0.3644 0.36027774 0.128113253 0.12335 0.49603541 0.746077631
RBMS1 NM_007199_bp215_R AGCTAAAAAGCTGGCTGGATGTTCGTCATATCTCTTGAATATGACGAACATCCAGCCAGCGG Hs.369265 401 -0.867375 0.50577455 0.013929267 0.275666667 0.86662946 0.547129735
RBMS1 NM_007199_bp215_R AGCTAAAAAGCTGGCTGGATGTTCGTCATATCTCTTGAATATGACGAACATCCAGCCAGCGG Hs.369265 5777 -0.767975 0.6841228 0.047633757 0.203833333 0.92843728 0.669908543
RBMS1 NM_007199_bp215_R AGCTAAAAAGCTGGCTGGATGTTCGTCATATCTCTTGAATATGACGAACATCCAGCCAGCGG Hs.369265 11153 -0.88845 0.7408093 0.036682926 0.207466667 1.04111041 0.693754344
RBMS1 NM_007199_bp350_R AGCTAAAAAGTCGAGCTATTCATTTAATTATCTCTTGAATAATTAAATGAATAGCTCGACGG Hs.369265 1913 0.003025 0.87225157 0.994782131
RBMS1 NM_007199_bp350_R AGCTAAAAAGTCGAGCTATTCATTTAATTATCTCTTGAATAATTAAATGAATAGCTCGACGG Hs.369265 12665 -0.18985
RBMS1 NM_007199_bp350_R AGCTAAAAAGTCGAGCTATTCATTTAATTATCTCTTGAATAATTAAATGAATAGCTCGACGG Hs.369265 7289
RBMS1 NM_007199_bp415_R AGCTAAAAAGAAGGTGGATTTCCAAATATATCTCTTGAATATATTTGGAAATCCACCTTCGG Hs.369265 402 -0.400633333 0.775935 0.324932182
RBMS1 NM_007199_bp415_R AGCTAAAAAGAAGGTGGATTTCCAAATATATCTCTTGAATATATTTGGAAATCCACCTTCGG Hs.369265 5778 -0.17175 0.60937306 0.550875545 -2.550533333 1.51534262 0.025622055
RBMS1 NM_007199_bp415_R AGCTAAAAAGAAGGTGGATTTCCAAATATATCTCTTGAATATATTTGGAAATCCACCTTCGG Hs.369265 11154 -0.253775 0.47715628 0.311024665 -4.032333333 1.88330377 0.01197248
RBPSUH AK126357_bp3448_R AGCTAAAAAGCTACATCCATTATGGACAAATCTCTTGAATTTGTCCATAATGGATGTAGCGG 3931 0.14605 0.41696047 0.572729414 0.5545 0.86394037 0.210056369
RBPSUH AK126357_bp3448_R AGCTAAAAAGCTACATCCATTATGGACAAATCTCTTGAATTTGTCCATAATGGATGTAGCGG 9307 -0.4007625 0.92835067 0.341518498 0.267525 0.67846041 0.404274316
RBPSUH AK126357_bp3448_R AGCTAAAAAGCTACATCCATTATGGACAAATCTCTTGAATTTGTCCATAATGGATGTAGCGG 14683 0.225483333 0.38970859 0.382881138 0.554066667 0.91539228 0.225532174
RBPSUH AK126357_bp3712_R AGCTAAAAAGGACAATCATTAGCACAGATATCTCTTGAATATCTGTGCTAATGATTGTCCGG 3929 -0.3136375 0.55500629 0.265876086 0.328725 0.36048569 0.185272933
RBPSUH AK126357_bp3712_R AGCTAAAAAGGACAATCATTAGCACAGATATCTCTTGAATATCTGTGCTAATGATTGTCCGG 9305 -0.7594875 0.40300471 0.013211301 0.348125 0.45458967 0.197434147
RBPSUH AK126357_bp3712_R AGCTAAAAAGGACAATCATTAGCACAGATATCTCTTGAATATCTGTGCTAATGATTGTCCGG 14681 -0.683716667 0.36447484 0.037441871 0.38485 0.41196243 0.146027152
RBPSUH AK126357_bp3753_R AGCTAAAAAGTAGCAATGCTTGAACTTACATCTCTTGAATGTAAGTTCAAGCATTGCTACGG 3927 0.1176625 0.20490127 0.472847403 0.282275 0.32602617 0.233466766
RBPSUH AK126357_bp3753_R AGCTAAAAAGTAGCAATGCTTGAACTTACATCTCTTGAATGTAAGTTCAAGCATTGCTACGG 9303 0.1463625 0.32329005 0.452691549 0.343775 0.29473952 0.148318818
RBPSUH AK126357_bp3753_R AGCTAAAAAGTAGCAATGCTTGAACTTACATCTCTTGAATGTAAGTTCAAGCATTGCTACGG 14679 0.2083875 0.18097003 0.215446227 0.385575 0.31068989 0.116110127
RBX1 NM_014248_bp118_R AGCTAAAAAGCCTGGGATATTGTGGTTGATTCTCTTGAAATCAACCACAATATCCCAGGCGG Hs.474949 2297 0.0568125 0.23675869 0.734531327 0.07105 0.29464262 0.788525205
RBX1 NM_014248_bp118_R AGCTAAAAAGCCTGGGATATTGTGGTTGATTCTCTTGAAATCAACCACAATATCCCAGGCGG Hs.474949 7673 -0.4730875 0.2131592 0.027205687 -0.0621375 0.21202065 0.760548217
RBX1 NM_014248_bp118_R AGCTAAAAAGCCTGGGATATTGTGGTTGATTCTCTTGAAATCAACCACAATATCCCAGGCGG Hs.474949 13049 0.4517
RBX1 NM_014248_bp229_R AGCTAAAAAGCATGGGGAGTCTGTAACCATTCTCTTGAAATGGTTACAGACTCCCCATGCGG Hs.474949 7675 0.50665
RBX1 NM_014248_bp229_R AGCTAAAAAGCATGGGGAGTCTGTAACCATTCTCTTGAAATGGTTACAGACTCCCCATGCGG Hs.474949 2299
RBX1 NM_014248_bp295_R AGCTAAAAAGTGTGTCCATTGGACAACAGATCTCTTGAATCTGTTGTCCAATGGACACACGG Hs.474949 999 2.3384625 0.53569385 0.000206722 0.0191125 0.46934904 0.94010265
RBX1 NM_014248_bp295_R AGCTAAAAAGTGTGTCCATTGGACAACAGATCTCTTGAATCTGTTGTCCAATGGACACACGG Hs.474949 6375 2.2572625 0.62266382 0.000417942 0.0533875 0.46283071 0.832993644
RBX1 NM_014248_bp295_R AGCTAAAAAGTGTGTCCATTGGACAACAGATCTCTTGAATCTGTTGTCCAATGGACACACGG Hs.474949 11751 2.3715375 0.59605929 0.00028203 0.1219375 0.48290611 0.63929124
RCL1 NM_005772_bp300_R AGCTAAAAAGCCAGCTTCATAAGGCTATTGTCTCTTGAACAATAGCCTTATGAAGCTGGCGG Hs.194121 3403 -0.828875 0.27606056 0.004274241 -0.09575 0.13611889 0.697637746 0.51885 0.44261695 0.100811498 0.311225 0.42957623 0.24319229
RCL1 NM_005772_bp300_R AGCTAAAAAGCCAGCTTCATAAGGCTATTGTCTCTTGAACAATAGCCTTATGAAGCTGGCGG Hs.194121 8779 -0.784275 0.25900671 0.004866067 -0.42708333 0.15902896 0.127456507 0.57785 0.3890449 0.059039333 0.4019 0.43391896 0.161037125
RCL1 NM_005772_bp300_R AGCTAAAAAGCCAGCTTCATAAGGCTATTGTCTCTTGAACAATAGCCTTATGAAGCTGGCGG Hs.194121 14155 -0.3688 0.85102515 0.344563929 -0.1126875 0.33065429 0.617590589 0.618625 0.48113129 0.082382536 0.450425 0.38017776 0.098544137
RCL1 NM_005772_bp561_R AGCTAAAAAGCACTCCCTTTGTTGAAACAATCTCTTGAATTGTTTCAACAAAGGGAGTGCGG Hs.194121 3405 -0.246675 0.27227544 0.198974695 -0.1609125 0.15370146 0.424593483 -0.1177 0.39802978 0.59584876 0.33535 0.5072949 0.277898077
RCL1 NM_005772_bp561_R AGCTAAAAAGCACTCCCTTTGTTGAAACAATCTCTTGAATTGTTTCAACAAAGGGAGTGCGG Hs.194121 8781 -0.30295 0.13990561 0.082903233 -0.1379625 0.03353077 0.47335409 -0.119475 0.39660818 0.589346946 0.28935 0.39616802 0.240220967
RCL1 NM_005772_bp561_R AGCTAAAAAGCACTCCCTTTGTTGAAACAATCTCTTGAATTGTTTCAACAAAGGGAGTGCGG Hs.194121 14157 -0.428825 0.08726697 0.02366474 -0.1999125 0.2411616 0.353450827 -0.12675 0.46731036 0.625201483 0.319975 0.45628861 0.255332898
RCL1 NM_005772_bp768_R AGCTAAAAAGCGAACCGGATTGTGGATTCTTCTCTTGAAAGAATCCACAATCCGGTTCGCGG Hs.194121 3407 0.106275 0.73896194 0.798997766 -0.3883 0.36145 0.49612045 0.241136099 0.60015 0.28590932 0.024660297
RCL1 NM_005772_bp768_R AGCTAAAAAGCGAACCGGATTGTGGATTCTTCTCTTGAAAGAATCCACAATCCGGTTCGCGG Hs.194121 8783 0.194133333 0.43623677 0.470312481 -0.2118 0.29625 0.6495546 0.428939138 0.5421 0.33965658 0.049633131
RCL1 NM_005772_bp768_R AGCTAAAAAGCGAACCGGATTGTGGATTCTTCTCTTGAAAGAATCCACAATCCGGTTCGCGG Hs.194121 14159 0.037125 0.39792434 0.904944425 -0.1867 0.3466 0.6259613 0.348925446 0.477675 0.33031922 0.062900086
RDM1 NM_145654_bp124_R AGCTAAAAAGCCGAGGCTTTGCATCATTCTTCTCTTGAAAGAATGATGCAAAGCCTCGGCGG Hs.194411 3464 0.145075 0.41017327 0.509970601 0.4193375 0.23201181 0.077498681
RDM1 NM_145654_bp124_R AGCTAAAAAGCCGAGGCTTTGCATCATTCTTCTCTTGAAAGAATGATGCAAAGCCTCGGCGG Hs.194411 8840 0.4393 0.20215655 0.033389333 0.504316667 0.47776193 0.136864621
RDM1 NM_145654_bp124_R AGCTAAAAAGCCGAGGCTTTGCATCATTCTTCTCTTGAAAGAATGATGCAAAGCCTCGGCGG Hs.194411 14216 0.707625 0.87710623 0.108560892 0.471183333 0.49238725 0.162947098
RDM1 NM_145654_bp643_R AGCTAAAAAGCCCAGAAGCTTGCTATTCAGTCTCTTGAACTGAATAGCAAGCTTCTGGGCGG Hs.194411 3468 0.637225 0.07675644 0.074738662 0.7565375 0.49502459 0.022886287
RDM1 NM_145654_bp643_R AGCTAAAAAGCCCAGAAGCTTGCTATTCAGTCTCTTGAACTGAATAGCAAGCTTCTGGGCGG Hs.194411 8844 0.1084 0.41083596 0.670248122 -0.4499375 0.52285258 0.130012561
RDM1 NM_145654_bp643_R AGCTAAAAAGCCCAGAAGCTTGCTATTCAGTCTCTTGAACTGAATAGCAAGCTTCTGGGCGG Hs.194411 14220 0.2952 0.53830424 0.344227215 0.1722625 0.58898895 0.552656528
RDM1 NM_145654_bp835_R AGCTAAAAAGAAGGGTATCTCTCGGATTTCTCTCTTGAAGAAATCCGAGAGATACCCTTCGG Hs.194411 3466 0.4399 0.76117972 0.229325401 0.0493375 0.51520621 0.853013119
RDM1 NM_145654_bp835_R AGCTAAAAAGAAGGGTATCTCTCGGATTTCTCTCTTGAAGAAATCCGAGAGATACCCTTCGG Hs.194411 8842 0.338775 0.61658969 0.266793748 -0.2067875 0.57809475 0.474447496
RDM1 NM_145654_bp835_R AGCTAAAAAGAAGGGTATCTCTCGGATTTCTCTCTTGAAGAAATCCGAGAGATACCCTTCGG Hs.194411 14218 0.39085 0.53871837 0.171623389 -0.5825125 0.34162961 0.035448389
RELA NM_021975_bp1113_R AGCTAAAAAGCCCTATCCCTTTACGTCATCTCTCTTGAAGATGACGTAAAGGGATAGGGCGG Hs.502875 1522
RELA NM_021975_bp1113_R AGCTAAAAAGCCCTATCCCTTTACGTCATCTCTCTTGAAGATGACGTAAAGGGATAGGGCGG Hs.502875 6898
RELA NM_021975_bp1113_R AGCTAAAAAGCCCTATCCCTTTACGTCATCTCTCTTGAAGATGACGTAAAGGGATAGGGCGG Hs.502875 12274
RELA NM_021975_bp221_R AGCTAAAAAGGAGCACAGATACCACCAAGATCTCTTGAATCTTGGTGGTATCTGTGCTCCGG Hs.502875 2648
RELA NM_021975_bp221_R AGCTAAAAAGGAGCACAGATACCACCAAGATCTCTTGAATCTTGGTGGTATCTGTGCTCCGG Hs.502875 8024
RELA NM_021975_bp221_R AGCTAAAAAGGAGCACAGATACCACCAAGATCTCTTGAATCTTGGTGGTATCTGTGCTCCGG Hs.502875 13400
RELA NM_021975_bp956_R AGCTAAAAAGTCACCGGATTGAGGAGAAACTCTCTTGAAGTTTCTCCTCAATCCGGTGACGG Hs.502875 2650
RELA NM_021975_bp956_R AGCTAAAAAGTCACCGGATTGAGGAGAAACTCTCTTGAAGTTTCTCCTCAATCCGGTGACGG Hs.502875 8026
RELA NM_021975_bp956_R AGCTAAAAAGTCACCGGATTGAGGAGAAACTCTCTTGAAGTTTCTCCTCAATCCGGTGACGG Hs.502875 13402
RELB NM_006509_bp1032_R AGCTAAAAAGCTGCGGATTTGCCGAATTAATCTCTTGAATTAATTCGGCAAATCCGCAGCGG Hs.307905 1414
RELB NM_006509_bp1032_R AGCTAAAAAGCTGCGGATTTGCCGAATTAATCTCTTGAATTAATTCGGCAAATCCGCAGCGG Hs.307905 6790
RELB NM_006509_bp1032_R AGCTAAAAAGCTGCGGATTTGCCGAATTAATCTCTTGAATTAATTCGGCAAATCCGCAGCGG Hs.307905 12166
RELB NM_006509_bp1786_R AGCTAAAAAGGCAGCAACATGTTCCCCAATTCTCTTGAAATTGGGGAACATGTTGCTGCCGG Hs.307905 1415



RELB NM_006509_bp1786_R AGCTAAAAAGGCAGCAACATGTTCCCCAATTCTCTTGAAATTGGGGAACATGTTGCTGCCGG Hs.307905 6791
RELB NM_006509_bp1786_R AGCTAAAAAGGCAGCAACATGTTCCCCAATTCTCTTGAAATTGGGGAACATGTTGCTGCCGG Hs.307905 12167
RELB NM_006509_bp803_R AGCTAAAAAGCATCCAGTGTGTGAGGAAGATCTCTTGAATCTTCCTCACACACTGGATGCGG Hs.307905 1416
RELB NM_006509_bp803_R AGCTAAAAAGCATCCAGTGTGTGAGGAAGATCTCTTGAATCTTCCTCACACACTGGATGCGG Hs.307905 6792
RELB NM_006509_bp803_R AGCTAAAAAGCATCCAGTGTGTGAGGAAGATCTCTTGAATCTTCCTCACACACTGGATGCGG Hs.307905 12168
RET NM_020630_bp2416_R AGCTAAAAAGCAACGGCCTTCCATCTGAAATCTCTTGAATTTCAGATGGAAGGCCGTTGCGG Hs.350321 7232 -1.4091 2.39696277 0.227759727 0.7792 0.34004513 0.031839699
RET NM_020630_bp2416_R AGCTAAAAAGCAACGGCCTTCCATCTGAAATCTCTTGAATTTCAGATGGAAGGCCGTTGCGG Hs.350321 12608 0.0652 1.097575 0.85392571 0.03621671
RET NM_020630_bp2416_R AGCTAAAAAGCAACGGCCTTCCATCTGAAATCTCTTGAATTTCAGATGGAAGGCCGTTGCGG Hs.350321 1856 -1.405766667 2.00384217 0.166607656
RET NM_020630_bp2848_R AGCTAAAAAGGGCGGAAGATGAAGATTTCGTCTCTTGAACGAAATCTTCATCTTCCGCCCGG Hs.350321 1858 -0.634166667 0.34148066 0.043093431 -0.66345 0.51121105 0.047587336
RET NM_020630_bp2848_R AGCTAAAAAGGGCGGAAGATGAAGATTTCGTCTCTTGAACGAAATCTTCATCTTCCGCCCGG Hs.350321 7234 -0.503775 0.59034775 0.112727903 -0.69825 0.51737683 0.041791637
RET NM_020630_bp2848_R AGCTAAAAAGGGCGGAAGATGAAGATTTCGTCTCTTGAACGAAATCTTCATCTTCCGCCCGG Hs.350321 12610 -0.29015 0.48087816 0.256215717 -0.73605 0.57222181 0.044804178
RET NM_020630_bp774_R AGCTAAAAAGCAGTTCTTGTGCCCCAACATTCTCTTGAAATGTTGGGGCACAAGAACTGCGG Hs.350321 11402 -0.0725 0.3441
RET NM_020630_bp774_R AGCTAAAAAGCAGTTCTTGTGCCCCAACATTCTCTTGAAATGTTGGGGCACAAGAACTGCGG Hs.350321 6026
RET NM_020630_bp774_R AGCTAAAAAGCAGTTCTTGTGCCCCAACATTCTCTTGAAATGTTGGGGCACAAGAACTGCGG Hs.350321 650
RFP2 NM_052811_bp1355_R AGCTAAAAAGCCGATTTCATAGAACAATCATCTCTTGAATGATTGTTCTATGAAATCGGCGG Hs.436922 2784 0.519575 1.0239289 0.267321113 0.4831 0.24318658 0.051030078
RFP2 NM_052811_bp1355_R AGCTAAAAAGCCGATTTCATAGAACAATCATCTCTTGAATGATTGTTCTATGAAATCGGCGG Hs.436922 8160 0.5254 1.0992353 0.289993552 0.43775 0.23183432 0.068069066
RFP2 NM_052811_bp1355_R AGCTAAAAAGCCGATTTCATAGAACAATCATCTCTTGAATGATTGTTCTATGAAATCGGCGG Hs.436922 13536 0.505025 1.06741121 0.295459781 0.46665 0.20064791 0.051797561
RFP2 NM_052811_bp300_R AGCTAAAAAGCCCTATTTGTTGTAGTCTGTTCTCTTGAAACAGACTACAACAAATAGGGCGG Hs.436922 2812 -0.00335 0.43149731 0.987950874 1.080875 1.70870915 0.134307715
RFP2 NM_052811_bp300_R AGCTAAAAAGCCCTATTTGTTGTAGTCTGTTCTCTTGAAACAGACTACAACAAATAGGGCGG Hs.436922 8188 0.027625 0.40661356 0.897342017 1.2076 1.59287281 0.084812815
RFP2 NM_052811_bp300_R AGCTAAAAAGCCCTATTTGTTGTAGTCTGTTCTCTTGAAACAGACTACAACAAATAGGGCGG Hs.436922 13564 0.069775 0.3881917 0.73903301 1.0202 1.61311652 0.135997961
RFP2 NM_052811_bp601_R AGCTAAAAAGCAGCTGATTTGTGGGATCTGTCTCTTGAACAGATCCCACAAATCAGCTGCGG Hs.436922 2810 -0.32715 0.32146483 0.127601041 0.85395 1.04267136 0.080488385
RFP2 NM_052811_bp601_R AGCTAAAAAGCAGCTGATTTGTGGGATCTGTCTCTTGAACAGATCCCACAAATCAGCTGCGG Hs.436922 8186 -0.202125 0.25550462 0.2691667 0.66605 1.12588752 0.175247747
RFP2 NM_052811_bp601_R AGCTAAAAAGCAGCTGATTTGTGGGATCTGTCTCTTGAACAGATCCCACAAATCAGCTGCGG Hs.436922 13562 -0.282225 0.3141514 0.172386369 0.7719 1.07690571 0.114060087
RFX2 NM_000635_bp1314_R AGCTAAAAAGAACCTCCAGTTCCACTACATTCTCTTGAAATGTAGTGGAACTGGAGGTTCGG Hs.465709 3224 -2.161 0.10903701 0.00022928 -0.975475 1.64666805 0.157452831
RFX2 NM_000635_bp1314_R AGCTAAAAAGAACCTCCAGTTCCACTACATTCTCTTGAAATGTAGTGGAACTGGAGGTTCGG Hs.465709 8600 -2.176 0.23973337 0.000347675 -0.879325 1.65238961 0.19703343
RFX2 NM_000635_bp1314_R AGCTAAAAAGAACCTCCAGTTCCACTACATTCTCTTGAAATGTAGTGGAACTGGAGGTTCGG Hs.465709 13976 -2.082233333 0.18537131 0.000334233 -0.799925 1.53367876 0.207681048
RFX2 NM_000635_bp1602_R AGCTAAAAAGGAAGGCTGGTTGACAAATGCTCTCTTGAAGCATTTGTCAACCAGCCTTCCGG Hs.465709 3228 1.291366667 1.23793074 0.071674912 1.282125 0.57090809 0.003008752
RFX2 NM_000635_bp1602_R AGCTAAAAAGGAAGGCTGGTTGACAAATGCTCTCTTGAAGCATTTGTCAACCAGCCTTCCGG Hs.465709 8604 1.333333333 1.01414793 0.040056116 0.98995 0.55169788 0.009328427
RFX2 NM_000635_bp1602_R AGCTAAAAAGGAAGGCTGGTTGACAAATGCTCTCTTGAAGCATTTGTCAACCAGCCTTCCGG Hs.465709 13980 1.4572 1.01480726 0.030664767 1.2575 0.27827836 0.000810286
RFX2 NM_000635_bp2163_R AGCTAAAAAGATGGGAGAGTTCAACGATCTTCTCTTGAAAGATCGTTGAACTCTCCCATCGG Hs.465709 3226 1.623975 0.2898952 0.000215986 -0.01275 0.17773787 0.948824057
RFX2 NM_000635_bp2163_R AGCTAAAAAGATGGGAGAGTTCAACGATCTTCTCTTGAAAGATCGTTGAACTCTCCCATCGG Hs.465709 8602 1.6489 0.29595782 0.000209619 0.04935 0.26188153 0.815242509
RFX2 NM_000635_bp2163_R AGCTAAAAAGATGGGAGAGTTCAACGATCTTCTCTTGAAAGATCGTTGAACTCTCCCATCGG Hs.465709 13978 1.78515 0.37158502 0.000245964 0.052175 0.19696632 0.795800657
RGC32 AK095079_bp1835_R AGCTAAAAAGGAGCCATGATGTCACTCCAATCTCTTGAATTGGAGTGACATCATGGCTCCGG 3944 -0.07935 0.30780358 0.785691222 -0.152925 0.61569572 0.606037776
RGC32 AK095079_bp1835_R AGCTAAAAAGGAGCCATGATGTCACTCCAATCTCTTGAATTGGAGTGACATCATGGCTCCGG 9320 -0.10325 0.34952288 0.732611395 -0.173925 0.58582489 0.547763529
RGC32 AK095079_bp1835_R AGCTAAAAAGGAGCCATGATGTCACTCCAATCTCTTGAATTGGAGTGACATCATGGCTCCGG 14696 0.007033333 0.24206116 0.972790202 -0.14515 0.44263533 0.563808921
RGC32 AK095079_bp3477_R AGCTAAAAAGCAGTAAGCTTTCCCATTATATCTCTTGAATATAATGGGAAAGCTTACTGCGG 3940 1.1223875 0.26253086 0.001015654 -0.127275 0.25386674 0.54960405
RGC32 AK095079_bp3477_R AGCTAAAAAGCAGTAAGCTTTCCCATTATATCTCTTGAATATAATGGGAAAGCTTACTGCGG 9316 1.1233375 0.30301301 0.001328888 0.06895 0.09485956 0.719435077
RGC32 AK095079_bp3477_R AGCTAAAAAGCAGTAAGCTTTCCCATTATATCTCTTGAATATAATGGGAAAGCTTACTGCGG 14692 1.1449375 0.37134988 0.001932273 0.02285 0.10137575 0.904985258
RGC32 AK095079_bp67_R AGCTAAAAAGCCTGTGAGGTGAACAAATTGTCTCTTGAACAATTTGTTCACCTCACAGGCGG 3942 1.3337 0.37026916 0.004006706 0.682675 0.12484778 0.010038509
RGC32 AK095079_bp67_R AGCTAAAAAGCCTGTGAGGTGAACAAATTGTCTCTTGAACAATTTGTTCACCTCACAGGCGG 9318 1.023 0.11473465 0.00407138 0.66695 0.18210771 0.012691492
RGC32 AK095079_bp67_R AGCTAAAAAGCCTGTGAGGTGAACAAATTGTCTCTTGAACAATTTGTTCACCTCACAGGCGG 14694 1.191533333 0.02934644 0.002024724 0.691725 0.17947045 0.010759058
RGS13 BC036950_bp1197_R AGCTAAAAAGGGCCAGCATTAAACTTGAGATCTCTTGAATCTCAAGTTTAATGCTGGCCCGG Hs.497220 4246 -0.509575 0.75413516 0.170882357 0.015 0.39439648 0.94517685 -0.4152 1.13905501 0.41758381
RGS13 BC036950_bp1197_R AGCTAAAAAGGGCCAGCATTAAACTTGAGATCTCTTGAATCTCAAGTTTAATGCTGGCCCGG Hs.497220 9622 -0.45 0.71310532 0.199403569 0.00575 0.3903888 0.978834504 -0.4939 1.13464963 0.340140391
RGS13 BC036950_bp1197_R AGCTAAAAAGGGCCAGCATTAAACTTGAGATCTCTTGAATCTCAAGTTTAATGCTGGCCCGG Hs.497220 14998 -0.356575 0.73767327 0.306345806 -0.12445 0.43253911 0.596619879 -0.5247 1.21150709 0.335927998
RGS13 BC036950_bp2899_R AGCTAAAAAGCCCCCCTTGTAGCATATTTCTCTCTTGAAGAAATATGCTACAAGGGGGGCGG Hs.497220 4242 -1.0365 0.81402133 0.083656009
RGS13 BC036950_bp2899_R AGCTAAAAAGCCCCCCTTGTAGCATATTTCTCTCTTGAAGAAATATGCTACAAGGGGGGCGG Hs.497220 14994 -0.8541 0.65237672 0.095047751 0.5319
RGS13 BC036950_bp2899_R AGCTAAAAAGCCCCCCTTGTAGCATATTTCTCTCTTGAAGAAATATGCTACAAGGGGGGCGG Hs.497220 9618 -1.2935
RGS13 BC036950_bp4996_R AGCTAAAAAGCCTATGTAGTTCAATTAATATCTCTTGAATATTAATTGAACTACATAGGCGG Hs.497220 4244 -0.33875 0.47278089 0.190581627 -0.55823333 0.28769776 0.075147892
RGS13 BC036950_bp4996_R AGCTAAAAAGCCTATGTAGTTCAATTAATATCTCTTGAATATTAATTGAACTACATAGGCGG Hs.497220 9620 -0.68105 0.42526474 0.022456267 -0.1072 0.53022004 0.690178186 -1.31436667 0.35337496 0.003788609
RGS13 BC036950_bp4996_R AGCTAAAAAGCCTATGTAGTTCAATTAATATCTCTTGAATATTAATTGAACTACATAGGCGG Hs.497220 14996 -0.67905 0.38676602 0.018453063 -0.06185 0.4546732 0.796541738 -1.01303333 0.37608936 0.01195687
RGS18 BC020632_bp417_R AGCTAAAAAGGGTGAATCATTTGACAAACTTCTCTTGAAAGTTTGTCAAATGATTCACCCGG Hs.440890 4381 -0.20765 0.22964711 0.242742673 -0.3394 0.31731479 0.129082379 0.1828 0.314687 0.504147712
RGS18 BC020632_bp417_R AGCTAAAAAGGGTGAATCATTTGACAAACTTCTCTTGAAAGTTTGTCAAATGATTCACCCGG Hs.440890 9757 -0.4759 0.24208236 0.069829201 0.14515 0.35546258 0.659509284 -0.14793333 0.60724402 0.659393459
RGS18 BC020632_bp417_R AGCTAAAAAGGGTGAATCATTTGACAAACTTCTCTTGAAAGTTTGTCAAATGATTCACCCGG Hs.440890 15133 0.196125 1.07612738 0.671436407 0.2626 -0.2159 0.28779246 0.54418315
RGS18 BC020632_bp542_R AGCTAAAAAGCAAGGGACCTCAACAAATTCTCTCTTGAAGAATTTGTTGAGGTCCCTTGCGG Hs.440890 4383 -0.610125 0.68436983 0.092893987 -0.1578 0.693636 0.636018752 0.289266667 2.3919509 0.759414301
RGS18 BC020632_bp542_R AGCTAAAAAGCAAGGGACCTCAACAAATTCTCTCTTGAAGAATTTGTTGAGGTCCCTTGCGG Hs.440890 9759 -0.546075 0.67746353 0.120357033 -0.153825 0.55486994 0.58360458 0.2108 2.04449955 0.796083815
RGS18 BC020632_bp542_R AGCTAAAAAGCAAGGGACCTCAACAAATTCTCTCTTGAAGAATTTGTTGAGGTCCCTTGCGG Hs.440890 15135 -0.379225 0.58230602 0.203821399 -0.18 0.43314997 0.452362191 0.4543 2.13141091 0.59613701
RGS18 BC020632_bp706_R AGCTAAAAAGTGTATCAGCTCATGGAACAATCTCTTGAATTGTTCCATGAGCTGATACACGG Hs.440890 15137 0.2427 0.2067 2.0147 0.20124259 0.002973306
RGS18 BC020632_bp706_R AGCTAAAAAGTGTATCAGCTCATGGAACAATCTCTTGAATTGTTCCATGAGCTGATACACGG Hs.440890 4385 2.9428
RGS18 BC020632_bp706_R AGCTAAAAAGTGTATCAGCTCATGGAACAATCTCTTGAATTGTTCCATGAGCTGATACACGG Hs.440890 9761 -0.2018 2.3318
RGS3 AK092607_bp1332_R AGCTAAAAAGTGTGGTGTTTCTAAGAGAAATCTCTTGAATTTCTCTTAGAAACACCACACGG Hs.494875 4191 -0.3904375 0.36705915 0.097516249 0.2066 0.21788797 0.331225197
RGS3 AK092607_bp1332_R AGCTAAAAAGTGTGGTGTTTCTAAGAGAAATCTCTTGAATTTCTCTTAGAAACACCACACGG Hs.494875 9567 -0.4572625 0.45069861 0.08878389 0.181825 0.22451008 0.390313821
RGS3 AK092607_bp1332_R AGCTAAAAAGTGTGGTGTTTCTAAGAGAAATCTCTTGAATTTCTCTTAGAAACACCACACGG Hs.494875 14943 -0.4020875 0.43759268 0.117481411 0.15005 0.27720228 0.490891262
RGS3 AK092607_bp2209_R AGCTAAAAAGATGGCCCCCTCTGACATAAATCTCTTGAATTTATGTCAGAGGGGGCCATCGG Hs.494875 4189 0.4617 -0.175425 0.33378314 0.445065903
RGS3 AK092607_bp2209_R AGCTAAAAAGATGGCCCCCTCTGACATAAATCTCTTGAATTTATGTCAGAGGGGGCCATCGG Hs.494875 9565 0.2962 -0.170775 0.33506286 0.45713057
RGS3 AK092607_bp2209_R AGCTAAAAAGATGGCCCCCTCTGACATAAATCTCTTGAATTTATGTCAGAGGGGGCCATCGG Hs.494875 14941 0.5327 -0.1919 0.31050129 0.396725407
RGS3 AK092607_bp633_R AGCTAAAAAGTCGGAAATGTTAAACTTTAATCTCTTGAATTAAAGTTTAACATTTCCGACGG Hs.494875 4187 -0.7469875 0.24124085 0.005368199 -0.10565 0.20385043 0.605117311
RGS3 AK092607_bp633_R AGCTAAAAAGTCGGAAATGTTAAACTTTAATCTCTTGAATTAAAGTTTAACATTTCCGACGG Hs.494875 9563 -0.8103375 0.37805596 0.008835197 -0.136875 0.22257077 0.51150262
RGS3 AK092607_bp633_R AGCTAAAAAGTCGGAAATGTTAAACTTTAATCTCTTGAATTAAAGTTTAACATTTCCGACGG Hs.494875 14939 -0.7499125 0.33584235 0.009368508 -0.04975 0.25960435 0.813453438
RHBDL6 AK074034_bp1667_R AGCTAAAAAGGTGAAGCACTTTGCCTTTGATCTCTTGAATCAAAGGCAAAGTGCTTCACCGG 4045 0.0364875 0.63507552 0.900518038 -0.8522 0.17495182 0.004054167
RHBDL6 AK074034_bp1667_R AGCTAAAAAGGTGAAGCACTTTGCCTTTGATCTCTTGAATCAAAGGCAAAGTGCTTCACCGG 9421 0.0276875 0.65420333 0.926140917 -0.8176 0.20051431 0.005337012
RHBDL6 AK074034_bp1667_R AGCTAAAAAGGTGAAGCACTTTGCCTTTGATCTCTTGAATCAAAGGCAAAGTGCTTCACCGG 14797 0.0790125 0.65098635 0.791243133 -0.732875 0.23466092 0.009826558
RHBDL6 AK074034_bp2366_R AGCTAAAAAGCACATGGACTGCGAGATCAATCTCTTGAATTGATCTCGCAGTCCATGTGCGG 4047 -0.5139125 0.43148788 0.058899953 -0.01175 0.19658214 0.953384581
RHBDL6 AK074034_bp2366_R AGCTAAAAAGCACATGGACTGCGAGATCAATCTCTTGAATTGATCTCGCAGTCCATGTGCGG 9423 -0.8606375 0.59274523 0.022089977 0.018 0.22443358 0.929998771
RHBDL6 AK074034_bp2366_R AGCTAAAAAGCACATGGACTGCGAGATCAATCTCTTGAATTGATCTCGCAGTCCATGTGCGG 14799 -0.5972125 0.58036667 0.069111745 0.0903 0.26625428 0.671750739
RHBDL6 AK074034_bp2613_R AGCTAAAAAGTGTCTGTGGTCTTTCAAATGTCTCTTGAACATTTGAAAGACCACAGACACGG 4049 -0.6443625 0.26183096 0.011076727 -0.47745 0.3037916 0.062100538
RHBDL6 AK074034_bp2613_R AGCTAAAAAGTGTCTGTGGTCTTTCAAATGTCTCTTGAACATTTGAAAGACCACAGACACGG 9425 -0.6206125 0.28797071 0.014875094 -0.48035 0.31770731 0.063273242
RHBDL6 AK074034_bp2613_R AGCTAAAAAGTGTCTGTGGTCTTTCAAATGTCTCTTGAACATTTGAAAGACCACAGACACGG 14801 -0.6139875 0.26283408 0.013453527 -0.39185 0.31883672 0.113440753
RHOA NM_001664_bp254_R AGCTAAAAAGTGCCCACAGTGTTTGAGAACTCTCTTGAAGTTCTCAAACACTGTGGGCACGG Hs.247077 2314 1.1498125 1.08363071 0.051648239 0.0036 0.82629007 0.983460732
RHOA NM_001664_bp254_R AGCTAAAAAGTGCCCACAGTGTTTGAGAACTCTCTTGAAGTTCTCAAACACTGTGGGCACGG Hs.247077 7690 1.1686125 1.08309032 0.048934746 -0.012275 0.82350818 0.980951599
RHOA NM_001664_bp254_R AGCTAAAAAGTGCCCACAGTGTTTGAGAACTCTCTTGAAGTTCTCAAACACTGTGGGCACGG Hs.247077 13066 1.0339375 1.00919831 0.059317401 -0.001975 0.82106959 0.99592329
RHOA NM_001664_bp278_R AGCTAAAAAGTGGCAGATATCGAGGTGGATTCTCTTGAAATCCACCTCGATATCTGCCACGG Hs.247077 2316 -0.4129625 0.43047526 0.085420795 0.0724 1.876256 0.914671912
RHOA NM_001664_bp278_R AGCTAAAAAGTGGCAGATATCGAGGTGGATTCTCTTGAAATCCACCTCGATATCTGCCACGG Hs.247077 7692 -0.3574125 0.31364059 0.076211037 0.212625 1.90048021 0.76444974
RHOA NM_001664_bp278_R AGCTAAAAAGTGGCAGATATCGAGGTGGATTCTCTTGAAATCCACCTCGATATCTGCCACGG Hs.247077 13068 -0.4108875 0.33472502 0.057805307 0.16285 1.82255421 0.810137804
RHOA NM_001664_bp304_R AGCTAAAAAGCAGGTAGAGTTGGCTTTGTGTCTCTTGAACACAAAGCCAACTCTACCTGCGG Hs.247077 2318 2.7134875 0.53277434 0.000106088 1.051825 1.09990713 0.047601428
RHOA NM_001664_bp304_R AGCTAAAAAGCAGGTAGAGTTGGCTTTGTGTCTCTTGAACACAAAGCCAACTCTACCTGCGG Hs.247077 7694 2.6090875 0.5575999 0.000150618 1.052875 1.05561356 0.042322503
RHOA NM_001664_bp304_R AGCTAAAAAGCAGGTAGAGTTGGCTTTGTGTCTCTTGAACACAAAGCCAACTCTACCTGCGG Hs.247077 13070 2.6512125 0.44915994 6.80E-05 1.04445 0.93791188 0.031137931
RHOB NM_004040_bp455_R AGCTAAAAAGCTGATCGTGTTCAGTAAGGATCTCTTGAATCCTTACTGAACACGATCAGCGG Hs.502876 3059 -0.4057 1.03439608 0.378687124 -0.5194 0.63118113 0.118035375
RHOB NM_004040_bp455_R AGCTAAAAAGCTGATCGTGTTCAGTAAGGATCTCTTGAATCCTTACTGAACACGATCAGCGG Hs.502876 8435 -0.603975 0.38834295 0.028385163 -0.2546 0.18612367 0.231618457
RHOB NM_004040_bp455_R AGCTAAAAAGCTGATCGTGTTCAGTAAGGATCTCTTGAATCCTTACTGAACACGATCAGCGG Hs.502876 13811 -0.5659 0.69064853 0.114624128 -0.0479 0.55928133 0.863151456
RHOB NM_004040_bp618_R AGCTAAAAAGACACCGACGTCATTCTCATGTCTCTTGAACATGAGAATGACGTCGGTGTCGG Hs.502876 3061 0.15085 0.79706479 0.670605226 -0.3258 0.94032906 0.419009376
RHOB NM_004040_bp618_R AGCTAAAAAGACACCGACGTCATTCTCATGTCTCTTGAACATGAGAATGACGTCGGTGTCGG Hs.502876 8437 0.267725 0.85997496 0.486729899 -0.30425 0.94930046 0.451988794
RHOB NM_004040_bp618_R AGCTAAAAAGACACCGACGTCATTCTCATGTCTCTTGAACATGAGAATGACGTCGGTGTCGG Hs.502876 13813 0.2404 1.00328055 0.582093861 -0.3171 0.88817315 0.411830666
RHOB NM_004040_bp701_R AGCTAAAAAGAAGCACTTCTGTCCCAATGTTCTCTTGAAACATTGGGACAGAAGTGCTTCGG Hs.502876 3057 -0.755875 0.35048501 0.009907314 -1.110275 1.43510084 0.082530458
RHOB NM_004040_bp701_R AGCTAAAAAGAAGCACTTCTGTCCCAATGTTCTCTTGAAACATTGGGACAGAAGTGCTTCGG Hs.502876 8433 -0.761875 0.33162536 0.008568577 -1.113675 1.42563506 0.08042071
RHOB NM_004040_bp701_R AGCTAAAAAGAAGCACTTCTGTCCCAATGTTCTCTTGAAACATTGGGACAGAAGTGCTTCGG Hs.502876 13809 -0.7354 0.3160887 0.008999939 -1.107725 1.43275148 0.082732729
RHOC NM_005167_bp1635_R AGCTAAAAAGCCATCATTGTCCGGAATGGTTCTCTTGAAACCATTCCGGACAATGATGGCGG Hs.502659 1336 0.0466625 0.39397258 0.96561544 -0.344775 0.39834886 0.183630718
RHOC NM_005167_bp1635_R AGCTAAAAAGCCATCATTGTCCGGAATGGTTCTCTTGAAACCATTCCGGACAATGATGGCGG Hs.502659 6712 0.0131125 0.40055698 0.907527257 -0.4005 0.4866249 0.159454488
RHOC NM_005167_bp1635_R AGCTAAAAAGCCATCATTGTCCGGAATGGTTCTCTTGAAACCATTCCGGACAATGATGGCGG Hs.502659 12088 0.0617625 0.39684735 0.908625155 -0.3436 0.46512497 0.209811732
RHOC NM_005167_bp2016_R AGCTAAAAAGTGTATGACCTGACACAATATTCTCTTGAAATATTGTGTCAGGTCATACACGG Hs.502659 1335 1.8447875 1.07008299 0.008662182 0.982375 0.47437334 0.006811439
RHOC NM_005167_bp2016_R AGCTAAAAAGTGTATGACCTGACACAATATTCTCTTGAAATATTGTGTCAGGTCATACACGG Hs.502659 6711 1.9804875 1.02242585 0.005418863 1.0199 0.48118479 0.005938327
RHOC NM_005167_bp2016_R AGCTAAAAAGTGTATGACCTGACACAATATTCTCTTGAAATATTGTGTCAGGTCATACACGG Hs.502659 12087 1.8867875 1.0576245 0.007553614 1.013925 0.5506552 0.008290456
RHOC NM_005167_bp2055_R AGCTAAAAAGTGCTAGTCCTGGGAACAGATTCTCTTGAAATCTGTTCCCAGGACTAGCACGG Hs.502659 2312 3.0522875 0.60720367 9.36E-05 -0.301625 0.14193901 0.160904372
RHOC NM_005167_bp2055_R AGCTAAAAAGTGCTAGTCCTGGGAACAGATTCTCTTGAAATCTGTTCCCAGGACTAGCACGG Hs.502659 7688 3.2416375 0.69122808 0.000114708 -0.057125 0.40634131 0.824257205
RHOC NM_005167_bp2055_R AGCTAAAAAGTGCTAGTCCTGGGAACAGATTCTCTTGAAATCTGTTCCCAGGACTAGCACGG Hs.502659 13064 3.2166875 0.73071582 0.000148301 0.0394 0.4721549 0.865483434
RHOF NM_019034_bp337_R AGCTAAAAAGCTCATCTGCTATGACGTCATTCTCTTGAAATGACGTCATAGCAGATGAGCGG Hs.524804 3475 -1.199525 0.30975758 0.001030686 -0.0171125 0.85368343 0.962524386 0.22215 0.36963947 0.31559765 -0.17135 0.271614 0.296229355
RHOF NM_019034_bp337_R AGCTAAAAAGCTCATCTGCTATGACGTCATTCTCTTGAAATGACGTCATAGCAGATGAGCGG Hs.524804 8851 -0.82985 0.53119896 0.018767452 -0.2595375 0.62510879 0.395325671 0.334925 0.34452238 0.147093424 -0.16835 0.41989618 0.481268523
RHOF NM_019034_bp337_R AGCTAAAAAGCTCATCTGCTATGACGTCATTCTCTTGAAATGACGTCATAGCAGATGAGCGG Hs.524804 14227 -1.012575 0.20350803 0.001115489 0.3479375 0.7035381 0.297750037 0.29575 0.33633674 0.176875382 -0.019425 0.20179806 0.859630954
RHOF NM_019034_bp436_R AGCTAAAAAGCTCATCGGCTGCAAGACAGATCTCTTGAATCTGTCTTGCAGCCGATGAGCGG Hs.524804 3477 0.176675 0.45825449 0.457075782 0.7031625 0.34095744 0.017074633 0.6501 0.82625665 0.21364074 0.5937 0.26782677 0.021326183
RHOF NM_019034_bp436_R AGCTAAAAAGCTCATCGGCTGCAAGACAGATCTCTTGAATCTGTCTTGCAGCCGATGAGCGG Hs.524804 8853 -0.019625 0.24513761 0.907341501 0.0333625 0.58777333 0.90696388 0.712125 0.7298991 0.146088463 0.6669 0.17279747 0.004520361
RHOF NM_019034_bp436_R AGCTAAAAAGCTCATCGGCTGCAAGACAGATCTCTTGAATCTGTCTTGCAGCCGATGAGCGG Hs.524804 14229 0.0847 0.22902888 0.612061973 0.7150125 0.81444468 0.078002578 0.727 0.76165475 0.152275556 0.711975 0.20167841 0.005840613
RIOK1 NM_031480_bp1000_R AGCTAAAAAGTCATGAGTTTCATCGGTAAATCTCTTGAATTTACCGATGAAACTCATGACGG Hs.437474 12729 -0.3794
RIOK1 NM_031480_bp1126_R AGCTAAAAAGCCAGACTTGTCCATGCAGATTCTCTTGAAATCTGCATGGACAAGTCTGGCGG Hs.437474 6101 1.36505 0.2392242 0.000348011 -0.0294 0.17085526 0.849903258
RIOK1 NM_031480_bp1126_R AGCTAAAAAGCCAGACTTGTCCATGCAGATTCTCTTGAAATCTGCATGGACAAGTCTGGCGG Hs.437474 11477 1.432825 0.25269437 0.000302898 0.12175 0.14260878 0.433253836
RIOK1 NM_031480_bp1126_R AGCTAAAAAGCCAGACTTGTCCATGCAGATTCTCTTGAAATCTGCATGGACAAGTCTGGCGG Hs.437474 725 1.0756 0.17493822 0.021985424 0.041633333 0.07306219 0.822212531
RIOK2 NM_018343_bp1460_R AGCTAAAAAGTGGGAGCTATGAATCAGTATTCTCTTGAAATACTGATTCATAGCTCCCACGG Hs.27021 1776 1.203525 1.24913713 0.060938869 -0.327766667 0.57007032 0.345189777
RIOK2 NM_018343_bp1460_R AGCTAAAAAGTGGGAGCTATGAATCAGTATTCTCTTGAAATACTGATTCATAGCTCCCACGG Hs.27021 7152 1.269075 1.26699693 0.054034504 0.9506 2.53894461 0.408986354
RIOK2 NM_018343_bp1460_R AGCTAAAAAGTGGGAGCTATGAATCAGTATTCTCTTGAAATACTGATTCATAGCTCCCACGG Hs.27021 12528 1.1241 0.68409607 0.025651359 1.06835 2.73485929 0.390152138
RIOK2 NM_018343_bp1511_R AGCTAAAAAGGCAGTGCTGTAAGCTGTTCATCTCTTGAATGAACAGCTTACAGCACTGCCGG Hs.27021 1802 -0.03645 0.17317045 0.891640298 -0.552725 0.484755 0.07223197
RIOK2 NM_018343_bp1511_R AGCTAAAAAGGCAGTGCTGTAAGCTGTTCATCTCTTGAATGAACAGCTTACAGCACTGCCGG Hs.27021 7178 0.2844 0.10380328 0.320300477 -0.279033333 0.66861828 0.460729724
RIOK2 NM_018343_bp1511_R AGCTAAAAAGGCAGTGCTGTAAGCTGTTCATCTCTTGAATGAACAGCTTACAGCACTGCCGG Hs.27021 12554 0.1804 0.23235529 0.528745777 -0.193166667 0.4807506 0.518355323
RIOK2 NM_018343_bp152_R AGCTAAAAAGGCAGTTTGATTGCTTCTATATCTCTTGAATATAGAAGCAATCAAACTGCCGG Hs.27021 584 0.428175 0.09837708 0.024533527 0.312475 0.27887033 0.13563342
RIOK2 NM_018343_bp152_R AGCTAAAAAGGCAGTTTGATTGCTTCTATATCTCTTGAATATAGAAGCAATCAAACTGCCGG Hs.27021 5960 0.5432 0.0819765 0.009481999 0.6767 0.30968185 0.016199728
RIOK2 NM_018343_bp152_R AGCTAAAAAGGCAGTTTGATTGCTTCTATATCTCTTGAATATAGAAGCAATCAAACTGCCGG Hs.27021 11336 0.6415 0.17376147 0.006959125 0.9491 0.26164989 0.003338309
RIOK3 NM_145906_bp1329_R AGCTAAAAAGGCAGTTATATCATGAATGTATCTCTTGAATACATTCATGATATAACTGCCGG Hs.445511 713 -0.4496 1.15225954 0.376882891 0.064725 0.65452888 0.836907366
RIOK3 NM_145906_bp1329_R AGCTAAAAAGGCAGTTATATCATGAATGTATCTCTTGAATACATTCATGATATAACTGCCGG Hs.445511 6089 -0.159825 0.73148324 0.629165144 -0.01995 0.50786373 0.938410723
RIOK3 NM_145906_bp1329_R AGCTAAAAAGGCAGTTATATCATGAATGTATCTCTTGAATACATTCATGATATAACTGCCGG Hs.445511 11465 -0.6882 1.86524504 0.390624019 -0.0312 0.3263925 0.873739097
RIOK3 NM_145906_bp277_R AGCTAAAAAGGCCAAAGAATTGCAGTTAGATCTCTTGAATCTAACTGCAATTCTTTGGCCGG Hs.445511 714 -0.26595 0.4430024 0.436119616 0.3134 0.0357796 0.307382642
RIOK3 NM_145906_bp277_R AGCTAAAAAGGCCAAAGAATTGCAGTTAGATCTCTTGAATCTAACTGCAATTCTTTGGCCGG Hs.445511 6090 -0.024075 0.3499026 0.902650893 0.36185 0.23751717 0.284781929
RIOK3 NM_145906_bp277_R AGCTAAAAAGGCCAAAGAATTGCAGTTAGATCTCTTGAATCTAACTGCAATTCTTTGGCCGG Hs.445511 11466 0.202875 0.29849159 0.294437438 0.730633333 0.3249236 0.036153615
RIPK1 NM_003804_bp1620_R AGCTAAAAAGATTGGAGCCTACAATTATATTCTCTTGAAATATAATTGTAGGCTCCAATCGG Hs.519842 207 -0.5576 0.29251565 0.022707802 -0.3511125 0.27754445 0.102624745
RIPK1 NM_003804_bp1620_R AGCTAAAAAGATTGGAGCCTACAATTATATTCTCTTGAAATATAATTGTAGGCTCCAATCGG Hs.519842 5583 -0.563625 0.27184722 0.019537389 -0.2363875 0.26865366 0.227789354
RIPK1 NM_003804_bp1620_R AGCTAAAAAGATTGGAGCCTACAATTATATTCTCTTGAAATATAATTGTAGGCTCCAATCGG Hs.519842 10959 -0.469225 0.32564872 0.048131156 -0.0999375 0.42770262 0.666738931
RIPK1 NM_003804_bp187_R AGCTAAAAAGAGGCGAAGATGATGAACAGATCTCTTGAATCTGTTCATCATCTTCGCCTCGG Hs.519842 208 1.0735 0.4026875 1.5793528 0.569965544 -0.2167 0.06137687 0.125835395 -0.55506667 0.08873288 0.008411069
RIPK1 NM_003804_bp187_R AGCTAAAAAGAGGCGAAGATGATGAACAGATCTCTTGAATCTGTTCATCATCTTCGCCTCGG Hs.519842 5584 0.9027 0.4660125 1.58831198 0.515775891 -0.199666667 0.15921509 0.161969422 -0.06775 0.30363854 0.685657608
RIPK1 NM_003804_bp187_R AGCTAAAAAGAGGCGAAGATGATGAACAGATCTCTTGAATCTGTTCATCATCTTCGCCTCGG Hs.519842 10960 1.0498 0.5340375 1.65742491 0.477012735 0.02235 0.21107137 0.905370156 -0.06415 0.12819533 0.39066475
RIPK1 NM_003804_bp656_R AGCTAAAAAGGGCGATATTTGCAAATAAGGTCTCTTGAACCTTATTTGCAAATATCGCCCGG Hs.519842 209 3.608925 2.28086495 0.00977469 1.5292625 0.5685957 0.003127999 -0.571666667 0.2614933 0.063204756 -0.2994 0.07458063 0.020063282
RIPK1 NM_003804_bp656_R AGCTAAAAAGGGCGATATTTGCAAATAAGGTCTCTTGAACCTTATTTGCAAATATCGCCCGG Hs.519842 5585 3.63455 2.25013582 0.009007738 1.4803375 0.56549915 0.003506536 -0.1593 0.19637951 0.203178647 -0.1106 0.11790204 0.245707594
RIPK1 NM_003804_bp656_R AGCTAAAAAGGGCGATATTTGCAAATAAGGTCTCTTGAACCTTATTTGCAAATATCGCCCGG Hs.519842 10961 3.73825 2.18738906 0.007176889 1.5168625 0.57213793 0.003295079 -0.175075 0.04661526 0.004889386 -0.098675 0.24318226 0.476470207
RIPK2 NM_003821_bp1438_R AGCTAAAAAGCACCATTTCTGGATCTCAAATCTCTTGAATTTGAGATCCAGAAATGGTGCGG Hs.103755 210 -0.237675 0.08537261 0.134890821 -0.1066125 0.24473422 0.545533835



RIPK2 NM_003821_bp1438_R AGCTAAAAAGCACCATTTCTGGATCTCAAATCTCTTGAATTTGAGATCCAGAAATGGTGCGG Hs.103755 5586 -0.27905 0.13054158 0.100463431 -0.1630625 0.22593264 0.356058402
RIPK2 NM_003821_bp1438_R AGCTAAAAAGCACCATTTCTGGATCTCAAATCTCTTGAATTTGAGATCCAGAAATGGTGCGG Hs.103755 10962 -0.20005 0.17007509 0.226268657 -0.0668125 0.36712054 0.750719616
RIPK2 NM_003821_bp810_R AGCTAAAAAGGAGGGACAATTATCTATATGTCTCTTGAACATATAGATAATTGTCCCTCCGG Hs.103755 211 -0.0616 0.02899138 0.811016696 0.1362125 0.326517 0.499339588
RIPK2 NM_003821_bp810_R AGCTAAAAAGGAGGGACAATTATCTATATGTCTCTTGAACATATAGATAATTGTCCCTCCGG Hs.103755 5587 -0.357566667 0.52609074 0.258197056 0.1853125 0.33129482 0.371875037
RIPK2 NM_003821_bp810_R AGCTAAAAAGGAGGGACAATTATCTATATGTCTCTTGAACATATAGATAATTGTCCCTCCGG Hs.103755 10963 -0.3194 0.55116013 0.317097675 0.1913375 0.38582915 0.395122849
RIPK3 NM_006871_bp1481_R AGCTAAAAAGACCGCTCGTTAACATATACATCTCTTGAATGTATATGTTAACGAGCGGTCGG Hs.268551 5931 -0.4502 0.75327238 0.216700035 -0.6289 0.82955284 0.200676673
RIPK3 NM_006871_bp1481_R AGCTAAAAAGACCGCTCGTTAACATATACATCTCTTGAATGTATATGTTAACGAGCGGTCGG Hs.268551 11307 -0.720475 0.51046674 0.028208067 -0.9701 0.87046259 0.08943292
RIPK3 NM_006871_bp1481_R AGCTAAAAAGACCGCTCGTTAACATATACATCTCTTGAATGTATATGTTAACGAGCGGTCGG Hs.268551 555
RIPK3 NM_006871_bp1665_R AGCTAAAAAGCCACAGGGTTGGTATAATCATCTCTTGAATGATTATACCAACCCTGTGGCGG Hs.268551 556 -0.225425 0.10574782 0.416150316 2.5574
RIPK3 NM_006871_bp1665_R AGCTAAAAAGCCACAGGGTTGGTATAATCATCTCTTGAATGATTATACCAACCCTGTGGCGG Hs.268551 5932 1.677375 2.96420409 0.20546253 -0.306066667 4.46190755 0.884214974
RIPK3 NM_006871_bp1665_R AGCTAAAAAGCCACAGGGTTGGTATAATCATCTCTTGAATGATTATACCAACCCTGTGGCGG Hs.268551 11308 1.78665 3.23647172 0.214648038 -0.9412 4.92309603 0.687982775
RIPK3 NM_006871_bp700_R AGCTAAAAAGCCCCAGAACTGTTTGTTAACTCTCTTGAAGTTAACAAACAGTTCTGGGGCGG Hs.268551 1905 -1.936525 1.32601291 0.014481726 -1.7099 3.87881571 0.3793407
RIPK3 NM_006871_bp700_R AGCTAAAAAGCCCCAGAACTGTTTGTTAACTCTCTTGAAGTTAACAAACAGTTCTGGGGCGG Hs.268551 7281 -2.016225 1.61853082 0.025129883 -1.513566667 3.91881622 0.434930554
RIPK3 NM_006871_bp700_R AGCTAAAAAGCCCCAGAACTGTTTGTTAACTCTCTTGAAGTTAACAAACAGTTCTGGGGCGG Hs.268551 12657 -2.23055 1.64988192 0.018610879 -1.588333333 3.79358904 0.40119027
RIPK4 NM_020639_bp270_R AGCTAAAAAGATGGCCAAGTTTCGCTACATTCTCTTGAAATGTAGCGAAACTTGGCCATCGG Hs.517310 6027 -0.164075 0.09685386 0.277184672 -0.19345 0.20098054 0.267467467
RIPK4 NM_020639_bp270_R AGCTAAAAAGATGGCCAAGTTTCGCTACATTCTCTTGAAATGTAGCGAAACTTGGCCATCGG Hs.517310 11403 -0.132575 0.12091932 0.379169606 -0.3171 0.14768083 0.082536109
RIPK4 NM_020639_bp270_R AGCTAAAAAGATGGCCAAGTTTCGCTACATTCTCTTGAAATGTAGCGAAACTTGGCCATCGG Hs.517310 651 -0.078225 0.10094802 0.587580346 -0.6335
RIPK4 NM_020639_bp657_R AGCTAAAAAGCACGATGTATACAGCTTTGCTCTCTTGAAGCAAAGCTGTATACATCGTGCGG Hs.517310 652 -0.8688 0.29806464 0.004015951 -0.84525 0.28955944 0.006277116
RIPK4 NM_020639_bp657_R AGCTAAAAAGCACGATGTATACAGCTTTGCTCTCTTGAAGCAAAGCTGTATACATCGTGCGG Hs.517310 6028 -0.895275 0.34357181 0.004721931 -0.777375 0.33528309 0.011339137
RIPK4 NM_020639_bp657_R AGCTAAAAAGCACGATGTATACAGCTTTGCTCTCTTGAAGCAAAGCTGTATACATCGTGCGG Hs.517310 11404 -0.977375 0.50212207 0.008516785 -0.869125 0.31772489 0.006694973
RIPK4 NM_020639_bp940_R AGCTAAAAAGCTCATGATCTGGACGTGAAATCTCTTGAATTTCACGTCCAGATCATGAGCGG Hs.517310 653 -0.055133333 0.35955351 0.816104003 -0.808975 0.20470172 0.004485238
RIPK4 NM_020639_bp940_R AGCTAAAAAGCTCATGATCTGGACGTGAAATCTCTTGAATTTCACGTCCAGATCATGAGCGG Hs.517310 6029 0.580633333 0.68999421 0.150103091 -0.68325 0.40048439 0.025658666
RIPK4 NM_020639_bp940_R AGCTAAAAAGCTCATGATCTGGACGTGAAATCTCTTGAATTTCACGTCCAGATCATGAGCGG Hs.517310 11405 0.3203 1.57916171 0.654983031 -2.185925 2.48189323 0.091501691
RIPK5 NM_015375_bp1127_R AGCTAAAAAGCCACTGCCTTGACATCTTTATCTCTTGAATAAAGATGTCAAGGCAGTGGCGG Hs.6874 12426 2.5963 0.26005 7.81289354 0.946367582
RIPK5 NM_015375_bp1127_R AGCTAAAAAGCCACTGCCTTGACATCTTTATCTCTTGAATAAAGATGTCAAGGCAGTGGCGG Hs.6874 1674 2.49385 10.6980306 0.645324247
RIPK5 NM_015375_bp1127_R AGCTAAAAAGCCACTGCCTTGACATCTTTATCTCTTGAATAAAGATGTCAAGGCAGTGGCGG Hs.6874 7050 -0.0413 8.28106894 0.991951633
RIPK5 NM_015375_bp1330_R AGCTAAAAAGCTACTAACATGGAGTTTAAATCTCTTGAATTTAAACTCCATGTTAGTAGCGG Hs.6874 7052 0.1357 0.1471349 0.486637752
RIPK5 NM_015375_bp1330_R AGCTAAAAAGCTACTAACATGGAGTTTAAATCTCTTGAATTTAAACTCCATGTTAGTAGCGG Hs.6874 12428 0.2501 1.24168872 0.636291495 1.09445 0.06286179 0.030871586
RIPK5 NM_015375_bp1330_R AGCTAAAAAGCTACTAACATGGAGTTTAAATCTCTTGAATTTAAACTCCATGTTAGTAGCGG Hs.6874 1676 -0.0001
RIPK5 NM_015375_bp918_R AGCTAAAAAGAGCGAAAGATCACCGCTTTATCTCTTGAATAAAGCGGTGATCTTTCGCTCGG Hs.6874 526 1.819366667 5.78592556 0.484178184 4.6337 5.75726341 0.189367474
RIPK5 NM_015375_bp918_R AGCTAAAAAGAGCGAAAGATCACCGCTTTATCTCTTGAATAAAGCGGTGATCTTTCGCTCGG Hs.6874 5902 2.583133333 7.67015889 0.455355896 8.5018
RIPK5 NM_015375_bp918_R AGCTAAAAAGAGCGAAAGATCACCGCTTTATCTCTTGAATAAAGCGGTGATCTTTCGCTCGG Hs.6874 11278 1.124775 3.76824439 0.476579683 3.83125 4.68097618 0.184967198
RKHD1 AB107353_bp1683_R AGCTAAAAAGCGGCCAGTGTTTACAGATGATCTCTTGAATCATCTGTAAACACTGGCCGCGG Hs.436495 3819 -0.228925 0.22168205 0.199932637 -0.6145625 0.3255995 0.027568941
RKHD1 AB107353_bp1683_R AGCTAAAAAGCGGCCAGTGTTTACAGATGATCTCTTGAATCATCTGTAAACACTGGCCGCGG Hs.436495 9195 -0.28185 0.30150596 0.166251189 -0.5581375 0.32359567 0.039003294
RKHD1 AB107353_bp1683_R AGCTAAAAAGCGGCCAGTGTTTACAGATGATCTCTTGAATCATCTGTAAACACTGGCCGCGG Hs.436495 14571 -0.250325 0.24157535 0.177235953 -0.5434375 0.29697784 0.039523317
RKHD1 AB107353_bp2097_R AGCTAAAAAGGCGTTCCAATCAAATTTCTATCTCTTGAATAGAAATTTGATTGGAACGCCGG Hs.436495 3821 -1.0744 0.28300481 0.001421942 -0.3189375 0.23608844 0.158158624
RKHD1 AB107353_bp2097_R AGCTAAAAAGGCGTTCCAATCAAATTTCTATCTCTTGAATAGAAATTTGATTGGAACGCCGG Hs.436495 9197 -0.92445 0.24218869 0.002141883 0.0999375 0.61966615 0.735352291
RKHD1 AB107353_bp2097_R AGCTAAAAAGGCGTTCCAATCAAATTTCTATCTCTTGAATAGAAATTTGATTGGAACGCCGG Hs.436495 14573 -0.771625 0.2781473 0.005861603 -0.1167875 0.44862386 0.642543657
RKHD1 AB107353_bp322_R AGCTAAAAAGGCCGAACACTTCTCCATCATTCTCTTGAAATGATGGAGAAGTGTTCGGCCGG Hs.436495 3817 -0.09025 0.26535715 0.608031108 -0.2284375 0.24017588 0.293879676
RKHD1 AB107353_bp322_R AGCTAAAAAGGCCGAACACTTCTCCATCATTCTCTTGAAATGATGGAGAAGTGTTCGGCCGG Hs.436495 9193 -0.590975 0.72800856 0.11454993 0.0559375 0.25614794 0.790344208
RKHD1 AB107353_bp322_R AGCTAAAAAGGCCGAACACTTCTCCATCATTCTCTTGAAATGATGGAGAAGTGTTCGGCCGG Hs.436495 14569 -0.06275 0.28578077 0.72727604 -0.1210125 0.14326007 0.541265961
RKHD2 AL833519_bp1353_R AGCTAAAAAGCTGCTATGGTAACACTAAACTCTCTTGAAGTTTAGTGTTACCATAGCAGCGG Hs.465144 4158 0.020525 0.52549602 0.935388301 -0.757 0.5922458 0.04459891 -0.35656667 0.86466369 0.398334129
RKHD2 AL833519_bp1353_R AGCTAAAAAGCTGCTATGGTAACACTAAACTCTCTTGAAGTTTAGTGTTACCATAGCAGCGG Hs.465144 9534 -0.0409 0.43526191 0.854760472 -0.9894 0.40415039 0.0068425 -0.6568 0.98414939 0.17987797
RKHD2 AL833519_bp1353_R AGCTAAAAAGCTGCTATGGTAACACTAAACTCTCTTGAAGTTTAGTGTTACCATAGCAGCGG Hs.465144 14910 -0.25065 0.66000857 0.420965222 -0.40695 0.06611448 0.215440461 -0.77053333 0.64726238 0.0638931
RKHD2 AL833519_bp2533_R AGCTAAAAAGTTGCCTTGATGGCATATTATTCTCTTGAAATAATATGCCATCAAGGCAACGG Hs.465144 4160 0.008275 0.32388703 0.965112523 -0.42925 0.4279617 0.111492019 -0.1539 0.58878892 0.642106114
RKHD2 AL833519_bp2533_R AGCTAAAAAGTTGCCTTGATGGCATATTATTCTCTTGAAATAATATGCCATCAAGGCAACGG Hs.465144 9536 0.47965 0.46478159 0.082357867 -0.255825 0.22124101 0.171777025 -0.20273333 0.47909154 0.509673443
RKHD2 AL833519_bp2533_R AGCTAAAAAGTTGCCTTGATGGCATATTATTCTCTTGAAATAATATGCCATCAAGGCAACGG Hs.465144 14912 0.280833333 0.25556104 0.226306689 -0.15675 0.94615266 0.717880911 0.051533333 0.57296996 0.873511532
RKHD2 AL833519_bp2612_R AGCTAAAAAGCTGCCGTCTTGTAGATATGATCTCTTGAATCATATCTACAAGACGGCAGCGG Hs.465144 4156 0.573325 0.86566917 0.17082612 -0.873875 0.11987567 0.002122579 -0.07953333 0.5669726 0.805370211
RKHD2 AL833519_bp2612_R AGCTAAAAAGCTGCCGTCTTGTAGATATGATCTCTTGAATCATATCTACAAGACGGCAGCGG Hs.465144 9532 0.501525 0.48444947 0.078603932 -0.9104 0.10448569 0.001682123 -0.12423333 0.71163102 0.732256554
RKHD2 AL833519_bp2612_R AGCTAAAAAGCTGCCGTCTTGTAGATATGATCTCTTGAATCATATCTACAAGACGGCAGCGG Hs.465144 14908 0.74215 0.91273077 0.105147642 -1.2808 0.6162 0.43781175 0.075960081
RKHD3 AK131424_bp1942_R AGCTAAAAAGCCAATCGCATCTGTGAGAAGTCTCTTGAACTTCTCACAGATGCGATTGGCGG Hs.104744 4171 -0.6453375 0.16212995 0.006408677 -0.37035 0.08966164 0.08858776
RKHD3 AK131424_bp1942_R AGCTAAAAAGCCAATCGCATCTGTGAGAAGTCTCTTGAACTTCTCACAGATGCGATTGGCGG Hs.104744 9547 -0.6033625 0.22264177 0.011528576 -0.3612 0.11000749 0.09694309
RKHD3 AK131424_bp1942_R AGCTAAAAAGCCAATCGCATCTGTGAGAAGTCTCTTGAACTTCTCACAGATGCGATTGGCGG Hs.104744 14923 -0.5680375 0.11458228 0.008805364 -0.36285 0.11259001 0.096013905
RKHD3 AK131424_bp600_R AGCTAAAAAGACCAATACTTACATCAAGACTCTCTTGAAGTCTTGATGTAAGTATTGGTCGG Hs.104744 4167 -0.0378125 0.06215167 0.785260421 -0.134125 0.58927461 0.641935518
RKHD3 AK131424_bp600_R AGCTAAAAAGACCAATACTTACATCAAGACTCTCTTGAAGTCTTGATGTAAGTATTGGTCGG Hs.104744 9543 -0.0831625 0.12552566 0.573328648 -0.2391 0.15636451 0.250608744
RKHD3 AK131424_bp600_R AGCTAAAAAGACCAATACTTACATCAAGACTCTCTTGAAGTCTTGATGTAAGTATTGGTCGG Hs.104744 14919 0.1186875 0.21446164 0.474601319 -0.216125 0.26821586 0.328009851
RKHD3 AK131424_bp634_R AGCTAAAAAGAGGAGCCTGTCTTTGTTGTGTCTCTTGAACACAACAAAGACAGGCTCCTCGG Hs.104744 4169 1.3521375 0.35290204 0.000798505 0.224925 0.26978618 0.31084163
RKHD3 AK131424_bp634_R AGCTAAAAAGAGGAGCCTGTCTTTGTTGTGTCTCTTGAACACAACAAAGACAGGCTCCTCGG Hs.104744 9545 1.3564375 0.36795503 0.000872963 -0.021975 0.32836383 0.921460651
RKHD3 AK131424_bp634_R AGCTAAAAAGAGGAGCCTGTCTTTGTTGTGTCTCTTGAACACAACAAAGACAGGCTCCTCGG Hs.104744 14921 1.2777625 0.45502683 0.002042778 0.054925 0.14027027 0.778465673
RNASEL NM_021133_bp1231_R AGCTAAAAAGCCCTATGATTGGCAAACTCATCTCTTGAATGAGTTTGCCAATCATAGGGCGG Hs.518545 660 -0.0413 0.43475842 0.8532561 0.047625 0.13089702 0.74847827
RNASEL NM_021133_bp1231_R AGCTAAAAAGCCCTATGATTGGCAAACTCATCTCTTGAATGAGTTTGCCAATCATAGGGCGG Hs.518545 6036 -0.0678 0.42786032 0.759822891 0.19345 0.25304872 0.300177789
RNASEL NM_021133_bp1231_R AGCTAAAAAGCCCTATGATTGGCAAACTCATCTCTTGAATGAGTTTGCCAATCATAGGGCGG Hs.518545 11412 -0.030575 0.46255426 0.895215839 0.0782 0.14639702 0.608603601
RNASEL NM_021133_bp1548_R AGCTAAAAAGCCCGAAATGTCCTGTCATCTTCTCTTGAAAGATGACAGGACATTTCGGGCGG Hs.518545 1866 -0.490233333 0.90062641 0.290557797 -0.6469 0.55779373 0.061954333
RNASEL NM_021133_bp1548_R AGCTAAAAAGCCCGAAATGTCCTGTCATCTTCTCTTGAAAGATGACAGGACATTTCGGGCGG Hs.518545 7242 -0.122566667 0.55051055 0.683649279 -0.49925 0.5288126 0.110320493
RNASEL NM_021133_bp1548_R AGCTAAAAAGCCCGAAATGTCCTGTCATCTTCTCTTGAAAGATGACAGGACATTTCGGGCGG Hs.518545 12618 0.220833333 0.81472413 0.584133307 -0.624325 0.59173999 0.077514585
RNASEL NM_021133_bp1745_R AGCTAAAAAGCTGGTCCTCTATGTGGTAAATCTCTTGAATTTACCACATAGAGGACCAGCGG Hs.518545 7244 0.766533333 1.5517942 0.305920599 -0.772775 0.92581785 0.117256207
RNASEL NM_021133_bp1745_R AGCTAAAAAGCTGGTCCTCTATGTGGTAAATCTCTTGAATTTACCACATAGAGGACCAGCGG Hs.518545 12620 0.800675 0.83391786 0.069209749 -0.658575 0.76926518 0.116576614
RNASEL NM_021133_bp1745_R AGCTAAAAAGCTGGTCCTCTATGTGGTAAATCTCTTGAATTTACCACATAGAGGACCAGCGG Hs.518545 1868 -0.3608 -1.4041
RNF144 NM_014746_bp1037_R AGCTAAAAAGCGCAGATGATGTGCAAGAACTCTCTTGAAGTTCTTGCACATCATCTGCGCGG Hs.591601 8634 0.340675 0.5132866 0.209749835 -0.14055 0.7927357 0.716620318 0.097025 0.54806782 0.746715535 1.458475 0.67424502 0.022768181
RNF144 NM_014746_bp1037_R AGCTAAAAAGCGCAGATGATGTGCAAGAACTCTCTTGAAGTTCTTGCACATCATCTGCGCGG Hs.591601 14010 0.262925 0.1757139 0.131614208 0.2175375 0.73221655 0.513750824 0.060525 0.55301384 0.840780763 1.437125 0.60400669 0.01761789
RNF144 NM_014746_bp1037_R AGCTAAAAAGCGCAGATGATGTGCAAGAACTCTCTTGAAGTTCTTGCACATCATCTGCGCGG Hs.591601 3258 0.08395 0.35230644 0.673570154 0.5341 0.11655 0.52084802 0.684827174 1.384475 0.56298399 0.016102074
RNF144 NM_014746_bp1097_R AGCTAAAAAGACGATGATTTCCTTCTGATATCTCTTGAATATCAGAAGGAAATCATCGTCGG Hs.591601 3254 -0.0966 0.38179338 0.643372553 0.0315125 0.19016657 0.875026512 0.4476 0.44021191 0.13487966 0.212775 0.52580174 0.477556577
RNF144 NM_014746_bp1097_R AGCTAAAAAGACGATGATTTCCTTCTGATATCTCTTGAATATCAGAAGGAAATCATCGTCGG Hs.591601 8630 0.036 0.24691516 0.831635496 0.0365375 0.31910913 0.868832211 0.4473 0.43426572 0.131492264 0.314025 0.50178465 0.29941107
RNF144 NM_014746_bp1097_R AGCTAAAAAGACGATGATTTCCTTCTGATATCTCTTGAATATCAGAAGGAAATCATCGTCGG Hs.591601 14006 0.312675 0.35019019 0.155634038 0.0306125 0.52456669 0.909220645 0.469975 0.42609058 0.114529762 0.2561 0.59437787 0.45220434
RNF144 NM_014746_bp1252_R AGCTAAAAAGGCCACTCCCTTTGTACTTTGTCTCTTGAACAAAGTACAAAGGGAGTGGCCGG Hs.591601 3256 -0.1879 0.83790493 0.646804474 -0.1849125 0.48215074 0.48225553 0.209625 0.35921157 0.327487777 0.045166667 0.71511684 0.922875709
RNF144 NM_014746_bp1252_R AGCTAAAAAGGCCACTCCCTTTGTACTTTGTCTCTTGAACAAAGTACAAAGGGAGTGGCCGG Hs.591601 8632 -0.094066667 0.29705686 0.671778121 0.013183333 0.57416314 0.967503523 0.2615 0.23679985 0.114248991 0.0971 0.70001785 0.832514432
RNF144 NM_014746_bp1252_R AGCTAAAAAGGCCACTCCCTTTGTACTTTGTCTCTTGAACAAAGTACAAAGGGAGTGGCCGG Hs.591601 14008 -0.141633333 0.59352495 0.654876005 -0.01725 0.57501746 0.957519083 0.257625 0.35614701 0.243765967 0.1785 0.78620076 0.73209692
RNF183 AK091940_bp666_R AGCTAAAAAGAGCAGAATCTACTTAATCAATCTCTTGAATTGATTAAGTAGATTCTGCTCGG Hs.211374 4151 0.2950375 0.60224256 0.318304442 0.020175 0.27420727 0.924489128
RNF183 AK091940_bp666_R AGCTAAAAAGAGCAGAATCTACTTAATCAATCTCTTGAATTGATTAAGTAGATTCTGCTCGG Hs.211374 9527 0.3032375 0.57799345 0.29298379 0.07305 0.28986085 0.735936255
RNF183 AK091940_bp666_R AGCTAAAAAGAGCAGAATCTACTTAATCAATCTCTTGAATTGATTAAGTAGATTCTGCTCGG Hs.211374 14903 0.3555375 0.62700149 0.252082854 0.058825 0.28594665 0.78491107
RNF183 AK091940_bp810_R AGCTAAAAAGTGGGGGAAATGATGAGTCAATCTCTTGAATTGACTCATCATTTCCCCCACGG Hs.211374 4149 -0.3446875 0.4360594 0.165536012 -0.2321 0.32260412 0.316636042
RNF183 AK091940_bp810_R AGCTAAAAAGTGGGGGAAATGATGAGTCAATCTCTTGAATTGACTCATCATTTCCCCCACGG Hs.211374 9525 -0.2671375 0.32499439 0.198411004 -0.243175 0.39465091 0.325144126
RNF183 AK091940_bp810_R AGCTAAAAAGTGGGGGAAATGATGAGTCAATCTCTTGAATTGACTCATCATTTCCCCCACGG Hs.211374 14901 -0.3053625 0.41439948 0.198021156 -0.26055 0.29368206 0.25539158
RNF183 AK091940_bp855_R AGCTAAAAAGCAGATCAACTCTTCAAATTATCTCTTGAATAATTTGAAGAGTTGATCTGCGG Hs.211374 4147 -0.2179625 0.70136645 0.500613533 0.12325 0.58470798 0.667357879
RNF183 AK091940_bp855_R AGCTAAAAAGCAGATCAACTCTTCAAATTATCTCTTGAATAATTTGAAGAGTTGATCTGCGG Hs.211374 9523 -0.3976625 0.37006148 0.094047901 0.4225 0.44210803 0.12517141
RNF183 AK091940_bp855_R AGCTAAAAAGCAGATCAACTCTTCAAATTATCTCTTGAATAATTTGAAGAGTTGATCTGCGG Hs.211374 14899 -0.4191125 0.34191547 0.072624519 0.151225 0.09381849 0.440123055
RNF41 NM_194358_bp1219_R AGCTAAAAAGTGGCTGTCCTGCTTCTATTGTCTCTTGAACAATAGAAGCAGGACAGCCACGG Hs.591031 14358 0.353366667 0.2600205 0.14808676 -0.442075 0.01933937 0.226718215
RNF41 NM_194358_bp1219_R AGCTAAAAAGTGGCTGTCCTGCTTCTATTGTCTCTTGAACAATAGAAGCAGGACAGCCACGG Hs.591031 3606 0.177933333 0.22334719 0.402050408 -0.3059
RNF41 NM_194358_bp1219_R AGCTAAAAAGTGGCTGTCCTGCTTCTATTGTCTCTTGAACAATAGAAGCAGGACAGCCACGG Hs.591031 8982 0.177733333 0.21543358 0.399089067 -0.2909
RNF41 NM_194358_bp1419_R AGCTAAAAAGAGCCAGGCCTTGTCATGATATCTCTTGAATATCATGACAAGGCCTGGCTCGG Hs.591031 8980 0.933025 0.29970445 0.002978837 0.0303
RNF41 NM_194358_bp1419_R AGCTAAAAAGAGCCAGGCCTTGTCATGATATCTCTTGAATATCATGACAAGGCCTGGCTCGG Hs.591031 3604 0.923475 0.46715179 0.008791717
RNF41 NM_194358_bp1419_R AGCTAAAAAGAGCCAGGCCTTGTCATGATATCTCTTGAATATCATGACAAGGCCTGGCTCGG Hs.591031 14356 0.8989 0.53253998 0.01396863
RNF41 NM_194358_bp728_R AGCTAAAAAGCGGAACATGTTGTCAAAGCTTCTCTTGAAAGCTTTGACAACATGTTCCGCGG Hs.591031 3608 3.5663 1.21560102 0.000737929 -0.2125125 0.32116025 0.355377761
RNF41 NM_194358_bp728_R AGCTAAAAAGCGGAACATGTTGTCAAAGCTTCTCTTGAAAGCTTTGACAACATGTTCCGCGG Hs.591031 8984 2.802325 0.38069088 2.94E-05 -0.40791667 0.15951549 0.141760861
RNF41 NM_194358_bp728_R AGCTAAAAAGCGGAACATGTTGTCAAAGCTTCTCTTGAAAGCTTTGACAACATGTTCCGCGG Hs.591031 14360 3.779725 1.25460574 0.000645634 -0.0342625 0.49098955 0.895116856
RNF44 BC063297_bp1612_R AGCTAAAAAGCTCCCGTCGTACCGCTTTAATCTCTTGAATTAAAGCGGTACGACGGGAGCGG Hs.434888 4576 -0.4356 0.42257246 0.143154522 -0.048125 0.37400684 0.820372159 0.201333333 0.49033312 0.515948155
RNF44 BC063297_bp1612_R AGCTAAAAAGCTCCCGTCGTACCGCTTTAATCTCTTGAATTAAAGCGGTACGACGGGAGCGG Hs.434888 9952 -0.108125 0.74630121 0.7462766 -0.0226 0.35104722 0.911771943 0.154266667 0.43758842 0.601490006
RNF44 BC063297_bp1612_R AGCTAAAAAGCTCCCGTCGTACCGCTTTAATCTCTTGAATTAAAGCGGTACGACGGGAGCGG Hs.434888 15328 -0.08365 0.75244501 0.803219262 0.017275 0.33750141 0.93102982 0.064733333 0.3730763 0.816287527
RNF44 BC063297_bp935_R AGCTAAAAAGCATGCTCCGTGATGTTCAGTTCTCTTGAAACTGAACATCACGGAGCATGCGG Hs.434888 4574 0.5111 0.80431234 0.189440096 -0.417475 0.2798208 0.06557334 -0.0971 0.73570828 0.792510275
RNF44 BC063297_bp935_R AGCTAAAAAGCATGCTCCGTGATGTTCAGTTCTCTTGAAACTGAACATCACGGAGCATGCGG Hs.434888 9950 0.773575 0.74584889 0.057962641 -0.0533 0.77856155 0.883275464 -0.0894 0.83150696 0.821929601
RNF44 BC063297_bp935_R AGCTAAAAAGCATGCTCCGTGATGTTCAGTTCTCTTGAAACTGAACATCACGGAGCATGCGG Hs.434888 15326 2.155266667 1.04103077 0.009026304 -0.5414 0.64894249 0.132133157 0.1329 1.28318989 0.80725428
RNF7 NM_183063_bp1736_R AGCTAAAAAGCCCAGATGATATAATTTAACTCTCTTGAAGTTAAATTATATCATCTGGGCGG Hs.134623 3572 -0.48705 0.28679917 0.035324868 0.00315 0.4012831 0.993064788
RNF7 NM_183063_bp1736_R AGCTAAAAAGCCCAGATGATATAATTTAACTCTCTTGAAGTTAAATTATATCATCTGGGCGG Hs.134623 8948 -0.477 0.29323744 0.039076236 -0.0832 0.32013886 0.757530275
RNF7 NM_183063_bp1736_R AGCTAAAAAGCCCAGATGATATAATTTAACTCTCTTGAAGTTAAATTATATCATCTGGGCGG Hs.134623 14324 -0.515175 0.35217599 0.040502974 -0.2234125 0.2093403 0.293963587
RNF7 NM_183063_bp359_R AGCTAAAAAGCCAGTGAAATGGGATTTGACTCTCTTGAAGTCAAATCCCATTTCACTGGCGG Hs.134623 3570 -0.708533333 0.15276553 0.01630459 -0.1855 0.13676999 0.461236004
RNF7 NM_183063_bp359_R AGCTAAAAAGCCAGTGAAATGGGATTTGACTCTCTTGAAGTCAAATCCCATTTCACTGGCGG Hs.134623 8946 -0.725225 0.10566077 0.003041916 -0.1408375 0.10887655 0.473033541
RNF7 NM_183063_bp359_R AGCTAAAAAGCCAGTGAAATGGGATTTGACTCTCTTGAAGTCAAATCCCATTTCACTGGCGG Hs.134623 14322 -0.63765 0.10999019 0.005371853 -0.1751875 0.12290777 0.38032523
RNPC1 NM_017495_bp262_R AGCTAAAAAGGACACCACGTTCACCAAGATTCTCTTGAAATCTTGGTGAACGTGGTGTCCGG Hs.236361 4626 -1.1338125 1.64492399 0.140916288 -0.9143 0.34625 1.29236359 0.629249834 -0.15165 0.59914544 0.647558846
RNPC1 NM_017495_bp262_R AGCTAAAAAGGACACCACGTTCACCAAGATTCTCTTGAAATCTTGGTGAACGTGGTGTCCGG Hs.236361 10002 -0.3289875 0.50903831 0.221115883 -0.1057 0.40725 1.33110191 0.583857809 -0.05345 0.57966124 0.86544757
RNPC1 NM_017495_bp262_R AGCTAAAAAGGACACCACGTTCACCAAGATTCTCTTGAAATCTTGGTGAACGTGGTGTCCGG Hs.236361 15378 -1.5595125 2.27654786 0.139838982 -0.8398 0.5332 1.32129499 0.478671214 -0.029925 0.58098301 0.92445111
RNPC1 NM_017495_bp670_R AGCTAAAAAGTCCTCGCCCTACATTGAGTATCTCTTGAATACTCAATGTAGGGCGAGGACGG Hs.236361 4628 -0.3651625 1.86121375 0.638638878 0.589766667 0.29387927 0.057965193 0.1337 0.22172997 0.314264557 -0.196775 0.98992417 0.71755562
RNPC1 NM_017495_bp670_R AGCTAAAAAGTCCTCGCCCTACATTGAGTATCTCTTGAATACTCAATGTAGGGCGAGGACGG Hs.236361 10004 0.872916667 0.93834017 0.104254407 0.77805 0.4456894 0.107630524 0.332525 0.30518242 0.117438426 -0.18995 0.88653468 0.697176319
RNPC1 NM_017495_bp670_R AGCTAAAAAGTCCTCGCCCTACATTGAGTATCTCTTGAATACTCAATGTAGGGCGAGGACGG Hs.236361 15380 0.8273375 1.50235261 0.223025421 0.6600875 0.32156435 0.018900994 0.084 0.1447338 0.32971629 -0.140175 0.95315396 0.787836123
RNPC1 NM_017495_bp838_R AGCTAAAAAGGGCACCACTTTCGTGCAGTATCTCTTGAATACTGCACGAAAGTGGTGCCCGG Hs.236361 4630 -0.3505625 1.51970403 0.585360398 -0.266383333 0.11316256 0.214693945 0.163525 0.33610511 0.402293079 0.953325 1.06925218 0.172568852
RNPC1 NM_017495_bp838_R AGCTAAAAAGGGCACCACTTTCGTGCAGTATCTCTTGAATACTGCACGAAAGTGGTGCCCGG Hs.236361 10006 0.2993375 0.18332986 0.097975375 0.1087875 0.38630314 0.618790787 0.141466667 0.12626141 0.191827232 0.6104 1.27118257 0.493065611
RNPC1 NM_017495_bp838_R AGCTAAAAAGGGCACCACTTTCGTGCAGTATCTCTTGAATACTGCACGAAAGTGGTGCCCGG Hs.236361 15382 -0.9390875 2.3447263 0.35206628 0.1630875 0.66289023 0.612383837 0.1104 0.0722695 0.118071319 1.352133333 0.53790665 0.048915412
ROCK1 NM_005406_bp1057_R AGCTAAAAAGCACCAGTTGTACCCGATTTATCTCTTGAATAAATCGGGTACAACTGGTGCGG Hs.306307 1665 -1.2436 1.11228274 0.039279009 -1.223266667 2.92582219 0.403264585
ROCK1 NM_005406_bp1057_R AGCTAAAAAGCACCAGTTGTACCCGATTTATCTCTTGAATAAATCGGGTACAACTGGTGCGG Hs.306307 7041 -1.30065 0.96294547 0.021381829 -1.236166667 3.41091943 0.461948888
ROCK1 NM_005406_bp1057_R AGCTAAAAAGCACCAGTTGTACCCGATTTATCTCTTGAATAAATCGGGTACAACTGGTGCGG Hs.306307 12417 -1.36025 0.85588787 0.012197117 0.2659 0.91603075 0.577762888
ROCK1 NM_005406_bp472_R AGCTAAAAAGGTGGAGATCTTGTAAACTTATCTCTTGAATAAGTTTACAAGATCTCCACCGG Hs.306307 1667 0.448325 4.88614588 0.822229088 4.0123 6.37470905 0.272338059
ROCK1 NM_005406_bp472_R AGCTAAAAAGGTGGAGATCTTGTAAACTTATCTCTTGAATAAGTTTACAAGATCTCCACCGG Hs.306307 7043 -0.9532 6.94459927 0.737345179 3.98025 6.12121127 0.260589747
ROCK1 NM_005406_bp472_R AGCTAAAAAGGTGGAGATCTTGTAAACTTATCTCTTGAATAAGTTTACAAGATCTCCACCGG Hs.306307 12419 -0.29625 7.06398728 0.917930533 3.6081 5.78003225 0.275671096
ROCK1 NM_005406_bp974_R AGCTAAAAAGGCGAAATGGTGTAGAAGAAATCTCTTGAATTTCTTCTACACCATTTCGCCGG Hs.306307 410 0.343625 0.68711932 0.29720785 0.423033333 1.92188107 0.650508551
ROCK1 NM_005406_bp974_R AGCTAAAAAGGCGAAATGGTGTAGAAGAAATCTCTTGAATTTCTTCTACACCATTTCGCCGG Hs.306307 5786 0.22605 0.58203619 0.423549458 0.380366667 2.13948267 0.711857548
ROCK1 NM_005406_bp974_R AGCTAAAAAGGCGAAATGGTGTAGAAGAAATCTCTTGAATTTCTTCTACACCATTTCGCCGG Hs.306307 11162 0.144575 0.52618761 0.5747839 0.215433333 2.15118326 0.833938395
ROCK2 NM_004850_bp2228_R AGCTAAAAAGCAGCTGGAATCTAACAATAGTCTCTTGAACTATTGTTAGATTCCAGCTGCGG Hs.58617 1896 -0.98815 1.59352651 0.177152432 -2.64585 0.57919116 0.009205128
ROCK2 NM_004850_bp2228_R AGCTAAAAAGCAGCTGGAATCTAACAATAGTCTCTTGAACTATTGTTAGATTCCAGCTGCGG Hs.58617 7272 -0.749525 1.63934674 0.298816272 -2.9386 4.08016953 0.185963894
ROCK2 NM_004850_bp2228_R AGCTAAAAAGCAGCTGGAATCTAACAATAGTCTCTTGAACTATTGTTAGATTCCAGCTGCGG Hs.58617 12648 -0.710025 1.57375898 0.305298058 -1.9004 3.73904359 0.319740387
ROCK2 NM_004850_bp4071_R AGCTAAAAAGTCCGACCAGTTACACAGACATCTCTTGAATGTCTGTGTAACTGGTCGGACGG Hs.58617 1561 0.6625 -3.2051
ROCK2 NM_004850_bp4071_R AGCTAAAAAGTCCGACCAGTTACACAGACATCTCTTGAATGTCTGTGTAACTGGTCGGACGG Hs.58617 6937 -3.8879
ROCK2 NM_004850_bp4071_R AGCTAAAAAGTCCGACCAGTTACACAGACATCTCTTGAATGTCTGTGTAACTGGTCGGACGG Hs.58617 12313 -4.471
ROCK2 NM_004850_bp4325_R AGCTAAAAAGTGCCGCCGTTGCCATATTAATCTCTTGAATTAATATGGCAACGGCGGCACGG Hs.58617 5731 2.8462 4.11562626 0.1345632 1.7472
ROCK2 NM_004850_bp4325_R AGCTAAAAAGTGCCGCCGTTGCCATATTAATCTCTTGAATTAATATGGCAACGGCGGCACGG Hs.58617 11107 3.0376 4.40873639 0.135583859 1.6497
ROR1 NM_005012_bp2702_R AGCTAAAAAGCCCAGTGAGTAATCTCAGTATCTCTTGAATACTGAGATTACTCACTGGGCGG Hs.436456 360 0.12625 2.14278759 0.886200388 -5.5843 0.24480037 0.000726682
ROR1 NM_005012_bp2702_R AGCTAAAAAGCCCAGTGAGTAATCTCAGTATCTCTTGAATACTGAGATTACTCACTGGGCGG Hs.436456 5736 -0.0345 2.0179336 0.966891529 -2.692266667 6.04022485 0.373452315
ROR1 NM_005012_bp2702_R AGCTAAAAAGCCCAGTGAGTAATCTCAGTATCTCTTGAATACTGAGATTACTCACTGGGCGG Hs.436456 11112 -0.186975 2.22259669 0.838137891 -3.005133333 4.96485396 0.248554034
ROR1 NM_005012_bp3010_R AGCTAAAAAGAAGCAAATATTCCTTTACTATCTCTTGAATAGTAAAGGAATATTTGCTTCGG Hs.436456 373 -0.756025 0.18165512 0.003621296 -0.142966667 1.17113216 0.805513421
ROR1 NM_005012_bp3010_R AGCTAAAAAGAAGCAAATATTCCTTTACTATCTCTTGAATAGTAAAGGAATATTTGCTTCGG Hs.436456 5749 -1.4177 0.30379675 0.000454271 -0.6238 1.60118871 0.44113757
ROR1 NM_005012_bp3010_R AGCTAAAAAGAAGCAAATATTCCTTTACTATCTCTTGAATAGTAAAGGAATATTTGCTTCGG Hs.436456 11125 -1.375275 0.18939053 0.00024355 -0.6111 1.35694596 0.384745279



ROR2 NM_004560_bp1131_R AGCTAAAAAGCCGCTACCATCAGTGCTATATCTCTTGAATATAGCACTGATGGTAGCGGCGG Hs.98255 1842 2.78955
ROR2 NM_004560_bp1131_R AGCTAAAAAGCCGCTACCATCAGTGCTATATCTCTTGAATATAGCACTGATGGTAGCGGCGG Hs.98255 7218 3.73415
ROR2 NM_004560_bp1131_R AGCTAAAAAGCCGCTACCATCAGTGCTATATCTCTTGAATATAGCACTGATGGTAGCGGCGG Hs.98255 12594 0.197175 1.30379132 0.720316502 -1.097566667 2.89229037 0.443948557
ROR2 NM_004560_bp2446_R AGCTAAAAAGGGCAACCTTTCCAACTACAATCTCTTGAATTGTAGTTGGAAAGGTTGCCCGG Hs.98255 12596 2.6586
ROR2 NM_004560_bp2446_R AGCTAAAAAGGGCAACCTTTCCAACTACAATCTCTTGAATTGTAGTTGGAAAGGTTGCCCGG Hs.98255 7220
ROS1 NM_002944_bp2398_R AGCTAAAAAGACGGATATCTCAGAGAATTATCTCTTGAATAATTCTCTGAGATATCCGTCGG Hs.1041 1885 -0.1621
ROS1 NM_002944_bp2398_R AGCTAAAAAGACGGATATCTCAGAGAATTATCTCTTGAATAATTCTCTGAGATATCCGTCGG Hs.1041 7261 -0.255
ROS1 NM_002944_bp2398_R AGCTAAAAAGACGGATATCTCAGAGAATTATCTCTTGAATAATTCTCTGAGATATCCGTCGG Hs.1041 12637 -0.2097
ROS1 NM_002944_bp5325_R AGCTAAAAAGTCCTGCTTATGTCTGTAATATCTCTTGAATATTACAGACATAAGCAGGACGG Hs.1041 292 1.007525 0.51967699 0.008300882 1.2890625 0.19330671 0.000609435
ROS1 NM_002944_bp5325_R AGCTAAAAAGTCCTGCTTATGTCTGTAATATCTCTTGAATATTACAGACATAAGCAGGACGG Hs.1041 5668 1.099325 0.46834271 0.004284889 1.3835375 0.1770258 0.000408445
ROS1 NM_002944_bp5325_R AGCTAAAAAGTCCTGCTTATGTCTGTAATATCTCTTGAATATTACAGACATAAGCAGGACGG Hs.1041 11044 1.120575 0.48248043 0.004298599 1.3606625 0.31656528 0.001078399
ROS1 NM_002944_bp5724_R AGCTAAAAAGTGGAATCAGTGAGAATATTATCTCTTGAATAATATTCTCACTGATTCCACGG Hs.1041 293 0.157525 0.28729673 0.397783992 0.6070375 0.13866363 0.009710595
ROS1 NM_002944_bp5724_R AGCTAAAAAGTGGAATCAGTGAGAATATTATCTCTTGAATAATATTCTCACTGATTCCACGG Hs.1041 5669 0.314075 0.36063186 0.1593857 0.7100625 0.06145122 0.00404179
ROS1 NM_002944_bp5724_R AGCTAAAAAGTGGAATCAGTGAGAATATTATCTCTTGAATAATATTCTCACTGATTCCACGG Hs.1041 11045 0.1595 0.30846254 0.406066237 0.5194875 0.10332996 0.015008052
RP11-647M7.1 BC070110_bp1864_R AGCTAAAAAGCAGCTAGAGTAGAAATTCAATCTCTTGAATTGAATTTCTACTCTAGCTGCGG Hs.274267 4265 -0.833725 0.53637273 0.018928264 0.30235 0.65559309 0.36052877 -1.1931
RP11-647M7.1 BC070110_bp1864_R AGCTAAAAAGCAGCTAGAGTAGAAATTCAATCTCTTGAATTGAATTTCTACTCTAGCTGCGG Hs.274267 9641 -0.738166667 0.44848532 0.040423073 -0.175566667 0.65235754 0.627828156 -1.2252
RP11-647M7.1 BC070110_bp1864_R AGCTAAAAAGCAGCTAGAGTAGAAATTCAATCTCTTGAATTGAATTTCTACTCTAGCTGCGG Hs.274267 15017 -0.8429 0.33309271 0.017139161 0.12595 0.54219831 0.646111973 -1.1563
RP11-647M7.1 BC070110_bp2198_R AGCTAAAAAGCCGTGTTTATCCTGAAAGTATCTCTTGAATACTTTCAGGATAAACACGGCGG Hs.274267 4267 -1.402525 0.22017807 0.000269655 0.74435 0.33280141 0.01310864 0.853866667 0.61594185 0.043006627
RP11-647M7.1 BC070110_bp2198_R AGCTAAAAAGCCGTGTTTATCCTGAAAGTATCTCTTGAATACTTTCAGGATAAACACGGCGG Hs.274267 15019 -1.4312 0.22782872 0.000257508 0.5093 0.38205369 0.05887038 0.565366667 0.53076847 0.115057154
RP11-647M7.1 BC070110_bp2198_R AGCTAAAAAGCCGTGTTTATCCTGAAAGTATCTCTTGAATACTTTCAGGATAAACACGGCGG Hs.274267 9643 -1.631633333 0.18792973 0.000870235 0.12045 0.62204184 0.770493012
RP11-647M7.1 BC070110_bp537_R AGCTAAAAAGGGGATCCTGTGCATAGATAATCTCTTGAATTATCTATGCACAGGATCCCCGG Hs.274267 4269 2.213275 0.73357425 0.000847774 0.669233333 0.27631613 0.038975811 0.0417 0.91479326 0.921293621
RP11-647M7.1 BC070110_bp537_R AGCTAAAAAGGGGATCCTGTGCATAGATAATCTCTTGAATTATCTATGCACAGGATCCCCGG Hs.274267 9645 2.2909 0.96574884 0.002129986 0.251933333 0.92975773 0.561829259
RP11-647M7.1 BC070110_bp537_R AGCTAAAAAGGGGATCCTGTGCATAGATAATCTCTTGAATTATCTATGCACAGGATCCCCGG Hs.274267 15021 2.3037 0.67946398 0.000525536 0.44165 0.66777132 0.209351433 0.084166667 1.12573103 0.863828656
RP3-402G11.12AW009248_bp324_R AGCTAAAAAGCTCAGACAGTTAAATAATCCTCTCTTGAAGGATTATTTAACTGTCTGAGCGG Hs.592213 4176 -0.481125 0.20458432 0.024607261 -0.510225 0.28421884 0.036700203 -0.35493333 0.47110006 0.266279938
RP3-402G11.12AW009248_bp324_R AGCTAAAAAGCTCAGACAGTTAAATAATCCTCTCTTGAAGGATTATTTAACTGTCTGAGCGG Hs.592213 9552 -0.546325 0.35955587 0.034575494 -0.576 0.32680209 0.030840855 -0.45896667 0.42747942 0.15516227
RP3-402G11.12AW009248_bp324_R AGCTAAAAAGCTCAGACAGTTAAATAATCCTCTCTTGAAGGATTATTTAACTGTCTGAGCGG Hs.592213 14928 -0.638475 0.40169756 0.02501711 -0.43005 0.27588797 0.059213097 -0.14216667 0.51065797 0.647856122
RP3-402G11.12AW009248_bp78_R AGCTAAAAAGACGCACACCTGATTTGATTCTCTCTTGAAGAATCAAATCAGGTGTGCGTCGG Hs.592213 4174 -0.274525 0.30599449 0.177910884 0.331075 0.77171507 0.380250225 1.08045 0.80108127 0.059875719
RP3-402G11.12AW009248_bp78_R AGCTAAAAAGACGCACACCTGATTTGATTCTCTCTTGAAGAATCAAATCAGGTGTGCGTCGG Hs.592213 9550 0.004 0.86614617 0.991540301 0.50825 0.49232216 0.092838478 0.586933333 0.94162576 0.210479436
RP3-402G11.12AW009248_bp78_R AGCTAAAAAGACGCACACCTGATTTGATTCTCTCTTGAAGAATCAAATCAGGTGTGCGTCGG Hs.592213 14926 -0.353475 0.22496356 0.072463244 0.58395 0.40281646 0.043072337 1.0002 1.29561588 0.11203971
RP4-691N24.1 NM_025176_bp1668_R AGCTAAAAAGCAGCAGTCCTGAAGGAATACTCTCTTGAAGTATTCCTTCAGGACTGCTGCGG Hs.98452 3657 -1.35005 0.35594495 0.000821339 0.0471625 0.723733 0.884508322
RP4-691N24.1 NM_025176_bp1668_R AGCTAAAAAGCAGCAGTCCTGAAGGAATACTCTCTTGAAGTATTCCTTCAGGACTGCTGCGG Hs.98452 9033 -1.311875 0.27059113 0.000519514 0.0049
RP4-691N24.1 NM_025176_bp1668_R AGCTAAAAAGCAGCAGTCCTGAAGGAATACTCTCTTGAAGTATTCCTTCAGGACTGCTGCGG Hs.98452 14409 -1.258025 0.25650423 0.000574444 0.405
RP4-691N24.1 NM_025176_bp205_R AGCTAAAAAGGGTTAACTTTGAGGAATTTATCTCTTGAATAAATTCCTCAAAGTTAACCCGG Hs.98452 9029 -1.405675 0.66479292 0.004495257 -0.26768333 0.45455376 0.383478666
RP4-691N24.1 NM_025176_bp205_R AGCTAAAAAGGGTTAACTTTGAGGAATTTATCTCTTGAATAAATTCCTCAAAGTTAACCCGG Hs.98452 14405 -1.726975 0.15084817 6.48E-05 -0.38338333 1.02158422 0.416933594
RP4-691N24.1 NM_025176_bp205_R AGCTAAAAAGGGTTAACTTTGAGGAATTTATCTCTTGAATAAATTCCTCAAAGTTAACCCGG Hs.98452 3653 -1.697275 0.24918739 0.000131259 0.0182
RP4-691N24.1 NM_025176_bp237_R AGCTAAAAAGTGGCTGTGTTGTCTTCAAATTCTCTTGAAATTTGAAGACAACACAGCCACGG Hs.98452 3655 -0.095075 0.43711163 0.673699201 0.0865375 0.68465759 0.782782215
RP4-691N24.1 NM_025176_bp237_R AGCTAAAAAGTGGCTGTGTTGTCTTCAAATTCTCTTGAAATTTGAAGACAACACAGCCACGG Hs.98452 14407 -0.101325 0.36309974 0.618208015 0.2133875 0.4891576 0.423630366
RP4-691N24.1 NM_025176_bp237_R AGCTAAAAAGTGGCTGTGTTGTCTTCAAATTCTCTTGAAATTTGAAGACAACACAGCCACGG Hs.98452 9031 -0.019925 0.37360431 0.922134903 1.2995 1.2078798 0.066983284
RPL17 NM_000985_bp18_R AGCTAAAAAGCCTGAGGGTTGACTGGATTGTCTCTTGAACAATCCAGTCAACCCTCAGGCGG Hs.374588 3001 0.325025 0.73007458 0.343027968 0.92805 1.3844687 0.122754641
RPL17 NM_000985_bp18_R AGCTAAAAAGCCTGAGGGTTGACTGGATTGTCTCTTGAACAATCCAGTCAACCCTCAGGCGG Hs.374588 8377 0.8679 0.60613468 0.022790483 0.7518 1.58200448 0.244501361
RPL17 NM_000985_bp18_R AGCTAAAAAGCCTGAGGGTTGACTGGATTGTCTCTTGAACAATCCAGTCAACCCTCAGGCGG Hs.374588 13753 0.73175 0.60819996 0.041319278 0.53565 1.10428388 0.256032428
RPL17 NM_000985_bp196_R AGCTAAAAAGTTCGAATCATCTGATATTTATCTCTTGAATAAATATCAGATGATTCGAACGG Hs.374588 2973 -2.31025 0.30480636 4.35E-05 -0.641625 1.01257441 0.157688641
RPL17 NM_000985_bp196_R AGCTAAAAAGTTCGAATCATCTGATATTTATCTCTTGAATAAATATCAGATGATTCGAACGG Hs.374588 8349 -1.74435 0.26683365 0.000130094 -0.5676 0.96161759 0.187685792
RPL17 NM_000985_bp196_R AGCTAAAAAGTTCGAATCATCTGATATTTATCTCTTGAATAAATATCAGATGATTCGAACGG Hs.374588 13725 -1.809175 0.1928136 6.62E-05 -0.660525 0.82442931 0.100006242
RPL17 NM_000985_bp71_R AGCTAAAAAGTGCTGTAGTTACTGGAAGATTCTCTTGAAATCTTCCAGTAACTACAGCACGG Hs.374588 2975 1.132525 0.71590554 0.013825396 1.09805 0.9246815 0.024889588
RPL17 NM_000985_bp71_R AGCTAAAAAGTGCTGTAGTTACTGGAAGATTCTCTTGAAATCTTCCAGTAACTACAGCACGG Hs.374588 8351 1.256175 0.64339519 0.006469346 1.099475 0.94972843 0.026802354
RPL17 NM_000985_bp71_R AGCTAAAAAGTGCTGTAGTTACTGGAAGATTCTCTTGAAATCTTCCAGTAACTACAGCACGG Hs.374588 13727 1.18735 0.72104249 0.011769417 1.067675 0.93314758 0.028456854
RPL30 NM_000989_bp253_R AGCTAAAAAGTACTATGCTATGTTGACTAATCTCTTGAATTAGCCAACATAGCATAGTACGG Hs.400295 3026 2.710366667 0.8713447 0.002268678 1.61315 0.97988892 0.005784362
RPL30 NM_000989_bp253_R AGCTAAAAAGTACTATGCTATGTTGACTAATCTCTTGAATTAGCCAACATAGCATAGTACGG Hs.400295 8402 2.54125 1.01285596 0.001620469 1.8806 0.85942667 0.001659433
RPL30 NM_000989_bp253_R AGCTAAAAAGTACTATGCTATGTTGACTAATCTCTTGAATTAGCCAACATAGCATAGTACGG Hs.400295 13778 2.242025 0.54338981 0.000265599 1.750325 0.86591656 0.002459562
RPL30 NM_000989_bp345_R AGCTAAAAAGCACACTGGCTATCATTGATCTCTCTTGAAGATCAATGATAGCCAGTGTGCGG Hs.400295 2996 1.3331 1.25858531 0.045428746 1.340425 1.14260073 0.022113759
RPL30 NM_000989_bp345_R AGCTAAAAAGCACACTGGCTATCATTGATCTCTCTTGAAGATCAATGATAGCCAGTGTGCGG Hs.400295 8372 1.3497 0.504236 0.0021767 1.55795 1.49890953 0.030591245
RPL30 NM_000989_bp345_R AGCTAAAAAGCACACTGGCTATCATTGATCTCTCTTGAAGATCAATGATAGCCAGTGTGCGG Hs.400295 13748 1.5679 1.0759192 0.015478762 1.29645 1.0505899 0.01919073
RPL30 NM_000989_bp97_R AGCTAAAAAGTCGCTGGAGTCGATCAACTCTCTCTTGAAGAGTTGATCGACTCCAGCGACGG Hs.400295 2998 0.052925 0.36355255 0.792784408 -0.514625 0.62244412 0.118302906
RPL30 NM_000989_bp97_R AGCTAAAAAGTCGCTGGAGTCGATCAACTCTCTCTTGAAGAGTTGATCGACTCCAGCGACGG Hs.400295 8374 0.091675 0.33181952 0.63612592 -0.59115 0.65117361 0.087785736
RPL30 NM_000989_bp97_R AGCTAAAAAGTCGCTGGAGTCGATCAACTCTCTCTTGAAGAGTTGATCGACTCCAGCGACGG Hs.400295 13750 0.054875 0.3691441 0.787113952 -0.585675 0.66512604 0.093491615
RPL4 NM_000968_bp1128_R AGCTAAAAAGCAGCGGCACTACAAGCCAAATCTCTTGAATTTGGCTTGTAGTGCCGCTGCGG Hs.591306 2752 4.6529 1.56012743 0.001901493 3.5583625 1.98112299 0.002341026
RPL4 NM_000968_bp1128_R AGCTAAAAAGCAGCGGCACTACAAGCCAAATCTCTTGAATTTGGCTTGTAGTGCCGCTGCGG Hs.591306 8128 3.12475 1.99789624 0.010082803 3.9217125 2.41187965 0.003650251
RPL4 NM_000968_bp1128_R AGCTAAAAAGCAGCGGCACTACAAGCCAAATCTCTTGAATTTGGCTTGTAGTGCCGCTGCGG Hs.591306 13504 3.6171 2.13484538 0.007076227 4.0866875 2.70532262 0.005094583
RPL4 NM_000968_bp154_R AGCTAAAAAGACCAGATATTGTGAACTTTGTCTCTTGAACAAAGTTCACAATATCTGGTCGG Hs.591306 2750 1.81755 0.81390902 0.003021954 0.6935375 0.70221059 0.051312058
RPL4 NM_000968_bp154_R AGCTAAAAAGACCAGATATTGTGAACTTTGTCTCTTGAACAAAGTTCACAATATCTGGTCGG Hs.591306 8126 1.7903 0.82091556 0.003344146 0.6493125 0.69804131 0.061916839
RPL4 NM_000968_bp154_R AGCTAAAAAGACCAGATATTGTGAACTTTGTCTCTTGAACAAAGTTCACAATATCTGGTCGG Hs.591306 13502 1.848525 0.85551533 0.003378605 0.6763625 0.78436321 0.070178029
RPL4 NM_000968_bp352_R AGCTAAAAAGCCGAATGTTTGCACCAACCATCTCTTGAATGGTTGGTGCAAACATTCGGCGG Hs.591306 13500 0.697175 0.26988493 0.006359277 -0.22151667 0.98786567 0.689461274
RPL4 NM_000968_bp352_R AGCTAAAAAGCCGAATGTTTGCACCAACCATCTCTTGAATGGTTGGTGCAAACATTCGGCGG Hs.591306 2748 0.693575 0.25414541 0.004954991 -0.2332 0.56865527 0.625314608
RPL4 NM_000968_bp352_R AGCTAAAAAGCCGAATGTTTGCACCAACCATCTCTTGAATGGTTGGTGCAAACATTCGGCGG Hs.591306 8124 0.662775 0.29257902 0.007830707 -0.19565 0.62826438 0.700442473
RPL4 NM_004721_bp2797_R AGCTAAAAAGCCAGTCATATTCAACCTTTATCTCTTGAATAAAGGTTGAATATGACTGGCGG Hs.432898 1890 -0.33715 0.52530409 0.220196146 0.896933333 0.80940107 0.093373612
RPL4 NM_004721_bp2797_R AGCTAAAAAGCCAGTCATATTCAACCTTTATCTCTTGAATAAAGGTTGAATATGACTGGCGG Hs.432898 7266 -0.525475 0.92478735 0.225391088 0.6112 1.88398959 0.512360637
RPL4 NM_004721_bp2797_R AGCTAAAAAGCCAGTCATATTCAACCTTTATCTCTTGAATAAAGGTTGAATATGACTGGCGG Hs.432898 12642 -0.11135 1.34096892 0.843145305 2.174333333 1.58935984 0.045552595
RPL4 NM_004721_bp655_R AGCTAAAAAGTGGGTTTCTTGAAGGACTATTCTCTTGAAATAGTCCTTCAAGAAACCCACGG Hs.432898 1892 -0.973566667 0.7824374 0.053555109 -0.601233333 3.02152736 0.67777989
RPL4 NM_004721_bp655_R AGCTAAAAAGTGGGTTTCTTGAAGGACTATTCTCTTGAAATAGTCCTTCAAGAAACCCACGG Hs.432898 7268 -0.97785 0.49227896 0.008042095 -1.7749 4.95498006 0.494746303
RPL4 NM_004721_bp655_R AGCTAAAAAGTGGGTTTCTTGAAGGACTATTCTCTTGAAATAGTCCTTCAAGAAACCCACGG Hs.432898 12644 -0.8188 0.48846901 0.015841681 -0.378666667 3.20285818 0.803129327
RPL4 NM_004721_bp947_R AGCTAAAAAGGCCCCATGTTATTGTATTATTCTCTTGAAATAATACAATAACATGGGGCCGG Hs.432898 1894 0.561575 2.91618059 0.641672045 2.458066667 1.9352264 0.054166164
RPL4 NM_004721_bp947_R AGCTAAAAAGGCCCCATGTTATTGTATTATTCTCTTGAAATAATACAATAACATGGGGCCGG Hs.432898 7270 0.9408 3.84098607 0.555645442 2.0192 2.65429637 0.169917774
RPL4 NM_004721_bp947_R AGCTAAAAAGGCCCCATGTTATTGTATTATTCTCTTGAAATAATACAATAACATGGGGCCGG Hs.432898 12646 1.230675 3.98487813 0.462086791 3.406966667 0.63145296 0.000898792
RPL41 AL832604_bp1410_R AGCTAAAAAGAGGCCTCGATGCAATTATTATCTCTTGAATAATAATTGCATCGAGGCCTCGG Hs.282998 4026 1.0180625 0.20772304 0.001116603 0.21495 0.4440078 0.401126097
RPL41 AL832604_bp1410_R AGCTAAAAAGAGGCCTCGATGCAATTATTATCTCTTGAATAATAATTGCATCGAGGCCTCGG Hs.282998 9402 1.2129875 0.24129941 0.000615286 -0.2488 0.48969131 0.355697581
RPL41 AL832604_bp1410_R AGCTAAAAAGAGGCCTCGATGCAATTATTATCTCTTGAATAATAATTGCATCGAGGCCTCGG Hs.282998 14778 0.9924125 0.13859418 0.000853548 0.08375 0.43227117 0.73414189
RPL41 AL832604_bp3532_R AGCTAAAAAGGCACCTTTCTTTGCAAATGATCTCTTGAATCATTTGCAAAGAAAGGTGCCGG Hs.282998 4028 0.4290125 0.32768227 0.063828844 0.6684 0.58533224 0.049445571
RPL41 AL832604_bp3532_R AGCTAAAAAGGCACCTTTCTTTGCAAATGATCTCTTGAATCATTTGCAAAGAAAGGTGCCGG Hs.282998 9404 0.4595625 0.3706276 0.062953175 0.66335 0.38113482 0.024960369
RPL41 AL832604_bp3532_R AGCTAAAAAGGCACCTTTCTTTGCAAATGATCTCTTGAATCATTTGCAAAGAAAGGTGCCGG Hs.282998 14780 0.336916667 0.38303809 0.214088807 0.62985 0.56218904 0.055860939
RPL41 AL832604_bp958_R AGCTAAAAAGGAGGGAGTGTTTCTCTTCTATCTCTTGAATAGAAGAGAAACACTCCCTCCGG Hs.282998 4030 -0.39795 0.28990107 0.102073561
RPL41 AL832604_bp958_R AGCTAAAAAGGAGGGAGTGTTTCTCTTCTATCTCTTGAATAGAAGAGAAACACTCCCTCCGG Hs.282998 9406 -0.337725 0.37437079 0.179929419
RPL41 AL832604_bp958_R AGCTAAAAAGGAGGGAGTGTTTCTCTTCTATCTCTTGAATAGAAGAGAAACACTCCCTCCGG Hs.282998 14782 1.2235 -0.2581 0.35166157 0.28133598
RPL6 NM_000970_bp116_R AGCTAAAAAAAGGGTAACCTCAAAGCTAAATCTCTTGAATTTAGCTTTGAGGTTACCCTTGG Hs.546283 8418 3.340975 0.65036367 7.49E-05 5.09165 1.97986442 0.000368639
RPL6 NM_000970_bp116_R AGCTAAAAAAAGGGTAACCTCAAAGCTAAATCTCTTGAATTTAGCTTTGAGGTTACCCTTGG Hs.546283 13794 3.00135 1.35705391 0.002576157 4.955125 1.83576251 0.00029013
RPL6 NM_000970_bp116_R AGCTAAAAAAAGGGTAACCTCAAAGCTAAATCTCTTGAATTTAGCTTTGAGGTTACCCTTGG Hs.546283 3042 3.3957 0.39549196 0.000123522 4.163533333 1.71406405 0.001387175
RPL6 NM_000970_bp229_R AGCTAAAAAGGCCATGTACAAGAGGAAGTATCTCTTGAATACTTCCTCTTGTACATGGCCGG Hs.546283 3040 1.031733333 0.24132752 0.005913623 0.4301 1.31656192 0.418633175
RPL6 NM_000970_bp229_R AGCTAAAAAGGCCATGTACAAGAGGAAGTATCTCTTGAATACTTCCTCTTGTACATGGCCGG Hs.546283 8416 1.810166667 0.27045407 0.000810499 0.217575 1.02507398 0.607845575
RPL6 NM_000970_bp229_R AGCTAAAAAGGCCATGTACAAGAGGAAGTATCTCTTGAATACTTCCTCTTGTACATGGCCGG Hs.546283 13792 1.095566667 0.30051383 0.0060493 -0.0445 0.65536201 0.883857908
RPL6 NM_000970_bp292_R AGCTAAAAAGGTTCTCGCAACTGTTACAAATCTCTTGAATTTGTAACAGTTGCGAGAACCGG Hs.546283 3044 4.390733333 2.2571669 0.00923544 3.86045 1.44324201 0.000344484
RPL6 NM_000970_bp292_R AGCTAAAAAGGTTCTCGCAACTGTTACAAATCTCTTGAATTTGTAACAGTTGCGAGAACCGG Hs.546283 8420 4.021033333 1.9495267 0.007659242 3.57815 1.15065628 0.00017688
RPL6 NM_000970_bp292_R AGCTAAAAAGGTTCTCGCAACTGTTACAAATCTCTTGAATTTGTAACAGTTGCGAGAACCGG Hs.546283 13796 4.641533333 2.34322196 0.008631837 3.8396 0.85548183 3.09E-05
RPL8 NM_033301_bp302_R AGCTAAAAAGGGATCCGTATCGGTTTAAGATCTCTTGAATCTTAAACCGATACGGATCCCGG Hs.178551 13506
RPL8 NM_033301_bp302_R AGCTAAAAAGGGATCCGTATCGGTTTAAGATCTCTTGAATCTTAAACCGATACGGATCCCGG Hs.178551 8130
RPL8 NM_033301_bp511_R AGCTAAAAAGCCACCGTTATCTCCCACAACTCTCTTGAAGTTGTGGGAGATAACGGTGGCGG Hs.178551 2758 -0.9142 0.40594132 0.007825311 -0.5350375 1.07898746 0.283473744
RPL8 NM_033301_bp511_R AGCTAAAAAGCCACCGTTATCTCCCACAACTCTCTTGAAGTTGTGGGAGATAACGGTGGCGG Hs.178551 8134 -0.954975 0.37220304 0.005032511 -0.1731625 1.21734678 0.787030857
RPL8 NM_033301_bp511_R AGCTAAAAAGCCACCGTTATCTCCCACAACTCTCTTGAAGTTGTGGGAGATAACGGTGGCGG Hs.178551 13510 -1.00545 0.39709291 0.004687732 -0.5146125 1.03134023 0.285937717
RPL8 NM_033301_bp666_R AGCTAAAAAGTACCACAAATATAAGGCAAATCTCTTGAATTTGCCTTATATTTGTGGTACGG Hs.178551 2756 -0.92605 0.01004092 0.037227076 -0.2371125 0.37568465 0.414849624
RPL8 NM_033301_bp666_R AGCTAAAAAGTACCACAAATATAAGGCAAATCTCTTGAATTTGCCTTATATTTGTGGTACGG Hs.178551 8132 -0.7824 0.06724586 0.060361002 -0.2321125 0.40923164 0.439777965
RPL8 NM_033301_bp666_R AGCTAAAAAGTACCACAAATATAAGGCAAATCTCTTGAATTTGCCTTATATTTGTGGTACGG Hs.178551 13508 -0.78875 0.27647875 0.074759387 -0.23251667 0.33033118 0.492202288
RPS11 NM_001015_bp237_R AGCTAAAAAGGCACCTACATTGACAAGAAATCTCTTGAATTTCTTGTCAATGTAGGTGCCGG Hs.433529 2760 0.7379 0.15080939 0.002798263 0.7938375 0.48473146 0.014497979
RPS11 NM_001015_bp237_R AGCTAAAAAGGCACCTACATTGACAAGAAATCTCTTGAATTTCTTGTCAATGTAGGTGCCGG Hs.433529 8136 0.849175 0.2751984 0.00335205 0.7851875 0.30383484 0.007239629
RPS11 NM_001015_bp237_R AGCTAAAAAGGCACCTACATTGACAAGAAATCTCTTGAATTTCTTGTCAATGTAGGTGCCGG Hs.433529 13512 0.801775 0.03550954 0.00120438 0.8492875 0.53432048 0.013564718
RPS11 NM_001015_bp259_R AGCTAAAAAGCCCCTTCACTGGTAATGTGTTCTCTTGAAACACATTACCAGTGAAGGGGCGG Hs.433529 2786 -0.2466625 0.62152515 0.49605593
RPS11 NM_001015_bp259_R AGCTAAAAAGCCCCTTCACTGGTAATGTGTTCTCTTGAAACACATTACCAGTGAAGGGGCGG Hs.433529 8162 0.323975 0.06508918 0.206071579 -0.2531875 0.62663447 0.485114423
RPS11 NM_001015_bp259_R AGCTAAAAAGCCCCTTCACTGGTAATGTGTTCTCTTGAAACACATTACCAGTGAAGGGGCGG Hs.433529 13538 -0.2877625 0.59849966 0.407681582
RPS11 NM_001015_bp346_R AGCTAAAAAGCCGAGACTATCTGCACTACATCTCTTGAATGTAGTGCAGATAGTCTCGGCGG Hs.433529 2788 -0.00825 0.239583333 1.10113206 0.564216496
RPS11 NM_001015_bp346_R AGCTAAAAAGCCGAGACTATCTGCACTACATCTCTTGAATGTAGTGCAGATAGTCTCGGCGG Hs.433529 8164 0.12135 0.280416667 1.02867558 0.490744941
RPS11 NM_001015_bp346_R AGCTAAAAAGCCGAGACTATCTGCACTACATCTCTTGAATGTAGTGCAGATAGTCTCGGCGG Hs.433529 13540 -0.07945 0.24555 0.89201712 0.496641628
RPS13 NM_001017_bp183_R AGCTAAAAAGGTGTAATCCTGAGAGATTCATCTCTTGAATGAATCTCTCAGGATTACACCGG Hs.446588 2790 5.567775 1.07598098 5.48E-05 2.9761375 0.86992842 0.000137177
RPS13 NM_001017_bp183_R AGCTAAAAAGGTGTAATCCTGAGAGATTCATCTCTTGAATGAATCTCTCAGGATTACACCGG Hs.446588 8166 5.587525 1.06010489 5.04E-05 2.9833625 0.8814773 0.000143041
RPS13 NM_001017_bp183_R AGCTAAAAAGGTGTAATCCTGAGAGATTCATCTCTTGAATGAATCTCTCAGGATTACACCGG Hs.446588 13542 5.655825 1.03953917 4.38E-05 2.9479375 0.88279825 0.000153753
RPS13 NM_001017_bp315_R AGCTAAAAAGCAGTTGCTGTTCGAAAGCATTCTCTTGAAATGCTTTCGAACAGCAACTGCGG Hs.446588 2794 5.328325 1.4120116 0.000205671 5.0734875 0.57523546 1.19E-06
RPS13 NM_001017_bp315_R AGCTAAAAAGCAGTTGCTGTTCGAAAGCATTCTCTTGAAATGCTTTCGAACAGCAACTGCGG Hs.446588 8170 5.30665 1.37534661 0.000185927 5.0990125 0.55808122 1.05E-06
RPS13 NM_001017_bp315_R AGCTAAAAAGCAGTTGCTGTTCGAAAGCATTCTCTTGAAATGCTTTCGAACAGCAACTGCGG Hs.446588 13546 5.3142 1.3312597 0.000159169 5.0240625 0.52334593 9.34E-07
RPS13 NM_001017_bp407_R AGCTAAAAAGGCTCGATATTATAAGACCAATCTCTTGAATTGGTCTTATAATATCGAGCCGG Hs.446588 2792 -0.5098 0.28078855 0.046435102 0.2100375 0.54681019 0.371060795
RPS13 NM_001017_bp407_R AGCTAAAAAGGCTCGATATTATAAGACCAATCTCTTGAATTGGTCTTATAATATCGAGCCGG Hs.446588 8168 -0.576925 0.3043356 0.032429331 0.1333875 0.26521343 0.416471887
RPS13 NM_001017_bp407_R AGCTAAAAAGGCTCGATATTATAAGACCAATCTCTTGAATTGGTCTTATAATATCGAGCCGG Hs.446588 13544 -0.5843 0.30751489 0.032071173 0.0058875 0.31649921 0.825736776
RPS2 NM_016281_bp1666_R AGCTAAAAAGGAACAGATGTCAGGTTATAATCTCTTGAATTATAACCTGACATCTGTTCCGG Hs.506997 551 0.7056 1.37141716 0.252463725 -2.0713 0.59481822 0.01709188
RPS2 NM_016281_bp1666_R AGCTAAAAAGGAACAGATGTCAGGTTATAATCTCTTGAATTATAACCTGACATCTGTTCCGG Hs.506997 5927 0.586175 1.28007907 0.303597042 -1.60985 1.35403878 0.107622825
RPS2 NM_016281_bp1666_R AGCTAAAAAGGAACAGATGTCAGGTTATAATCTCTTGAATTATAACCTGACATCTGTTCCGG Hs.506997 11303 0.787166667 1.92257023 0.381125838 -3.5388 1.04736656 0.011798216
RPS2 NM_016281_bp581_R AGCTAAAAAGCTTGGTTGGTGATGGAATATTCTCTTGAAATATTCCATCACCAACCAAGCGG Hs.506997 5928 2.306825 5.34260598 0.315620095 1.8471 0.123178 0.009395423
RPS2 NM_016281_bp581_R AGCTAAAAAGCTTGGTTGGTGATGGAATATTCTCTTGAAATATTCCATCACCAACCAAGCGG Hs.506997 11304 1.936075 4.05910687 0.273476713 1.3186 0.41531131 0.008679869
RPS2 NM_016281_bp581_R AGCTAAAAAGCTTGGTTGGTGATGGAATATTCTCTTGAAATATTCCATCACCAACCAAGCGG Hs.506997 552 4.394783333 2.03608856 0.006474306 0.9564
RPS6KA1 NM_002953_bp1515_R AGCTAAAAAGCGGGATCCTTCAGAAGAGATTCTCTTGAAATCTCTTCTGAAGGATCCCGCGG Hs.149957 1887 0.8032
RPS6KA1 NM_002953_bp1515_R AGCTAAAAAGCGGGATCCTTCAGAAGAGATTCTCTTGAAATCTCTTCTGAAGGATCCCGCGG Hs.149957 7263 0.7555
RPS6KA1 NM_002953_bp1515_R AGCTAAAAAGCGGGATCCTTCAGAAGAGATTCTCTTGAAATCTCTTCTGAAGGATCCCGCGG Hs.149957 12639 0.8185
RPS6KA1 NM_002953_bp324_R AGCTAAAAAGGCTGATCCATCCCATTTCGATCTCTTGAATCGAAATGGGATGGATCAGCCGG Hs.149957 294 0.463166667 0.62922179 0.204292598 -0.4223875 0.61340317 0.200470926
RPS6KA1 NM_002953_bp324_R AGCTAAAAAGGCTGATCCATCCCATTTCGATCTCTTGAATCGAAATGGGATGGATCAGCCGG Hs.149957 5670 0.5046 0.65086271 0.182311688 -0.3849125 0.63760894 0.248596294
RPS6KA1 NM_002953_bp324_R AGCTAAAAAGGCTGATCCATCCCATTTCGATCTCTTGAATCGAAATGGGATGGATCAGCCGG Hs.149957 11046 0.479566667 0.64988724 0.19996535 -0.3820875 0.59566051 0.230035145
RPS6KA1 NM_002953_bp558_R AGCTAAAAAGGGCAAGCTCTATCTCATTCTTCTCTTGAAAGAATGAGATAGAGCTTGCCCGG Hs.149957 1889
RPS6KA1 NM_002953_bp558_R AGCTAAAAAGGGCAAGCTCTATCTCATTCTTCTCTTGAAAGAATGAGATAGAGCTTGCCCGG Hs.149957 7265
RPS6KA1 NM_002953_bp558_R AGCTAAAAAGGGCAAGCTCTATCTCATTCTTCTCTTGAAAGAATGAGATAGAGCTTGCCCGG Hs.149957 12641
RPS6KA2 NM_021135_bp1502_R AGCTAAAAAGTGCAAGCGATGTGTGCATAATCTCTTGAATTATGCACACATCGCTTGCACGG Hs.147119 1870 1.4527 0.2313
RPS6KA2 NM_021135_bp1502_R AGCTAAAAAGTGCAAGCGATGTGTGCATAATCTCTTGAATTATGCACACATCGCTTGCACGG Hs.147119 7246 1.4968 0.3547
RPS6KA2 NM_021135_bp1502_R AGCTAAAAAGTGCAAGCGATGTGTGCATAATCTCTTGAATTATGCACACATCGCTTGCACGG Hs.147119 12622 0.176
RPS6KA2 NM_021135_bp2307_R AGCTAAAAAGCCACCTACTTTGCTCTAAACTCTCTTGAAGTTTAGAGCAAAGTAGGTGGCGG Hs.147119 673 0.928125 0.2075862 0.001698257 -0.0226 0.31917311 0.907245823
RPS6KA2 NM_021135_bp2307_R AGCTAAAAAGCCACCTACTTTGCTCTAAACTCTCTTGAAGTTTAGAGCAAAGTAGGTGGCGG Hs.147119 6049 0.92615 0.27293331 0.002586659 0.1741 0.32709824 0.396098631
RPS6KA2 NM_021135_bp2307_R AGCTAAAAAGCCACCTACTTTGCTCTAAACTCTCTTGAAGTTTAGAGCAAAGTAGGTGGCGG Hs.147119 11425 0.903825 0.18672688 0.001692603 0.1654 0.33845572 0.425951852



RPS6KA2 NM_021135_bp321_R AGCTAAAAAGAAGGTGTCGTGAAGGAGATATCTCTTGAATATCTCCTTCACGACACCTTCGG Hs.147119 674 -0.1295 0.07412631 0.48753537 0.223633333 0.63753194 0.53497766
RPS6KA2 NM_021135_bp321_R AGCTAAAAAGAAGGTGTCGTGAAGGAGATATCTCTTGAATATCTCCTTCACGACACCTTCGG Hs.147119 6050 0.0826 0.18154768 0.67429401 0.7126 0.35423052 0.017309022
RPS6KA2 NM_021135_bp321_R AGCTAAAAAGAAGGTGTCGTGAAGGAGATATCTCTTGAATATCTCCTTCACGACACCTTCGG Hs.147119 11426 0.1262 0.13681418 0.512744697 0.6131 0.35967574 0.029786986
RPS6KA3 NM_004586_bp1345_R AGCTAAAAAGCAGTGAAGATTATTGATAAATCTCTTGAATTTATCAATAATCTTCACTGCGG Hs.445387 5681 -0.741766667 3.52168909 0.634564694 1.636166667 2.68511925 0.248770435
RPS6KA3 NM_004586_bp1345_R AGCTAAAAAGCAGTGAAGATTATTGATAAATCTCTTGAATTTATCAATAATCTTCACTGCGG Hs.445387 11057 -0.2971 2.02388128 0.723306882 1.779333333 1.72872361 0.092360758
RPS6KA3 NM_004586_bp1345_R AGCTAAAAAGCAGTGAAGATTATTGATAAATCTCTTGAATTTATCAATAATCTTCACTGCGG Hs.445387 305 0.09155 3.39602174 0.956990639
RPS6KA3 NM_004586_bp1879_R AGCTAAAAAGAGGAAATATTGGCACGAATATCTCTTGAATATTCGTGCCAATATTTCCTCGG Hs.445387 1848 1.844075 2.35618171 0.101248126 -4.004733333 3.22118212 0.055453866
RPS6KA3 NM_004586_bp1879_R AGCTAAAAAGAGGAAATATTGGCACGAATATCTCTTGAATATTCGTGCCAATATTTCCTCGG Hs.445387 7224 1.769575 2.37848498 0.11489516 -4.047933333 4.03459754 0.093588961
RPS6KA3 NM_004586_bp1879_R AGCTAAAAAGAGGAAATATTGGCACGAATATCTCTTGAATATTCGTGCCAATATTTCCTCGG Hs.445387 12600 1.7655 2.36730432 0.114245311 -4.2207 3.91605797 0.079009739
RPS6KA4 NM_003942_bp1152_R AGCTAAAAAGCACCCTCCATTCTCTTTGACTCTCTTGAAGTCAAAGAGAATGGAGGGTGCGG Hs.105584 216 -0.27645 0.40918971 0.233903432 -0.5117875 0.2978524 0.038900761
RPS6KA4 NM_003942_bp1152_R AGCTAAAAAGCACCCTCCATTCTCTTTGACTCTCTTGAAGTCAAAGAGAATGGAGGGTGCGG Hs.105584 5592 -0.32255 0.28737802 0.116925912 -0.4450875 0.26731481 0.051485327
RPS6KA4 NM_003942_bp1152_R AGCTAAAAAGCACCCTCCATTCTCTTTGACTCTCTTGAAGTCAAAGAGAATGGAGGGTGCGG Hs.105584 10968 -0.284175 0.34115102 0.184414125 -0.3905625 0.28183287 0.079404239
RPS6KA4 NM_003942_bp2175_R AGCTAAAAAGCCACCTTCATGGCATTCAACTCTCTTGAAGTTGAATGCCATGAAGGTGGCGG Hs.105584 229 -0.098175 0.08962111 0.496222813 0.0855375 0.09095104 0.5551338
RPS6KA4 NM_003942_bp2175_R AGCTAAAAAGCCACCTTCATGGCATTCAACTCTCTTGAAGTTGAATGCCATGAAGGTGGCGG Hs.105584 5605 -0.020775 0.12245158 0.885975819 0.1183125 0.11030162 0.430452042
RPS6KA4 NM_003942_bp2175_R AGCTAAAAAGCCACCTTCATGGCATTCAACTCTCTTGAAGTTGAATGCCATGAAGGTGGCGG Hs.105584 10981 0.118525 0.22120596 0.479023266 0.0679625 0.15875104 0.659851309
RPS6KA4 NM_003942_bp889_R AGCTAAAAAGGCTGCTTTGTAAGGATCCTATCTCTTGAATAGGATCCTTACAAAGCAGCCGG Hs.105584 1682 -0.2818 1.24797117 0.626234732 -0.477133333 0.64306943 0.228804203 -0.6728 -0.0728 0.30386096 0.718442461
RPS6KA4 NM_003942_bp889_R AGCTAAAAAGGCTGCTTTGTAAGGATCCTATCTCTTGAATAGGATCCTTACAAAGCAGCCGG Hs.105584 7058 -0.227233333 1.38580624 0.719115501 -0.8693 0.38039744 0.026994537
RPS6KA4 NM_003942_bp889_R AGCTAAAAAGGCTGCTTTGTAAGGATCCTATCTCTTGAATAGGATCCTTACAAAGCAGCCGG Hs.105584 12434 -0.2926 1.31771968 0.630140971 -0.359333333 0.63147587 0.336918467
RPS6KA5 NM_004755_bp666_R AGCTAAAAAGAGCATGAGGTGCAGATTTATTCTCTTGAAATAAATCTGCACCTCATGCTCGG Hs.510225 331 -0.052525 2.07475034 0.950960774 -2.877066667 3.49640076 0.144468839
RPS6KA5 NM_004755_bp666_R AGCTAAAAAGAGCATGAGGTGCAGATTTATTCTCTTGAAATAAATCTGCACCTCATGCTCGG Hs.510225 5707 -0.436275 1.75870023 0.55613656 -4.463966667 5.11939475 0.127293615
RPS6KA5 NM_004755_bp666_R AGCTAAAAAGAGCATGAGGTGCAGATTTATTCTCTTGAAATAAATCTGCACCTCATGCTCGG Hs.510225 11083 -0.423325 1.77209892 0.570239853 -4.660666667 4.84211326 0.10260271
RPS6KA5 NM_004755_bp728_R AGCTAAAAAGGGGATTATATATCGTGATATTCTCTTGAAATATCACGATATATAATCCCCGG Hs.510225 332 -0.9661 1.03472556 0.06982047 -0.592633333 1.09585301 0.316176439
RPS6KA5 NM_004755_bp728_R AGCTAAAAAGGGGATTATATATCGTGATATTCTCTTGAAATATCACGATATATAATCCCCGG Hs.510225 5708 -1.118275 1.12563702 0.056877895 -1.280366667 1.05830934 0.068546966
RPS6KA5 NM_004755_bp728_R AGCTAAAAAGGGGATTATATATCGTGATATTCTCTTGAAATATCACGATATATAATCCCCGG Hs.510225 11084 -1.2239 1.29774359 0.064446209 -1.422333333 1.43110759 0.102619779
RPS6KA5 NM_004755_bp939_R AGCTAAAAAGGTGTTCTAATGTATGAATTATCTCTTGAATAATTCATACATTAGAACACCGG Hs.510225 333 -0.485833333 0.79548104 0.253224883 -0.1992 0.53220138 0.531324106
RPS6KA5 NM_004755_bp939_R AGCTAAAAAGGTGTTCTAATGTATGAATTATCTCTTGAATAATTCATACATTAGAACACCGG Hs.510225 5709 0.0713 0.31303707 0.703888361 -0.296366667 0.36337298 0.279234545
RPS6KA5 NM_004755_bp939_R AGCTAAAAAGGTGTTCTAATGTATGAATTATCTCTTGAATAATTCATACATTAGAACACCGG Hs.510225 11085 -0.283 0.55721297 0.311077202 -0.48 0.23876407 0.082140478
RPS6KA6 NM_014496_bp1335_R AGCTAAAAAGCTGCACAATTTGGTGAAGTATCTCTTGAATACTTCACCAAATTGTGCAGCGG Hs.368153 472 1.20495 2.63921548 0.29408391 -0.7998
RPS6KA6 NM_014496_bp1335_R AGCTAAAAAGCTGCACAATTTGGTGAAGTATCTCTTGAATACTTCACCAAATTGTGCAGCGG Hs.368153 5848 1.67675 3.01921444 0.212616949 -1.444433333 6.39183951 0.636285054
RPS6KA6 NM_014496_bp1335_R AGCTAAAAAGCTGCACAATTTGGTGAAGTATCTCTTGAATACTTCACCAAATTGTGCAGCGG Hs.368153 11224 1.7758 3.16667052 0.208643432 -2.783366667 6.30754467 0.377615397
RPS6KA6 NM_014496_bp1954_R AGCTAAAAAGCCCCAATGATACTCCTGAAGTCTCTTGAACTTCAGGAGTATCATTGGGGCGG Hs.368153 5849 -2.306275 3.42071463 0.143024577 -4.570333333 3.9780679 0.067459135
RPS6KA6 NM_014496_bp1954_R AGCTAAAAAGCCCCAATGATACTCCTGAAGTCTCTTGAACTTCAGGAGTATCATTGGGGCGG Hs.368153 11225 -3.184475 2.78370013 0.032233641 -3.612266667 2.98777425 0.059796475
RPS6KA6 NM_014496_bp847_R AGCTAAAAAGGTGGTCATATGGTGTTCTTATCTCTTGAATAAGAACACCATATGACCACCGG Hs.368153 474 0.668433333 3.36411659 0.653534129 0.4888 1.82475976 0.613787039
RPS6KA6 NM_014496_bp847_R AGCTAAAAAGGTGGTCATATGGTGTTCTTATCTCTTGAATAAGAACACCATATGACCACCGG Hs.368153 5850 1.187725 2.71227624 0.311924437 -0.8251 2.76277001 0.540226493
RPS6KA6 NM_014496_bp847_R AGCTAAAAAGGTGGTCATATGGTGTTCTTATCTCTTGAATAAGAACACCATATGACCACCGG Hs.368153 11226 0.653266667 4.06782244 0.714854723 -0.526466667 2.40293382 0.649742656
RPS6KB1 NM_003161_bp165_R AGCTAAAAAGGGGGGTCAGTTAAATGAAAGTCTCTTGAACTTTCATTTAACTGACCCCCCGG Hs.463642 1552 -0.8751 0.35853318 0.016752042 -0.8220125 0.38727682 0.012461268
RPS6KB1 NM_003161_bp165_R AGCTAAAAAGGGGGGTCAGTTAAATGAAAGTCTCTTGAACTTTCATTTAACTGACCCCCCGG Hs.463642 6928 -0.9076 0.34881478 0.014254832 -0.7908375 0.38018301 0.013782901
RPS6KB1 NM_003161_bp165_R AGCTAAAAAGGGGGGTCAGTTAAATGAAAGTCTCTTGAACTTTCATTTAACTGACCCCCCGG Hs.463642 12304 -0.835733333 0.31098169 0.016160581 -0.7696125 0.37152141 0.014483566
RPS6KB1 NM_003161_bp221_R AGCTAAAAAGCATGGAACATTGTGAGAAATTCTCTTGAAATTTCTCACAATGTTCCATGCGG Hs.463642 318 0.4743 1.01577344 0.303144511 -0.2213125 0.31989162 0.287648697
RPS6KB1 NM_003161_bp221_R AGCTAAAAAGCATGGAACATTGTGAGAAATTCTCTTGAAATTTCTCACAATGTTCCATGCGG Hs.463642 5694 0.39505 0.93979929 0.352589657 -0.1757375 0.32704803 0.392005183
RPS6KB1 NM_003161_bp221_R AGCTAAAAAGCATGGAACATTGTGAGAAATTCTCTTGAAATTTCTCACAATGTTCCATGCGG Hs.463642 11070 0.451075 0.96713598 0.305807854 -0.2113125 0.35536311 0.331355243
RPS6KB1 NM_003161_bp99_R AGCTAAAAAGGCAGGAGTGTTTGACATAGATCTCTTGAATCTATGTCAAACACTCCTGCCGG Hs.463642 1554 0.228233333 0.33358906 0.371707462
RPS6KB1 NM_003161_bp99_R AGCTAAAAAGGCAGGAGTGTTTGACATAGATCTCTTGAATCTATGTCAAACACTCCTGCCGG Hs.463642 6930 0.255933333 0.30165048 0.306881946
RPS6KB1 NM_003161_bp99_R AGCTAAAAAGGCAGGAGTGTTTGACATAGATCTCTTGAATCTATGTCAAACACTCCTGCCGG Hs.463642 12306 0.289966667 0.27003271 0.241660742
RPS6KC1 NM_012424_bp1374_R AGCTAAAAAGGTGGCAAACTGTGGTCATATTCTCTTGAAATATGACCACAGTTTGCCACCGG Hs.30352 5799 3.4169 3.0346
RPS6KC1 NM_012424_bp1374_R AGCTAAAAAGGTGGCAAACTGTGGTCATATTCTCTTGAAATATGACCACAGTTTGCCACCGG Hs.30352 423 0.8233
RPS6KC1 NM_012424_bp1374_R AGCTAAAAAGGTGGCAAACTGTGGTCATATTCTCTTGAAATATGACCACAGTTTGCCACCGG Hs.30352 11175 3.4773
RPS6KC1 NM_012424_bp2420_R AGCTAAAAAGCCCAAATCCTATAGTATAACTCTCTTGAAGTTATACTATAGGATTTGGGCGG Hs.30352 424 -1.129775 0.54841185 0.00607377 0.7278 0.43245484 0.053206716
RPS6KC1 NM_012424_bp2420_R AGCTAAAAAGCCCAAATCCTATAGTATAACTCTCTTGAAGTTATACTATAGGATTTGGGCGG Hs.30352 5800 -1.685175 0.41617985 0.000441801 0.3494 1.37065363 0.608176183
RPS6KC1 NM_012424_bp2420_R AGCTAAAAAGCCCAAATCCTATAGTATAACTCTCTTGAAGTTATACTATAGGATTTGGGCGG Hs.30352 11176 -1.46745 0.69305286 0.00431633 0.096566667 0.16424708 0.630396645
RPS6KC1 NM_012424_bp528_R AGCTAAAAAGGTGGAATAATTAATGATAGTTCTCTTGAAACTATCATTAATTATTCCACCGG Hs.30352 425 -0.980425 0.78879829 0.031420757 -1.550633333 2.96597337 0.309354367
RPS6KC1 NM_012424_bp528_R AGCTAAAAAGGTGGAATAATTAATGATAGTTCTCTTGAAACTATCATTAATTATTCCACCGG Hs.30352 5801 -1.2156 0.73955408 0.011651711 -2.1544 3.83355312 0.278575253
RPS6KC1 NM_012424_bp528_R AGCTAAAAAGGTGGAATAATTAATGATAGTTCTCTTGAAACTATCATTAATTATTCCACCGG Hs.30352 11177 -1.317675 0.70848296 0.007309337 -2.4328 3.46164084 0.194929119
RPS6KL1 NM_031464_bp1535_R AGCTAAAAAGGGTCTCTACTGTATGAACTGTCTCTTGAACAGTTCATACAGTAGAGACCCGG Hs.414481 1973 -0.4333 -0.0435
RPS6KL1 NM_031464_bp1535_R AGCTAAAAAGGGTCTCTACTGTATGAACTGTCTCTTGAACAGTTCATACAGTAGAGACCCGG Hs.414481 7349 0.3995
RPS6KL1 NM_031464_bp1535_R AGCTAAAAAGGGTCTCTACTGTATGAACTGTCTCTTGAACAGTTCATACAGTAGAGACCCGG Hs.414481 12725 2.4151 0.6117
RPS6KL1 NM_031464_bp1703_R AGCTAAAAAGAAGGTGGTGTCAGCAAACTCTCTCTTGAAGAGTTTGCTGACACCACCTTCGG Hs.414481 1975 0.2453
RPS6KL1 NM_031464_bp1703_R AGCTAAAAAGAAGGTGGTGTCAGCAAACTCTCTCTTGAAGAGTTTGCTGACACCACCTTCGG Hs.414481 7351 0.0905
RPS6KL1 NM_031464_bp1703_R AGCTAAAAAGAAGGTGGTGTCAGCAAACTCTCTCTTGAAGAGTTTGCTGACACCACCTTCGG Hs.414481 12727 0.2473
RPS6KL1 NM_031464_bp405_R AGCTAAAAAGCGATGTTAGTGAGGACTATGTCTCTTGAACATAGTCCTCACTAACATCGCGG Hs.414481 724 -0.726025 0.21405255 0.005161234 -0.38055 0.34300723 0.108525305
RPS6KL1 NM_031464_bp405_R AGCTAAAAAGCGATGTTAGTGAGGACTATGTCTCTTGAACATAGTCCTCACTAACATCGCGG Hs.414481 6100 -0.438375 0.29489304 0.051585797 -0.0665 0.42179843 0.77112119
RPS6KL1 NM_031464_bp405_R AGCTAAAAAGCGATGTTAGTGAGGACTATGTCTCTTGAACATAGTCCTCACTAACATCGCGG Hs.414481 11476 -0.31305 0.25836957 0.113386603 0.237025 0.33163409 0.266754632
RRM1 NM_001033_bp1049_R AGCTAAAAAGTACCGATGCTGAGAGTATATTCTCTTGAAATATACTCTCAGCATCGGTACGG Hs.558393 2295 3.0818875 0.81041439 0.00026506 2.7646375 0.7345982 0.000110666
RRM1 NM_001033_bp1049_R AGCTAAAAAGTACCGATGCTGAGAGTATATTCTCTTGAAATATACTCTCAGCATCGGTACGG Hs.558393 7671 3.1830875 0.76113108 0.000176085 2.9720625 0.49017634 1.89E-05
RRM1 NM_001033_bp1049_R AGCTAAAAAGTACCGATGCTGAGAGTATATTCTCTTGAAATATACTCTCAGCATCGGTACGG Hs.558393 13047 3.4198625 0.7754675 0.000134413 2.9959125 0.53049732 2.26E-05
RRM1 NM_001033_bp1393_R AGCTAAAAAGCAGCTTTGGTATGCCATCATTCTCTTGAAATGATGGCATACCAAAGCTGCGG Hs.558393 998 0.7931125 0.24124618 0.004161765 0.3716125 0.33364653 0.133721079
RRM1 NM_001033_bp1393_R AGCTAAAAAGCAGCTTTGGTATGCCATCATTCTCTTGAAATGATGGCATACCAAAGCTGCGG Hs.558393 6374 0.7327625 0.27815457 0.00726268 0.3273375 0.36427928 0.18820115
RRM1 NM_001033_bp1393_R AGCTAAAAAGCAGCTTTGGTATGCCATCATTCTCTTGAAATGATGGCATACCAAAGCTGCGG Hs.558393 11750 0.6780625 0.1953932 0.006194444 0.2860375 0.35762149 0.239758897
RRM1 NM_001033_bp1700_R AGCTAAAAAGAGGCATGCCTATCAAATAAATCTCTTGAATTTATTTGATAGGCATGCCTCGG Hs.558393 997 3.7499625 0.7091913 5.99E-05 3.6290625 2.27586143 0.004255346
RRM1 NM_001033_bp1700_R AGCTAAAAAGAGGCATGCCTATCAAATAAATCTCTTGAATTTATTTGATAGGCATGCCTCGG Hs.558393 6373 3.8258125 0.78411284 8.17E-05 3.7055625 2.35127195 0.004469401
RRM1 NM_001033_bp1700_R AGCTAAAAAGAGGCATGCCTATCAAATAAATCTCTTGAATTTATTTGATAGGCATGCCTCGG Hs.558393 11749 3.7245625 0.66417501 4.78E-05 3.4640375 2.27022569 0.005254691
RRM2 NM_001034_bp1050_R AGCTAAAAAGAGGAGAGAGTAAGAGAAATATCTCTTGAATATTTCTCTTACTCTCTCCTCGG Hs.226390 983 0.7502375 0.11063183 0.002672002 0.6171625 0.49249834 0.047739165
RRM2 NM_001034_bp1050_R AGCTAAAAAGAGGAGAGAGTAAGAGAAATATCTCTTGAATATTTCTCTTACTCTCTCCTCGG Hs.226390 6359 0.7020125 0.08815746 0.003298174 0.6455875 0.5053234 0.042706923
RRM2 NM_001034_bp1050_R AGCTAAAAAGAGGAGAGAGTAAGAGAAATATCTCTTGAATATTTCTCTTACTCTCTCCTCGG Hs.226390 11735 0.7694125 0.07510169 0.002117013 0.5819625 0.38789541 0.041368753
RRM2 NM_001034_bp1224_R AGCTAAAAAGAGAACCCATTTGACTTTATGTCTCTTGAACATAAAGTCAAATGGGTTCTCGG Hs.226390 984 0.2212125 0.27400691 0.242894239 0.0798625 0.1612898 0.686901982
RRM2 NM_001034_bp1224_R AGCTAAAAAGAGAACCCATTTGACTTTATGTCTCTTGAACATAAAGTCAAATGGGTTCTCGG Hs.226390 6360 0.2287875 0.2829975 0.234593159 0.1008875 0.12561376 0.605821187
RRM2 NM_001034_bp1224_R AGCTAAAAAGAGAACCCATTTGACTTTATGTCTCTTGAACATAAAGTCAAATGGGTTCTCGG Hs.226390 11736 0.2568375 0.30548338 0.20228134 0.0794125 0.16157208 0.688595827
RRM2 NM_001034_bp915_R AGCTAAAAAGCGTCGATATTCTGGCTCAAGTCTCTTGAACTTGAGCCAGAATATCGACGCGG Hs.226390 2293 -1.3749125 0.15658521 0.000201397 0.2256625 0.4483861 0.381390707
RRM2 NM_001034_bp915_R AGCTAAAAAGCGTCGATATTCTGGCTCAAGTCTCTTGAACTTGAGCCAGAATATCGACGCGG Hs.226390 7669 -1.3695125 0.1325212 0.000181003 0.2668875 0.4827825 0.321397968
RRM2 NM_001034_bp915_R AGCTAAAAAGCGTCGATATTCTGGCTCAAGTCTCTTGAACTTGAGCCAGAATATCGACGCGG Hs.226390 13045 -1.3962625 0.16097626 0.000191667 0.2677375 0.51467187 0.333801941
RRM2B NM_015713_bp440_R AGCTAAAAAGCAGAAGAGGTCGACTTATCATCTCTTGAATGATAAGTCGACCTCTTCTGCGG Hs.512592 2291 1.2016875 0.14547244 0.000360623 0.8122375 0.96419529 0.077728001
RRM2B NM_015713_bp440_R AGCTAAAAAGCAGAAGAGGTCGACTTATCATCTCTTGAATGATAAGTCGACCTCTTCTGCGG Hs.512592 7667 1.1956875 0.14163124 0.000362066 0.7634125 0.95239007 0.090372754
RRM2B NM_015713_bp440_R AGCTAAAAAGCAGAAGAGGTCGACTTATCATCTCTTGAATGATAAGTCGACCTCTTCTGCGG Hs.512592 13043 1.1963875 0.07252717 0.000272139 0.8117875 0.98291543 0.081357823
RRM2B NM_015713_bp851_R AGCTAAAAAGCTGCTATATTCTGGCTAAAGTCTCTTGAACTTTAGCCAGAATATAGCAGCGG Hs.512592 981 -0.8463625 0.48137975 0.01343583 -0.8916125 0.66580687 0.022912305
RRM2B NM_015713_bp851_R AGCTAAAAAGCTGCTATATTCTGGCTAAAGTCTCTTGAACTTTAGCCAGAATATAGCAGCGG Hs.512592 6357 -0.8163875 0.47912167 0.015243821 -0.7042125 0.71131497 0.061514699
RRM2B NM_015713_bp851_R AGCTAAAAAGCTGCTATATTCTGGCTAAAGTCTCTTGAACTTTAGCCAGAATATAGCAGCGG Hs.512592 11733 -0.9761375 0.34921646 0.003376494 -0.8553375 0.53694912 0.016445459
RRM2B NM_015713_bp995_R AGCTAAAAAGTCAGGGAGATCATTGTTGATTCTCTTGAAATCAACAATGATCTCCCTGACGG Hs.512592 982 -0.7072625 0.31099452 0.010207156 0.1133875 0.16179492 0.569991126
RRM2B NM_015713_bp995_R AGCTAAAAAGTCAGGGAGATCATTGTTGATTCTCTTGAAATCAACAATGATCTCCCTGACGG Hs.512592 6358 -0.7465375 0.34094586 0.009835437 0.1948625 0.07617875 0.325245866
RRM2B NM_015713_bp995_R AGCTAAAAAGTCAGGGAGATCATTGTTGATTCTCTTGAAATCAACAATGATCTCCCTGACGG Hs.512592 11734 -0.7599875 0.28834292 0.006647416 0.1475125 0.08481166 0.449597487
RRP22 BC050739_bp1575_R AGCTAAAAAGGGACCTCAATGGGTCACAATTCTCTTGAAATTGTGACCCATTGAGGTCCCGG Hs.73088 4436 0.6448 0.82990295 0.12121627 0.4706 1.13264364 0.401774604
RRP22 BC050739_bp1575_R AGCTAAAAAGGGACCTCAATGGGTCACAATTCTCTTGAAATTGTGACCCATTGAGGTCCCGG Hs.73088 9812 0.5686 0.97267313 0.212037377 0.23825 0.76190756 0.59119612
RRP22 BC050739_bp1575_R AGCTAAAAAGGGACCTCAATGGGTCACAATTCTCTTGAAATTGTGACCCATTGAGGTCCCGG Hs.73088 15188 0.526975 0.64234984 0.118417672 0.20965 0.82625427 0.646675644
RRP22 BC050739_bp1617_R AGCTAAAAAGGCTATGAACTTGACTGGAAATCTCTTGAATTTCCAGTCAAGTTCATAGCCGG Hs.73088 4438 -0.29185 0.32016089 0.163810793 -0.025175 0.36550691 0.903974558 -0.47896667 0.06819401 0.089621595
RRP22 BC050739_bp1617_R AGCTAAAAAGGCTATGAACTTGACTGGAAATCTCTTGAATTTCCAGTCAAGTTCATAGCCGG Hs.73088 9814 -0.35345 0.38923363 0.134811801 -0.055175 0.45157229 0.81712477 -0.58856667 0.08363315 0.049578847
RRP22 BC050739_bp1617_R AGCTAAAAAGGCTATGAACTTGACTGGAAATCTCTTGAATTTCCAGTCAAGTTCATAGCCGG Hs.73088 15190 -0.372625 0.32706693 0.094257851 -0.178825 0.40512757 0.437050429 -0.60796667 0.29515444 0.059344413
RRP22 BC050739_bp1654_R AGCTAAAAAGGAGCTTCACTGGACATATTCTCTCTTGAAGAATATGTCCAGTGAAGCTCCGG Hs.73088 4434 -0.11 0.34197102 0.577846491 0.22195 0.33697613 0.29786277 -0.29596667 0.30711468 0.294342963
RRP22 BC050739_bp1654_R AGCTAAAAAGGAGCTTCACTGGACATATTCTCTCTTGAAGAATATGTCCAGTGAAGCTCCGG Hs.73088 9810 -0.5849 0.48158029 0.049295398 0.201025 0.41146313 0.390825193 -0.23713333 0.37930463 0.412427347
RRP22 BC050739_bp1654_R AGCTAAAAAGGAGCTTCACTGGACATATTCTCTCTTGAAGAATATGTCCAGTGAAGCTCCGG Hs.73088 15186 -0.7833 0.26481539 0.016809811 0.3493 0.17551722 0.069974733 -0.1159 0.10076492 0.636035625
RTN3 NM_201428_bp1113_R AGCTAAAAAGCGTGAATGATATGCATAACTTCTCTTGAAAGTTATGCATATCATTCACGCGG Hs.473761 3624 1.40895 0.40094585 0.000917808 1.6809125 0.86496603 0.002997543
RTN3 NM_201428_bp1113_R AGCTAAAAAGCGTGAATGATATGCATAACTTCTCTTGAAAGTTATGCATATCATTCACGCGG Hs.473761 9000 1.5604 0.45236266 0.000808301 1.6081375 0.8026383 0.00285328
RTN3 NM_201428_bp1113_R AGCTAAAAAGCGTGAATGATATGCATAACTTCTCTTGAAAGTTATGCATATCATTCACGCGG Hs.473761 14376 1.804825 0.73503753 0.002158145 1.5322625 0.84482098 0.004329213
RTN3 NM_201428_bp2221_R AGCTAAAAAGTCCGGTGGTTCTGAAATTAATCTCTTGAATTAATTTCAGAACCACCGGACGG Hs.473761 3622 -0.17935 0.17958935 0.276079298 0.0313375 0.4557198 0.900692765
RTN3 NM_201428_bp2221_R AGCTAAAAAGTCCGGTGGTTCTGAAATTAATCTCTTGAATTAATTTCAGAACCACCGGACGG Hs.473761 8998 -0.587175 0.47808065 0.047952124 0.0855375 0.55262529 0.757397091
RTN3 NM_201428_bp2221_R AGCTAAAAAGTCCGGTGGTTCTGAAATTAATCTCTTGAATTAATTTCAGAACCACCGGACGG Hs.473761 14374 -0.137075 0.33669708 0.488602352 -0.30498333 0.17621511 0.252381559
RXRA AK131081_bp1087_R AGCTAAAAAGGACCTCCTATGTACTCTATGTCTCTTGAACATAGAGTACATAGGAGGTCCGG Hs.20084 4155 1.58775 0.88579267 0.034345588 0.22905 0.14191919 0.265707228
RXRA AK131081_bp1087_R AGCTAAAAAGGACCTCCTATGTACTCTATGTCTCTTGAACATAGAGTACATAGGAGGTCCGG Hs.20084 9531 1.5949 0.92786552 0.036942344 0.2223 0.14956276 0.280334066
RXRA AK131081_bp1087_R AGCTAAAAAGGACCTCCTATGTACTCTATGTCTCTTGAACATAGAGTACATAGGAGGTCCGG Hs.20084 14907 1.894833333 0.81086142 0.006816365 0.241475 0.15193039 0.245437122
RXRA AK131081_bp1176_R AGCTAAAAAGGTCTCTCAGTGGCCTTCAGATCTCTTGAATCTGAAGGCCACTGAGAGACCGG Hs.20084 4159 0.3163625 0.58680618 0.279739058 0.3381 0.27427242 0.148233103
RXRA AK131081_bp1176_R AGCTAAAAAGGTCTCTCAGTGGCCTTCAGATCTCTTGAATCTGAAGGCCACTGAGAGACCGG Hs.20084 9535 0.3261375 0.52652136 0.234094247 0.3238 0.23530191 0.152689198
RXRA AK131081_bp1176_R AGCTAAAAAGGTCTCTCAGTGGCCTTCAGATCTCTTGAATCTGAAGGCCACTGAGAGACCGG Hs.20084 14911 0.4461875 0.61559949 0.160284156 0.308275 0.20422888 0.162237436
RXRA AK131081_bp1329_R AGCTAAAAAGCGGTAATGGTGGTGCACAGATCTCTTGAATCTGTGCACCACCATTACCGCGG Hs.20084 4157 0.4256375 0.34563452 0.070603302 -0.117425 0.09040046 0.544340616
RXRA AK131081_bp1329_R AGCTAAAAAGCGGTAATGGTGGTGCACAGATCTCTTGAATCTGTGCACCACCATTACCGCGG Hs.20084 9533 0.8383375 0.20920732 0.002697545 -0.0103 0.90677651 0.978429433
RXRA AK131081_bp1329_R AGCTAAAAAGCGGTAATGGTGGTGCACAGATCTCTTGAATCTGTGCACCACCATTACCGCGG Hs.20084 14909 0.4759375 0.26633592 0.034507949 0.03315 0.29006694 0.877909104
RYK NM_002958_bp1867_R AGCTAAAAAGCTGGTACAGTGCCTAACAGATCTCTTGAATCTGTTAGGCACTGTACCAGCGG Hs.245869 295 1.164366667 1.38807979 0.119255377 0.3159625 0.39448806 0.192757398
RYK NM_002958_bp1867_R AGCTAAAAAGCTGGTACAGTGCCTAACAGATCTCTTGAATCTGTTAGGCACTGTACCAGCGG Hs.245869 5671 1.183733333 1.3236636 0.103753814 0.3339875 0.38089482 0.165809949
RYK NM_002958_bp1867_R AGCTAAAAAGCTGGTACAGTGCCTAACAGATCTCTTGAATCTGTTAGGCACTGTACCAGCGG Hs.245869 11047 1.196266667 1.33417632 0.102941525 0.3408375 0.46116421 0.201976793
RYK NM_002958_bp607_R AGCTAAAAAGCAGCTCAACTTGACAGTAAATCTCTTGAATTTACTGTCAAGTTGAGCTGCGG Hs.245869 1891 -4.0386
RYK NM_002958_bp607_R AGCTAAAAAGCAGCTCAACTTGACAGTAAATCTCTTGAATTTACTGTCAAGTTGAGCTGCGG Hs.245869 7267 -7.1253 4.11818989 0.042931591
RYK NM_002958_bp607_R AGCTAAAAAGCAGCTCAACTTGACAGTAAATCTCTTGAATTTACTGTCAAGTTGAGCTGCGG Hs.245869 12643 -7.2092 4.95837417 0.062222811
RYK NM_002958_bp795_R AGCTAAAAAGGGTTTGTTGTGCAGTAATATTCTCTTGAAATATTACTGCACAACAAACCCGG Hs.245869 296 0.921825 0.7939471 0.039363759 0.8678375 0.23369491 0.004023749
RYK NM_002958_bp795_R AGCTAAAAAGGGTTTGTTGTGCAGTAATATTCTCTTGAAATATTACTGCACAACAAACCCGG Hs.245869 5672 0.305433333 0.5964216 0.358473013 0.9409375 0.29934515 0.004378056
RYK NM_002958_bp795_R AGCTAAAAAGGGTTTGTTGTGCAGTAATATTCTCTTGAAATATTACTGCACAACAAACCCGG Hs.245869 11048 0.815425 0.9448251 0.089124023 0.8935625 0.23280432 0.003560634
SAE1 BX538265_bp4245_R AGCTAAAAAGGGGCTAATTTGTGACAGTGATCTCTTGAATCACTGTCACAAATTAGCCCCGG 4304 1.470325 0.47816944 0.001256887 0.70735 0.40628962 0.02351876 0.933433333 1.96559007 0.265758414
SAE1 BX538265_bp4245_R AGCTAAAAAGGGGCTAATTTGTGACAGTGATCTCTTGAATCACTGTCACAAATTAGCCCCGG 9680 1.3965 0.47712977 0.001577475 0.575975 0.32429233 0.030447237 0.812 1.98196474 0.329019384
SAE1 BX538265_bp4245_R AGCTAAAAAGGGGCTAATTTGTGACAGTGATCTCTTGAATCACTGTCACAAATTAGCCCCGG 15056 1.278775 0.53093478 0.0032405 0.906175 0.36399226 0.007547894 0.4194 1.98907956 0.602068751
SAE1 BX538265_bp427_R AGCTAAAAAGCCAGTCAGATTATACATTCTTCTCTTGAAAGAATGTATAATCTGACTGGCGG 4308 0.019325 0.57725182 0.943181366 0.065 0.26388307 0.716636704 -0.0927 0.37772577 0.74092088
SAE1 BX538265_bp427_R AGCTAAAAAGCCAGTCAGATTATACATTCTTCTCTTGAAAGAATGTATAATCTGACTGGCGG 9684 0.461475 0.577107 0.133418536 0.0773 0.21630067 0.644270134 -0.00806667 0.34254262 0.976350385
SAE1 BX538265_bp427_R AGCTAAAAAGCCAGTCAGATTATACATTCTTCTCTTGAAAGAATGTATAATCTGACTGGCGG 15060 0.078825 0.64031509 0.789076128 0.0949 0.21896592 0.574712625 -0.39226667 0.48097331 0.228270595
SAE1 BX538265_bp4380_R AGCTAAAAAGCTGTCCAGATTCCCGTTATATCTCTTGAATATAACGGGAATCTGGACAGCGG 4306 -0.7192 0.40234998 0.016216308 -0.120225 0.3388188 0.556036893 -0.33386667 0.65822477 0.356571585
SAE1 BX538265_bp4380_R AGCTAAAAAGCTGTCCAGATTCCCGTTATATCTCTTGAATATAACGGGAATCTGGACAGCGG 9682 -0.8894 0.2271227 0.038855819 -0.011066667 0.36717667 0.964688842 -0.2078 0.69537647 0.566558875
SAE1 BX538265_bp4380_R AGCTAAAAAGCTGTCCAGATTCCCGTTATATCTCTTGAATATAACGGGAATCTGGACAGCGG 15058 -0.3505 0.19915823 0.131662748 -0.31945 1.04984144 0.596728031 -1.0212 0.43982042 0.041069255
SAMHD1 NM_015474_bp1262_R AGCTAAAAAGTTGGCAACATTATTGATACATCTCTTGAATGTATCAATAATGTTGCCAACGG Hs.580681 3348 -0.331875 0.12790103 0.061699123 0.2079875 0.73064927 0.531189812 0.056525 0.65061549 0.873118492 -0.211325 0.32777334 0.28765686
SAMHD1 NM_015474_bp1262_R AGCTAAAAAGTTGGCAACATTATTGATACATCTCTTGAATGTATCAATAATGTTGCCAACGG Hs.580681 8724 -0.262725 0.65971982 0.400331065 0.0738375 0.72743747 0.82093615 0.106175 0.61876555 0.754101901 -0.05935 0.28317011 0.703288104
SAMHD1 NM_015474_bp1262_R AGCTAAAAAGTTGGCAACATTATTGATACATCTCTTGAATGTATCAATAATGTTGCCAACGG Hs.580681 14100 -0.39275 0.10653071 0.033915772 0.1653125 0.78068304 0.631865891 0.131525 0.64745142 0.711777481 -0.0086 0.26300209 0.951970696
SAMHD1 NM_015474_bp1769_R AGCTAAAAAGAGCAGCTGATTCGAGTATATTCTCTTGAAATATACTCGAATCAGCTGCTCGG Hs.580681 3346 0.091225 0.43455145 0.684889354 -0.3025125 0.25763844 0.183386224 -0.08895 0.39798552 0.685174881 0.081175 0.18435239 0.443350705
SAMHD1 NM_015474_bp1769_R AGCTAAAAAGAGCAGCTGATTCGAGTATATTCTCTTGAAATATACTCGAATCAGCTGCTCGG Hs.580681 8722 0.42275 0.23019705 0.043019604 -0.3319875 0.10821253 0.120710569 -0.08355 0.39668833 0.701940846 0.0561 0.15267825 0.515647348
SAMHD1 NM_015474_bp1769_R AGCTAAAAAGAGCAGCTGATTCGAGTATATTCTCTTGAAATATACTCGAATCAGCTGCTCGG Hs.580681 14098 0.304425 0.20740367 0.101696285 -0.4510375 0.18221329 0.055721837 -0.033025 0.4324778 0.888309231 0.106175 0.22847779 0.421231728
SAMHD1 NM_015474_bp1892_R AGCTAAAAAGCCCCACTCATAACACCTCAATCTCTTGAATTGAGGTGTTATGAGTGGGGCGG Hs.580681 3344 -0.575375 0.46820003 0.048923543 -0.3369375 0.30739189 0.158991275 0.12635 0.34960104 0.522043247 -0.3003 0.25914569 0.103309026
SAMHD1 NM_015474_bp1892_R AGCTAAAAAGCCCCACTCATAACACCTCAATCTCTTGAATTGAGGTGTTATGAGTGGGGCGG Hs.580681 8720 -0.590625 0.34530967 0.02450386 -0.3653875 0.35530959 0.145702875 0.16525 0.33510612 0.396724984 -0.275075 0.34410051 0.208160449



SAMHD1 NM_015474_bp1892_R AGCTAAAAAGCCCCACTCATAACACCTCAATCTCTTGAATTGAGGTGTTATGAGTGGGGCGG Hs.580681 14096 -0.55965 0.33507956 0.028080052 -0.2854875 0.3103938 0.223217787 0.1192 0.34759452 0.5420529 -0.3023 0.26139176 0.103745543
SAMSN1 AF218085_bp1215_R AGCTAAAAAGTCACCTCATTGAATTAAATATCTCTTGAATATTTAATTCAATGAGGTGACGG Hs.570423 3628 0.1194375 0.22294763 0.476825373 0.406725 0.55003563 0.173674248
SAMSN1 AF218085_bp1215_R AGCTAAAAAGTCACCTCATTGAATTAAATATCTCTTGAATATTTAATTCAATGAGGTGACGG Hs.570423 9004 0.0156875 0.4510338 0.945194789 0.765775 0.58194967 0.030193707
SAMSN1 AF218085_bp1215_R AGCTAAAAAGTCACCTCATTGAATTAAATATCTCTTGAATATTTAATTCAATGAGGTGACGG Hs.570423 14380 0.16355 0.16408992 0.414255849 -0.104725 0.51093739 0.694446149
SAMSN1 AF218085_bp233_R AGCTAAAAAGACTGCAACTTGGAAGATAAATCTCTTGAATTTATCTTCCAAGTTGCAGTCGG Hs.570423 3630 3.9373375 0.60483364 2.54E-05 0.8139 0.39970008 0.011567894
SAMSN1 AF218085_bp233_R AGCTAAAAAGACTGCAACTTGGAAGATAAATCTCTTGAATTTATCTTCCAAGTTGCAGTCGG Hs.570423 9006 3.8167375 0.36346726 5.64E-06 0.702775 0.51590415 0.032721726
SAMSN1 AF218085_bp233_R AGCTAAAAAGACTGCAACTTGGAAGATAAATCTCTTGAATTTATCTTCCAAGTTGCAGTCGG Hs.570423 14382 3.143983333 1.22927157 0.00394017 0.6836 0.37588568 0.021768473
SAMSN1 AF218085_bp988_R AGCTAAAAAGACAGGAATGTTGAACAATAATCTCTTGAATTATTGTTCAACATTCCTGTCGG Hs.570423 3626 2.4281875 0.32418021 3.93E-05 0.628975 0.46613081 0.04095344
SAMSN1 AF218085_bp988_R AGCTAAAAAGACAGGAATGTTGAACAATAATCTCTTGAATTATTGTTCAACATTCCTGTCGG Hs.570423 9002 2.4000625 0.53865558 0.000185992 0.57 0.22378874 0.026867161
SAMSN1 AF218085_bp988_R AGCTAAAAAGACAGGAATGTTGAACAATAATCTCTTGAATTATTGTTCAACATTCCTGTCGG Hs.570423 14378 2.3315375 0.65282617 0.000427354 0.681475 0.30061588 0.016798376
SAP18 NM_005870_bp220_R AGCTAAAAAGTCCAGCGAGTTGCAGATCTATCTCTTGAATAGATCTGCAACTCGCTGGACGG Hs.524899 2289 -0.5819375 0.62426686 0.086778762 0.2324625 1.17901816 0.624624562
SAP18 NM_005870_bp220_R AGCTAAAAAGTCCAGCGAGTTGCAGATCTATCTCTTGAATAGATCTGCAACTCGCTGGACGG Hs.524899 7665 -0.5940125 0.58178243 0.070557124 0.1795125 1.13522585 0.695443716
SAP18 NM_005870_bp220_R AGCTAAAAAGTCCAGCGAGTTGCAGATCTATCTCTTGAATAGATCTGCAACTCGCTGGACGG Hs.524899 13041 -0.5911875 0.64534158 0.089191406 0.1825625 1.15149578 0.69401197
SAP18 NM_005870_bp251_R AGCTAAAAAGATGCAACCTTGAAAGAACTGTCTCTTGAACAGTTCTTTCAAGGTTGCATCGG Hs.524899 980 4.2285375 0.76910034 4.63E-05 1.6744875 0.7988574 0.002291409
SAP18 NM_005870_bp251_R AGCTAAAAAGATGCAACCTTGAAAGAACTGTCTCTTGAACAGTTCTTTCAAGGTTGCATCGG Hs.524899 6356 4.4139375 0.76106295 3.59E-05 1.9516125 0.89373061 0.001592976
SAP18 NM_005870_bp251_R AGCTAAAAAGATGCAACCTTGAAAGAACTGTCTCTTGAACAGTTCTTTCAAGGTTGCATCGG Hs.524899 11732 4.5352125 0.79068439 3.68E-05 1.9347625 0.84272543 0.001329427
SAP18 NM_005870_bp433_R AGCTAAAAAGTCGCAGAAGTTCCAGATAGGTCTCTTGAACCTATCTGGAACTTCTGCGACGG Hs.524899 979 1.5654125 0.54195939 0.001406865 0.1093875 0.9528241 0.782900199
SAP18 NM_005870_bp433_R AGCTAAAAAGTCGCAGAAGTTCCAGATAGGTCTCTTGAACCTATCTGGAACTTCTGCGACGG Hs.524899 6355 1.5736125 0.55023167 0.001444319 0.1809375 0.93034245 0.644480161
SAP18 NM_005870_bp433_R AGCTAAAAAGTCGCAGAAGTTCCAGATAGGTCTCTTGAACCTATCTGGAACTTCTGCGACGG Hs.524899 11731 1.6464875 0.53066496 0.001042432 0.1084625 0.93232244 0.781152299
SAP30 NM_003864_bp554_R AGCTAAAAAGCGCAAGGCATCTTTACATATTCTCTTGAAATATGTAAAGATGCCTTGCGCGG Hs.591715 977 0.6289875 0.74215157 0.101989137 -0.5935875 0.50026146 0.055689714
SAP30 NM_003864_bp554_R AGCTAAAAAGCGCAAGGCATCTTTACATATTCTCTTGAAATATGTAAAGATGCCTTGCGCGG Hs.591715 6353 0.6654375 0.50627859 0.036281288 -0.6612375 0.52273818 0.04168079
SAP30 NM_003864_bp554_R AGCTAAAAAGCGCAAGGCATCTTTACATATTCTCTTGAAATATGTAAAGATGCCTTGCGCGG Hs.591715 11729 0.5847625 0.37347405 0.029418414 -0.7239375 0.505936 0.028254682
SAP30 NM_003864_bp679_R AGCTAAAAAGAGGTTGATTTATACCAATTATCTCTTGAATAATTGGTATAAATCAACCTCGG Hs.591715 976 -0.4474375 0.48638877 0.107067558 -0.7414125 0.45862139 0.021557629
SAP30 NM_003864_bp679_R AGCTAAAAAGAGGTTGATTTATACCAATTATCTCTTGAATAATTGGTATAAATCAACCTCGG Hs.591715 6352 -0.4017125 0.47636004 0.134166481 -0.3597875 0.53183761 0.214090837
SAP30 NM_003864_bp679_R AGCTAAAAAGAGGTTGATTTATACCAATTATCTCTTGAATAATTGGTATAAATCAACCTCGG Hs.591715 11728 -0.4256375 0.45701237 0.10937206 -0.4651625 0.44199679 0.097442273
SAP30 NM_003864_bp788_R AGCTAAAAAGTTGCCACTTTAGGTCTATTCTCTCTTGAAGAATAGACCTAAAGTGGCAACGG Hs.591715 978 0.3817375 0.4603187 0.143076261 -0.1317625 0.23954045 0.531761824
SAP30 NM_003864_bp788_R AGCTAAAAAGTTGCCACTTTAGGTCTATTCTCTCTTGAAGAATAGACCTAAAGTGGCAACGG Hs.591715 6354 0.3685375 0.45028466 0.149851289 -0.0233375 0.2399068 0.91035604
SAP30 NM_003864_bp788_R AGCTAAAAAGTTGCCACTTTAGGTCTATTCTCTCTTGAAGAATAGACCTAAAGTGGCAACGG Hs.591715 11730 0.3513625 0.54909112 0.21651115 -0.1584625 0.14894136 0.430206481
SAPS1 NM_014931_bp1548_R AGCTAAAAAGGACCTCTTCTTCCATTATGTTCTCTTGAAACATAATGGAAGAAGAGGTCCGG Hs.515610 3028 -0.090133333 0.53242425 0.758378981 -0.0479 0.44087627 0.84672024
SAPS1 NM_014931_bp1548_R AGCTAAAAAGGACCTCTTCTTCCATTATGTTCTCTTGAAACATAATGGAAGAAGAGGTCCGG Hs.515610 8404 -0.4076 0.45482625 0.177233072 -0.0451 0.80707342 0.897450993
SAPS1 NM_014931_bp1548_R AGCTAAAAAGGACCTCTTCTTCCATTATGTTCTCTTGAAACATAATGGAAGAAGAGGTCCGG Hs.515610 13780 -0.395033333 0.41565623 0.171684568 -0.108425 1.10603386 0.808312185
SAPS1 NM_014931_bp2294_R AGCTAAAAAGGGAGTCTGATGGAGAAGATGTCTCTTGAACATCTTCTCCATCAGACTCCCGG Hs.515610 8408 -0.619733333 0.19925264 0.028683686 -0.2511 0.53474183 0.371177399
SAPS1 NM_014931_bp2294_R AGCTAAAAAGGGAGTCTGATGGAGAAGATGTCTCTTGAACATCTTCTCCATCAGACTCCCGG Hs.515610 3032
SAPS1 NM_014931_bp2294_R AGCTAAAAAGGGAGTCTGATGGAGAAGATGTCTCTTGAACATCTTCTCCATCAGACTCCCGG Hs.515610 13784
SAPS1 NM_014931_bp230_R AGCTAAAAAGGAGGTGAGGTTGGAAGTTGATCTCTTGAATCAACTTCCAACCTCACCTCCGG Hs.515610 3030 3.173566667 1.2293314 0.003807417 2.79735 1.04312235 0.00044445
SAPS1 NM_014931_bp230_R AGCTAAAAAGGAGGTGAGGTTGGAAGTTGATCTCTTGAATCAACTTCCAACCTCACCTCCGG Hs.515610 8406 3.14235 0.94093931 0.000448153 2.896725 0.83984433 0.00014463
SAPS1 NM_014931_bp230_R AGCTAAAAAGGAGGTGAGGTTGGAAGTTGATCTCTTGAATCAACTTCCAACCTCACCTCCGG Hs.515610 13782 3.142 0.92738585 0.000422002 2.722825 0.98861669 0.000407697
SAPS2 NM_014678_bp1489_R AGCTAAAAAGCTGGACTTGTTCTTTAAGTATCTCTTGAATACTTAAAGAACAAGTCCAGCGG Hs.559358 2791 0.06825 0.40544403 0.566425137 -0.3885125 1.08946278 0.442631945
SAPS2 NM_014678_bp1489_R AGCTAAAAAGCTGGACTTGTTCTTTAAGTATCTCTTGAATACTTAAAGAACAAGTCCAGCGG Hs.559358 8167 0.093925 0.40876259 0.494598786 -0.6621625 0.85400893 0.125752634
SAPS2 NM_014678_bp1489_R AGCTAAAAAGCTGGACTTGTTCTTTAAGTATCTCTTGAATACTTAAAGAACAAGTCCAGCGG Hs.559358 13543 0.101225 0.40630265 0.476420192 -0.5800875 0.92205374 0.195332511
SAPS2 NM_014678_bp575_R AGCTAAAAAGAGGAGAAGGTCCGCTTCAAATCTCTTGAATTTGAAGCGGACCTTCTCCTCGG Hs.559358 13545 3.20675 0.44760008 0.000176835 -0.096275 1.01699633 0.923262739
SAPS2 NM_014678_bp608_R AGCTAAAAAGCCTGTGAGCTTCTGACTTGTTCTCTTGAAACAAGTCAGAAGCTCACAGGCGG Hs.559358 2795 -0.6422 0.04696249 0.006699067 -0.3485125 0.74706794 0.375056657
SAPS2 NM_014678_bp608_R AGCTAAAAAGCCTGTGAGCTTCTGACTTGTTCTCTTGAAACAAGTCAGAAGCTCACAGGCGG Hs.559358 8171 -0.65135 0.03417087 0.006062193 -0.3924875 0.77937216 0.328270349
SAPS2 NM_014678_bp608_R AGCTAAAAAGCCTGTGAGCTTCTGACTTGTTCTCTTGAAACAAGTCAGAAGCTCACAGGCGG Hs.559358 13547 -0.599225 0.04398868 0.009102142 -0.3677625 0.75325751 0.350462441
SCAMP5 AL390185_bp2193_R AGCTAAAAAGTAGCCCTTATCCCCATTATATCTCTTGAATATAATGGGGATAAGGGCTACGG Hs.374180 3926 0.6860375 0.44852527 0.024677926 -0.58025 0.55103784 0.06988207
SCAMP5 AL390185_bp2193_R AGCTAAAAAGTAGCCCTTATCCCCATTATATCTCTTGAATATAATGGGGATAAGGGCTACGG Hs.374180 9302 0.5773375 0.48643248 0.052427536 -0.6612 0.6414155 0.061024906
SCAMP5 AL390185_bp2193_R AGCTAAAAAGTAGCCCTTATCCCCATTATATCTCTTGAATATAATGGGGATAAGGGCTACGG Hs.374180 14678 0.6956875 0.45582205 0.024368297 -0.41055 0.52605617 0.161859962
SCAMP5 AL390185_bp2730_R AGCTAAAAAGCCCTAACCTTTATATACAAATCTCTTGAATTTGTATATAAAGGTTAGGGCGG Hs.374180 3928 -0.7219625 0.27944176 0.007778404 -0.394575 0.22608161 0.091171712
SCAMP5 AL390185_bp2730_R AGCTAAAAAGCCCTAACCTTTATATACAAATCTCTTGAATTTGTATATAAAGGTTAGGGCGG Hs.374180 9304 -0.7785375 0.30238003 0.006557337 -0.49725 0.21804075 0.043493895
SCAMP5 AL390185_bp2730_R AGCTAAAAAGCCCTAACCTTTATATACAAATCTCTTGAATTTGTATATAAAGGTTAGGGCGG Hs.374180 14680 -0.7277125 0.38422541 0.014000894 -0.318125 0.32382633 0.185213356
SCAMP5 AL390185_bp2888_R AGCTAAAAAGGGAGAAGACTCCTCCTTTGATCTCTTGAATCAAAGGAGGAGTCTTCTCCCGG Hs.374180 3930 -0.5613875 0.31081419 0.024436923 0.075075 0.29642225 0.730387681
SCAMP5 AL390185_bp2888_R AGCTAAAAAGGGAGAAGACTCCTCCTTTGATCTCTTGAATCAAAGGAGGAGTCTTCTCCCGG Hs.374180 9306 -0.5358125 0.30175791 0.027477095 -0.001725 0.31696623 0.993760154
SCAMP5 AL390185_bp2888_R AGCTAAAAAGGGAGAAGACTCCTCCTTTGATCTCTTGAATCAAAGGAGGAGTCTTCTCCCGG Hs.374180 14682 -0.5018875 0.32397027 0.038427097 0.173075 0.36579244 0.463326013
SCN2A2 BU729783_bp387_R AGCTAAAAAGTCAATAGCTTCAGTATAAAGTCTCTTGAACTTTATACTGAAGCTATTGACGG Hs.93485 4559 0.86055 1.01901218 0.092466444 0.729 0.26983542 0.009807554 -0.34043333 0.53474485 0.305213527
SCN2A2 BU729783_bp387_R AGCTAAAAAGTCAATAGCTTCAGTATAAAGTCTCTTGAACTTTATACTGAAGCTATTGACGG Hs.93485 9935 0.491025 1.00891989 0.28562632 0.52435 0.57335331 0.113478743 -0.40966667 0.8093326 0.318834134
SCN2A2 BU729783_bp387_R AGCTAAAAAGTCAATAGCTTCAGTATAAAGTCTCTTGAACTTTATACTGAAGCTATTGACGG Hs.93485 15311 0.708225 0.93394752 0.123959117 0.695075 0.45373028 0.031644541 -0.65656667 0.61575747 0.093266811
SCN2A2 BU729783_bp506_R AGCTAAAAAGATCCCATATTATATCTGATATCTCTTGAATATCAGATATAATATGGGATCGG Hs.93485 4555 -0.201775 0.47459477 0.409857978 -0.255575 0.57553982 0.388836579 0.064533333 0.07459694 0.789330827
SCN2A2 BU729783_bp506_R AGCTAAAAAGATCCCATATTATATCTGATATCTCTTGAATATCAGATATAATATGGGATCGG Hs.93485 9931 -0.3195 0.54378897 0.251961032 -0.314075 0.38470113 0.189428399 -0.1454 0.30964859 0.590892906
SCN2A2 BU729783_bp506_R AGCTAAAAAGATCCCATATTATATCTGATATCTCTTGAATATCAGATATAATATGGGATCGG Hs.93485 15307 -0.3384 0.63081496 0.274729577 -0.35705 0.32809744 0.119437162 -0.3146 0.42212979 0.302110292
SCN2A2 BU729783_bp63_R AGCTAAAAAGTCTACCTGATGCCATATCTATCTCTTGAATAGATATGGCATCAGGTAGACGG Hs.93485 4557 1.328875 1.28809061 0.049143254 0.43135 0.46796151 0.126766074 0.453433333 1.21361246 0.400667492
SCN2A2 BU729783_bp63_R AGCTAAAAAGTCTACCTGATGCCATATCTATCTCTTGAATAGATATGGCATCAGGTAGACGG Hs.93485 9933 1.3005 1.08685233 0.031484 0.202525 0.4332267 0.401917386 0.2005 1.14118886 0.688068019
SCN2A2 BU729783_bp63_R AGCTAAAAAGTCTACCTGATGCCATATCTATCTCTTGAATAGATATGGCATCAGGTAGACGG Hs.93485 15309 1.4299 0.60172667 0.002982232 0.031525 0.47109834 0.897625018 0.004066667 1.14994637 0.993485185
SCNN1A NM_001038_bp372_R AGCTAAAAAGCTCTGCACCTTTGGCATGATTCTCTTGAAATCATGCCAAAGGTGCAGAGCGG Hs.591047 975 -1.2427625 0.16539279 0.00034253 -0.4804625 0.2154186 0.048590728
SCNN1A NM_001038_bp372_R AGCTAAAAAGCTCTGCACCTTTGGCATGATTCTCTTGAAATCATGCCAAAGGTGCAGAGCGG Hs.591047 6351 -1.1103375 0.5653134 0.007158457 -0.12528333 0.31364069 0.642765667
SCNN1A NM_001038_bp372_R AGCTAAAAAGCTCTGCACCTTTGGCATGATTCTCTTGAAATCATGCCAAAGGTGCAGAGCGG Hs.591047 11727 -1.2107375 0.24164168 0.000622055 -0.4553625 0.21533811 0.057954757
SCNN1A NM_001038_bp801_R AGCTAAAAAGGACTGCTTCTACCAGACATATCTCTTGAATATGTCTGGTAGAAGCAGTCCGG Hs.591047 2287 0.5335875 0.24321971 0.020525059 -0.2678875 0.50688421 0.330171847
SCNN1A NM_001038_bp801_R AGCTAAAAAGGACTGCTTCTACCAGACATATCTCTTGAATATGTCTGGTAGAAGCAGTCCGG Hs.591047 7663 0.9987125 0.79244124 0.029883914 -0.4850125 0.29930075 0.058360616
SCNN1A NM_001038_bp801_R AGCTAAAAAGGACTGCTTCTACCAGACATATCTCTTGAATATGTCTGGTAGAAGCAGTCCGG Hs.591047 13039 0.9416125 0.25846627 0.002189582 -0.4062875 0.78905844 0.264138635
SCNN1A NM_001038_bp972_R AGCTAAAAAGGCGAATTACTCTCACTTCCATCTCTTGAATGGAAGTGAGAGTAATTCGCCGG Hs.591047 974 -0.5259875 0.33777917 0.035210649 -0.0934875 0.33499293 0.678854099
SCNN1A NM_001038_bp972_R AGCTAAAAAGGCGAATTACTCTCACTTCCATCTCTTGAATGGAAGTGAGAGTAATTCGCCGG Hs.591047 6350 -0.4798625 0.38136592 0.058030274 -0.0539125 0.40268857 0.821577728
SCNN1A NM_001038_bp972_R AGCTAAAAAGGCGAATTACTCTCACTTCCATCTCTTGAATGGAAGTGAGAGTAATTCGCCGG Hs.591047 11726 -0.4608625 0.44847549 0.08619015 0.0666375 0.34955438 0.769993158
SCOTIN NM_016479_bp283_R AGCTAAAAAGTACCTGTGATGACCAATACTTCTCTTGAAAGTATTGGTCATCACAGGTACGG Hs.414579 3069 0.135575 0.52588517 0.597940565 -0.27345 0.51117588 0.322883845
SCOTIN NM_016479_bp283_R AGCTAAAAAGTACCTGTGATGACCAATACTTCTCTTGAAAGTATTGGTCATCACAGGTACGG Hs.414579 8445 0.17975 0.49659457 0.472512436 -0.114225 0.53065114 0.674551636
SCOTIN NM_016479_bp283_R AGCTAAAAAGTACCTGTGATGACCAATACTTCTCTTGAAAGTATTGGTCATCACAGGTACGG Hs.414579 13821 0.060275 0.37063601 0.767424775 -0.67055 0.86077077 0.104498946
SCOTIN NM_016479_bp486_R AGCTAAAAAGTGCTGTCTGTCGTCACTATCTCTCTTGAAGATAGTGACGACAGACAGCACGG Hs.414579 3071 0.03145 0.6617675 0.916909019 -0.356625 0.81980205 0.333335601
SCOTIN NM_016479_bp486_R AGCTAAAAAGTGCTGTCTGTCGTCACTATCTCTCTTGAAGATAGTGACGACAGACAGCACGG Hs.414579 8447 0.059325 0.19772935 0.709169179 -0.253975 0.84054183 0.489780939
SCOTIN NM_016479_bp486_R AGCTAAAAAGTGCTGTCTGTCGTCACTATCTCTCTTGAAGATAGTGACGACAGACAGCACGG Hs.414579 13823 -0.429775 0.37878966 0.078970782 0.007375 0.95283929 0.985129239
SCP2 CR592913_bp1062_R AGCTAAAAAGCCTGTTGTATTTATGGATTATCTCTTGAATAATCCATAAATACAACAGGCGG Hs.476365 4979 -0.9550625 0.87060189 0.045376294 -1.649983333 2.52905855 0.223466152
SCP2 CR592913_bp1062_R AGCTAAAAAGCCTGTTGTATTTATGGATTATCTCTTGAATAATCCATAAATACAACAGGCGG Hs.476365 10355 -0.9809625 0.89493248 0.044993231 -1.648716667 2.48235866 0.21707098
SCP2 CR592913_bp1062_R AGCTAAAAAGCCTGTTGTATTTATGGATTATCTCTTGAATAATCCATAAATACAACAGGCGG Hs.476365 15731 -0.9152625 0.8302038 0.045582482 -1.263283333 1.82770562 0.206289024
SCP2 CR592913_bp1556_R AGCTAAAAAGCTGGTCTGGTCTTGGTTGTATCTCTTGAATACAACCAAGACCAGACCAGCGG Hs.476365 4977 -0.0964875 0.17222508 0.536405971 -0.9189375 0.92130968 0.07470135
SCP2 CR592913_bp1556_R AGCTAAAAAGCTGGTCTGGTCTTGGTTGTATCTCTTGAATACAACCAAGACCAGACCAGCGG Hs.476365 10353 -0.2084875 0.15946368 0.205207765 -0.9135625 0.77915977 0.049911142
SCP2 CR592913_bp1556_R AGCTAAAAAGCTGGTCTGGTCTTGGTTGTATCTCTTGAATACAACCAAGACCAGACCAGCGG Hs.476365 15729 -0.0590625 0.27323747 0.737967319 -0.8549125 0.67023749 0.041568422
SCP2 CR592913_bp649_R AGCTAAAAAGTCCTTTCTGTGAAGCTAATATCTCTTGAATATTAGCTTCACAGAAAGGACGG Hs.476365 4975 -0.2110625 0.36931309 0.323090929 0.4722125 0.71024772 0.20333946
SCP2 CR592913_bp649_R AGCTAAAAAGTCCTTTCTGTGAAGCTAATATCTCTTGAATATTAGCTTCACAGAAAGGACGG Hs.476365 10351 -0.3214875 0.3463397 0.144600806 0.4894625 0.69551881 0.183853115
SCP2 CR592913_bp649_R AGCTAAAAAGTCCTTTCTGTGAAGCTAATATCTCTTGAATATTAGCTTCACAGAAAGGACGG Hs.476365 15727 -0.2849875 0.33386717 0.179426191 0.5708875 0.71965347 0.141913817
SCYL1 NM_020680_bp325_R AGCTAAAAAGTGACCCCGTTGGGAATATACTCTCTTGAAGTATATTCCCAACGGGGTCACGG Hs.238839 657 1.179 0.18883302 0.002992697 -0.156125 0.26356919 0.399954667
SCYL1 NM_020680_bp325_R AGCTAAAAAGTGACCCCGTTGGGAATATACTCTCTTGAAGTATATTCCCAACGGGGTCACGG Hs.238839 6033 1.282166667 0.63210993 0.013826729 0.418175 0.16051572 0.038771617
SCYL1 NM_020680_bp325_R AGCTAAAAAGTGACCCCGTTGGGAATATACTCTCTTGAAGTATATTCCCAACGGGGTCACGG Hs.238839 11409 1.7793 0.28326698 0.006457344 0.31325 0.16289182 0.089556682
SCYL1 NM_020680_bp513_R AGCTAAAAAGGGCCTGGACTACATGTATTCTCTCTTGAAGAATACATGTAGTCCAGGCCCGG Hs.238839 1860 2.2222 0.61633965 0.000433509 0.46135 0.43157653 0.094571288
SCYL1 NM_020680_bp513_R AGCTAAAAAGGGCCTGGACTACATGTATTCTCTCTTGAAGAATACATGTAGTCCAGGCCCGG Hs.238839 7236 2.68155 1.0572573 0.001515004 0.579125 0.39294759 0.042162609
SCYL1 NM_020680_bp513_R AGCTAAAAAGGGCCTGGACTACATGTATTCTCTCTTGAAGAATACATGTAGTCCAGGCCCGG Hs.238839 12612 2.681675 0.51683117 9.44E-05 0.64995 0.5450413 0.058142461
SCYL1 NM_020680_bp845_R AGCTAAAAAGCAACCGCTTTGTAGAAACCATCTCTTGAATGGTTTCTACAAAGCGGTTGCGG Hs.238839 658 -0.439425 0.18547777 0.030984001 0.2269 0.1241414 0.169139985
SCYL1 NM_020680_bp845_R AGCTAAAAAGCAACCGCTTTGTAGAAACCATCTCTTGAATGGTTTCTACAAAGCGGTTGCGG Hs.238839 6034 -0.0769 0.24761218 0.652824504 0.5447 0.11762231 0.013304147
SCYL1 NM_020680_bp845_R AGCTAAAAAGCAACCGCTTTGTAGAAACCATCTCTTGAATGGTTTCTACAAAGCGGTTGCGG Hs.238839 11410 -0.11725 0.27034204 0.512146386 0.618675 0.06254766 0.006955041
SCYL2 NM_017988_bp104_R AGCTAAAAAGCGGTTCGTGTAAATTCATTATCTCTTGAATAATGAATTTACACGAACCGCGG Hs.506481 1770 0.533 0.59453538 0.212422588 -0.474866667 0.78611656 0.291192704
SCYL2 NM_017988_bp104_R AGCTAAAAAGCGGTTCGTGTAAATTCATTATCTCTTGAATAATGAATTTACACGAACCGCGG Hs.506481 7146 0.59895 0.60648549 0.177233683 -0.2663 0.63291794 0.463273216
SCYL2 NM_017988_bp104_R AGCTAAAAAGCGGTTCGTGTAAATTCATTATCTCTTGAATAATGAATTTACACGAACCGCGG Hs.506481 12522 0.5918 0.68179236 0.202239724 -0.656 0.71262221 0.219055166
SCYL2 NM_017988_bp1244_R AGCTAAAAAGGGACACAGATGAACGTGATATCTCTTGAATATCACGTTCATCTGTGTCCCGG Hs.506481 581 1.0554 0.37828216 0.002901046 -0.71105 0.20412201 0.007394524
SCYL2 NM_017988_bp1244_R AGCTAAAAAGGGACACAGATGAACGTGATATCTCTTGAATATCACGTTCATCTGTGTCCCGG Hs.506481 5957 1.405966667 0.84238787 0.020983805 -0.56035 0.24911372 0.146726819
SCYL2 NM_017988_bp1244_R AGCTAAAAAGGGACACAGATGAACGTGATATCTCTTGAATATCACGTTCATCTGTGTCCCGG Hs.506481 11333 1.338166667 0.79025582 0.02087553 -0.525933333 0.13545277 0.050137811
SCYL2 NM_017988_bp593_R AGCTAAAAAGAGGACGGGTTACAGAATAAATCTCTTGAATTTATTCTGTAACCCGTCCTCGG Hs.506481 7148 2.74
SCYL2 NM_017988_bp593_R AGCTAAAAAGAGGACGGGTTACAGAATAAATCTCTTGAATTTATTCTGTAACCCGTCCTCGG Hs.506481 12524
SCYL2 NM_017988_bp593_R AGCTAAAAAGAGGACGGGTTACAGAATAAATCTCTTGAATTTATTCTGTAACCCGTCCTCGG Hs.506481 1772
SDCCAG33 NM_005786_bp2665_R AGCTAAAAAGGTCCACGACTTCTGAAGAAATCTCTTGAATTTCTTCAGAAGTCGTGGACCGG Hs.284217 4984 -0.2119625 0.25278106 0.247758467 0.3796625 0.38590416 0.127807797
SDCCAG33 NM_005786_bp2665_R AGCTAAAAAGGTCCACGACTTCTGAAGAAATCTCTTGAATTTCTTCAGAAGTCGTGGACCGG Hs.284217 10360 -0.2931125 0.23051455 0.120828698 -0.0750125 0.49650159 0.768885721
SDCCAG33 NM_005786_bp2665_R AGCTAAAAAGGTCCACGACTTCTGAAGAAATCTCTTGAATTTCTTCAGAAGTCGTGGACCGG Hs.284217 15736 -0.2421375 0.25862511 0.198481391 -0.0353125 0.29963221 0.851253683
SDCCAG33 NM_005786_bp3968_R AGCTAAAAAGGTGCACATCTCGAAGTTTACTCTCTTGAAGTAAACTTCGAGATGTGCACCGG Hs.284217 4986 0.4586875 0.10409374 0.019439697 -0.2199625 0.80473284 0.56345263
SDCCAG33 NM_005786_bp3968_R AGCTAAAAAGGTGCACATCTCGAAGTTTACTCTCTTGAAGTAAACTTCGAGATGTGCACCGG Hs.284217 10362 0.3613625 0.17205076 0.055367177 -0.3083875 0.74789484 0.399454849
SDCCAG33 NM_005786_bp3968_R AGCTAAAAAGGTGCACATCTCGAAGTTTACTCTCTTGAAGTAAACTTCGAGATGTGCACCGG Hs.284217 15738 0.5282625 0.15229542 0.013669861 -0.1005125 0.75497954 0.777001027
SDCCAG33 NM_005786_bp4290_R AGCTAAAAAGGCTCCACATTCCAATGTAAGTCTCTTGAACTTACATTGGAATGTGGAGCCGG Hs.284217 4988 1.0133875 0.38923653 0.00371503 0.3145625 0.34260974 0.165783945
SDCCAG33 NM_005786_bp4290_R AGCTAAAAAGGCTCCACATTCCAATGTAAGTCTCTTGAACTTACATTGGAATGTGGAGCCGG Hs.284217 10364 0.8731375 0.46416012 0.010816342 0.2818875 0.64255566 0.383933851
SDCCAG33 NM_005786_bp4290_R AGCTAAAAAGGCTCCACATTCCAATGTAAGTCTCTTGAACTTACATTGGAATGTGGAGCCGG Hs.284217 15740 1.1920625 0.26664903 0.000790686 0.479533333 1.29006717 0.466617976
SEC61A1 NM_013336_bp1259_R AGCTAAAAAGTCCATGCAGTTGTATACATATCTCTTGAATATGTATACAACTGCATGGACGG Hs.518236 2963 2.46815 0.45817138 9.49E-05 2.907325 1.23226134 0.000762651
SEC61A1 NM_013336_bp1259_R AGCTAAAAAGTCCATGCAGTTGTATACATATCTCTTGAATATGTATACAACTGCATGGACGG Hs.518236 8339 2.42205 0.45440719 0.000101364 2.9019 1.2059087 0.00069802
SEC61A1 NM_013336_bp1259_R AGCTAAAAAGTCCATGCAGTTGTATACATATCTCTTGAATATGTATACAACTGCATGGACGG Hs.518236 13715 2.5002 0.38747224 5.41E-05 2.947325 1.11085548 0.000442081
SEC61A1 NM_013336_bp446_R AGCTAAAAAGGCCTTATAATGCAACTCTTGTCTCTTGAACAAGAGTTGCATTATAAGGCCGG Hs.518236 2965 0.5489 0.26950479 0.021260639 -0.341275 0.71605352 0.311397546
SEC61A1 NM_013336_bp446_R AGCTAAAAAGGCCTTATAATGCAACTCTTGTCTCTTGAACAAGAGTTGCATTATAAGGCCGG Hs.518236 8341 0.921925 0.34313153 0.004154539 -0.37205 0.81248714 0.311656348
SEC61A1 NM_013336_bp446_R AGCTAAAAAGGCCTTATAATGCAACTCTTGTCTCTTGAACAAGAGTTGCATTATAAGGCCGG Hs.518236 13717 0.455375 0.31756134 0.050901843 -0.33725 0.68491446 0.303856898
SEC61A1 NM_013336_bp923_R AGCTAAAAAGCCACCATCTTTGTCTTTGCATCTCTTGAATGCAAAGACAAAGATGGTGGCGG Hs.518236 2961 -0.38345 0.42749729 0.127079923 -0.416725 0.5315651 0.158479094
SEC61A1 NM_013336_bp923_R AGCTAAAAAGCCACCATCTTTGTCTTTGCATCTCTTGAATGCAAAGACAAAGATGGTGGCGG Hs.518236 8337 -0.737375 0.4589713 0.020057707 -0.587375 0.51689772 0.060677634
SEC61A1 NM_013336_bp923_R AGCTAAAAAGCCACCATCTTTGTCTTTGCATCTCTTGAATGCAAAGACAAAGATGGTGGCGG Hs.518236 13713 -0.343075 0.62013656 0.263366279 -0.24455 0.68567177 0.446538888
SECTM1 NM_003004_bp1674_R AGCTAAAAAGTTCCATGACTCGAATATCTGTCTCTTGAACAGATATTCGAGTCATGGAACGG Hs.558009 2878 0.271075 0.62460312 0.367747024 -0.520925 0.40361391 0.062760474
SECTM1 NM_003004_bp1674_R AGCTAAAAAGTTCCATGACTCGAATATCTGTCTCTTGAACAGATATTCGAGTCATGGAACGG Hs.558009 8254 0.34555 0.76709986 0.334260463 -0.625 0.98474417 0.159168525
SECTM1 NM_003004_bp1674_R AGCTAAAAAGTTCCATGACTCGAATATCTGTCTCTTGAACAGATATTCGAGTCATGGAACGG Hs.558009 13630 0.478075 1.15676807 0.351483521 -0.4468 0.37987355 0.092551695
SECTM1 NM_003004_bp1775_R AGCTAAAAAGAAACGTCTTTAGTGGCTTTATCTCTTGAATAAAGCCACTAAAGACGTTTCGG Hs.558009 2876 -0.348075 0.28321657 0.094985868 -0.65955 0.40773417 0.02807958
SECTM1 NM_003004_bp1775_R AGCTAAAAAGAAACGTCTTTAGTGGCTTTATCTCTTGAATAAAGCCACTAAAGACGTTTCGG Hs.558009 8252 -0.441775 0.12587439 0.023967979 -0.568925 0.47816342 0.059572292
SECTM1 NM_003004_bp1775_R AGCTAAAAAGAAACGTCTTTAGTGGCTTTATCTCTTGAATAAAGCCACTAAAGACGTTTCGG Hs.558009 13628 -0.1563 0.50129337 0.53202351 -0.508375 0.4422863 0.075706428
SECTM1 NM_003004_bp238_R AGCTAAAAAGGGGGTAGTCTCTGTGTCTTGTCTCTTGAACAAGACACAGAGACTACCCCCGG Hs.558009 2874 0.482125 0.14505742 0.01874157 -0.419525 0.21990596 0.075428091
SECTM1 NM_003004_bp238_R AGCTAAAAAGGGGGTAGTCTCTGTGTCTTGTCTCTTGAACAAGACACAGAGACTACCCCCGG Hs.558009 8250 0.536875 0.17863908 0.01448753 -0.424325 0.11839849 0.060888924
SECTM1 NM_003004_bp238_R AGCTAAAAAGGGGGTAGTCTCTGTGTCTTGTCTCTTGAACAAGACACAGAGACTACCCCCGG Hs.558009 13626 0.83335 0.26589452 0.003918483 -0.0221 0.33047319 0.921162489
SENP1 BX640784_bp533_R AGCTAAAAAGAACCACAACTCCGTATTCAATCTCTTGAATTGAATACGGAGTTGTGGTTCGG Hs.371957 4858 -0.1597875 0.26361168 0.376304178 -0.1247125 0.2672016 0.49719012
SENP1 BX640784_bp533_R AGCTAAAAAGAACCACAACTCCGTATTCAATCTCTTGAATTGAATACGGAGTTGTGGTTCGG Hs.371957 10234 -0.063133333 0.03779846 0.725468118 0.1533 0.15938187 0.597909082
SENP1 BX640784_bp533_R AGCTAAAAAGAACCACAACTCCGTATTCAATCTCTTGAATTGAATACGGAGTTGTGGTTCGG Hs.371957 15610 -0.030066667 0.08555357 0.868556643 0.2256 0.24689569 0.331578425
SENP1 BX640784_bp587_R AGCTAAAAAGGACCAGCTTTCGCTTTCTGATCTCTTGAATCAGAAAGCGAAAGCTGGTCCGG Hs.371957 4854 -0.3677875 0.39142431 0.123778049 0.1036625 0.24963794 0.559087069
SENP1 BX640784_bp587_R AGCTAAAAAGGACCAGCTTTCGCTTTCTGATCTCTTGAATCAGAAAGCGAAAGCTGGTCCGG Hs.371957 10230 -0.3671625 0.46328454 0.157265704 -0.0946375 0.15102406 0.540554283
SENP1 BX640784_bp587_R AGCTAAAAAGGACCAGCTTTCGCTTTCTGATCTCTTGAATCAGAAAGCGAAAGCTGGTCCGG Hs.371957 15606 -0.4516125 0.45892343 0.094654513 -0.0142625 0.25834297 0.93548563
SENP1 BX640784_bp765_R AGCTAAAAAGGAGTCACATTGATGCAGATATCTCTTGAATATCTGCATCAATGTGACTCCGG Hs.371957 4856 0.8504625 0.59408497 0.023202854 0.0705375 0.59955039 0.810051636
SENP1 BX640784_bp765_R AGCTAAAAAGGAGTCACATTGATGCAGATATCTCTTGAATATCTGCATCAATGTGACTCCGG Hs.371957 10232 0.7281875 0.55009275 0.032692496 -0.0913625 0.50369529 0.723799637



SENP1 BX640784_bp765_R AGCTAAAAAGGAGTCACATTGATGCAGATATCTCTTGAATATCTGCATCAATGTGACTCCGG Hs.371957 15608 0.8429375 0.59661437 0.024233672 0.0835625 0.59030001 0.773517504
SENP2 AK027599_bp1341_R AGCTAAAAAGGCTCAATGATGAAGTCATTATCTCTTGAATAATGACTTCATCATTGAGCCGG Hs.401388 4638 1.1509625 0.43969837 0.002942622 0.2713625 0.34414986 0.220423951
SENP2 AK027599_bp1341_R AGCTAAAAAGGCTCAATGATGAAGTCATTATCTCTTGAATAATGACTTCATCATTGAGCCGG Hs.401388 10014 1.1017375 0.48501492 0.004691276 0.2028375 0.32006187 0.32497898
SENP2 AK027599_bp1341_R AGCTAAAAAGGCTCAATGATGAAGTCATTATCTCTTGAATAATGACTTCATCATTGAGCCGG Hs.401388 15390 1.2645375 0.4139567 0.001640049 0.2913625 0.42636523 0.242605171
SENP2 AK027599_bp1490_R AGCTAAAAAGGGGTAAATCTCTTTGAACAATCTCTTGAATTGTTCAAAGAGATTTACCCCGG Hs.401388 4862 0.5132625 0.48982694 0.075242216 0.2276375 0.15948094 0.182551569
SENP2 AK027599_bp1490_R AGCTAAAAAGGGGTAAATCTCTTTGAACAATCTCTTGAATTGTTCAAAGAGATTTACCCCGG Hs.401388 10238 0.4304875 0.46944268 0.111100804 0.2182875 0.1358792 0.18731958
SENP2 AK027599_bp1490_R AGCTAAAAAGGGGTAAATCTCTTTGAACAATCTCTTGAATTGTTCAAAGAGATTTACCCCGG Hs.401388 15614 0.3826875 0.24968849 0.063698884 0.3430125 0.3181582 0.126383276
SENP2 AK027599_bp1794_R AGCTAAAAAGGGACAAACCTATCACATTTATCTCTTGAATAAATGTGATAGGTTTGTCCCGG Hs.401388 4860 0.4596625 0.0952304 0.018776852 1.1981125 0.12235424 0.000569335
SENP2 AK027599_bp1794_R AGCTAAAAAGGGACAAACCTATCACATTTATCTCTTGAATAAATGTGATAGGTTTGTCCCGG Hs.401388 10236 0.4510625 0.16376333 0.025775552 0.9911375 0.27002757 0.002953866
SENP2 AK027599_bp1794_R AGCTAAAAAGGGACAAACCTATCACATTTATCTCTTGAATAAATGTGATAGGTTTGTCCCGG Hs.401388 15612 0.4800125 0.13992526 0.018662327 1.0890125 0.33803606 0.00311479
SENP3 CR626749_bp1452_R AGCTAAAAAGGCTTCCGAGTGGCTTATAAGTCTCTTGAACTTATAAGCCACTCGGAAGCCGG Hs.513926 4636 -0.1466375 0.51455975 0.563601252 -0.4821375 0.51900699 0.116039218
SENP3 CR626749_bp1452_R AGCTAAAAAGGCTTCCGAGTGGCTTATAAGTCTCTTGAACTTATAAGCCACTCGGAAGCCGG Hs.513926 10012 -0.1134375 0.46115348 0.628458062 -0.2721 0.27577601 0.26914316
SENP3 CR626749_bp1452_R AGCTAAAAAGGCTTCCGAGTGGCTTATAAGTCTCTTGAACTTATAAGCCACTCGGAAGCCGG Hs.513926 15388 -0.1228625 0.5207838 0.629503555 -0.4013625 0.38681084 0.112601777
SENP3 CR626749_bp1719_R AGCTAAAAAGTCCCTCATCTCTGTTGATGTTCTCTTGAAACATCAACAGAGATGAGGGACGG Hs.513926 4852 -0.0989125 0.7217868 0.760759938 -0.6550125 1.12560695 0.234505773
SENP3 CR626749_bp1719_R AGCTAAAAAGTCCCTCATCTCTGTTGATGTTCTCTTGAAACATCAACAGAGATGAGGGACGG Hs.513926 10228 -0.2151125 0.56004708 0.432587588 -0.7796375 0.92465754 0.114521226
SENP3 CR626749_bp1719_R AGCTAAAAAGTCCCTCATCTCTGTTGATGTTCTCTTGAAACATCAACAGAGATGAGGGACGG Hs.513926 15604 -0.1522875 0.33764284 0.444913584 0.1648625 0.31992621 0.414760512
SENP3 CR626749_bp1793_R AGCTAAAAAGCCCTAAGCATATTGCCAAGTTCTCTTGAAACTTGGCAATATGCTTAGGGCGG Hs.513926 4850 0.6809875 0.41860839 0.021688306 -0.1445125 0.58775157 0.620995253
SENP3 CR626749_bp1793_R AGCTAAAAAGCCCTAAGCATATTGCCAAGTTCTCTTGAAACTTGGCAATATGCTTAGGGCGG Hs.513926 10226 0.1493125 0.18422347 0.358155589 -0.3390625 0.28885538 0.116568779
SENP3 CR626749_bp1793_R AGCTAAAAAGCCCTAAGCATATTGCCAAGTTCTCTTGAAACTTGGCAATATGCTTAGGGCGG Hs.513926 15602 0.1022375 0.21470532 0.535253347 -0.4389875 0.40114566 0.095370572
SENP5 BC030705_bp1266_R AGCTAAAAAGGACCAGTCATCCTGTTCTTCTCTCTTGAAGAAGAACAGGATGACTGGTCCGG Hs.533124 4824 -1.6396625 1.38614443 0.030901167 -0.6554875 0.53002445 0.053381435
SENP5 BC030705_bp1266_R AGCTAAAAAGGACCAGTCATCCTGTTCTTCTCTCTTGAAGAAGAACAGGATGACTGGTCCGG Hs.533124 10200 -1.3526375 1.17323804 0.034976167 -0.8166875 0.51114448 0.024424929
SENP5 BC030705_bp1266_R AGCTAAAAAGGACCAGTCATCCTGTTCTTCTCTCTTGAAGAAGAACAGGATGACTGGTCCGG Hs.533124 15576 -1.3974625 2.09602003 0.149175934 -0.7194375 0.46603609 0.030004783
SENP5 BC030705_bp1527_R AGCTAAAAAGGAGGATGGATCTCTCAAGCATCTCTTGAATGCTTGAGAGATCCATCCTCCGG Hs.533124 4820 0.6316125 1.54740514 0.349343705 0.4245875 0.23429706 0.05092509
SENP5 BC030705_bp1527_R AGCTAAAAAGGAGGATGGATCTCTCAAGCATCTCTTGAATGCTTGAGAGATCCATCCTCCGG Hs.533124 10196 0.8546625 1.47380342 0.203282518 0.4729125 0.29553687 0.049036401
SENP5 BC030705_bp1527_R AGCTAAAAAGGAGGATGGATCTCTCAAGCATCTCTTGAATGCTTGAGAGATCCATCCTCCGG Hs.533124 15572 0.5726375 2.34350857 0.558951251 0.4990375 0.30843024 0.04431041
SENP5 BC030705_bp332_R AGCTAAAAAGAAGGCCAGTTACTTGGAATATCTCTTGAATATTCCAAGTAACTGGCCTTCGG Hs.533124 4822 -0.0682125 1.17941886 0.891185971 0.8214125 0.31396729 0.008125562
SENP5 BC030705_bp332_R AGCTAAAAAGAAGGCCAGTTACTTGGAATATCTCTTGAATATTCCAAGTAACTGGCCTTCGG Hs.533124 10198 0.3855375 0.15526227 0.042443269 0.8840625 0.23613272 0.003792304
SENP5 BC030705_bp332_R AGCTAAAAAGAAGGCCAGTTACTTGGAATATCTCTTGAATATTCCAAGTAACTGGCCTTCGG Hs.533124 15574 -0.6012125 2.19901908 0.515627283 0.5852125 0.5611201 0.08260498
SENP6 AK126921_bp2656_R AGCTAAAAAGCCTTGATCCTCCGGCAAATATCTCTTGAATATTTGCCGGAGGATCAAGGCGG Hs.485784 4864 -0.1373875 0.34730517 0.49419432 -0.3357625 0.2669677 0.109929163
SENP6 AK126921_bp2656_R AGCTAAAAAGCCTTGATCCTCCGGCAAATATCTCTTGAATATTTGCCGGAGGATCAAGGCGG Hs.485784 10240 -0.1307625 0.31258617 0.49318659 -0.4611125 0.44572433 0.099887386
SENP6 AK126921_bp2656_R AGCTAAAAAGCCTTGATCCTCCGGCAAATATCTCTTGAATATTTGCCGGAGGATCAAGGCGG Hs.485784 15616 -0.1836625 0.3280281 0.357022252 -0.4520625 0.3293982 0.065333264
SENP6 AK126921_bp2984_R AGCTAAAAAGGGAGGCATCTCTGTTACCAATCTCTTGAATTGGTAACAGAGATGCCTCCCGG Hs.485784 4868 0.1262375 0.15789663 0.417695983 -0.0432375 0.52507622 0.870326156
SENP6 AK126921_bp2984_R AGCTAAAAAGGGAGGCATCTCTGTTACCAATCTCTTGAATTGGTAACAGAGATGCCTCCCGG Hs.485784 10244 0.0620625 0.13006093 0.673341258 -0.4828375 0.84240803 0.251787638
SENP6 AK126921_bp2984_R AGCTAAAAAGGGAGGCATCTCTGTTACCAATCTCTTGAATTGGTAACAGAGATGCCTCCCGG Hs.485784 15620 0.2660375 0.50737658 0.308773246 0.2807375 0.89923955 0.506444478
SENP6 AK126921_bp3008_R AGCTAAAAAGGACCTGCACTGTCTAAATGATCTCTTGAATCATTTAGACAGTGCAGGTCCGG Hs.485784 4866 1.0979125 0.21435752 0.000821794 0.8208875 0.49665411 0.02237292
SENP6 AK126921_bp3008_R AGCTAAAAAGGACCTGCACTGTCTAAATGATCTCTTGAATCATTTAGACAGTGCAGGTCCGG Hs.485784 10242 1.0928875 0.20703212 0.000801902 0.8762125 0.55911269 0.024104692
SENP6 AK126921_bp3008_R AGCTAAAAAGGACCTGCACTGTCTAAATGATCTCTTGAATCATTTAGACAGTGCAGGTCCGG Hs.485784 15618 0.9129625 0.4154521 0.006797605 1.260633333 1.21036232 0.095056035
SENP7 NM_020654_bp160_R AGCTAAAAAGACGGCCATCTTCATCCGAAATCTCTTGAATTTCGGATGAAGATGGCCGTCGG Hs.529551 8901 -0.436425 0.51259701 0.12431957 0.0876625 0.6980499 0.782691581
SENP7 NM_020654_bp160_R AGCTAAAAAGACGGCCATCTTCATCCGAAATCTCTTGAATTTCGGATGAAGATGGCCGTCGG Hs.529551 14277 -0.81225 0.38662053 0.009210907 -0.2371875 0.39014855 0.334365526
SENP7 NM_020654_bp160_R AGCTAAAAAGACGGCCATCTTCATCCGAAATCTCTTGAATTTCGGATGAAGATGGCCGTCGG Hs.529551 3525 -0.8871 0.39904419 0.00693017 0.23705 0.86232519 0.56577139
SENP7 NM_020654_bp2867_R AGCTAAAAAGGTGGATCTATGCCCTAAAGTTCTCTTGAAACTTTAGGGCATAGATCCACCGG Hs.529551 3523 1.417675 0.62469349 0.026207071 -0.17655
SENP7 NM_020654_bp2867_R AGCTAAAAAGGTGGATCTATGCCCTAAAGTTCTCTTGAAACTTTAGGGCATAGATCCACCGG Hs.529551 8899 1.152575 0.30522264 0.022566941 0.6829
SENP7 NM_020654_bp2867_R AGCTAAAAAGGTGGATCTATGCCCTAAAGTTCTCTTGAAACTTTAGGGCATAGATCCACCGG Hs.529551 14275 1.605766667 0.6137697 0.005855284 0.0996
SENP7 NM_020654_bp498_R AGCTAAAAAGAGGGAAGTTTGAGTGATACATCTCTTGAATGTATCACTCAAACTTCCCTCGG Hs.529551 8897 3.79095 1.08826392 0.000343019 1.7373875 0.78401568 0.001775984
SENP7 NM_020654_bp498_R AGCTAAAAAGAGGGAAGTTTGAGTGATACATCTCTTGAATGTATCACTCAAACTTCCCTCGG Hs.529551 14273 3.143825 0.66454965 0.000109388 0.7484875 0.36699957 0.014528658
SENP7 NM_020654_bp498_R AGCTAAAAAGAGGGAAGTTTGAGTGATACATCTCTTGAATGTATCACTCAAACTTCCCTCGG Hs.529551 3521 3.25385 1.12533548 0.000811063 1.266575 1.24645248 0.075736277
SENP8 AK097557_bp260_R AGCTAAAAAGAGGAAAGAGTGGTGCCATTATCTCTTGAATAATGGCACCACTCTTTCCTCGG Hs.513002 4818 0.470766667 0.55436847 0.168708263 -0.2466125 0.52287793 0.373049308
SENP8 AK097557_bp260_R AGCTAAAAAGAGGAAAGAGTGGTGCCATTATCTCTTGAATAATGGCACCACTCTTTCCTCGG Hs.513002 10194 0.4987875 0.63577465 0.132322209 -0.1463375 0.4487103 0.545656495
SENP8 AK097557_bp260_R AGCTAAAAAGAGGAAAGAGTGGTGCCATTATCTCTTGAATAATGGCACCACTCTTTCCTCGG Hs.513002 15570 -0.5214875 2.84988453 0.65808482 -0.2347125 0.49211964 0.375565148
SENP8 AK097557_bp407_R AGCTAAAAAGCTGGCTCAATGACCATATTATCTCTTGAATAATATGGTCATTGAGCCAGCGG Hs.513002 4814 -0.6167625 1.26167909 0.276010645 0.0601375 0.44762143 0.799986811
SENP8 AK097557_bp407_R AGCTAAAAAGCTGGCTCAATGACCATATTATCTCTTGAATAATATGGTCATTGAGCCAGCGG Hs.513002 10190 -0.1356375 0.45557163 0.561933783 0.0540625 0.33640141 0.786969659
SENP8 AK097557_bp407_R AGCTAAAAAGCTGGCTCAATGACCATATTATCTCTTGAATAATATGGTCATTGAGCCAGCGG Hs.513002 15566 -1.2482625 2.61713789 0.275484469 0.1760875 0.41498229 0.450008746
SENP8 AK097557_bp741_R AGCTAAAAAGGAGGCTTTCTTAGGCAGAAATCTCTTGAATTTCTGCCTAAGAAAGCCTCCGG Hs.513002 4816 -0.7731625 0.67070338 0.044320243 -0.1425375 0.57122287 0.618200298
SENP8 AK097557_bp741_R AGCTAAAAAGGAGGCTTTCTTAGGCAGAAATCTCTTGAATTTCTGCCTAAGAAAGCCTCCGG Hs.513002 10192 -0.3298375 0.72363951 0.333384127 -0.0955875 0.62346528 0.752745608
SENP8 AK097557_bp741_R AGCTAAAAAGGAGGCTTTCTTAGGCAGAAATCTCTTGAATTTCTGCCTAAGAAAGCCTCCGG Hs.513002 15568 -0.4531625 2.06063877 0.598697839 0.2323625 0.98848052 0.60955048
SERPINB5 NM_002639_bp109_R AGCTAAAAAGCCGTTGATCTGTTCAAACAATCTCTTGAATTGTTTGAACAGATCAACGGCGG Hs.55279 973 0.0597125 0.49942616 0.807452124 0.4540125 0.51842676 0.125835878
SERPINB5 NM_002639_bp109_R AGCTAAAAAGCCGTTGATCTGTTCAAACAATCTCTTGAATTGTTTGAACAGATCAACGGCGG Hs.55279 6349 0.0662375 0.46473351 0.77680852 0.4322625 0.51536359 0.140613383
SERPINB5 NM_002639_bp109_R AGCTAAAAAGCCGTTGATCTGTTCAAACAATCTCTTGAATTGTTTGAACAGATCAACGGCGG Hs.55279 11725 0.0319125 0.42694101 0.884984023 0.4098625 0.54452433 0.168912871
SERPINB5 NM_002639_bp678_R AGCTAAAAAGGCCACGTTCTGTATGGGAAATCTCTTGAATTTCCCATACAGAACGTGGCCGG Hs.55279 2253 -0.3458875 0.29511712 0.101056372 -0.4355375 0.33086311 0.087720882
SERPINB5 NM_002639_bp678_R AGCTAAAAAGGCCACGTTCTGTATGGGAAATCTCTTGAATTTCCCATACAGAACGTGGCCGG Hs.55279 7629 -0.4529125 0.2562761 0.038776075 -0.3670375 0.20432772 0.106514078
SERPINB5 NM_002639_bp678_R AGCTAAAAAGGCCACGTTCTGTATGGGAAATCTCTTGAATTTCCCATACAGAACGTGGCCGG Hs.55279 13005 0.0234625 0.46062953 0.919245346 -0.3790875 0.29886913 0.118153881
SERPINB5 NM_002639_bp82_R AGCTAAAAAGCCCTGCAACTAGCAAATTCGTCTCTTGAACGAATTTGCTAGTTGCAGGGCGG Hs.55279 2255 1.0355375 1.06174564 0.061026286 2.0483125 1.78236696 0.019501791
SERPINB5 NM_002639_bp82_R AGCTAAAAAGCCCTGCAACTAGCAAATTCGTCTCTTGAACGAATTTGCTAGTTGCAGGGCGG Hs.55279 7631 0.9357875 1.03472539 0.076430723 1.8341625 1.71237537 0.026049832
SERPINB5 NM_002639_bp82_R AGCTAAAAAGCCCTGCAACTAGCAAATTCGTCTCTTGAACGAATTTGCTAGTTGCAGGGCGG Hs.55279 13007 1.2718625 0.85117225 0.015514492 1.8331125 1.63729924 0.022258721
SERTAD4 NM_019605_bp666_R AGCTAAAAAGAGTGGTTTATGGCTCAAGACTCTCTTGAAGTCTTGAGCCATAAACCACTCGG Hs.446946 14259 0.71585 0.28888969 0.008522067 0.00255 0.3954522 0.992792108 0.29365 0.68168381 0.452297989 0.0347 0.62492819 0.918587446
SERTAD4 NM_019605_bp666_R AGCTAAAAAGAGTGGTTTATGGCTCAAGACTCTCTTGAAGTCTTGAGCCATAAACCACTCGG Hs.446946 3507 1.0521 0.62883384 0.012297981 -0.25935 0.66705841 0.46914724 0.28275 0.72338846 0.49139115 0.0109 0.68572406 0.976635361
SERTAD4 NM_019605_bp666_R AGCTAAAAAGAGTGGTTTATGGCTCAAGACTCTCTTGAAGTCTTGAGCCATAAACCACTCGG Hs.446946 8883 0.828625 0.17941703 0.002394458 -0.16625 0.30125 0.62171875 0.403982903 0.0834 0.67510209 0.820794407
SERTAD4 NM_019605_bp952_R AGCTAAAAAGCCAGATACCTGCCAATGAAATCTCTTGAATTTCATTGGCAGGTATCTGGCGG Hs.446946 3479 -0.24695 0.29349655 0.210516843 -0.6561125 0.25415882 0.016807117 0.7584 0.45515376 0.044635971 -0.3856 0.44987123 0.184991897
SERTAD4 NM_019605_bp952_R AGCTAAAAAGCCAGATACCTGCCAATGAAATCTCTTGAATTTCATTGGCAGGTATCTGGCGG Hs.446946 8855 -0.356 0.17898973 0.059442255 -0.4806875 0.35355493 0.069694507 0.916775 0.29908267 0.00872682 -0.37375 0.37574495 0.140768429
SERTAD4 NM_019605_bp952_R AGCTAAAAAGCCAGATACCTGCCAATGAAATCTCTTGAATTTCATTGGCAGGTATCTGGCGG Hs.446946 14231 -0.350325 0.14861115 0.05599844 -0.6170625 0.1422883 0.016043402 0.912975 0.20130139 0.002830488 -0.3399 0.58664402 0.330402045
SERTAD4 NM_019605_bp987_R AGCTAAAAAGTCAGATCACTTGGTGTTCAGTCTCTTGAACTGAACACCAAGTGATCTGACGG Hs.446946 3505 -0.6100875 0.33612175 0.029356806 0.34285 0.58803118 0.327851253 0.259125 0.40086617 0.286634043
SERTAD4 NM_019605_bp987_R AGCTAAAAAGTCAGATCACTTGGTGTTCAGTCTCTTGAACTGAACACCAAGTGATCTGACGG Hs.446946 8881 -0.295 0.82766849 0.524818564 -0.3868 0.28270129 0.300053597 0.30615 0.67019156 0.428283663 0.324825 0.36924248 0.176740208
SERTAD4 NM_019605_bp987_R AGCTAAAAAGTCAGATCACTTGGTGTTCAGTCTCTTGAACTGAACACCAAGTGATCTGACGG Hs.446946 14257 -0.602833333 0.63348907 0.12109338 -0.51143333 0.46032771 0.128461771 0.380625 0.64558486 0.323334156 0.284725 0.41183376 0.260700433
SESN1 AF033122_bp1393_R AGCTAAAAAGACGGGCAATTTGGAACTATATCTCTTGAATATAGTTCCAAATTGCCCGTCGG Hs.591336 3496 0.0618625 0.26355126 0.722498651 0.163975 0.18438555 0.42410618
SESN1 AF033122_bp1393_R AGCTAAAAAGACGGGCAATTTGGAACTATATCTCTTGAATATAGTTCCAAATTGCCCGTCGG Hs.591336 8872 0.1859625 0.28239652 0.321830937 0.2186 0.16994778 0.292587304
SESN1 AF033122_bp1393_R AGCTAAAAAGACGGGCAATTTGGAACTATATCTCTTGAATATAGTTCCAAATTGCCCGTCGG Hs.591336 14248 0.1838125 0.24605472 0.303942884 0.418775 0.36045181 0.105108338
SESN1 AF033122_bp378_R AGCTAAAAAGACGCACAGATGCATGCTTTATCTCTTGAATAAAGCATGCATCTGTGCGTCGG Hs.591336 3492 2.0183125 0.60442455 0.000634639 -0.63905 0.46237583 0.038226266
SESN1 AF033122_bp378_R AGCTAAAAAGACGCACAGATGCATGCTTTATCTCTTGAATAAAGCATGCATCTGTGCGTCGG Hs.591336 8868 2.1971375 0.6517646 0.000561542 -0.687675 0.49440091 0.032815961
SESN1 AF033122_bp378_R AGCTAAAAAGACGCACAGATGCATGCTTTATCTCTTGAATAAAGCATGCATCTGTGCGTCGG Hs.591336 14244 2.2973375 0.65493518 0.000463734 -0.66 0.64047417 0.061203305
SESN1 AF033122_bp52_R AGCTAAAAAGCAGCAGAGATTCAACTACTATCTCTTGAATAGTAGTTGAATCTCTGCTGCGG Hs.591336 3494 -0.3269875 0.29815156 0.117580941 -0.41175 0.26468032 0.087803669
SESN1 AF033122_bp52_R AGCTAAAAAGCAGCAGAGATTCAACTACTATCTCTTGAATAGTAGTTGAATCTCTGCTGCGG Hs.591336 8870 -0.5293125 0.26254126 0.023375605 -0.214375 0.18555708 0.305317234
SESN1 AF033122_bp52_R AGCTAAAAAGCAGCAGAGATTCAACTACTATCTCTTGAATAGTAGTTGAATCTCTGCTGCGG Hs.591336 14246 -0.5165875 0.2422329 0.022970807 -0.26125 0.19765037 0.22405631
SET NM_003011_bp2079_R AGCTAAAAAGGTGCTCTAATGCCAAGTTATTCTCTTGAAATAACTTGGCATTAGAGCACCGG Hs.436687 2251 0.2558875 0.82873899 0.492195135 0.0828875 0.72600077 0.79928843
SET NM_003011_bp2079_R AGCTAAAAAGGTGCTCTAATGCCAAGTTATTCTCTTGAAATAACTTGGCATTAGAGCACCGG Hs.436687 7627 0.2815375 0.76933053 0.425007491 -0.1324125 0.33349412 0.559997313
SET NM_003011_bp2079_R AGCTAAAAAGGTGCTCTAATGCCAAGTTATTCTCTTGAAATAACTTGGCATTAGAGCACCGG Hs.436687 13003 0.2139125 0.79589635 0.549787003 0.06765 0.3943018 0.811002594
SET NM_003011_bp2373_R AGCTAAAAAGACAGTCTGGTGAACTTCAAATCTCTTGAATTTGAAGTTCACCAGACTGTCGG Hs.436687 1140 -0.4987625 0.11219059 0.014568784 -0.2029375 0.35502383 0.389452068
SET NM_003011_bp2373_R AGCTAAAAAGACAGTCTGGTGAACTTCAAATCTCTTGAATTTGAAGTTCACCAGACTGTCGG Hs.436687 6516 -0.3999125 0.13817308 0.035361925 -0.2533625 0.38323728 0.302212581
SET NM_003011_bp2373_R AGCTAAAAAGACAGTCTGGTGAACTTCAAATCTCTTGAATTTGAAGTTCACCAGACTGTCGG Hs.436687 11892 -0.5132375 0.12371179 0.013604517 -0.2554625 0.34748276 0.284162142
SET NM_003011_bp501_R AGCTAAAAAGACGAAACGTTCGAGTCAAACTCTCTTGAAGTTTGACTCGAACGTTTCGTCGG Hs.436687 2249 3.5510625 1.21886403 0.000761513 0.7656125 0.84942573 0.069622546
SET NM_003011_bp501_R AGCTAAAAAGACGAAACGTTCGAGTCAAACTCTCTTGAAGTTTGACTCGAACGTTTCGTCGG Hs.436687 7625 3.4463875 1.07898905 0.000518326 0.8124625 0.84902802 0.057739894
SET NM_003011_bp501_R AGCTAAAAAGACGAAACGTTCGAGTCAAACTCTCTTGAAGTTTGACTCGAACGTTTCGTCGG Hs.436687 13001 3.6348875 1.16138208 0.000554282 0.8922625 0.99605412 0.063112501
SETBP1 AB007897_bp1118_R AGCTAAAAAGAGTCAGTTGTCTAACAATAATCTCTTGAATTATTGTTAGACAACTGACTCGG Hs.435458 3533 1.15555 0.54741987 0.005495928 0.288083333 0.31161541 0.307240919
SETBP1 AB007897_bp1118_R AGCTAAAAAGAGTCAGTTGTCTAACAATAATCTCTTGAATTATTGTTAGACAACTGACTCGG Hs.435458 8909 0.74585 0.41413907 0.015081408 0.2190625 0.35076787 0.353616263
SETBP1 AB007897_bp1118_R AGCTAAAAAGAGTCAGTTGTCTAACAATAATCTCTTGAATTATTGTTAGACAACTGACTCGG Hs.435458 14285 0.94455 0.22676471 0.001765567 0.2706375 0.35784402 0.263271227
SETBP1 AB007897_bp1402_R AGCTAAAAAGGGAAGGTTATTCCGCAGATATCTCTTGAATATCTGCGGAATAACCTTCCCGG Hs.435458 3535 -0.65115 0.13461274 0.005434873 -0.4954875 0.24064082 0.046568476
SETBP1 AB007897_bp1402_R AGCTAAAAAGGGAAGGTTATTCCGCAGATATCTCTTGAATATCTGCGGAATAACCTTCCCGG Hs.435458 8911 -0.56255 0.15670101 0.010903042 -0.5520125 0.22606281 0.030507577
SETBP1 AB007897_bp1402_R AGCTAAAAAGGGAAGGTTATTCCGCAGATATCTCTTGAATATCTGCGGAATAACCTTCCCGG Hs.435458 14287 -0.68245 0.07517044 0.003586524 -0.5413125 0.25012482 0.035009076
SETBP1 AB007897_bp1451_R AGCTAAAAAGAACGTGAGTTCTGCCAGTAATCTCTTGAATTACTGGCAGAACTCACGTTCGG Hs.435458 3537 2.345925 0.73405021 0.000648536 0.2563625 0.66566505 0.417772892
SETBP1 AB007897_bp1451_R AGCTAAAAAGAACGTGAGTTCTGCCAGTAATCTCTTGAATTACTGGCAGAACTCACGTTCGG Hs.435458 8913 2.033075 0.42947573 0.000198354 0.1661625 0.32197834 0.463892989
SETBP1 AB007897_bp1451_R AGCTAAAAAGAACGTGAGTTCTGCCAGTAATCTCTTGAATTACTGGCAGAACTCACGTTCGG Hs.435458 14289 1.892925 0.29291608 0.00010547 0.360666667 0.81112221 0.375376024
SETD1A XM_049380_bp1016_R AGCTAAAAAGAAGGATATGTGCCGTAAGTATCTCTTGAATACTTACGGCACATATCCTTCGG Hs.297483 3012 0.4235 0.70249054 0.218083622 -1.005175 1.04068354 0.047978545
SETD1A XM_049380_bp1016_R AGCTAAAAAGAAGGATATGTGCCGTAAGTATCTCTTGAATACTTACGGCACATATCCTTCGG Hs.297483 8388 0.41665 0.60326724 0.178839004 -1.0053 1.01952706 0.045352008
SETD1A XM_049380_bp1016_R AGCTAAAAAGAAGGATATGTGCCGTAAGTATCTCTTGAATACTTACGGCACATATCCTTCGG Hs.297483 13764 0.42105 0.6904557 0.214857624 -1.02335 0.95329986 0.03537542
SETD1A XM_049380_bp3353_R AGCTAAAAAGCTGCCTTCATTCAAGGTAAATCTCTTGAATTTACCTTGAATGAAGGCAGCGG Hs.297483 3010 -0.1149 0.16613045 0.462190593 -0.33225 0.73950222 0.332873997
SETD1A XM_049380_bp3353_R AGCTAAAAAGCTGCCTTCATTCAAGGTAAATCTCTTGAATTTACCTTGAATGAAGGCAGCGG Hs.297483 8386 -0.230625 0.26290748 0.219675168 -0.252175 0.75595937 0.461146169
SETD1A XM_049380_bp3353_R AGCTAAAAAGCTGCCTTCATTCAAGGTAAATCTCTTGAATTTACCTTGAATGAAGGCAGCGG Hs.297483 13762 -0.268525 0.6115626 0.364728594 -0.1235 0.81322015 0.726792288
SETD1A XM_049380_bp734_R AGCTAAAAAGTGGCGGAACTACAAGCTCATTCTCTTGAAATGAGCTTGTAGTTCCGCCACGG Hs.297483 3014 4.193175 1.54760814 0.001000662 1.356075 2.91953937 0.239483966
SETD1A XM_049380_bp734_R AGCTAAAAAGTGGCGGAACTACAAGCTCATTCTCTTGAAATGAGCTTGTAGTTCCGCCACGG Hs.297483 8390 3.664625 1.08633759 0.000399645 1.242 2.5164708 0.216687322
SETD1A XM_049380_bp734_R AGCTAAAAAGTGGCGGAACTACAAGCTCATTCTCTTGAAATGAGCTTGTAGTTCCGCCACGG Hs.297483 13766 3.196275 0.75536977 0.00016742 0.942725 2.14344014 0.268007029
SETD6 NM_024860_bp682_R AGCTAAAAAGCAGACATACTAAACCACTTATCTCTTGAATAAGTGGTTTAGTATGTCTGCGG Hs.592060 8563 -1.087625 0.52238556 0.006151652 0.5183 0.20683038 0.036577798
SETD6 NM_024860_bp682_R AGCTAAAAAGCAGACATACTAAACCACTTATCTCTTGAATAAGTGGTTTAGTATGTCTGCGG Hs.592060 13939 -1.5128 0.37081133 0.000535737 0.028975 0.28376843 0.892605435
SETD6 NM_024860_bp682_R AGCTAAAAAGCAGACATACTAAACCACTTATCTCTTGAATAAGTGGTTTAGTATGTCTGCGG Hs.592060 3187 -1.472233333 0.68364588 0.010448899 0.728933333 0.1960135 0.027516871
SETD6 NM_024860_bp901_R AGCTAAAAAGAGGCAGCATTACAGGGAACATCTCTTGAATGTTCCCTGTAATGCTGCCTCGG Hs.592060 3191 0.76825 0.54191775 0.026144415 1.345 2.04167972 0.117802196
SETD6 NM_024860_bp901_R AGCTAAAAAGAGGCAGCATTACAGGGAACATCTCTTGAATGTTCCCTGTAATGCTGCCTCGG Hs.592060 8567 0.6402 0.42682598 0.028203683 1.351375 1.78745918 0.083120048
SETD6 NM_024860_bp901_R AGCTAAAAAGAGGCAGCATTACAGGGAACATCTCTTGAATGTTCCCTGTAATGCTGCCTCGG Hs.592060 13943 0.515625 0.34594095 0.039173115 1.33705 1.98610928 0.111920917
SETD6 NM_024860_bp954_R AGCTAAAAAGCGCTGGGATTTCCTATGCAATCTCTTGAATTGCATAGGAAATCCCAGCGCGG Hs.592060 3189 -1.3691 0.30179063 0.000527772 -0.304925 0.64374753 0.331357756
SETD6 NM_024860_bp954_R AGCTAAAAAGCGCTGGGATTTCCTATGCAATCTCTTGAATTGCATAGGAAATCCCAGCGCGG Hs.592060 8565 -0.983125 0.58016247 0.012597038 -0.473325 0.35712879 0.073745501
SETD6 NM_024860_bp954_R AGCTAAAAAGCGCTGGGATTTCCTATGCAATCTCTTGAATTGCATAGGAAATCCCAGCGCGG Hs.592060 13941 -0.991 0.33269653 0.002837896 -0.763125 0.81296101 0.063754906
SETD7 NM_030648_bp380_R AGCTAAAAAGGAACTTTGTTCACGGAGAAATCTCTTGAATTTCTCCGTGAACAAAGTTCCGG Hs.480792 2970 -1.064025 0.26185769 0.001291008 -0.20635 0.43299 0.414482685
SETD7 NM_030648_bp380_R AGCTAAAAAGGAACTTTGTTCACGGAGAAATCTCTTGAATTTCTCCGTGAACAAAGTTCCGG Hs.480792 8346 -0.989 0.3529109 0.003267105 0.0183 0.68414528 0.953338214
SETD7 NM_030648_bp380_R AGCTAAAAAGGAACTTTGTTCACGGAGAAATCTCTTGAATTTCTCCGTGAACAAAGTTCCGG Hs.480792 13722 -1.101425 0.26326856 0.001112899 -0.43526667 0.53105763 0.202769027
SETD7 NM_030648_bp444_R AGCTAAAAAGGAGGGGTATTATGTGGATGATCTCTTGAATCATCCACATAATACCCCTCCGG Hs.480792 2972 2.40095 0.24926154 2.42E-05 0.240075 0.60959126 0.423175178
SETD7 NM_030648_bp444_R AGCTAAAAAGGAGGGGTATTATGTGGATGATCTCTTGAATCATCCACATAATACCCCTCCGG Hs.480792 8348 2.4452 0.24048627 2.08E-05 0.2372 0.57070089 0.411978786
SETD7 NM_030648_bp444_R AGCTAAAAAGGAGGGGTATTATGTGGATGATCTCTTGAATCATCCACATAATACCCCTCCGG Hs.480792 13724 2.42365 0.19594172 1.61E-05 0.1877 0.56594589 0.509782263
SETD7 NM_030648_bp722_R AGCTAAAAAGGACCGCACTTTATGGGAAATTCTCTTGAAATTTCCCATAAAGTGCGGTCCGG Hs.480792 2968 0.12685 0.48493349 0.601544265 -0.3132 0.35754853 0.202908496
SETD7 NM_030648_bp722_R AGCTAAAAAGGACCGCACTTTATGGGAAATTCTCTTGAAATTTCCCATAAAGTGCGGTCCGG Hs.480792 8344 -0.1973 0.66455587 0.523228037 -0.504225 1.09441771 0.278875222
SETD7 NM_030648_bp722_R AGCTAAAAAGGACCGCACTTTATGGGAAATTCTCTTGAAATTTCCCATAAAGTGCGGTCCGG Hs.480792 13720 -0.1899 0.74509319 0.573772653 -0.387975 0.85685821 0.310174973
SETD8 NM_020382_bp1032_R AGCTAAAAAGGAGCTCCTGTATGACTATGGTCTCTTGAACCATAGTCATACAGGAGCTCCGG Hs.443735 3175 0.406775 0.08336352 0.028245109 0.21905 1.28643635 0.667838996
SETD8 NM_020382_bp1032_R AGCTAAAAAGGAGCTCCTGTATGACTATGGTCTCTTGAACCATAGTCATACAGGAGCTCCGG Hs.443735 8551 0.683175 0.39775873 0.019162333 0.008175 1.39078708 0.987965244
SETD8 NM_020382_bp1032_R AGCTAAAAAGGAGCTCCTGTATGACTATGGTCTCTTGAACCATAGTCATACAGGAGCTCCGG Hs.443735 13927 0.669075 0.2658827 0.009763741 -0.3582 0.69229286 0.280452601
SETD8 NM_020382_bp1058_R AGCTAAAAAGCAGCAAGGCTTCCATTGAAGTCTCTTGAACTTCAATGGAAGCCTTGCTGCGG Hs.443735 3177 0.349725 0.38222691 0.134881739 -0.833775 0.65067792 0.028083876
SETD8 NM_020382_bp1058_R AGCTAAAAAGCAGCAAGGCTTCCATTGAAGTCTCTTGAACTTCAATGGAAGCCTTGCTGCGG Hs.443735 8553 0.425125 0.61216841 0.175650847 -0.6134 0.66576329 0.082151311
SETD8 NM_020382_bp1058_R AGCTAAAAAGCAGCAAGGCTTCCATTGAAGTCTCTTGAACTTCAATGGAAGCCTTGCTGCGG Hs.443735 13929 0.649425 0.34445175 0.01722953 -0.91095 0.76540228 0.030007539
SETD8 NM_020382_bp757_R AGCTAAAAAGGTGACTTTGTGGTGGAATACTCTCTTGAAGTATTCCACCACAAAGTCACCGG Hs.443735 3179 -0.877125 0.44731162 0.009652748 0.51295 1.14134305 0.286505976
SETD8 NM_020382_bp757_R AGCTAAAAAGGTGACTTTGTGGTGGAATACTCTCTTGAAGTATTCCACCACAAAGTCACCGG Hs.443735 8555 -0.70895 0.57188485 0.039351138 0.312875 1.16560101 0.509768836
SETD8 NM_020382_bp757_R AGCTAAAAAGGTGACTTTGTGGTGGAATACTCTCTTGAAGTATTCCACCACAAAGTCACCGG Hs.443735 13931 -0.916675 0.36648606 0.004938473 0.3726 2.03419987 0.630592227
SETDB1 NM_012432_bp1917_R AGCTAAAAAGCTGGTCCCGTTACTATATGATCTCTTGAATCATATAGTAACGGGACCAGCGG Hs.591479 3050 -0.03205 0.44479308 0.887406284 -0.171075 0.75295292 0.611660306
SETDB1 NM_012432_bp1917_R AGCTAAAAAGCTGGTCCCGTTACTATATGATCTCTTGAATCATATAGTAACGGGACCAGCGG Hs.591479 8426 -0.011925 0.47866844 0.959920091 -0.1663 0.81927153 0.641193709
SETDB1 NM_012432_bp1917_R AGCTAAAAAGCTGGTCCCGTTACTATATGATCTCTTGAATCATATAGTAACGGGACCAGCGG Hs.591479 13802 -0.035625 0.42930727 0.87218341 -0.167425 0.75695954 0.620357155



SETDB1 NM_012432_bp2339_R AGCTAAAAAGTGCCTGCCATCAACTAACTATCTCTTGAATAGTTAGTTGATGGCAGGCACGG Hs.591479 3022 0.43205 0.47953651 0.114041044 1.16575 0.56670676 0.004687107
SETDB1 NM_012432_bp2339_R AGCTAAAAAGTGCCTGCCATCAACTAACTATCTCTTGAATAGTTAGTTGATGGCAGGCACGG Hs.591479 8398 0.446875 0.47776451 0.104182734 1.13165 0.54788048 0.004949248
SETDB1 NM_012432_bp2339_R AGCTAAAAAGTGCCTGCCATCAACTAACTATCTCTTGAATAGTTAGTTGATGGCAGGCACGG Hs.591479 13774 0.45975 0.49308837 0.102343747 1.165225 0.53005874 0.003957408
SETDB1 NM_012432_bp3341_R AGCTAAAAAGCCCACCTAGTAAGACTAGTATCTCTTGAATACTAGTCTTACTAGGTGGGCGG Hs.591479 3024 -0.60775 0.18141065 0.009016914 -0.154725 0.46375794 0.547137284
SETDB1 NM_012432_bp3341_R AGCTAAAAAGCCCACCTAGTAAGACTAGTATCTCTTGAATACTAGTCTTACTAGGTGGGCGG Hs.591479 8400 -0.59695 0.18712325 0.009973977 -0.186 0.33882526 0.421509666
SETDB1 NM_012432_bp3341_R AGCTAAAAAGCCCACCTAGTAAGACTAGTATCTCTTGAATACTAGTCTTACTAGGTGGGCGG Hs.591479 13776 -0.593525 0.19172935 0.010447998 -0.15885 0.48914695 0.546493717
SETDB2 NM_031915_bp1714_R AGCTAAAAAGAGGGCTGCATAGACATAACATCTCTTGAATGTTATGTCTATGCAGCCCTCGG Hs.369039 3095 -0.2387 0.65194706 0.437840378 -0.04036667 0.56109915 0.89977711
SETDB2 NM_031915_bp1714_R AGCTAAAAAGAGGGCTGCATAGACATAACATCTCTTGAATGTTATGTCTATGCAGCCCTCGG Hs.369039 8471 -0.147725 0.68049919 0.63572123 -0.280475 0.67998071 0.383919289
SETDB2 NM_031915_bp1714_R AGCTAAAAAGAGGGCTGCATAGACATAACATCTCTTGAATGTTATGTCTATGCAGCCCTCGG Hs.369039 13847 -0.209975 0.67798602 0.504639507 -0.2159 0.73134476 0.516487339
SETDB2 NM_031915_bp1993_R AGCTAAAAAGGGACATTTGTTTGCATTTATTCTCTTGAAATAAATGCAAACAAATGTCCCGG Hs.369039 3091 0.28395 0.40624167 0.221495571 -0.64665 0.84640489 0.111280829
SETDB2 NM_031915_bp1993_R AGCTAAAAAGGGACATTTGTTTGCATTTATTCTCTTGAAATAAATGCAAACAAATGTCCCGG Hs.369039 8467 0.302675 0.73995067 0.379212853 -0.577925 0.78906011 0.130068025
SETDB2 NM_031915_bp1993_R AGCTAAAAAGGGACATTTGTTTGCATTTATTCTCTTGAAATAAATGCAAACAAATGTCCCGG Hs.369039 13843 0.56625 0.4839561 0.055057018 -0.37645 1.168644 0.432433293
SETDB2 NM_031915_bp2764_R AGCTAAAAAGGCCGCTTCCTTAATCATAGTTCTCTTGAAACTATGATTAAGGAAGCGGCCGG Hs.369039 3093 -0.99445 0.56257669 0.011007584 0.078425 0.80578046 0.822726378
SETDB2 NM_031915_bp2764_R AGCTAAAAAGGCCGCTTCCTTAATCATAGTTCTCTTGAAACTATGATTAAGGAAGCGGCCGG Hs.369039 8469 -0.995725 0.40574562 0.004447137 -0.56035 0.64604302 0.100424965
SETDB2 NM_031915_bp2764_R AGCTAAAAAGGCCGCTTCCTTAATCATAGTTCTCTTGAAACTATGATTAAGGAAGCGGCCGG Hs.369039 13845 -0.542625 0.65473061 0.114395554 -0.303675 0.89170212 0.432117709
SETMAR NM_006515_bp468_R AGCTAAAAAGGAAGGTTTGTCTGTGAATATTCTCTTGAAATATTCACAGACAAACCTTCCGG Hs.475300 3004 0.54505 0.2295624 0.017667548 -0.10515 0.68273172 0.737579384
SETMAR NM_006515_bp468_R AGCTAAAAAGGAAGGTTTGTCTGTGAATATTCTCTTGAAATATTCACAGACAAACCTTCCGG Hs.475300 8380 0.659975 0.67917511 0.073693687 -0.094825 0.98663731 0.816021848
SETMAR NM_006515_bp468_R AGCTAAAAAGGAAGGTTTGTCTGTGAATATTCTCTTGAAATATTCACAGACAAACCTTCCGG Hs.475300 13756 0.531775 0.30180588 0.028220707 -0.1822 0.91907629 0.639163881
SETMAR NM_006515_bp639_R AGCTAAAAAGGAAGATTCCTTAATCATTCTTCTCTTGAAAGAATGATTAAGGAATCTTCCGG Hs.475300 3008 -0.949875 0.25547233 0.002065806 -0.17475 0.19896969 0.400150383
SETMAR NM_006515_bp639_R AGCTAAAAAGGAAGATTCCTTAATCATTCTTCTCTTGAAAGAATGATTAAGGAATCTTCCGG Hs.475300 8384 -0.930375 0.26062849 0.002341843 -0.135975 0.19381628 0.506241531
SETMAR NM_006515_bp639_R AGCTAAAAAGGAAGATTCCTTAATCATTCTTCTCTTGAAAGAATGATTAAGGAATCTTCCGG Hs.475300 13760 -0.8791 0.2322611 0.00251599 -0.156475 0.22429026 0.45600452
SETMAR NM_006515_bp814_R AGCTAAAAAGGCTAGATCATGGGAAACTAATCTCTTGAATTAGTTTCCCATGATCTAGCCGG Hs.475300 3006 0.2768 0.31932799 0.18211192 0.907125 0.91688701 0.048536631
SETMAR NM_006515_bp814_R AGCTAAAAAGGCTAGATCATGGGAAACTAATCTCTTGAATTAGTTTCCCATGATCTAGCCGG Hs.475300 8382 0.2514 0.32103889 0.219557297 0.88815 0.91484316 0.051789486
SETMAR NM_006515_bp814_R AGCTAAAAAGGCTAGATCATGGGAAACTAATCTCTTGAATTAGTTTCCCATGATCTAGCCGG Hs.475300 13758 0.3022 0.32452025 0.154198482 0.9397 0.90639999 0.041744461
SF1 NM_004630_bp1111_R AGCTAAAAAGGGAGTTGGCTCGCTTAAATGTCTCTTGAACATTTAAGCGAGCCAACTCCCGG Hs.502829 1874 2.48905 1.19929634 0.003522373 0.166633333 2.80932288 0.900309933
SF1 NM_004630_bp1111_R AGCTAAAAAGGGAGTTGGCTCGCTTAAATGTCTCTTGAACATTTAAGCGAGCCAACTCCCGG Hs.502829 7250 2.64235 1.1164962 0.002024882 -0.031866667 3.26593194 0.983498973
SF1 NM_004630_bp1111_R AGCTAAAAAGGGAGTTGGCTCGCTTAAATGTCTCTTGAACATTTAAGCGAGCCAACTCCCGG Hs.502829 12626 3.339625 1.40775831 0.001869035 0.737566667 4.06979997 0.703460917
SF1 NM_004630_bp401_R AGCTAAAAAGCCGTTGGACTTCCCAAGTAATCTCTTGAATTACTTGGGAAGTCCAACGGCGG Hs.502829 1876 0.308583333 0.98331036 0.516197286 -6.2142 3.44855977 0.039547229
SF1 NM_004630_bp401_R AGCTAAAAAGCCGTTGGACTTCCCAAGTAATCTCTTGAATTACTTGGGAAGTCCAACGGCGG Hs.502829 7252 0.05495 1.19624163 0.920172817 -5.5236 0.02899138 0.000597276
SF1 NM_004630_bp401_R AGCTAAAAAGCCGTTGGACTTCCCAAGTAATCTCTTGAATTACTTGGGAAGTCCAACGGCGG Hs.502829 12628 0.109083333 1.28139372 0.85192078 -1.586266667 6.01109317 0.583250764
SF1 NM_004630_bp774_R AGCTAAAAAGCAACACGTGTGAGTGATAAATCTCTTGAATTTATCACTCACACGTGTTGCGG Hs.502829 309 2.819133333 1.21020228 0.005569725 2.8739 1.97741453 0.037544928
SF1 NM_004630_bp774_R AGCTAAAAAGCAACACGTGTGAGTGATAAATCTCTTGAATTTATCACTCACACGTGTTGCGG Hs.502829 5685 6.51215 3.3147732 0.00388193 2.943133333 2.16433136 0.044692995
SF1 NM_004630_bp774_R AGCTAAAAAGCAACACGTGTGAGTGATAAATCTCTTGAATTTATCACTCACACGTGTTGCGG Hs.502829 11061 4.1263 2.41297626 0.007098995 2.908033333 2.00591327 0.037752369
SGEF AK127282_bp1043_R AGCTAAAAAGAGTCTGGCCTCGGAAATTAATCTCTTGAATTAATTTCCGAGGCCAGACTCGG Hs.570682 4027 0.3586875 0.38276903 0.127416696 -0.393475 0.22707829 0.092068596
SGEF AK127282_bp1043_R AGCTAAAAAGAGTCTGGCCTCGGAAATTAATCTCTTGAATTAATTTCCGAGGCCAGACTCGG Hs.570682 9403 0.187483333 0.2960128 0.413872655 -0.39475 0.42573747 0.141926682
SGEF AK127282_bp1043_R AGCTAAAAAGAGTCTGGCCTCGGAAATTAATCTCTTGAATTAATTTCCGAGGCCAGACTCGG Hs.570682 14779 0.4435875 0.45245033 0.096829152 -0.168175 0.21193278 0.420914085
SGEF AK127282_bp1608_R AGCTAAAAAGAGGCTATCTTTGAAGTCATATCTCTTGAATATGACTTCAAAGATAGCCTCGG Hs.570682 4025 2.0032875 0.14790192 3.08E-05 0.460125 0.20377069 0.054622202
SGEF AK127282_bp1608_R AGCTAAAAAGAGGCTATCTTTGAAGTCATATCTCTTGAATATGACTTCAAAGATAGCCTCGG Hs.570682 9401 2.0717625 0.29218852 6.77E-05 0.3841 0.27627555 0.108835737
SGEF AK127282_bp1608_R AGCTAAAAAGAGGCTATCTTTGAAGTCATATCTCTTGAATATGACTTCAAAGATAGCCTCGG Hs.570682 14777 1.9375125 0.31387976 0.000109586 0.62765 0.20907322 0.017618847
SGEF AK127282_bp2423_R AGCTAAAAAGGTGGAATCTTGTGACAATGATCTCTTGAATCATTGTCACAAGATTCCACCGG Hs.570682 4023 5.8464 0.558 0.15448968 0.024652826
SGEF AK127282_bp2423_R AGCTAAAAAGGTGGAATCTTGTGACAATGATCTCTTGAATCATTGTCACAAGATTCCACCGG Hs.570682 9399 4.1983 0.46225 0.05682925 0.042920539
SGEF AK127282_bp2423_R AGCTAAAAAGGTGGAATCTTGTGACAATGATCTCTTGAATCATTGTCACAAGATTCCACCGG Hs.570682 14775 4.5036 0.608425 0.07060058 0.015162507
SGK NM_005627_bp493_R AGCTAAAAAGAGCGGAATGTTCTGTTGAAGTCTCTTGAACTTCAACAGAACATTCCGCTCGG Hs.296323 433 0.644325 0.6800098 0.079038932 0.566066667 0.80575879 0.230241052
SGK NM_005627_bp493_R AGCTAAAAAGAGCGGAATGTTCTGTTGAAGTCTCTTGAACTTCAACAGAACATTCCGCTCGG Hs.296323 5809 0.58165 0.87741101 0.169886588 0.118666667 0.62765354 0.73361186
SGK NM_005627_bp493_R AGCTAAAAAGAGCGGAATGTTCTGTTGAAGTCTCTTGAACTTCAACAGAACATTCCGCTCGG Hs.296323 11185 -0.2679 2.24032773 0.772000071 0.4649 0.56872493 0.206505231
SGK2 NM_016276_bp1003_R AGCTAAAAAGCACCTGAAGTGCTTCGGAAATCTCTTGAATTTCCGAAGCACTTCAGGTGCGG Hs.472793 5925 2.662625 5.06000104 0.232394223 10.6166
SGK2 NM_016276_bp1003_R AGCTAAAAAGCACCTGAAGTGCTTCGGAAATCTCTTGAATTTCCGAAGCACTTCAGGTGCGG Hs.472793 11301 3.00065 5.88341014 0.244846493 8.2416
SGK2 NM_016276_bp1240_R AGCTAAAAAGCAGACTTTCTTGAGATTAAGTCTCTTGAACTTAATCTCAAGAAAGTCTGCGG Hs.472793 550 0.16665 0.81606715 0.645695042 -1.711766667 2.2492347 0.171095365
SGK2 NM_016276_bp1240_R AGCTAAAAAGCAGACTTTCTTGAGATTAAGTCTCTTGAACTTAATCTCAAGAAAGTCTGCGG Hs.472793 5926 -0.11755 1.01024391 0.786555618 -1.620566667 4.43947617 0.457906525
SGK2 NM_016276_bp1240_R AGCTAAAAAGCAGACTTTCTTGAGATTAAGTCTCTTGAACTTAATCTCAAGAAAGTCTGCGG Hs.472793 11302 -0.877625 0.53348661 0.015384594 -2.6578 2.50037142 0.083078181
SGK2 NM_016276_bp583_R AGCTAAAAAGCAGTGAAGGTACTACAGAAATCTCTTGAATTTCTGTAGTACCTTCACTGCGG Hs.472793 1724 -0.077275 1.60683225 0.907816957 -4.3045 3.23321753 0.04623536
SGK2 NM_016276_bp583_R AGCTAAAAAGCAGTGAAGGTACTACAGAAATCTCTTGAATTTCTGTAGTACCTTCACTGCGG Hs.472793 7100 0.125525 1.50390978 0.841411272 -5.0107 3.51269238 0.03816776
SGK2 NM_016276_bp583_R AGCTAAAAAGCAGTGAAGGTACTACAGAAATCTCTTGAATTTCTGTAGTACCTTCACTGCGG Hs.472793 12476 -0.222425 1.30300442 0.686685066 -5.362266667 2.10916073 0.006852323
SGKL NM_013257_bp1103_R AGCTAAAAAGTAGGACATGTTGTCTTAACATCTCTTGAATGTTAAGACAACATGTCCTACGG Hs.380877 429 3.07445 1.57124142 0.004250243 0.590866667 2.29691544 0.596546518
SGKL NM_013257_bp1103_R AGCTAAAAAGTAGGACATGTTGTCTTAACATCTCTTGAATGTTAAGACAACATGTCCTACGG Hs.380877 5805 1.482025 1.15506363 0.024232648 0.6267 2.19186227 0.558778526
SGKL NM_013257_bp1103_R AGCTAAAAAGTAGGACATGTTGTCTTAACATCTCTTGAATGTTAAGACAACATGTCCTACGG Hs.380877 11181 5.084575 0.79036861 0.00101544 0.673766667 2.17199889 0.527898534
SGKL NM_013257_bp1256_R AGCTAAAAAGGGGCTGTTCTGTATGAAATGTCTCTTGAACATTTCATACAGAACAGCCCCGG Hs.380877 1570 2.519925 3.94527356 0.160519472 1.0972 6.27767246 0.712623712
SGKL NM_013257_bp1256_R AGCTAAAAAGGGGCTGTTCTGTATGAAATGTCTCTTGAACATTTCATACAGAACAGCCCCGG Hs.380877 6946 3.118 4.67310045 0.145668558 1.0237 6.61987549 0.74388085
SGKL NM_013257_bp1256_R AGCTAAAAAGGGGCTGTTCTGTATGAAATGTCTCTTGAACATTTCATACAGAACAGCCCCGG Hs.380877 12322 3.01925 4.65015098 0.154644792 1.2337 5.99238463 0.665731245
SGKL NM_013257_bp1302_R AGCTAAAAAGCCGAGATGTTGCTGAAATGTTCTCTTGAAACATTTCAGCAACATCTCGGCGG Hs.380877 430 -0.12285 0.52484385 0.631375318 1.0345 0.7083483 0.050232128
SGKL NM_013257_bp1302_R AGCTAAAAAGCCGAGATGTTGCTGAAATGTTCTCTTGAAACATTTCAGCAACATCTCGGCGG Hs.380877 5806 -0.408125 0.86409483 0.306120261 0.439 0.76859759 0.316006146
SGKL NM_013257_bp1302_R AGCTAAAAAGCCGAGATGTTGCTGAAATGTTCTCTTGAAACATTTCAGCAACATCTCGGCGG Hs.380877 11182 -0.695525 0.81248549 0.095810451 0.4086 0.83901475 0.375929376
SH2D3C NM_170600_bp100_R AGCTAAAAAGGTCCTTCACTCTGAGACGATTCTCTTGAAATCGTCTCAGAGTGAAGGACCGG Hs.306412 3514 -1.038033333 0.27199038 0.006528581 -0.3400125 0.38511296 0.181146194
SH2D3C NM_170600_bp100_R AGCTAAAAAGGTCCTTCACTCTGAGACGATTCTCTTGAAATCGTCTCAGAGTGAAGGACCGG Hs.306412 8890 -0.74555 0.81662989 0.080444202 -0.2782375 0.28560729 0.225164325
SH2D3C NM_170600_bp100_R AGCTAAAAAGGTCCTTCACTCTGAGACGATTCTCTTGAAATCGTCTCAGAGTGAAGGACCGG Hs.306412 14266 -1.051133333 0.26706077 0.006119174 -0.2384875 0.21468079 0.267159391
SH2D3C NM_170600_bp1925_R AGCTAAAAAGCTGGAAAGGTTCCACACCATTCTCTTGAAATGGTGTGGAACCTTTCCAGCGG Hs.306412 3510 -0.296275 0.18601319 0.101488926 -0.0376625 0.32562575 0.865602908
SH2D3C NM_170600_bp1925_R AGCTAAAAAGCTGGAAAGGTTCCACACCATTCTCTTGAAATGGTGTGGAACCTTTCCAGCGG Hs.306412 8886 -0.303775 0.09104027 0.072596443 -0.1233375 0.41309149 0.612681358
SH2D3C NM_170600_bp1925_R AGCTAAAAAGCTGGAAAGGTTCCACACCATTCTCTTGAAATGGTGTGGAACCTTTCCAGCGG Hs.306412 14262 -0.298025 0.10433121 0.078934924 -0.0364875 0.24318273 0.86071931
SH2D3C NM_170600_bp556_R AGCTAAAAAGCAGCGACTATGTGAAGTTCTTCTCTTGAAAGAACTTCACATAGTCGCTGCGG Hs.306412 8888 0.410675 1.13094912 0.408994206 0.2557625 0.70684053 0.435634041
SH2D3C NM_170600_bp556_R AGCTAAAAAGCAGCGACTATGTGAAGTTCTTCTCTTGAAAGAACTTCACATAGTCGCTGCGG Hs.306412 14264 0.081275 0.13852633 0.586610039 0.0745625 1.39063225 0.890653062
SH2D3C NM_170600_bp556_R AGCTAAAAAGCAGCGACTATGTGAAGTTCTTCTCTTGAAAGAACTTCACATAGTCGCTGCGG Hs.306412 3512 -0.053525 0.36986495 0.792407011 0.535683333 1.43037553 0.386241176
SH3BP4 AF015043_bp1177_R AGCTAAAAAGTGTGGGACTTCATCAATAAATCTCTTGAATTTATTGATGAAGTCCCACACGG Hs.516777 3827 0.0237125 0.51873004 0.924704371 -0.0112 0.54880236 0.967483578
SH3BP4 AF015043_bp1177_R AGCTAAAAAGTGTGGGACTTCATCAATAAATCTCTTGAATTTATTGATGAAGTCCCACACGG Hs.516777 9203 -0.0387875 0.45324027 0.865630085 -0.11585 0.50272681 0.661869042
SH3BP4 AF015043_bp1177_R AGCTAAAAAGTGTGGGACTTCATCAATAAATCTCTTGAATTTATTGATGAAGTCCCACACGG Hs.516777 14579 -0.0527875 0.5368627 0.837626127 0.0058 0.5373924 0.982968958
SH3BP4 AF015043_bp1357_R AGCTAAAAAGGGACTCTGATCTTGGTGAACTCTCTTGAAGTTCACCAAGATCAGAGTCCCGG Hs.516777 3831 -0.3253625 0.23913168 0.095889836 0.597925 0.21419531 0.021728818
SH3BP4 AF015043_bp1357_R AGCTAAAAAGGGACTCTGATCTTGGTGAACTCTCTTGAAGTTCACCAAGATCAGAGTCCCGG Hs.516777 9207 -0.3195375 0.27874568 0.11597762 0.6894 0.26012644 0.013933411
SH3BP4 AF015043_bp1357_R AGCTAAAAAGGGACTCTGATCTTGGTGAACTCTCTTGAAGTTCACCAAGATCAGAGTCCCGG Hs.516777 14583 -0.3712625 0.31257871 0.089880797 0.508225 0.16397039 0.035667136
SH3BP4 AF015043_bp142_R AGCTAAAAAGACAGCGGTATGATTGATAATTCTCTTGAAATTATCAATCATACCGCTGTCGG Hs.516777 3829 0.1995875 0.70087601 0.535610729 -0.0755 0.76628804 0.823210508
SH3BP4 AF015043_bp142_R AGCTAAAAAGACAGCGGTATGATTGATAATTCTCTTGAAATTATCAATCATACCGCTGTCGG Hs.516777 9205 0.1103625 0.37050679 0.592123027 0.471625 0.82143471 0.213961308
SH3BP4 AF015043_bp142_R AGCTAAAAAGACAGCGGTATGATTGATAATTCTCTTGAAATTATCAATCATACCGCTGTCGG Hs.516777 14581 -0.1399375 0.70626645 0.662690692 0.315125 0.30817464 0.183652684
SH3BP5 AL117422_bp1409_R AGCTAAAAAGTGGCAGCAGTAAGAGCCAAATCTCTTGAATTTGGCTCTTACTGCTGCCACGG Hs.257761 4217 0.0312625 0.26281394 0.856707335 1.009475 0.12682109 0.001527756
SH3BP5 AL117422_bp1409_R AGCTAAAAAGTGGCAGCAGTAAGAGCCAAATCTCTTGAATTTGGCTCTTACTGCTGCCACGG Hs.257761 9593 0.1259875 0.32631825 0.516620278 0.969675 0.2762074 0.003068092
SH3BP5 AL117422_bp1409_R AGCTAAAAAGTGGCAGCAGTAAGAGCCAAATCTCTTGAATTTGGCTCTTACTGCTGCCACGG Hs.257761 14969 0.0123375 0.19562383 0.937556844 1.00765 0.22366839 0.002068498
SH3BP5 AL117422_bp2337_R AGCTAAAAAGCCACTGTTATTAGATTGACATCTCTTGAATGTCAATCTAATAACAGTGGCGG Hs.257761 4219 -0.4917125 0.43820258 0.069019431 -0.09405 0.15605081 0.634989693
SH3BP5 AL117422_bp2337_R AGCTAAAAAGCCACTGTTATTAGATTGACATCTCTTGAATGTCAATCTAATAACAGTGGCGG Hs.257761 9595 -0.3259875 0.55591617 0.250309257 -0.064825 0.19367305 0.747681569
SH3BP5 AL117422_bp2337_R AGCTAAAAAGCCACTGTTATTAGATTGACATCTCTTGAATGTCAATCTAATAACAGTGGCGG Hs.257761 14971 -0.1517375 0.85871325 0.687896088 -0.074575 0.51766456 0.780362862
SH3BP5 AL117422_bp2418_R AGCTAAAAAGCTGCACTAGTATTCCTTAGATCTCTTGAATCTAAGGAATACTAGTGCAGCGG Hs.257761 4215 -0.3991375 0.21221986 0.047758877 -0.09275 0.26152589 0.662356386
SH3BP5 AL117422_bp2418_R AGCTAAAAAGCTGCACTAGTATTCCTTAGATCTCTTGAATCTAAGGAATACTAGTGCAGCGG Hs.257761 9591 -0.3716625 0.30068169 0.085453513 -0.114 0.23032694 0.584426859
SH3BP5 AL117422_bp2418_R AGCTAAAAAGCTGCACTAGTATTCCTTAGATCTCTTGAATCTAAGGAATACTAGTGCAGCGG Hs.257761 14967 -0.3606125 0.12151414 0.046909425 -0.069925 0.2377551 0.736570954
SH3KBP1 AF230904_bp298_R AGCTAAAAAGAGGCCATAGTGGAGTTTGACTCTCTTGAAGTCAAACTCCACTATGGCCTCGG Hs.444770 4840 0.0511375 0.3118789 0.784009862 -0.2091875 0.38427728 0.355323542
SH3KBP1 AF230904_bp298_R AGCTAAAAAGAGGCCATAGTGGAGTTTGACTCTCTTGAAGTCAAACTCCACTATGGCCTCGG Hs.444770 10216 0.0408375 0.28444811 0.819435089 -0.1432125 0.37605656 0.510551078
SH3KBP1 AF230904_bp298_R AGCTAAAAAGAGGCCATAGTGGAGTTTGACTCTCTTGAAGTCAAACTCCACTATGGCCTCGG Hs.444770 15592 -0.0354375 0.43800135 0.8744194 -1.3480375 1.65469086 0.113716937
SH3KBP1 AF230904_bp439_R AGCTAAAAAGACAACTTTGTAAGAGAAATATCTCTTGAATATTTCTCTTACAAAGTTGTCGG Hs.444770 4838 -0.1172375 0.25746332 0.504613789 -0.0998625 0.44860241 0.676457185
SH3KBP1 AF230904_bp439_R AGCTAAAAAGACAACTTTGTAAGAGAAATATCTCTTGAATATTTCTCTTACAAAGTTGTCGG Hs.444770 10214 -0.0565875 0.29508115 0.756085761 -0.1039625 0.47388598 0.675579088
SH3KBP1 AF230904_bp439_R AGCTAAAAAGACAACTTTGTAAGAGAAATATCTCTTGAATATTTCTCTTACAAAGTTGTCGG Hs.444770 15590 -0.0271375 0.30127764 0.88218673 -0.0598875 0.51147146 0.818009406
SH3KBP1 AF230904_bp631_R AGCTAAAAAGACGATGAACTTGAGCTGAAATCTCTTGAATTTCAGCTCAAGTTCATCGTCGG Hs.444770 4836 0.7793625 0.14306171 0.002602397 0.1997875 0.42946359 0.405348325
SH3KBP1 AF230904_bp631_R AGCTAAAAAGACGATGAACTTGAGCTGAAATCTCTTGAATTTCAGCTCAAGTTCATCGTCGG Hs.444770 10212 0.8166125 0.08295927 0.00165984 0.3631375 0.27602725 0.093754499
SH3KBP1 AF230904_bp631_R AGCTAAAAAGACGATGAACTTGAGCTGAAATCTCTTGAATTTCAGCTCAAGTTCATCGTCGG Hs.444770 15588 0.7965125 0.10555956 0.002009044 0.4047125 0.2138874 0.053632567
SH3RF1 BC053671_bp1732_R AGCTAAAAAGTGCCCCTTCTCAGGTTCATATCTCTTGAATATGAACCTGAGAAGGGGCACGG Hs.301804 4478 0.0258 0.14099109 0.861349545 0.316925 0.17288562 0.089888832 -1.24336667 1.14649304 0.045869477
SH3RF1 BC053671_bp1732_R AGCTAAAAAGTGCCCCTTCTCAGGTTCATATCTCTTGAATATGAACCTGAGAAGGGGCACGG Hs.301804 9854 0.261125 0.40866202 0.256940644 0.321425 0.28294938 0.129126567 -0.8148 0.90172021 0.094882021
SH3RF1 BC053671_bp1732_R AGCTAAAAAGTGCCCCTTCTCAGGTTCATATCTCTTGAATATGAACCTGAGAAGGGGCACGG Hs.301804 15230 0.216225 0.37854656 0.318536521 0.247225 0.1872769 0.166733463 -0.68833333 0.60888231 0.080866047
SH3RF1 BC053671_bp3210_R AGCTAAAAAGAGGCAGAACTTGAACTTAAATCTCTTGAATTTAAGTTCAAGTTCTGCCTCGG Hs.301804 4476 0.698025 0.31611175 0.011083962 0.519775 0.59076652 0.122319723 0.5649 1.96541289 0.482915178
SH3RF1 BC053671_bp3210_R AGCTAAAAAGAGGCAGAACTTGAACTTAAATCTCTTGAATTTAAGTTCAAGTTCTGCCTCGG Hs.301804 9852 0.369425 0.32205697 0.094539845 0.397025 0.60373517 0.219195167 0.694933333 0.56233417 0.070933089
SH3RF1 BC053671_bp3210_R AGCTAAAAAGAGGCAGAACTTGAACTTAAATCTCTTGAATTTAAGTTCAAGTTCTGCCTCGG Hs.301804 15228 0.418675 0.39082232 0.089023363 0.36285 0.40882024 0.152632017 0.089433333 0.84148637 0.823187878
SHB AK096227_bp28_R AGCTAAAAAGCATGTCTCCTGGCTGTGTGTTCTCTTGAAACACACAGCCAGGAGACATGCGG 4004 0.7290625 0.67687093 0.054517895 0.74765 0.45884343 0.020868883
SHB AK096227_bp28_R AGCTAAAAAGCATGTCTCCTGGCTGTGTGTTCTCTTGAAACACACAGCCAGGAGACATGCGG 9380 0.6465625 0.50057567 0.038886506 0.499525 0.37484491 0.065764976
SHB AK096227_bp28_R AGCTAAAAAGCATGTCTCCTGGCTGTGTGTTCTCTTGAAACACACAGCCAGGAGACATGCGG 14756 0.7094625 0.35553393 0.01309734 0.44775 0.39833819 0.096512669
SHB AK096227_bp304_R AGCTAAAAAGAGGGGATGTTTGCTCAGAGTTCTCTTGAAACTCTGAGCAAACATCCCCTCGG 4002 0.6566 0.84357839 0.212675095 -0.365375 0.46667473 0.183396736
SHB AK096227_bp304_R AGCTAAAAAGAGGGGATGTTTGCTCAGAGTTCTCTTGAAACTCTGAGCAAACATCCCCTCGG 9378 0.8907 1.02275925 0.159173652 -0.2483 0.62329091 0.414135314
SHB AK096227_bp304_R AGCTAAAAAGAGGGGATGTTTGCTCAGAGTTCTCTTGAAACTCTGAGCAAACATCCCCTCGG 14754 0.6336 0.22429427 0.086874724 -0.345675 0.59040363 0.254144323
SHB AK096227_bp77_R AGCTAAAAAGGTCGAGGATTGGCAGATAGTTCTCTTGAAACTATCTGCCAATCCTCGACCGG 4000 0.1645625 0.30071481 0.387356535 0.49555 0.28834214 0.052819931
SHB AK096227_bp77_R AGCTAAAAAGGTCGAGGATTGGCAGATAGTTCTCTTGAAACTATCTGCCAATCCTCGACCGG 9376 0.278016667 0.38904359 0.293386079 0.43565 0.32729755 0.086875523
SHB AK096227_bp77_R AGCTAAAAAGGTCGAGGATTGGCAGATAGTTCTCTTGAAACTATCTGCCAATCCTCGACCGG 14752 0.4776625 0.61340078 0.137099935 0.594875 0.16375615 0.019531333
SHC1 NM_183001_bp1473_R AGCTAAAAAGGACAATCACTTGCCCATCATTCTCTTGAAATGATGGGCAAGTGATTGTCCGG Hs.433795 1139 1.0373625 0.67558782 0.016149615 -0.1060375 0.5066445 0.689651942
SHC1 NM_183001_bp1473_R AGCTAAAAAGGACAATCACTTGCCCATCATTCTCTTGAAATGATGGGCAAGTGATTGTCCGG Hs.433795 6515 0.8287625 0.58794361 0.024745871 -0.3133125 0.3671667 0.206248395
SHC1 NM_183001_bp1473_R AGCTAAAAAGGACAATCACTTGCCCATCATTCTCTTGAAATGATGGGCAAGTGATTGTCCGG Hs.433795 11891 0.9598875 0.70480312 0.024375597 -0.4806125 0.18108057 0.044976491
SHC1 NM_183001_bp709_R AGCTAAAAAGCCTTCGAGTTGCGCTTCAAATCTCTTGAATTTGAAGCGCAACTCGAAGGCGG Hs.433795 1138 0.0218125 0.17499794 0.88702901 -0.6085875 0.39973962 0.036730202
SHC1 NM_183001_bp709_R AGCTAAAAAGCCTTCGAGTTGCGCTTCAAATCTCTTGAATTTGAAGCGCAACTCGAAGGCGG Hs.433795 6514 -0.1221125 0.20763857 0.458746897 -0.6309625 0.332376 0.025504898
SHC1 NM_183001_bp709_R AGCTAAAAAGCCTTCGAGTTGCGCTTCAAATCTCTTGAATTTGAAGCGCAACTCGAAGGCGG Hs.433795 11890 -0.0513625 0.21616147 0.752211712 -0.6739375 0.44976223 0.030122585
SHC1 NM_183001_bp961_R AGCTAAAAAGGAGCTACATTGCCTGTAGGATCTCTTGAATCCTACAGGCAATGTAGCTCCGG Hs.433795 2247 2.0662125 0.89438254 0.002490778 1.7314125 1.26971877 0.011047811
SHC1 NM_183001_bp961_R AGCTAAAAAGGAGCTACATTGCCTGTAGGATCTCTTGAATCCTACAGGCAATGTAGCTCCGG Hs.433795 7623 2.1286375 0.94665382 0.002725221 2.2989625 2.23502044 0.028452277
SHC1 NM_183001_bp961_R AGCTAAAAAGGAGCTACATTGCCTGTAGGATCTCTTGAATCCTACAGGCAATGTAGCTCCGG Hs.433795 12999 2.1545375 0.9413618 0.002527683 1.9190875 1.49847542 0.013274288
SHMT1 NM_004862_bp401_R AGCTAAAAAGAATCCTCCTTCGTATTATACTCTCTTGAAGTATAATACGAAGGAGGATTCGG Hs.459940 8206
SHMT1 NM_004862_bp401_R AGCTAAAAAGAATCCTCCTTCGTATTATACTCTCTTGAAGTATAATACGAAGGAGGATTCGG Hs.459940 13582
SHMT1 NM_004862_bp498_R AGCTAAAAAGACCGCCCTATCCAAATGTGTTCTCTTGAAACACATTTGGATAGGGCGGTCGG Hs.459940 2826 1.177
SHMT1 NM_004862_bp498_R AGCTAAAAAGACCGCCCTATCCAAATGTGTTCTCTTGAAACACATTTGGATAGGGCGGTCGG Hs.459940 8202 0.7877
SHMT1 NM_004862_bp498_R AGCTAAAAAGACCGCCCTATCCAAATGTGTTCTCTTGAAACACATTTGGATAGGGCGGTCGG Hs.459940 13578 0.7127
SHMT1 NM_004862_bp543_R AGCTAAAAAGTGAGTCAGCTGTCCTATAACTCTCTTGAAGTTATAGGACAGCTGACTCACGG Hs.459940 2828 -0.4612 0.68063968 0.176407583 -0.46313333 1.67972041 0.5069012
SHMT1 NM_004862_bp543_R AGCTAAAAAGTGAGTCAGCTGTCCTATAACTCTCTTGAAGTTATAGGACAGCTGACTCACGG Hs.459940 8204 -0.496225 0.80021399 0.198857297 -0.49273333 1.75468691 0.497338996
SHMT1 NM_004862_bp543_R AGCTAAAAAGTGAGTCAGCTGTCCTATAACTCTCTTGAAGTTATAGGACAGCTGACTCACGG Hs.459940 13580 -0.550675 0.74031052 0.139784461 -0.3835 1.81244764 0.604073517
SIAHBP1 AF114818_bp368_R AGCTAAAAAGCAGTGACAATGGGCTTTGGATCTCTTGAATCCAAAGCCCATTGTCACTGCGG Hs.521924 3584 0.4660625 0.42389129 0.075782409 0.2016 0.24151761 0.349814613
SIAHBP1 AF114818_bp368_R AGCTAAAAAGCAGTGACAATGGGCTTTGGATCTCTTGAATCCAAAGCCCATTGTCACTGCGG Hs.521924 8960 0.5499375 0.50048577 0.064376969 0.383275 0.156438 0.087359827
SIAHBP1 AF114818_bp368_R AGCTAAAAAGCAGTGACAATGGGCTTTGGATCTCTTGAATCCAAAGCCCATTGTCACTGCGG Hs.521924 14336 0.4071875 0.33203134 0.075575145 0.265225 0.18999178 0.215934839
SIAHBP1 AF114818_bp461_R AGCTAAAAAGTGGGCTCTATCTACTATGAGTCTCTTGAACTCATAGTAGATAGAGCCCACGG Hs.521924 3582 0.317625 0.25929374 0.165909403
SIAHBP1 AF114818_bp461_R AGCTAAAAAGTGGGCTCTATCTACTATGAGTCTCTTGAACTCATAGTAGATAGAGCCCACGG Hs.521924 8958 0.390025 0.35242938 0.123825436
SIAHBP1 AF114818_bp461_R AGCTAAAAAGTGGGCTCTATCTACTATGAGTCTCTTGAACTCATAGTAGATAGAGCCCACGG Hs.521924 14334 0.4052 0.37002236 0.117151215
SIAHBP1 AF114818_bp865_R AGCTAAAAAGGGCTACGGCTTCATTGAGTATCTCTTGAATACTCAATGAAGCCGTAGCCCGG Hs.521924 3580 0.7986125 0.24778901 0.004204955 0.280175 0.36726093 0.252191383
SIAHBP1 AF114818_bp865_R AGCTAAAAAGGGCTACGGCTTCATTGAGTATCTCTTGAATACTCAATGAAGCCGTAGCCCGG Hs.521924 8956 0.7976375 0.28883559 0.005449219 0.2487 0.32466336 0.286985215
SIAHBP1 AF114818_bp865_R AGCTAAAAAGGGCTACGGCTTCATTGAGTATCTCTTGAATACTCAATGAAGCCGTAGCCCGG Hs.521924 14332 0.8190375 0.24931283 0.003808008 0.234675 0.2901897 0.299476489



SIN3A NM_015477_bp2330_R AGCTAAAAAGCTGTTCCAATTGTCCTTAAATCTCTTGAATTTAAGGACAATTGGAACAGCGG Hs.458939 1135 -1.2820625 0.14108277 0.000259149 -0.0075875 0.29150232 0.971957271
SIN3A NM_015477_bp2330_R AGCTAAAAAGCTGTTCCAATTGTCCTTAAATCTCTTGAATTTAAGGACAATTGGAACAGCGG Hs.458939 6511 -1.3179125 0.12870882 0.000213623 -0.0395875 0.23030507 0.847634001
SIN3A NM_015477_bp2330_R AGCTAAAAAGCTGTTCCAATTGTCCTTAAATCTCTTGAATTTAAGGACAATTGGAACAGCGG Hs.458939 11887 -1.2203125 0.1972831 0.000450876 0.0559125 0.28572201 0.795217493
SIN3A NM_015477_bp2677_R AGCTAAAAAGGAGGACAAATATAAGATAAATCTCTTGAATTTATCTTATATTTGTCCTCCGG Hs.458939 2241 -0.1733875 0.95531444 0.676214609 -0.55538333 0.51941417 0.117598274
SIN3A NM_015477_bp2677_R AGCTAAAAAGGAGGACAAATATAAGATAAATCTCTTGAATTTATCTTATATTTGTCCTCCGG Hs.458939 7617 0.0472625 0.69456436 0.880209208 -0.5314375 0.44504026 0.066717736
SIN3A NM_015477_bp2677_R AGCTAAAAAGGAGGACAAATATAAGATAAATCTCTTGAATTTATCTTATATTTGTCCTCCGG Hs.458939 12993 0.123916667 0.63665947 0.708338002 -0.3481
SIN3B XM_050561_bp1388_R AGCTAAAAAGCGCTTCGAGTTAGACGTTGTTCTCTTGAAACAACGTCTAACTCGAAGCGCGG Hs.13999 1134 -0.4264375 0.49836001 0.125373574 -0.3273875 0.29298232 0.164862824
SIN3B XM_050561_bp1388_R AGCTAAAAAGCGCTTCGAGTTAGACGTTGTTCTCTTGAAACAACGTCTAACTCGAAGCGCGG Hs.13999 6510 -0.3216625 0.30358654 0.124698726 -0.4277875 0.17274325 0.064754578
SIN3B XM_050561_bp1388_R AGCTAAAAAGCGCTTCGAGTTAGACGTTGTTCTCTTGAAACAACGTCTAACTCGAAGCGCGG Hs.13999 11886 -0.3904125 0.40539763 0.112584911 -0.4089375 0.21063929 0.079804509
SIN3B XM_050561_bp1868_R AGCTAAAAAGCACCTCATCTTTGTGTACGATCTCTTGAATCGTACACAAAGATGAGGTGCGG Hs.13999 2239 -0.8883875 0.46199004 0.009974028 -1.1599125 0.87297713 0.016807319
SIN3B XM_050561_bp1868_R AGCTAAAAAGCACCTCATCTTTGTGTACGATCTCTTGAATCGTACACAAAGATGAGGTGCGG Hs.13999 7615 -0.9113375 0.52446248 0.012697288 -1.1483375 0.92968165 0.021219742
SIN3B XM_050561_bp1868_R AGCTAAAAAGCACCTCATCTTTGTGTACGATCTCTTGAATCGTACACAAAGATGAGGTGCGG Hs.13999 12991 -0.9480875 0.54727224 0.012264205 -1.0937625 0.92639341 0.025407045
SIN3B XM_050561_bp731_R AGCTAAAAAGCGGTCTCTGTTCACAGGAAATCTCTTGAATTTCCTGTGAACAGAGACCGCGG Hs.13999 1133 0.1391875 0.18739099 0.39075322 -0.1005875 0.15802464 0.612526672
SIN3B XM_050561_bp731_R AGCTAAAAAGCGGTCTCTGTTCACAGGAAATCTCTTGAATTTCCTGTGAACAGAGACCGCGG Hs.13999 6509 0.1540375 0.16455702 0.333910531 -0.0556125 0.08145645 0.77062515
SIN3B XM_050561_bp731_R AGCTAAAAAGCGGTCTCTGTTCACAGGAAATCTCTTGAATTTCCTGTGAACAGAGACCGCGG Hs.13999 11885 0.1257125 0.23128748 0.460170252 -0.1230125 0.34428778 0.590943605
SIP1 NM_003616_bp285_R AGCTAAAAAGTAGCTCAAATTGACCCAAAGTCTCTTGAACTTTGGGTCAATTTGAGCTACGG Hs.533862 2195 -0.5326125 0.30198333 0.028091963 -0.3098625 0.51455073 0.269445699
SIP1 NM_003616_bp285_R AGCTAAAAAGTAGCTCAAATTGACCCAAAGTCTCTTGAACTTTGGGTCAATTTGAGCTACGG Hs.533862 7571 -0.4631625 0.25843595 0.036377582 -0.3409875 0.52768899 0.234344921
SIP1 NM_003616_bp285_R AGCTAAAAAGTAGCTCAAATTGACCCAAAGTCTCTTGAACTTTGGGTCAATTTGAGCTACGG Hs.533862 12947 -0.2308875 0.53931076 0.389822764 -0.4298875 0.53625502 0.14929036
SIP1 NM_003616_bp654_R AGCTAAAAAGTAACTAGTGTCTTGGAATATTCTCTTGAAATATTCCAAGACACTAGTTACGG Hs.533862 2191 0.8578625 0.34257557 0.005619266 -0.0969125 0.18396779 0.630399969
SIP1 NM_003616_bp654_R AGCTAAAAAGTAACTAGTGTCTTGGAATATTCTCTTGAAATATTCCAAGACACTAGTTACGG Hs.533862 7567 0.8365875 0.26805076 0.003906123 -0.1145125 0.15548714 0.564969246
SIP1 NM_003616_bp654_R AGCTAAAAAGTAACTAGTGTCTTGGAATATTCTCTTGAAATATTCCAAGACACTAGTTACGG Hs.533862 12943 0.9895875 0.47651948 0.006997115 -0.0553625 0.18003014 0.781458106
SIP1 NM_003616_bp697_R AGCTAAAAAGAGACTTTACTCCAGAATTGGTCTCTTGAACCAATTCTGGAGTAAAGTCTCGG Hs.533862 2193 -0.3824375 0.30781561 0.081365041 -0.6292875 0.79532925 0.106294245
SIP1 NM_003616_bp697_R AGCTAAAAAGAGACTTTACTCCAGAATTGGTCTCTTGAACCAATTCTGGAGTAAAGTCTCGG Hs.533862 7569 -0.4150625 0.29004896 0.059617056 -0.6462625 0.75074985 0.088603846
SIP1 NM_003616_bp697_R AGCTAAAAAGAGACTTTACTCCAGAATTGGTCTCTTGAACCAATTCTGGAGTAAAGTCTCGG Hs.533862 12945 -0.4641375 0.28536541 0.041135586 -0.6627125 0.78493403 0.090018963
SIPA1 NM_153253_bp1272_R AGCTAAAAAGAGCAAGTGGTGAGCTTCCAATCTCTTGAATTGGAAGCTCACCACTTGCTCGG Hs.530477 7621 -0.3445375 0.90242669 0.396904361
SIPA1 NM_153253_bp1272_R AGCTAAAAAGAGCAAGTGGTGAGCTTCCAATCTCTTGAATTGGAAGCTCACCACTTGCTCGG Hs.530477 2245 -0.02425 0.93603706 0.956331432
SIPA1 NM_153253_bp1272_R AGCTAAAAAGAGCAAGTGGTGAGCTTCCAATCTCTTGAATTGGAAGCTCACCACTTGCTCGG Hs.530477 12997 0.333125 0.49642432 0.361751784
SIPA1 NM_153253_bp1472_R AGCTAAAAAGCACTCCCTCTACACCACATATCTCTTGAATATGTGGTGTAGAGGGAGTGCGG Hs.530477 1136 -0.5974875 0.36949907 0.026729701 0.0059875 0.31138315 0.978239418
SIPA1 NM_153253_bp1472_R AGCTAAAAAGCACTCCCTCTACACCACATATCTCTTGAATATGTGGTGTAGAGGGAGTGCGG Hs.530477 6512 -0.4424875 0.4277883 0.08874379 -0.0446875 0.30977211 0.83874853
SIPA1 NM_153253_bp1472_R AGCTAAAAAGCACTCCCTCTACACCACATATCTCTTGAATATGTGGTGTAGAGGGAGTGCGG Hs.530477 11888 -0.5093375 0.41408787 0.056056397 -0.0121625 0.2528257 0.953647097
SIPA1 NM_153253_bp657_R AGCTAAAAAGTGCAAAGCCTGCTCTTTGATTCTCTTGAAATCAAAGAGCAGGCTTTGCACGG Hs.530477 1137 3.3821625 0.52886896 3.29E-05 0.4320625 0.99710445 0.313789689
SIPA1 NM_153253_bp657_R AGCTAAAAAGTGCAAAGCCTGCTCTTTGATTCTCTTGAAATCAAAGAGCAGGCTTTGCACGG Hs.530477 6513 3.1213625 0.48975792 3.75E-05 0.4335875 0.93481014 0.290066796
SIPA1 NM_153253_bp657_R AGCTAAAAAGTGCAAAGCCTGCTCTTTGATTCTCTTGAAATCAAAGAGCAGGCTTTGCACGG Hs.530477 11889 3.4004875 0.57166582 4.24E-05 0.4281875 0.95589746 0.303150996
SIT NM_014450_bp132_R AGCTAAAAAGCTTGTGGACTCTCACATCTGTCTCTTGAACAGATGTGAGAGTCCACAAGCGG Hs.88012 5203 -1.5886875 1.16262433 0.019237329 -0.5195125 0.45052888 0.074583387
SIT NM_014450_bp132_R AGCTAAAAAGCTTGTGGACTCTCACATCTGTCTCTTGAACAGATGTGAGAGTCCACAAGCGG Hs.88012 10579 -0.2550625 0.52016349 0.334761953 -0.3887625 0.32697861 0.096702962
SIT NM_014450_bp132_R AGCTAAAAAGCTTGTGGACTCTCACATCTGTCTCTTGAACAGATGTGAGAGTCCACAAGCGG Hs.88012 15955 -1.0103375 2.0929253 0.272294999 -0.6754375 0.4139509 0.028561537
SIT NM_014450_bp250_R AGCTAAAAAGACGCTGCTATTTCTCATCTCTCTCTTGAAGAGATGAGAAATAGCAGCGTCGG Hs.88012 5199 -1.9902125 1.13045992 0.007197356 -0.3144625 0.57794069 0.30055202
SIT NM_014450_bp250_R AGCTAAAAAGACGCTGCTATTTCTCATCTCTCTCTTGAAGAGATGAGAAATAGCAGCGTCGG Hs.88012 10575 -0.4860125 0.17112817 0.020330598 -0.2244125 0.53329504 0.42018506
SIT NM_014450_bp250_R AGCTAAAAAGACGCTGCTATTTCTCATCTCTCTCTTGAAGAGATGAGAAATAGCAGCGTCGG Hs.88012 15951 -1.4655875 2.03851617 0.125811645 -0.0581375 0.59838739 0.842553309
SIT NM_014450_bp369_R AGCTAAAAAGGAACCTGCATTATCTACAGATCTCTTGAATCTGTAGATAATGCAGGTTCCGG Hs.88012 5201 -0.5392875 1.47163203 0.397700804 -0.0899375 0.59620603 0.758749586
SIT NM_014450_bp369_R AGCTAAAAAGGAACCTGCATTATCTACAGATCTCTTGAATCTGTAGATAATGCAGGTTCCGG Hs.88012 10577 -0.3386125 0.1400135 0.06031828 0.2835125 0.17154823 0.117791816
SIT NM_014450_bp369_R AGCTAAAAAGGAACCTGCATTATCTACAGATCTCTTGAATCTGTAGATAATGCAGGTTCCGG Hs.88012 15953 -1.0761625 1.36980375 0.105236354 -0.0674125 0.85280126 0.863848072
SITPEC NM_016581_bp1049_R AGCTAAAAAGAACCTCTACTACCCGATGCATCTCTTGAATGCATCGGGTAGTAGAGGTTCGG Hs.515146 2633 -0.8686 0.12864794 0.002193232 0.4415625 0.42780697 0.082356643
SITPEC NM_016581_bp1049_R AGCTAAAAAGAACCTCTACTACCCGATGCATCTCTTGAATGCATCGGGTAGTAGAGGTTCGG Hs.515146 8009 -0.824125 0.20025519 0.003394106 0.2942625 0.16281437 0.123058668
SITPEC NM_016581_bp1049_R AGCTAAAAAGAACCTCTACTACCCGATGCATCTCTTGAATGCATCGGGTAGTAGAGGTTCGG Hs.515146 13385 -0.790675 0.11070139 0.003204921 0.3419875 0.38931153 0.137500575
SITPEC NM_016581_bp388_R AGCTAAAAAGGGGCCACATTGACTTCATCTTCTCTTGAAAGATGAAGTCAATGTGGCCCCGG Hs.515146 2631 0.83085 0.37320633 0.00617337 0.0754375 0.83984732 0.744606321
SITPEC NM_016581_bp388_R AGCTAAAAAGGGGCCACATTGACTTCATCTTCTCTTGAAAGATGAAGTCAATGTGGCCCCGG Hs.515146 13383 0.7818 0.3897824 0.008391788 0.1888375 0.48821944 0.388981008
SITPEC NM_016581_bp388_R AGCTAAAAAGGGGCCACATTGACTTCATCTTCTCTTGAAAGATGAAGTCAATGTGGCCCCGG Hs.515146 8007 0.939775 0.3477561 0.003289371 0.174683333 0.65139582 0.539246344
SITPEC NM_016581_bp686_R AGCTAAAAAGTTCCCTCGATTCATGAACGTTCTCTTGAAACGTTCATGAATCGAGGGAACGG Hs.515146 2635 -0.595525 0.61652553 0.107719127 0.0160125 0.47794619 0.818543928
SITPEC NM_016581_bp686_R AGCTAAAAAGTTCCCTCGATTCATGAACGTTCTCTTGAAACGTTCATGAATCGAGGGAACGG Hs.515146 13387 -0.53895 0.5678604 0.120517062 0.0399875 0.36096744 0.719966304
SITPEC NM_016581_bp686_R AGCTAAAAAGTTCCCTCGATTCATGAACGTTCTCTTGAAACGTTCATGAATCGAGGGAACGG Hs.515146 8011 -0.436925 0.89105616 0.34655324 0.4307
SKP1A NM_006930_bp1366_R AGCTAAAAAGTTGCACTGCTCTGTTTATAATCTCTTGAATTATAAACAGAGCAGTGCAACGG Hs.171626 2834 4.586825 2.67465409 0.006633853 0.8601625 0.78609156 0.032751597
SKP1A NM_006930_bp1366_R AGCTAAAAAGTTGCACTGCTCTGTTTATAATCTCTTGAATTATAAACAGAGCAGTGCAACGG Hs.171626 8210 4.9864 3.0336456 0.007926967 0.9232875 0.81311931 0.027770226
SKP1A NM_006930_bp1366_R AGCTAAAAAGTTGCACTGCTCTGTTTATAATCTCTTGAATTATAAACAGAGCAGTGCAACGG Hs.171626 13586 4.837375 2.49596149 0.004025804 1.0102125 0.62891699 0.009723569
SKP1A NM_006930_bp188_R AGCTAAAAAGATGTGGAAATTGCCAAACAATCTCTTGAATTGTTTGGCAATTTCCACATCGG Hs.171626 2808 0.4407 0.5912268 0.111197553 0.6105875 1.35139338 0.244949424
SKP1A NM_006930_bp188_R AGCTAAAAAGATGTGGAAATTGCCAAACAATCTCTTGAATTGTTTGGCAATTTCCACATCGG Hs.171626 8184 0.4224 0.55722073 0.106837612 0.3257375 1.64672942 0.565327824
SKP1A NM_006930_bp188_R AGCTAAAAAGATGTGGAAATTGCCAAACAATCTCTTGAATTGTTTGGCAATTTCCACATCGG Hs.171626 13560 0.442175 0.65500819 0.13410432 0.4565875 1.3971961 0.376704508
SKP1A NM_006930_bp819_R AGCTAAAAAGAGCTCTTGTTAATGTATTAATCTCTTGAATTAATACATTAACAAGAGCTCGG Hs.171626 2836 0.5518 0.28297089 0.015832307 1.0174375 1.15939487 0.05472111
SKP1A NM_006930_bp819_R AGCTAAAAAGAGCTCTTGTTAATGTATTAATCTCTTGAATTAATACATTAACAAGAGCTCGG Hs.171626 8212 0.570225 0.37365346 0.024202688 0.7788375 0.98192065 0.079605337
SKP1A NM_006930_bp819_R AGCTAAAAAGAGCTCTTGTTAATGTATTAATCTCTTGAATTAATACATTAACAAGAGCTCGG Hs.171626 13588 0.58815 0.06525135 0.004259787 0.8950875 1.33040656 0.110362976
SLA BX647569_bp1911_R AGCTAAAAAGTGGGTTATCTTAATAATTCATCTCTTGAATGAATTATTAAGATAACCCACGG Hs.75367 4452 -0.048075 0.47503106 0.838972663 -0.6277
SLA BX647569_bp1911_R AGCTAAAAAGTGGGTTATCTTAATAATTCATCTCTTGAATGAATTATTAAGATAACCCACGG Hs.75367 9828 -0.133575 0.46491352 0.572636457 -0.5184 0.70003571 0.299403581 0.0394
SLA BX647569_bp1911_R AGCTAAAAAGTGGGTTATCTTAATAATTCATCTCTTGAATGAATTATTAAGATAACCCACGG Hs.75367 15204 -0.521025 0.46354798 0.064809895 -0.3891 0.60185006 0.289828994 -0.6786
SLA BX647569_bp897_R AGCTAAAAAGGCACTCACTTGTTGCTTCATTCTCTTGAAATGAAGCAACAAGTGAGTGCCGG Hs.75367 4454 -0.894075 1.0184151 0.083327008 0.00025 0.79331193 0.99945864 -0.78203333 1.32729871 0.200174578
SLA BX647569_bp897_R AGCTAAAAAGGCACTCACTTGTTGCTTCATTCTCTTGAAATGAAGCAACAAGTGAGTGCCGG Hs.75367 9830 -0.853975 0.72080287 0.038800458 -0.18815 0.73417404 0.591930014 -0.5814 0.7694635 0.165835623
SLA BX647569_bp897_R AGCTAAAAAGGCACTCACTTGTTGCTTCATTCTCTTGAAATGAAGCAACAAGTGAGTGCCGG Hs.75367 15206 -0.9962 1.0535891 0.134223735 -0.094966667 0.77497629 0.815765795 -0.4774 0.98909438 0.310626134
SLC12A2 NM_001046_bp1116_R AGCTAAAAAGGTCTATCAGTCCTTGTAATATCTCTTGAATATTACAAGGACTGATAGACCGG Hs.162585 3232 0.346133333 0.27588357 0.160230929 0.81865 0.79504934 0.048203027
SLC12A2 NM_001046_bp1116_R AGCTAAAAAGGTCTATCAGTCCTTGTAATATCTCTTGAATATTACAAGGACTGATAGACCGG Hs.162585 8608 0.388933333 0.07514734 0.083395444 0.47155 0.26866396 0.05890269
SLC12A2 NM_001046_bp1116_R AGCTAAAAAGGTCTATCAGTCCTTGTAATATCTCTTGAATATTACAAGGACTGATAGACCGG Hs.162585 13984 0.496033333 0.42271263 0.107160226 0.64625 0.39331526 0.028804737
SLC12A2 NM_001046_bp3150_R AGCTAAAAAGGCCCTATTGTGCCTTTAAATTCTCTTGAAATTTAAAGGCACAATAGGGCCGG Hs.162585 3230 0.51785 0.25007192 0.023704905 0.127375 0.2644094 0.552489732
SLC12A2 NM_001046_bp3150_R AGCTAAAAAGGCCCTATTGTGCCTTTAAATTCTCTTGAAATTTAAAGGCACAATAGGGCCGG Hs.162585 8606 0.324925 0.36921613 0.152277324 0.273925 0.32226413 0.244608849
SLC12A2 NM_001046_bp3150_R AGCTAAAAAGGCCCTATTGTGCCTTTAAATTCTCTTGAAATTTAAAGGCACAATAGGGCCGG Hs.162585 13982 0.536725 0.26603788 0.022644204 0.336675 0.31582891 0.16184499
SLC12A2 NM_001046_bp3519_R AGCTAAAAAGAGCAAGATATTGCAGATAAATCTCTTGAATTTATCTGCAATATCTTGCTCGG Hs.162585 3234 -1.342825 0.48267189 0.001948354 0.74195 1.04216112 0.117913531
SLC12A2 NM_001046_bp3519_R AGCTAAAAAGAGCAAGATATTGCAGATAAATCTCTTGAATTTATCTGCAATATCTTGCTCGG Hs.162585 8610 -1.309275 0.17166823 0.000277089 0.61715 0.82226834 0.118855169
SLC12A2 NM_001046_bp3519_R AGCTAAAAAGAGCAAGATATTGCAGATAAATCTCTTGAATTTATCTGCAATATCTTGCTCGG Hs.162585 13986 -1.402525 0.30625395 0.000486172 0.519175 0.48355651 0.080051163
SLC1A1 NM_004170_bp1371_R AGCTAAAAAGCGGTGTTTATTGCACAGTTGTCTCTTGAACAACTGTGCAATAAACACCGCGG Hs.444915 3245 -0.508725 0.40860262 0.054902229 0.4109625 1.03211899 0.348330011 -0.074225 0.63835174 0.831071477 0.036125 0.31010849 0.830765831
SLC1A1 NM_004170_bp1371_R AGCTAAAAAGCGGTGTTTATTGCACAGTTGTCTCTTGAACAACTGTGCAATAAACACCGCGG Hs.444915 13997 -0.77185 0.16923653 0.003097009 0.6832125 0.71276582 0.067884321 -0.011975 0.62891689 0.972015224 0.1274 0.3089905 0.470037944
SLC1A1 NM_004170_bp1371_R AGCTAAAAAGCGGTGTTTATTGCACAGTTGTCTCTTGAACAACTGTGCAATAAACACCGCGG Hs.444915 8621 -0.5092 0.2456487 0.024613848 1.28745 0.54397725 0.023306241 0.0063 0.60568943 0.984709268 0.0409 0.3908285 0.847621576
SLC1A1 NM_004170_bp513_R AGCTAAAAAGTGCGCGCTGTCGTGTATTATTCTCTTGAAATAATACACGACAGCGCGCACGG Hs.444915 3243 -0.484975 0.35770367 0.050428241 0.1872125 0.27285795 0.393733819 0.16145 0.35801082 0.433573098 0.8587 0.1895802 0.002841218
SLC1A1 NM_004170_bp513_R AGCTAAAAAGTGCGCGCTGTCGTGTATTATTCTCTTGAAATAATACACGACAGCGCGCACGG Hs.444915 8619 -0.447825 0.24739287 0.038589143 0.1385875 0.23260869 0.509389051 0.123175 0.38441939 0.56722178 0.892 0.23086482 0.004505859
SLC1A1 NM_004170_bp513_R AGCTAAAAAGTGCGCGCTGTCGTGTATTATTCTCTTGAAATAATACACGACAGCGCGCACGG Hs.444915 13995 -0.4677 0.2339924 0.031280563 0.1704375 0.24803117 0.42654708 0.128 0.34524288 0.512157773 0.876875 0.25124721 0.006035017
SLC20A1 NM_005415_bp1053_R AGCTAAAAAGCCTGCACAGTTGGAATAAACTCTCTTGAAGTTTATTCCAACTGTGCAGGCGG Hs.187946 2761 1.210425 0.39899939 0.00180903 0.289975 0.2343176 0.192768968
SLC20A1 NM_005415_bp1053_R AGCTAAAAAGCCTGCACAGTTGGAATAAACTCTCTTGAAGTTTATTCCAACTGTGCAGGCGG Hs.187946 8137 1.216325 0.40382414 0.001827244 0.268325 0.23341837 0.223290995
SLC20A1 NM_005415_bp1053_R AGCTAAAAAGCCTGCACAGTTGGAATAAACTCTCTTGAAGTTTATTCCAACTGTGCAGGCGG Hs.187946 13513 1.2327 0.38200556 0.001487903 0.264425 0.26153002 0.238150104
SLC20A1 NM_005415_bp1723_R AGCTAAAAAGTGGCATGCCTCTGGATTCATTCTCTTGAAATGAATCCAGAGGCATGCCACGG Hs.187946 2735 0.63655 0.58716166 0.058775845 -0.222375 0.56861139 0.439351781
SLC20A1 NM_005415_bp1723_R AGCTAAAAAGTGGCATGCCTCTGGATTCATTCTCTTGAAATGAATCCAGAGGCATGCCACGG Hs.187946 8111 1.10765 1.07548676 0.051535148 -0.092625 0.41496791 0.702928419
SLC20A1 NM_005415_bp1723_R AGCTAAAAAGTGGCATGCCTCTGGATTCATTCTCTTGAAATGAATCCAGAGGCATGCCACGG Hs.187946 13487 0.8832 0.76862138 0.041397104 -0.262425 0.41504742 0.29995146
SLC20A1 NM_005415_bp2064_R AGCTAAAAAGGGCCTCTGGTTGCTTTATATTCTCTTGAAATATAAAGCAACCAGAGGCCCGG Hs.187946 2733 -0.428475 0.80944726 0.261393901 0.6798 0.62557588 0.053145429
SLC20A1 NM_005415_bp2064_R AGCTAAAAAGGGCCTCTGGTTGCTTTATATTCTCTTGAAATATAAAGCAACCAGAGGCCCGG Hs.187946 8109 -0.9264 0.1603197 0.001308029 0.716775 0.59021842 0.03951897
SLC20A1 NM_005415_bp2064_R AGCTAAAAAGGGCCTCTGGTTGCTTTATATTCTCTTGAAATATAAAGCAACCAGAGGCCCGG Hs.187946 13485 -0.8677 0.36870907 0.006305555 0.6008 0.55982506 0.064445678
SLC25A23 NM_024103_bp658_R AGCTAAAAAGGACGAGTTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAACTCGTCCGG Hs.356231 3607 2.37375 0.43203028 9.56E-05 0.8928375 0.44995506 0.009511677
SLC25A23 NM_024103_bp658_R AGCTAAAAAGGACGAGTTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAACTCGTCCGG Hs.356231 8983 2.35045 0.41790602 9.08E-05 0.8946375 0.44256119 0.009131665
SLC25A23 NM_024103_bp658_R AGCTAAAAAGGACGAGTTCTCAAAGCAAGATCTCTTGAATCTTGCTTTGAGAACTCGTCCGG Hs.356231 14359 2.374425 0.41044673 8.20E-05 0.9294625 0.47534611 0.008871144
SLC25A23 NM_024103_bp784_R AGCTAAAAAGGTCCATGCCTCAAAGACCAATCTCTTGAATTGGTCTTTGAGGCATGGACCGG Hs.356231 3605 -0.554775 0.31091926 0.025503711 -0.0462625 0.23095994 0.822526821
SLC25A23 NM_024103_bp784_R AGCTAAAAAGGTCCATGCCTCAAAGACCAATCTCTTGAATTGGTCTTTGAGGCATGGACCGG Hs.356231 8981 -0.5594 0.35373381 0.030974143 0.1178375 0.2590266 0.580235526
SLC25A23 NM_024103_bp784_R AGCTAAAAAGGTCCATGCCTCAAAGACCAATCTCTTGAATTGGTCTTTGAGGCATGGACCGG Hs.356231 14357 -0.566516667 0.23856855 0.042468068 0.1404875 0.54792777 0.612812758
SLC25A23 NM_024103_bp867_R AGCTAAAAAGGCGCGGCAATGGTATTAATGTCTCTTGAACATTAATACCATTGCCGCGCCGG Hs.356231 3603 0.7859 0.30448672 0.006388721 -0.0938125 0.40566664 0.696847914
SLC25A23 NM_024103_bp867_R AGCTAAAAAGGCGCGGCAATGGTATTAATGTCTCTTGAACATTAATACCATTGCCGCGCCGG Hs.356231 8979 0.7764 0.18031102 0.00320296 -0.1110625 0.45074961 0.659287575
SLC25A23 NM_024103_bp867_R AGCTAAAAAGGCGCGGCAATGGTATTAATGTCTCTTGAACATTAATACCATTGCCGCGCCGG Hs.356231 14355 0.780125 0.20219302 0.003545562 -0.0753375 0.4245076 0.758032899
SLC25A27 NM_004277_bp1730_R AGCTAAAAAGGGAGGTGAATGGAAATTAATTCTCTTGAAATTAATTTCCATTCACCTCCCGG Hs.40510 3251 1.373975 1.00076509 0.01984798 1.1335375 0.63433196 0.007246728 0.0449 0.41778276 0.843593446 1.760625 0.27913787 0.001074231
SLC25A27 NM_004277_bp1730_R AGCTAAAAAGGGAGGTGAATGGAAATTAATTCTCTTGAAATTAATTTCCATTCACCTCCCGG Hs.40510 8627 0.728375 0.18760025 0.004389922 1.2333875 0.60476154 0.0042651 0.05915 0.45121047 0.810152141 1.846175 0.22566136 0.000496735
SLC25A27 NM_004277_bp1730_R AGCTAAAAAGGGAGGTGAATGGAAATTAATTCTCTTGAAATTAATTTCCATTCACCTCCCGG Hs.40510 14003 0.993475 0.38222139 0.003869786 1.5998625 0.59873179 0.001112496 0.118375 0.47195049 0.65042025 1.956525 0.21253123 0.000349623
SLC25A27 NM_004277_bp473_R AGCTAAAAAGCCCTAGGGATCATTGAAGAGTCTCTTGAACTCTTCAATGATCCCTAGGGCGG Hs.40510 3249 0.761875 0.41314084 0.013823324 -0.73025 1.20553975 0.196906792 0.78375 0.39367057 0.0283454 0.764225 0.23962539 0.007801222
SLC25A27 NM_004277_bp473_R AGCTAAAAAGCCCTAGGGATCATTGAAGAGTCTCTTGAACTCTTCAATGATCCCTAGGGCGG Hs.40510 14001 0.5452 0.34533134 0.032400974 0.0816625 0.56114892 0.769825456 0.803125 0.40375433 0.028410078 0.66055 0.25075807 0.013328591
SLC25A27 NM_004277_bp473_R AGCTAAAAAGCCCTAGGGATCATTGAAGAGTCTCTTGAACTCTTCAATGATCCCTAGGGCGG Hs.40510 8625 0.426625 0.37935403 0.080780483 -0.21015 0.27598378 0.553011112 0.772275 0.41004116 0.032736944 0.696825 0.19092565 0.005308976
SLC25A27 NM_004277_bp556_R AGCTAAAAAGGAGGTCGAATGGTCACATATTCTCTTGAAATATGTGACCATTCGACCTCCGG Hs.40510 3247 2.21425 0.82184592 0.001313395 0.2931625 0.35402099 0.228209444 1.289075 0.5989849 0.023080216 1.1428 0.38290357 0.00940829
SLC25A27 NM_004277_bp556_R AGCTAAAAAGGAGGTCGAATGGTCACATATTCTCTTGAAATATGTGACCATTCGACCTCCGG Hs.40510 8623 1.8995 0.44321905 0.000301704 0.4056125 0.4183801 0.130827931 1.310875 0.58506385 0.020722999 1.284 0.47007806 0.012054221
SLC25A27 NM_004277_bp556_R AGCTAAAAAGGAGGTCGAATGGTCACATATTCTCTTGAAATATGTGACCATTCGACCTCCGG Hs.40510 13999 1.707675 0.51959273 0.000822108 0.5083375 0.32665357 0.054117736 1.336 0.60643992 0.021683447 1.163525 0.61555594 0.03243451
SLC2A1 NM_006516_bp1433_R AGCTAAAAAGGGCATGTGCTTCCAGTATGTTCTCTTGAAACATACTGGAAGCACATGCCCGG Hs.473721 1131 0.9926125 1.01897451 0.061953069 0.8011875 1.41582595 0.179598718
SLC2A1 NM_006516_bp1433_R AGCTAAAAAGGGCATGTGCTTCCAGTATGTTCTCTTGAAACATACTGGAAGCACATGCCCGG Hs.473721 6507 1.0202375 1.1225484 0.073871339 0.8088875 1.45332119 0.184708619
SLC2A1 NM_006516_bp1433_R AGCTAAAAAGGGCATGTGCTTCCAGTATGTTCTCTTGAAACATACTGGAAGCACATGCCCGG Hs.473721 11883 1.0364875 1.2166503 0.086849884 0.7993125 1.44186187 0.18655554
SLC2A1 NM_006516_bp1467_R AGCTAAAAAGGTCCCTACGTCTTCATCATCTCTCTTGAAGATGATGAAGACGTAGGGACCGG Hs.473721 1132 -0.2436625 0.25155237 0.192302778 0.7391625 0.17090609 0.007820731
SLC2A1 NM_006516_bp1467_R AGCTAAAAAGGTCCCTACGTCTTCATCATCTCTCTTGAAGATGATGAAGACGTAGGGACCGG Hs.473721 6508 -0.2427875 0.19910348 0.167455403 0.8908375 0.10178298 0.002736577
SLC2A1 NM_006516_bp1467_R AGCTAAAAAGGTCCCTACGTCTTCATCATCTCTCTTGAAGATGATGAAGACGTAGGGACCGG Hs.473721 11884 -0.2415375 0.26026732 0.20032003 0.9792625 0.14467383 0.001866973
SLC2A1 NM_006516_bp847_R AGCTAAAAAGGGCCAAGAGTGTGCTAAAGATCTCTTGAATCTTTAGCACACTCTTGGCCCGG Hs.473721 2237 -0.5874625 0.43168404 0.038673637 -0.0988375 0.12027219 0.612181079
SLC2A1 NM_006516_bp847_R AGCTAAAAAGGGCCAAGAGTGTGCTAAAGATCTCTTGAATCTTTAGCACACTCTTGGCCCGG Hs.473721 7613 -0.4588875 0.20189195 0.028708686 -0.0196375 0.30231946 0.928185369
SLC2A1 NM_006516_bp847_R AGCTAAAAAGGGCCAAGAGTGTGCTAAAGATCTCTTGAATCTTTAGCACACTCTTGGCCCGG Hs.473721 12989 -0.1955625 0.17473752 0.237665491 0.0545375 0.1485601 0.780872133
SLC2A5 BC035878_bp344_R AGCTAAAAAGTCGGCCCCTTGGTGAATAAATCTCTTGAATTTATTCACCAAGGGGCCGACGG Hs.530003 4226 -0.562275 0.40277126 0.038883063 -0.900625 0.16502748 0.002334579 -0.87886667 0.64297307 0.041988261
SLC2A5 BC035878_bp344_R AGCTAAAAAGTCGGCCCCTTGGTGAATAAATCTCTTGAATTTATTCACCAAGGGGCCGACGG Hs.530003 9602 -0.55745 0.40127701 0.039712392 -0.8638 0.23847386 0.004219261 -0.74043333 0.15807139 0.024608346
SLC2A5 BC035878_bp344_R AGCTAAAAAGTCGGCCCCTTGGTGAATAAATCTCTTGAATTTATTCACCAAGGGGCCGACGG Hs.530003 14978 -0.269675 0.41601394 0.248068919 -0.804 0.14830858 0.003398302 -1.18843333 0.43537194 0.007455627
SLC2A5 BC035878_bp379_R AGCTAAAAAGGCCTTGCTGTTCAACAACATTCTCTTGAAATGTTGTTGAACAGCAAGGCCGG Hs.530003 4230 -0.69 0.45547854 0.025048165 0.6313 0.24287583 0.014286503 -0.08326667 1.12024904 0.864771008
SLC2A5 BC035878_bp379_R AGCTAAAAAGGCCTTGCTGTTCAACAACATTCTCTTGAAATGTTGTTGAACAGCAAGGCCGG Hs.530003 9606 -0.251 0.48877975 0.322889545 0.26245 0.17969525 0.143822427 0.251 0.66891888 0.483444239
SLC2A5 BC035878_bp379_R AGCTAAAAAGGCCTTGCTGTTCAACAACATTCTCTTGAAATGTTGTTGAACAGCAAGGCCGG Hs.530003 14982 0.220725 0.34811764 0.290035426 0.1823 0.82008402 0.635378229 -0.38776667 1.31595819 0.494981155
SLC2A5 BC035878_bp443_R AGCTAAAAAGCCACATCATTTGAGCTTATCTCTCTTGAAGATAAGCTCAAATGATGTGGCGG Hs.530003 4228 0.4304 0.67377072 0.198840562 -1.161025 0.51654495 0.006997579 0.011 0.35439903 0.968012432
SLC2A5 BC035878_bp443_R AGCTAAAAAGCCACATCATTTGAGCTTATCTCTCTTGAAGATAAGCTCAAATGATGTGGCGG Hs.530003 14980 0.350025 1.06538894 0.454301956 -1.84085 0.99608454 0.009655875 0.8671 1.13939802 0.123941446
SLC2A5 BC035878_bp443_R AGCTAAAAAGCCACATCATTTGAGCTTATCTCTCTTGAAGATAAGCTCAAATGATGTGGCGG Hs.530003 9604 0.5275 0.71632895 0.19145583 -1.35465 0.44608844 0.002525803 0.4953 0.41592021 0.220983879
SLC35B2 NM_178148_bp694_R AGCTAAAAAGCCTGTCCAATGTGCTTAGCATCTCTTGAATGCTAAGCACATTGGACAGGCGG Hs.182885 2825 -0.0321 0.58629145 0.906893313 -1.29175 1.2220155 0.031624036
SLC35B2 NM_178148_bp694_R AGCTAAAAAGCCTGTCCAATGTGCTTAGCATCTCTTGAATGCTAAGCACATTGGACAGGCGG Hs.182885 8201 -0.06835 0.61406136 0.810463462 -1.542725 0.99382426 0.007487224
SLC35B2 NM_178148_bp694_R AGCTAAAAAGCCTGTCCAATGTGCTTAGCATCTCTTGAATGCTAAGCACATTGGACAGGCGG Hs.182885 13577 0.08215 0.90532674 0.834453435 -1.5229 1.02682744 0.008927938
SLC35B2 NM_178148_bp870_R AGCTAAAAAGGGGTCAGCATGTTTCTGCTATCTCTTGAATAGCAGAAACATGCTGACCCCGG Hs.182885 13575
SLC35B2 NM_178148_bp993_R AGCTAAAAAGATGCCCTGTTTGCCTATAAGTCTCTTGAACTTATAGGCAAACAGGGCATCGG Hs.182885 2827 -0.75465 0.2255921 0.004685216 -0.63175 0.58682125 0.059729828
SLC35B2 NM_178148_bp993_R AGCTAAAAAGATGCCCTGTTTGCCTATAAGTCTCTTGAACTTATAGGCAAACAGGGCATCGG Hs.182885 8203 -0.76725 0.24313635 0.00484894 -0.63 0.5918253 0.061189356
SLC35B2 NM_178148_bp993_R AGCTAAAAAGATGCCCTGTTTGCCTATAAGTCTCTTGAACTTATAGGCAAACAGGGCATCGG Hs.182885 13579 -0.751175 0.27852772 0.006570468 -0.59335 0.55341927 0.065712752
SLC41A1 BX648979_bp3253_R AGCTAAAAAGGGCCCAGATTCTTTGTCTCTTCTCTTGAAAGAGACAAAGAATCTGGGCCCGG Hs.610037 4604 -0.497825 0.28733017 0.032896027 -0.6375 0.40189259 0.032488459 0.042866667 1.10433968 0.929296659
SLC41A1 BX648979_bp3253_R AGCTAAAAAGGGCCCAGATTCTTTGTCTCTTCTCTTGAAAGAGACAAAGAATCTGGGCCCGG Hs.610037 15356 -0.3612 0.61150274 0.237684868 -1.0886 0.92263293 0.125762346 0.2595 0.58345337 0.44065923
SLC41A1 BX648979_bp3253_R AGCTAAAAAGGGCCCAGATTCTTTGTCTCTTCTCTTGAAAGAGACAAAGAATCTGGGCCCGG Hs.610037 9980 -0.6147 0.47404558 0.073451078 0.3403 0.49822744 0.392609032
SLC41A1 BX648979_bp3870_R AGCTAAAAAGCCCCATTGCTCAACCAGTATTCTCTTGAAATACTGGTTGAGCAATGGGGCGG Hs.610037 4602 -0.289633333 0.70156165 0.430771463 -0.3422 0.41838304 0.250524882 0.764233333 1.54041197 0.259304463
SLC41A1 BX648979_bp3870_R AGCTAAAAAGCCCCATTGCTCAACCAGTATTCTCTTGAAATACTGGTTGAGCAATGGGGCGG Hs.610037 15354 0.0702 0.79586162 0.856700377 -0.23995 0.1391203 0.156039982 0.573866667 1.40773626 0.350092553
SLC41A1 BX648979_bp3870_R AGCTAAAAAGCCCCATTGCTCAACCAGTATTCTCTTGAAATACTGGTTGAGCAATGGGGCGG Hs.610037 9978 0.048566667 0.25886596 0.8177472 -0.21585 0.05013387 0.456285359 1.627 1.24846773 0.037454792



SLC41A1 BX648979_bp671_R AGCTAAAAAGGCTGTCTGGTGAGGAATTTCTCTCTTGAAGAAATTCCTCACCAGACAGCCGG Hs.610037 4606 -0.1378 0.54411343 0.600853636 -0.190875 0.27411291 0.319942614 0.0009 0.28730752 0.997266535
SLC41A1 BX648979_bp671_R AGCTAAAAAGGCTGTCTGGTGAGGAATTTCTCTCTTGAAGAAATTCCTCACCAGACAGCCGG Hs.610037 9982 -0.11655 0.98839552 0.784246657 -0.055 0.21635362 0.740945933 -0.05766667 0.82789957 0.884075354
SLC41A1 BX648979_bp671_R AGCTAAAAAGGCTGTCTGGTGAGGAATTTCTCTCTTGAAGAAATTCCTCACCAGACAGCCGG Hs.610037 15358 -0.409433333 0.48589973 0.188705982 0.0567 0.44477017 0.870951736
SLK NM_014720_bp1694_R AGCTAAAAAGCAGCAGATGTGGCTCAGAAATCTCTTGAATTTCTGAGCCACATCTGCTGCGG Hs.500972 1620 0.989125 2.2942384 0.319997282 0.393366667 0.65534149 0.310615431
SLK NM_014720_bp1694_R AGCTAAAAAGCAGCAGATGTGGCTCAGAAATCTCTTGAATTTCTGAGCCACATCTGCTGCGG Hs.500972 6996 0.854775 2.31664611 0.388196692 0.805966667 1.44301962 0.293054388
SLK NM_014720_bp1694_R AGCTAAAAAGCAGCAGATGTGGCTCAGAAATCTCTTGAATTTCTGAGCCACATCTGCTGCGG Hs.500972 12372 0.862675 2.31591789 0.384027523 0.956333333 1.3714449 0.208984065
SLK NM_014720_bp2517_R AGCTAAAAAGTCAGGAACTTCGGGAATTAATCTCTTGAATTAATTCCCGAAGTTCCTGACGG Hs.500972 1622 -0.020875 0.89938302 0.957306893 -0.153 1.89973676 0.86652588
SLK NM_014720_bp2517_R AGCTAAAAAGTCAGGAACTTCGGGAATTAATCTCTTGAATTAATTCCCGAAGTTCCTGACGG Hs.500972 6998 0.255425 1.21626171 0.622817002 0.127 1.27323741 0.83910449
SLK NM_014720_bp2517_R AGCTAAAAAGTCAGGAACTTCGGGAATTAATCTCTTGAATTAATTCCCGAAGTTCCTGACGG Hs.500972 12374 -0.5308 3.30956281 0.696897593 0.363833333 1.47245936 0.617119326
SLK NM_014720_bp2980_R AGCTAAAAAGAAGGCAGAGTTAGCTAATATTCTCTTGAAATATTAGCTAACTCTGCCTTCGG Hs.500972 496 0.441075 0.87095361 0.275790267 -1.1796 1.95364368 0.255797506
SLK NM_014720_bp2980_R AGCTAAAAAGAAGGCAGAGTTAGCTAATATTCTCTTGAAATATTAGCTAACTCTGCCTTCGG Hs.500972 5872 0.3057 0.9934861 0.484628589 -1.734 3.34829677 0.312520547
SLK NM_014720_bp2980_R AGCTAAAAAGAAGGCAGAGTTAGCTAATATTCTCTTGAAATATTAGCTAACTCTGCCTTCGG Hs.500972 11248 0.446675 1.20576942 0.398157398 -1.9926 3.47350605 0.270806843
SMAD1 AK096624_bp1604_R AGCTAAAAAGCTGGAAATATATGGTTTGTATCTCTTGAATACAAACCATATATTTCCAGCGG 4048 -0.6882875 0.14821937 0.004571281 -0.3834 0.35814718 0.130808827
SMAD1 AK096624_bp1604_R AGCTAAAAAGCTGGAAATATATGGTTTGTATCTCTTGAATACAAACCATATATTTCCAGCGG 9424 -0.6578625 0.23040465 0.008521093 -0.284675 0.49322124 0.297344837
SMAD1 AK096624_bp1604_R AGCTAAAAAGCTGGAAATATATGGTTTGTATCTCTTGAATACAAACCATATATTTCCAGCGG 14800 -0.6180875 0.09461748 0.00580101 -0.35825 0.4730716 0.193267092
SMAD1 AK096624_bp2366_R AGCTAAAAAGTACCTGCTTTAAACATCATATCTCTTGAATATGATGTTTAAAGCAGGTACGG 4052 -0.2364125 0.24163349 0.198317653 0.276125 0.27017126 0.223138245
SMAD1 AK096624_bp2366_R AGCTAAAAAGTACCTGCTTTAAACATCATATCTCTTGAATATGATGTTTAAAGCAGGTACGG 9428 -0.2398125 0.28470274 0.216873807 -0.079525 0.14965697 0.686302367
SMAD1 AK096624_bp2366_R AGCTAAAAAGTACCTGCTTTAAACATCATATCTCTTGAATATGATGTTTAAAGCAGGTACGG 14804 -0.2846375 0.3118583 0.168193018 -0.2137 0.41067016 0.389547637
SMAD1 AK096624_bp2488_R AGCTAAAAAGCACTAACCTTGGTTGATATATCTCTTGAATATATCAACCAAGGTTAGTGCGG 4050 -0.0039625 0.63871092 0.989207908 -0.301725 0.30643774 0.199764879
SMAD1 AK096624_bp2488_R AGCTAAAAAGCACTAACCTTGGTTGATATATCTCTTGAATATATCAACCAAGGTTAGTGCGG 9426 -0.3969625 0.3890495 0.101635083 -0.400625 0.41827494 0.134756126
SMAD1 AK096624_bp2488_R AGCTAAAAAGCACTAACCTTGGTTGATATATCTCTTGAATATATCAACCAAGGTTAGTGCGG 14802 0.2288125 0.28300809 0.234555376 -0.26385 0.24138661 0.232623227
SMAD2 NM_005901_bp1251_R AGCTAAAAAGGAGTGCGCTTATACTACATATCTCTTGAATATGTAGTATAAGCGCACTCCGG Hs.585833 1122 -0.5893125 0.54679705 0.063186265 0.1078625 0.23609579 0.605820568
SMAD2 NM_005901_bp1251_R AGCTAAAAAGGAGTGCGCTTATACTACATATCTCTTGAATATGTAGTATAAGCGCACTCCGG Hs.585833 6498 -0.6718625 0.53043097 0.039191369 0.0796125 0.25615367 0.706028334
SMAD2 NM_005901_bp1251_R AGCTAAAAAGGAGTGCGCTTATACTACATATCTCTTGAATATGTAGTATAAGCGCACTCCGG Hs.585833 11874 -0.6481875 0.5511608 0.048097265 0.0701375 0.26382948 0.740806143
SMAD2 NM_005901_bp1324_R AGCTAAAAAGCCCCAATTGTAATCAGAGATTCTCTTGAAATCTCTGATTACAATTGGGGCGG Hs.585833 1121 -0.6659375 0.1043854 0.004377206 -0.0217375 0.46359197 0.931519854
SMAD2 NM_005901_bp1324_R AGCTAAAAAGCCCCAATTGTAATCAGAGATTCTCTTGAAATCTCTGATTACAATTGGGGCGG Hs.585833 6497 -0.6099125 0.12982558 0.006993426 -0.1036125 0.49191782 0.692195647
SMAD2 NM_005901_bp1324_R AGCTAAAAAGCCCCAATTGTAATCAGAGATTCTCTTGAAATCTCTGATTACAATTGGGGCGG Hs.585833 11873 -0.6310125 0.14988511 0.006636543 -0.0907625 0.48314597 0.726131222
SMAD2 NM_005901_bp502_R AGCTAAAAAGGGGACTGAGTACACCAAATATCTCTTGAATATTTGGTGTACTCAGTCCCCGG Hs.585833 12854 -0.8508875 0.16585557 0.001977145 0.000783333 0.65935577 0.998194804
SMAD2 NM_005901_bp502_R AGCTAAAAAGGGGACTGAGTACACCAAATATCTCTTGAATATTTGGTGTACTCAGTCCCCGG Hs.585833 2102 -1.2114125 0.29644726 0.000899082 0.5843 0.85376073 0.245237448
SMAD2 NM_005901_bp502_R AGCTAAAAAGGGGACTGAGTACACCAAATATCTCTTGAATATTTGGTGTACTCAGTCCCCGG Hs.585833 7478 -1.1913625 0.39709359 0.001918185 0.5304 0.80992011 0.274369455
SMAD3 NM_005902_bp461_R AGCTAAAAAGGCTCCCTCATGTCATCTACTTCTCTTGAAAGTAGATGACATGAGGGAGCCGG Hs.569432 1119 0.7782625 0.31563411 0.007125182 0.0059625 0.33760437 0.978824075
SMAD3 NM_005902_bp461_R AGCTAAAAAGGCTCCCTCATGTCATCTACTTCTCTTGAAAGTAGATGACATGAGGGAGCCGG Hs.569432 6495 0.7666375 0.35387232 0.009553793 -0.0019625 0.32782438 0.992968362
SMAD3 NM_005902_bp461_R AGCTAAAAAGGCTCCCTCATGTCATCTACTTCTCTTGAAAGTAGATGACATGAGGGAGCCGG Hs.569432 11871 0.8018625 0.35378623 0.007962913 -0.08825 0.2816806 0.737588186
SMAD3 NM_005902_bp537_R AGCTAAAAAGCTGTGTGAGTTCGCCTTCAATCTCTTGAATTGAAGGCGAACTCACACAGCGG Hs.569432 2100 -0.1737625 0.13821126 0.269239779 -0.0830625 0.36587565 0.720059215
SMAD3 NM_005902_bp537_R AGCTAAAAAGCTGTGTGAGTTCGCCTTCAATCTCTTGAATTGAAGGCGAACTCACACAGCGG Hs.569432 7476 -0.2551125 0.54740929 0.350753357 -0.3230875 0.35349873 0.189425533
SMAD3 NM_005902_bp537_R AGCTAAAAAGCTGTGTGAGTTCGCCTTCAATCTCTTGAATTGAAGGCGAACTCACACAGCGG Hs.569432 12852 -0.1983625 0.32034724 0.318273616 -0.3269125 0.2358858 0.149554368
SMAD3 NM_005902_bp912_R AGCTAAAAAGTGCTCCATCTCCTACTACGATCTCTTGAATCGTAGTAGGAGATGGAGCACGG Hs.569432 1120 -0.0298125 0.14069412 0.840094737 0.0829125 0.19591041 0.682025713
SMAD3 NM_005902_bp912_R AGCTAAAAAGTGCTCCATCTCCTACTACGATCTCTTGAATCGTAGTAGGAGATGGAGCACGG Hs.569432 6496 -0.0577625 0.11573197 0.690445844 0.0508375 0.20665146 0.802136171
SMAD3 NM_005902_bp912_R AGCTAAAAAGTGCTCCATCTCCTACTACGATCTCTTGAATCGTAGTAGGAGATGGAGCACGG Hs.569432 11872 -0.1553625 0.13865642 0.317466144 -0.0421625 0.12526674 0.827593175
SMAD5 NM_001001419_bp1496_R AGCTAAAAAGCAGCATATTTGTACAGAGTATCTCTTGAATACTCTGTACAAATATGCTGCGG Hs.167700 4894 0.6668125 0.01540759 0.00358032 1.2989125 0.10086519 0.000366941
SMAD5 NM_001001419_bp1496_R AGCTAAAAAGCAGCATATTTGTACAGAGTATCTCTTGAATACTCTGTACAAATATGCTGCGG Hs.167700 10270 0.7233875 0.07251593 0.00276158 1.2752125 0.08539489 0.000375194
SMAD5 NM_001001419_bp1496_R AGCTAAAAAGCAGCATATTTGTACAGAGTATCTCTTGAATACTCTGTACAAATATGCTGCGG Hs.167700 15646 0.8028375 0.09335509 0.001854551 1.3502375 0.13327164 0.000358449
SMAD5 NM_001001419_bp1770_R AGCTAAAAAGCCTCTTCAGTGGCTGGATAATCTCTTGAATTATCCAGCCACTGAAGAGGCGG Hs.167700 4890 -0.2312125 0.18274501 0.177282041 -0.4041625 0.38941283 0.111816466
SMAD5 NM_001001419_bp1770_R AGCTAAAAAGCCTCTTCAGTGGCTGGATAATCTCTTGAATTATCCAGCCACTGAAGAGGCGG Hs.167700 10266 -0.2735875 0.09829605 0.097978795 -0.3691875 0.37990679 0.133324148
SMAD5 NM_001001419_bp1770_R AGCTAAAAAGCCTCTTCAGTGGCTGGATAATCTCTTGAATTATCCAGCCACTGAAGAGGCGG Hs.167700 15642 -0.0968875 0.12179713 0.512797972 -0.1183125 0.46365276 0.629957443
SMAD5 NM_001001419_bp627_R AGCTAAAAAGCCGAGTAAATGTGTCACTATTCTCTTGAAATAGTGACACATTTACTCGGCGG Hs.167700 4892 -0.0432875 0.08905347 0.75940987 0.2560125 0.63539946 0.42167724
SMAD5 NM_001001419_bp627_R AGCTAAAAAGCCGAGTAAATGTGTCACTATTCTCTTGAAATAGTGACACATTTACTCGGCGG Hs.167700 10268 0.0741125 0.09081028 0.603980638 0.1875625 0.35307167 0.381555236
SMAD5 NM_001001419_bp627_R AGCTAAAAAGCCGAGTAAATGTGTCACTATTCTCTTGAAATAGTGACACATTTACTCGGCGG Hs.167700 15644 0.2916625 0.20192376 0.111215168 0.3620875 0.30136146 0.104344302
SMAD7 NM_005904_bp1191_R AGCTAAAAAGACAGCTCAATTCGGACAACATCTCTTGAATGTTGTCCGAATTGAGCTGTCGG Hs.465087 1104 1.1838375 0.19407712 0.000509938 0.8203875 0.28750692 0.007124039
SMAD7 NM_005904_bp1191_R AGCTAAAAAGACAGCTCAATTCGGACAACATCTCTTGAATGTTGTCCGAATTGAGCTGTCGG Hs.465087 6480 1.1748125 0.19250132 0.000523551 0.7824625 0.30799096 0.009541458
SMAD7 NM_005904_bp1191_R AGCTAAAAAGACAGCTCAATTCGGACAACATCTCTTGAATGTTGTCCGAATTGAGCTGTCGG Hs.465087 11856 1.1698375 0.178166 0.000490405 0.8104625 0.33185303 0.008951452
SMAD7 NM_005904_bp1276_R AGCTAAAAAGGATGGTGTGTGGGTGTACAATCTCTTGAATTGTACACCCACACACCATCCGG Hs.465087 2096 1.9019625 0.7313203 0.001674724 0.8770625 0.9442917 0.058393251
SMAD7 NM_005904_bp1276_R AGCTAAAAAGGATGGTGTGTGGGTGTACAATCTCTTGAATTGTACACCCACACACCATCCGG Hs.465087 7472 1.9751375 0.70867906 0.001255152 0.9463875 0.99296923 0.051788931
SMAD7 NM_005904_bp1276_R AGCTAAAAAGGATGGTGTGTGGGTGTACAATCTCTTGAATTGTACACCCACACACCATCCGG Hs.465087 12848 1.9745875 0.68429588 0.001103485 0.7791625 0.92233936 0.079422138
SMAD7 NM_005904_bp823_R AGCTAAAAAGCTGTGTTGCTGTGAATCTTATCTCTTGAATAAGATTCACAGCAACACAGCGG Hs.465087 1103 -0.0894875 0.2239012 0.590124987 -0.5891125 0.03734761 0.016859731
SMAD7 NM_005904_bp823_R AGCTAAAAAGCTGTGTTGCTGTGAATCTTATCTCTTGAATAAGATTCACAGCAACACAGCGG Hs.465087 6479 -0.1019125 0.21821956 0.538371494 -0.5694875 0.0620517 0.019722809
SMAD7 NM_005904_bp823_R AGCTAAAAAGCTGTGTTGCTGTGAATCTTATCTCTTGAATAAGATTCACAGCAACACAGCGG Hs.465087 11855 -0.0582375 0.24210208 0.730157045 -0.5448375 0.09167918 0.024294304
SMARCA2 NM_003070_bp2848_R AGCTAAAAAGGTGAAAGGGTGGACTTAAATTCTCTTGAAATTTAAGTCCACCCTTTCACCGG Hs.298990 2233 3.8431375 1.09882416 0.000335231 2.9547625 2.16495998 0.008884599
SMARCA2 NM_003070_bp2848_R AGCTAAAAAGGTGAAAGGGTGGACTTAAATTCTCTTGAAATTTAAGTCCACCCTTTCACCGG Hs.298990 7609 3.7166875 0.87170021 0.000145982 2.6704125 1.93421021 0.008693986
SMARCA2 NM_003070_bp2848_R AGCTAAAAAGGTGAAAGGGTGGACTTAAATTCTCTTGAAATTTAAGTCCACCCTTTCACCGG Hs.298990 12985 3.0091875 0.69935465 0.000164813 1.6657375 1.42322048 0.019742115
SMARCA2 NM_003070_bp2894_R AGCTAAAAAGGCGTCTACATAAGGTGTTAATCTCTTGAATTAACACCTTATGTAGACGCCGG Hs.298990 1130 -0.1527125 0.20511328 0.360188601 -0.2365625 0.59262336 0.422481176
SMARCA2 NM_003070_bp2894_R AGCTAAAAAGGCGTCTACATAAGGTGTTAATCTCTTGAATTAACACCTTATGTAGACGCCGG Hs.298990 6506 -0.2365125 0.27200084 0.214990412 -0.2468625 0.63742893 0.422616057
SMARCA2 NM_003070_bp2894_R AGCTAAAAAGGCGTCTACATAAGGTGTTAATCTCTTGAATTAACACCTTATGTAGACGCCGG Hs.298990 11882 -0.2332375 0.18555364 0.17543274 -0.1535375 0.4468764 0.543783411
SMARCA2 NM_003070_bp4078_R AGCTAAAAAGACGGCAATTTGGAGGAAATGTCTCTTGAACATTTCCTCCAAATTGCCGTCGG Hs.298990 2235 0.5131125 0.2602523 0.025809731 -0.7898625 0.70321137 0.040931065
SMARCA2 NM_003070_bp4078_R AGCTAAAAAGACGGCAATTTGGAGGAAATGTCTCTTGAACATTTCCTCCAAATTGCCGTCGG Hs.298990 7611 0.5056625 0.21608384 0.02175244 -0.8361125 0.71373763 0.034592942
SMARCA2 NM_003070_bp4078_R AGCTAAAAAGACGGCAATTTGGAGGAAATGTCTCTTGAACATTTCCTCCAAATTGCCGTCGG Hs.298990 12987 0.5233125 0.25858439 0.02385578 -0.7820875 0.69952875 0.041867139
SMARCA4 NM_003072_bp1723_R AGCTAAAAAGCCAAGGATTTCAAGGAATATTCTCTTGAAATATTCCTTGAAATCCTTGGCGG Hs.327527 2205 0.0858125 0.45437108 0.710230682 0.1127875 0.76015044 0.737855126
SMARCA4 NM_003072_bp1723_R AGCTAAAAAGCCAAGGATTTCAAGGAATATTCTCTTGAAATATTCCTTGAAATCCTTGGCGG Hs.327527 7581 0.1725625 0.48320774 0.481765145 0.0972625 0.77656488 0.775812096
SMARCA4 NM_003072_bp1723_R AGCTAAAAAGCCAAGGATTTCAAGGAATATTCTCTTGAAATATTCCTTGAAATCCTTGGCGG Hs.327527 12957 0.1077625 0.4474397 0.638971797 0.0678375 0.65043588 0.823185027
SMARCA4 NM_003072_bp2850_R AGCTAAAAAGACGTACGAGTACATCATCAATCTCTTGAATTGATGATGTACTCGTACGTCGG Hs.327527 2207 2.5757875 0.46214526 7.93E-05 1.5778375 0.73803672 0.002346785
SMARCA4 NM_003072_bp2850_R AGCTAAAAAGACGTACGAGTACATCATCAATCTCTTGAATTGATGATGTACTCGTACGTCGG Hs.327527 7583 2.7202625 0.58396435 0.00013558 1.8676625 0.80515817 0.001346547
SMARCA4 NM_003072_bp2850_R AGCTAAAAAGACGTACGAGTACATCATCAATCTCTTGAATTGATGATGTACTCGTACGTCGG Hs.327527 12959 0.9166125 1.03700288 0.081399827 1.0379875 0.54460636 0.007299148
SMARCA4 NM_003072_bp4785_R AGCTAAAAAGCCCGTGGACTTCAAGAAGATTCTCTTGAAATCTTCTTGAAGTCCACGGGCGG Hs.327527 2203 -0.2927875 0.15057183 0.093732056 0.1254375 0.36635803 0.591157453
SMARCA4 NM_003072_bp4785_R AGCTAAAAAGCCCGTGGACTTCAAGAAGATTCTCTTGAAATCTTCTTGAAGTCCACGGGCGG Hs.327527 7579 -0.2798625 0.21702554 0.129003781 0.1044625 0.38579689 0.659093959
SMARCA4 NM_003072_bp4785_R AGCTAAAAAGCCCGTGGACTTCAAGAAGATTCTCTTGAAATCTTCTTGAAGTCCACGGGCGG Hs.327527 12955 -0.3385125 0.15969734 0.064425505 0.1338375 0.40013027 0.578982654
SMARCB1 NM_003073_bp1219_R AGCTAAAAAGACGCTGAGATGGAGAAGAAGTCTCTTGAACTTCTTCTCCATCTCAGCGTCGG Hs.534350 2886 0.258075 0.43340402 0.277004737 0.3726 1.08448149 0.40978784
SMARCB1 NM_003073_bp1219_R AGCTAAAAAGACGCTGAGATGGAGAAGAAGTCTCTTGAACTTCTTCTCCATCTCAGCGTCGG Hs.534350 8262 0.343 0.51349474 0.207236786 0.4534 0.83358427 0.234369235
SMARCB1 NM_003073_bp1219_R AGCTAAAAAGACGCTGAGATGGAGAAGAAGTCTCTTGAACTTCTTCTCCATCTCAGCGTCGG Hs.534350 13638 0.2208 0.59839569 0.442708987 0.726225 1.09976319 0.138329531
SMARCB1 NM_003073_bp211_R AGCTAAAAAGACGGCGAGTTCTACATGATCTCTCTTGAAGATCATGTAGAACTCGCCGTCGG Hs.534350 2884 2.20705 1.03184006 0.003262564 1.870475 0.68035746 0.000732106
SMARCB1 NM_003073_bp211_R AGCTAAAAAGACGGCGAGTTCTACATGATCTCTCTTGAAGATCATGTAGAACTCGCCGTCGG Hs.534350 8260 2.120275 1.04351774 0.004055274 1.816075 0.68608494 0.000882145
SMARCB1 NM_003073_bp211_R AGCTAAAAAGACGGCGAGTTCTACATGATCTCTCTTGAAGATCATGTAGAACTCGCCGTCGG Hs.534350 13636 2.12595 1.03882855 0.003939223 1.793725 0.68937951 0.000957662
SMARCB1 NM_003073_bp261_R AGCTAAAAAGTTCCGAGGTTCTCTGTACAATCTCTTGAATTGTACAGAGAACCTCGGAACGG Hs.534350 2882 -0.4881 0.83057058 0.217494716 0.50765 1.21490086 0.314194884
SMARCB1 NM_003073_bp261_R AGCTAAAAAGTTCCGAGGTTCTCTGTACAATCTCTTGAATTGTACAGAGAACCTCGGAACGG Hs.534350 8258 -0.729375 0.73173807 0.065849357 -0.6797 0.82485847 0.092555242
SMARCB1 NM_003073_bp261_R AGCTAAAAAGTTCCGAGGTTCTCTGTACAATCTCTTGAATTGTACAGAGAACCTCGGAACGG Hs.534350 13634 -0.7194 0.46793762 0.022983095 0.4172 0.60238976 0.1830509
SMARCC1 NM_003074_bp296_R AGCTAAAAAGGGCAAGCACTACAAGAAGTATCTCTTGAATACTTCTTGTAGTGCTTGCCCGG Hs.476179 2842 2.125275 0.55025065 0.000385198 3.148425 1.14074002 0.003076394
SMARCC1 NM_003074_bp296_R AGCTAAAAAGGGCAAGCACTACAAGAAGTATCTCTTGAATACTTCTTGTAGTGCTTGCCCGG Hs.476179 8218 2.12265 0.61137986 0.000557498 4.25735
SMARCC1 NM_003074_bp296_R AGCTAAAAAGGGCAAGCACTACAAGAAGTATCTCTTGAATACTTCTTGTAGTGCTTGCCCGG Hs.476179 13594 2.15755 0.59762934 0.000476654 2.803375 1.50907194 0.009401017
SMARCC1 NM_003074_bp466_R AGCTAAAAAGCGCCTTATGTCACATTCTTGTCTCTTGAACAAGAATGTGACATAAGGCGCGG Hs.476179 2844 0.033325 0.13956698 0.546859659 0.6507625 0.62217234 0.048864267
SMARCC1 NM_003074_bp466_R AGCTAAAAAGCGCCTTATGTCACATTCTTGTCTCTTGAACAAGAATGTGACATAAGGCGCGG Hs.476179 8220 0.1649 0.29987121 0.27276762 0.6183875 0.71579029 0.075494574
SMARCC1 NM_003074_bp466_R AGCTAAAAAGCGCCTTATGTCACATTCTTGTCTCTTGAACAAGAATGTGACATAAGGCGCGG Hs.476179 13596 0.161025 0.25236171 0.245314603 0.5779125 0.7092245 0.088860198
SMARCC2 NM_003075_bp1320_R AGCTAAAAAGCTGCCTGGTTTGACTACAATTCTCTTGAAATTGTAGTCAAACCAGGCAGCGG Hs.236030 2846 -1.01315 0.19713903 0.001662934 0.4113625 1.94630017 0.542297438
SMARCC2 NM_003075_bp1320_R AGCTAAAAAGCTGCCTGGTTTGACTACAATTCTCTTGAAATTGTAGTCAAACCAGGCAGCGG Hs.236030 8222 -1.113316667 0.17074796 0.004413001 0.4579875 1.8794268 0.489563811
SMARCC2 NM_003075_bp1320_R AGCTAAAAAGCTGCCTGGTTTGACTACAATTCTCTTGAAATTGTAGTCAAACCAGGCAGCGG Hs.236030 13598 -1.00785 0.19972062 0.001712999 0.3560625 1.84104768 0.572077199
SMARCC2 NM_003075_bp1505_R AGCTAAAAAGGGTGATGTCTGTGCCATCATTCTCTTGAAATGATGGCACAGACATCACCCGG Hs.236030 2850 3.79315 4.32991177 0.069955299 2.804875 3.04165518 0.060544615
SMARCC2 NM_003075_bp1505_R AGCTAAAAAGGGTGATGTCTGTGCCATCATTCTCTTGAAATGATGGCACAGACATCACCCGG Hs.236030 8226 3.759525 4.3319886 0.071880195 2.838725 3.10578976 0.061796205
SMARCC2 NM_003075_bp1505_R AGCTAAAAAGGGTGATGTCTGTGCCATCATTCTCTTGAAATGATGGCACAGACATCACCCGG Hs.236030 13602 3.7186 4.17029847 0.066462943 2.754525 2.89818321 0.056247786
SMARCC2 NM_003075_bp908_R AGCTAAAAAGGGGGGAAACTATAAGAAGAGTCTCTTGAACTCTTCTTATAGTTTCCCCCCGG Hs.236030 2848 -0.2595 0.38514013 0.445695792 0.6989875 1.57214625 0.249060729
SMARCC2 NM_003075_bp908_R AGCTAAAAAGGGGGGAAACTATAAGAAGAGTCTCTTGAACTCTTCTTATAGTTTCCCCCCGG Hs.236030 8224 -0.097525 0.30281397 0.822326803 0.9248125 1.49621675 0.132040059
SMARCC2 NM_003075_bp908_R AGCTAAAAAGGGGGGAAACTATAAGAAGAGTCTCTTGAACTCTTCTTATAGTTTCCCCCCGG Hs.236030 13600 -0.138925 0.31343607 0.659663619 0.7635125 1.55623176 0.210859319
SMARCE1 NM_003079_bp1154_R AGCTAAAAAGAGACACACCTTGAAGAAACATCTCTTGAATGTTTCTTCAAGGTGTGTCTCGG Hs.547509 2854 4.748675 1.00824335 8.33E-05 3.5984 1.8773778 0.00180105
SMARCE1 NM_003079_bp1154_R AGCTAAAAAGAGACACACCTTGAAGAAACATCTCTTGAATGTTTCTTCAAGGTGTGTCTCGG Hs.547509 8230 4.5892 1.26302955 0.000266083 3.41165 1.59591658 0.001093707
SMARCE1 NM_003079_bp1154_R AGCTAAAAAGAGACACACCTTGAAGAAACATCTCTTGAATGTTTCTTCAAGGTGTGTCTCGG Hs.547509 13606 4.60835 1.25160442 0.000250496 3.29145 1.70456883 0.001800631
SMARCE1 NM_003079_bp331_R AGCTAAAAAGCTGATGCCCTACATGAGGTATCTCTTGAATACCTCATGTAGGGCATCAGCGG Hs.547509 2856 -0.408666667 0.26400463 0.108397087 0.34255 0.64720584 0.281443173
SMARCE1 NM_003079_bp331_R AGCTAAAAAGCTGATGCCCTACATGAGGTATCTCTTGAATACCTCATGTAGGGCATCAGCGG Hs.547509 8232 -0.257533333 0.52097697 0.394016154 0.207775 0.6052835 0.483474615
SMARCE1 NM_003079_bp331_R AGCTAAAAAGCTGATGCCCTACATGAGGTATCTCTTGAATACCTCATGTAGGGCATCAGCGG Hs.547509 13608 -0.2164 0.19044797 0.304654472 0.237875 0.30705969 0.299800408
SMARCE1 NM_003079_bp726_R AGCTAAAAAGCCTCATCAGTGAAATTCTTATCTCTTGAATAAGAATTTCACTGATGAGGCGG Hs.547509 2852 -1.0161 0.4979446 0.046533031 0.361733333 1.57688737 0.581165959
SMARCE1 NM_003079_bp726_R AGCTAAAAAGCCTCATCAGTGAAATTCTTATCTCTTGAATAAGAATTTCACTGATGAGGCGG Hs.547509 8228 -0.488633333 0.19615439 0.0573079 0.085725 1.23727055 0.861220214
SMARCE1 NM_003079_bp726_R AGCTAAAAAGCCTCATCAGTGAAATTCTTATCTCTTGAATAAGAATTTCACTGATGAGGCGG Hs.547509 13604 -0.2971 0.44390921 0.293605482 0.019375 1.31883253 0.970128633
SMYD1 NM_198274_bp1138_R AGCTAAAAAGACGGCTATATGAAGCTCTACTCTCTTGAAGTAGAGCTTCATATAGCCGTCGG Hs.516176 3409 0.381225 0.39469787 0.114840496 0.26625 0.5160474 0.336884309 0.899175 0.51274107 0.039273332 0.1453 1.180998 0.821508133
SMYD1 NM_198274_bp1138_R AGCTAAAAAGACGGCTATATGAAGCTCTACTCTCTTGAAGTAGAGCTTCATATAGCCGTCGG Hs.516176 8785 0.342425 0.36649705 0.134179284 0.17935 0.49742929 0.501126334 0.9836 0.52919975 0.033869968 0.236575 1.49948905 0.773027903
SMYD1 NM_198274_bp1138_R AGCTAAAAAGACGGCTATATGAAGCTCTACTCTCTTGAAGTAGAGCTTCATATAGCCGTCGG Hs.516176 14161 0.41095 0.34012492 0.076193209 0.290375 0.49715946 0.290324319 0.894525 0.55305514 0.048038457 0.267875 1.35041594 0.718103732
SMYD1 NM_198274_bp201_R AGCTAAAAAGCAGTGCAAGTTTGCCCATTATCTCTTGAATAATGGGCAAACTTGCACTGCGG Hs.516176 3383 -0.4397 0.71671567 0.209847142 -0.273975 0.90839871 0.482216671 0.198125 2.11599503 0.863402749 0.080825 0.54293549 0.785334561
SMYD1 NM_198274_bp201_R AGCTAAAAAGCAGTGCAAGTTTGCCCATTATCTCTTGAATAATGGGCAAACTTGCACTGCGG Hs.516176 8759 -0.46895 0.87268057 0.250877168 0.046175 0.98704178 0.909661988 0.32265 1.88431417 0.75459507 0.118125 0.54272692 0.692759203
SMYD1 NM_198274_bp201_R AGCTAAAAAGCAGTGCAAGTTTGCCCATTATCTCTTGAATAATGGGCAAACTTGCACTGCGG Hs.516176 14135 -0.3911 0.82093412 0.305406825 -0.079125 1.05726037 0.854104681 1.251333333 0.64702956 0.078739011 0.154975 0.61508156 0.648997524
SMYD1 NM_198274_bp629_R AGCTAAAAAGGCCCAACTGTACTGTCATATTCTCTTGAAATATGACAGTACAGTTGGGCCGG Hs.516176 3381 -1.29055 0.11811061 0.000224841 0.701775 0.67972489 0.056620767 0.95875 0.82326836 0.102228749 0.429475 0.5878011 0.240083008
SMYD1 NM_198274_bp629_R AGCTAAAAAGGCCCAACTGTACTGTCATATTCTCTTGAAATATGACAGTACAGTTGGGCCGG Hs.516176 8757 -1.31615 0.11922557 0.000205688 0.621275 0.57872834 0.061441502 0.908575 0.81068775 0.110808161 0.550925 0.64573286 0.186483001
SMYD1 NM_198274_bp629_R AGCTAAAAAGGCCCAACTGTACTGTCATATTCTCTTGAAATATGACAGTACAGTTGGGCCGG Hs.516176 14133 -1.3083 0.29754111 0.000633781 0.6484 0.56639232 0.05147178 0.98915 0.78419335 0.085971269 0.508425 0.60220595 0.189890266
SMYD2 NM_020197_bp1063_R AGCTAAAAAGGGTGTCTGCTTGTACATGCATCTCTTGAATGCATGTACAAGCAGACACCCGG Hs.66170 8793 0.42405 0.25007741 0.04661411 2.736525 1.36676716 0.00167876 0.740675 0.38291401 0.030555494 1.536 0.35713244 0.003303379
SMYD2 NM_020197_bp1063_R AGCTAAAAAGGGTGTCTGCTTGTACATGCATCTCTTGAATGCATGTACAAGCAGACACCCGG Hs.66170 14169 0.407375 0.38063796 0.091981976 2.346425 1.27989478 0.002740794 0.65625 0.34574135 0.032087594 1.497475 0.439018 0.006443686
SMYD2 NM_020197_bp1063_R AGCTAAAAAGGGTGTCTGCTTGTACATGCATCTCTTGAATGCATGTACAAGCAGACACCCGG Hs.66170 3417 0.5479 0.697825 0.44469056 0.051724592 1.407425 0.46653794 0.009128549
SMYD2 NM_020197_bp1244_R AGCTAAAAAGCCATTGCAATCATGGAAGTATCTCTTGAATACTTCCATGATTGCAATGGCGG Hs.66170 3419 0.5599 0.06706333 0.029458732 0.40585 0.85010672 0.287790448 0.58635 0.70319274 0.193970768 -0.1707 0.34997241 0.401255166
SMYD2 NM_020197_bp1244_R AGCTAAAAAGCCATTGCAATCATGGAAGTATCTCTTGAATACTTCCATGATTGCAATGGCGG Hs.66170 8795 0.374533333 0.69045149 0.315820134 0.12485 0.46680258 0.626209801 0.57865 0.7074672 0.200391559 -0.104825 0.41438099 0.647737077
SMYD2 NM_020197_bp1244_R AGCTAAAAAGCCATTGCAATCATGGAAGTATCTCTTGAATACTTCCATGATTGCAATGGCGG Hs.66170 14171 0.7627 0.35462814 0.025771246 0.0453 0.69456392 0.886021578 0.494375 0.73060265 0.268892326 -0.092075 0.39253342 0.670964017
SMYD2 NM_020197_bp914_R AGCTAAAAAGCACGCAACGTCATTGAAGAGTCTCTTGAACTCTTCAATGACGTTGCGTGCGG Hs.66170 3421 2.1465 0.48819067 0.000228182 -0.091925 0.73239467 0.779344883 0.354725 0.92259381 0.497902967 0.188075 0.43249121 0.448445577
SMYD2 NM_020197_bp914_R AGCTAAAAAGCACGCAACGTCATTGAAGAGTCTCTTGAACTCTTCAATGACGTTGCGTGCGG Hs.66170 8797 1.8883 0.75857195 0.001983073 0.027375 0.93801707 0.944182919 0.42105 0.95647849 0.443458998 0.270275 0.42991873 0.297608952
SMYD2 NM_020197_bp914_R AGCTAAAAAGCACGCAACGTCATTGAAGAGTCTCTTGAACTCTTCAATGACGTTGCGTGCGG Hs.66170 14173 2.14795 0.64787529 0.000610621 0.131275 0.80670755 0.708966127 0.475175 0.8765743 0.35764358 0.2982 0.48564947 0.306991347
SMYD3 NM_022743_bp524_R AGCTAAAAAGAAGTTGGTGTTGGCCTATATTCTCTTGAAATATAGGCCAACACCAACTTCGG Hs.567571 3427 1.6357 0.65234898 0.006393484 0.15415 1.20628608 0.748819392 0.88625 0.71982647 0.090674075 1.545025 0.19869849 0.000577738
SMYD3 NM_022743_bp524_R AGCTAAAAAGAAGTTGGTGTTGGCCTATATTCTCTTGAAATATAGGCCAACACCAACTTCGG Hs.567571 8803 1.626666667 0.8883276 0.014961184 0.151075 1.50563381 0.795617046 0.975175 0.77402908 0.086196646 1.5566 0.2397263 0.000985832
SMYD3 NM_022743_bp524_R AGCTAAAAAGAAGTTGGTGTTGGCCTATATTCTCTTGAAATATAGGCCAACACCAACTTCGG Hs.567571 14179 2.310466667 0.43366372 0.000670532 0.705625 1.55679806 0.265270165 0.9171 0.75513474 0.09341597 1.565125 0.12107159 0.000126919
SMYD3 NM_022743_bp709_R AGCTAAAAAGAGGGACCAGTACTGCTTTGATCTCTTGAATCAAAGCAGTACTGGTCCCTCGG Hs.567571 3423 0.127533333 0.51383272 0.658592925 1.187825 0.19698699 0.000796891 1.03485 0.51251567 0.027317441 1.64065 0.50527878 0.007413819
SMYD3 NM_022743_bp709_R AGCTAAAAAGAGGGACCAGTACTGCTTTGATCTCTTGAATCAAAGCAGTACTGGTCCCTCGG Hs.567571 8799 0.153566667 0.45976903 0.573438053 1.163 0.13959472 0.000747743 1.018475 0.63608104 0.049243494 1.6314 0.58287259 0.011262821
SMYD3 NM_022743_bp709_R AGCTAAAAAGAGGGACCAGTACTGCTTTGATCTCTTGAATCAAAGCAGTACTGGTCCCTCGG Hs.567571 14175 0.0132 0.39407331 0.957270473 1.267975 0.19603696 0.000558631 0.989675 0.59689364 0.045186064 1.695625 0.55111602 0.008635691
SMYD3 NM_022743_bp982_R AGCTAAAAAGGAGGAAGCCTTGTTCTATGGTCTCTTGAACCATAGAACAAGGCTTCCTCCGG Hs.567571 3425 0.991175 0.2778476 0.001975913 -0.24415 0.69688278 0.451754724 0.673275 0.36055312 0.033466844 0.43985 0.45704124 0.149933469
SMYD3 NM_022743_bp982_R AGCTAAAAAGGAGGAAGCCTTGTTCTATGGTCTCTTGAACCATAGAACAAGGCTTCCTCCGG Hs.567571 8801 0.869175 0.3439648 0.005364814 -0.26235 0.695372 0.419852536 0.73855 0.45347863 0.047229147 0.493525 0.57978586 0.187226186
SMYD3 NM_022743_bp982_R AGCTAAAAAGGAGGAAGCCTTGTTCTATGGTCTCTTGAACCATAGAACAAGGCTTCCTCCGG Hs.567571 14177 0.9348 0.35800074 0.004305478 -0.26305 0.74122556 0.437159525 0.762125 0.39641348 0.031042529 0.46685 0.49106653 0.153424001
SMYD4 NM_052928_bp1854_R AGCTAAAAAGAGGTCTCAGTATTTCTTTGATCTCTTGAATCAAAGAAATACTGAGACCTCGG Hs.514602 3431 -0.6617 0.20746074 0.023920751 -0.432425 1.00151722 0.314966994 0.401525 0.41742706 0.150075191 0.08455 0.67668172 0.818802643
SMYD4 NM_052928_bp1854_R AGCTAAAAAGAGGTCTCAGTATTTCTTTGATCTCTTGAATCAAAGAAATACTGAGACCTCGG Hs.514602 8807 -0.666 0.2398442 0.026041354 -0.67745 1.2681046 0.207213906 0.25835 0.43955216 0.32458893 -0.136 0.52515016 0.697666623
SMYD4 NM_052928_bp1854_R AGCTAAAAAGAGGTCTCAGTATTTCTTTGATCTCTTGAATCAAAGAAATACTGAGACCTCGG Hs.514602 14183 -0.686266667 0.26551394 0.025878333 -0.5233 1.1347591 0.275718794 0.437525 0.45143111 0.147944654 0.16385 0.58861221 0.616544638
SMYD4 NM_052928_bp1929_R AGCTAAAAAGTGGGAAGCATTCTGTTGCAATCTCTTGAATTGCAACAGAATGCTTCCCACGG Hs.514602 3429 0.076625 0.96880292 0.854275216 0.091375 0.95338317 0.817861758 1.71655 0.74766448 0.019406071 0.39915 0.84829399 0.416096367



SMYD4 NM_052928_bp1929_R AGCTAAAAAGTGGGAAGCATTCTGTTGCAATCTCTTGAATTGCAACAGAATGCTTCCCACGG Hs.514602 8805 0.306275 0.52663949 0.259942316 0.081875 0.91586912 0.831415252 1.712625 0.7285288 0.01820408 0.455875 0.78968369 0.331885216
SMYD4 NM_052928_bp1929_R AGCTAAAAAGTGGGAAGCATTCTGTTGCAATCTCTTGAATTGCAACAGAATGCTTCCCACGG Hs.514602 14181 0.45055 0.62127684 0.159390423 0.22285 1.09195507 0.61729804 1.721 0.7750422 0.021228693 0.485825 0.78652015 0.304613944
SMYD5 XM_039548_bp1118_R AGCTAAAAAGGGAGAACTATCTATTTGTCTTCTCTTGAAAGACAAATAGATAGTTCTCCCGG 3411 -0.0629 0.28748143 0.7730493 -0.57075 0.85972945 0.154728706 0.901425 0.63275916 0.065152458 0.594975 0.31815315 0.033340437
SMYD5 XM_039548_bp1118_R AGCTAAAAAGGGAGAACTATCTATTTGTCTTCTCTTGAAAGACAAATAGATAGTTCTCCCGG 8787 0.3228 0.59428026 0.33376143 -0.2476 0.85640618 0.505929732 0.856625 0.63579591 0.074121011 0.578375 0.32648904 0.038281601
SMYD5 XM_039548_bp1118_R AGCTAAAAAGGGAGAACTATCTATTTGTCTTCTCTTGAAAGACAAATAGATAGTTCTCCCGG 14163 0.053666667 0.23074567 0.793189983 -0.25535 1.07904078 0.564579895 0.89595 0.65248948 0.070964989 0.6118 0.31623464 0.030542057
SMYD5 XM_039548_bp1246_R AGCTAAAAAGGGGATGAGATGACTGATGTGTCTCTTGAACACATCAGTCATCTCATCCCCGG 3413 -0.105125 0.600408 0.708688902 2.081475 1.41481083 0.007393416 0.840525 0.76038788 0.114018663 3.264125 0.43620064 0.000647445
SMYD5 XM_039548_bp1246_R AGCTAAAAAGGGGATGAGATGACTGATGTGTCTCTTGAACACATCAGTCATCTCATCCCCGG 8789 -0.0031 0.4681453 0.989419778 1.785775 1.09012423 0.005360523 0.8706 0.78556956 0.113414291 3.33405 0.47073988 0.000762202
SMYD5 XM_039548_bp1246_R AGCTAAAAAGGGGATGAGATGACTGATGTGTCTCTTGAACACATCAGTCATCTCATCCCCGG 14165 -0.260125 0.40772848 0.257967019 2.227425 1.52009446 0.007264772 0.8818 0.72730646 0.093761959 3.3763 0.52191685 0.000996781
SMYD5 XM_039548_bp902_R AGCTAAAAAGAGAGTTTCTTAACTGTGAAGTCTCTTGAACTTCACAGTTAAGAAACTCTCGG 3415 -0.9346 0.64157538 0.039213166 -0.550575 0.60107011 0.093694267 -0.1218 0.38659672 0.57334465 0.646325 0.27939229 0.019013437
SMYD5 XM_039548_bp902_R AGCTAAAAAGAGAGTTTCTTAACTGTGAAGTCTCTTGAACTTCACAGTTAAGAAACTCTCGG 8791 -0.422166667 0.42695567 0.1545125 -0.501325 0.59666379 0.118735793 -0.15415 0.23112665 0.274460616 0.698225 0.47668394 0.061024868
SMYD5 XM_039548_bp902_R AGCTAAAAAGAGAGTTTCTTAACTGTGAAGTCTCTTGAACTTCACAGTTAAGAAACTCTCGG 14167 -0.007 0.66483387 0.98349682 -0.457475 0.44221014 0.101994342 -0.0783 0.32265014 0.660661872 0.740025 0.39107428 0.032342379
SNAI2 NM_003068_bp551_R AGCTAAAAAGTGCAATTTATGCAATAAGACTCTCTTGAAGTCTTATTGCATAAATTGCACGG Hs.360174 1129 1.3493375 0.33701674 0.000722116 -0.0142875 0.36299698 0.950445441
SNAI2 NM_003068_bp551_R AGCTAAAAAGTGCAATTTATGCAATAAGACTCTCTTGAAGTCTTATTGCATAAATTGCACGG Hs.360174 6505 1.3435875 0.38156798 0.00100123 -0.0502375 0.3525387 0.82572491
SNAI2 NM_003068_bp551_R AGCTAAAAAGTGCAATTTATGCAATAAGACTCTCTTGAAGTCTTATTGCATAAATTGCACGG Hs.360174 11881 1.3587875 0.38670258 0.000984574 -0.0075375 0.34095557 0.973313016
SNAI2 NM_003068_bp701_R AGCTAAAAAGACCCACACATTACCTTGTGTTCTCTTGAAACACAAGGTAATGTGTGGGTCGG Hs.360174 1116 -0.3803875 0.18708415 0.050070821 0.8358125 1.81698858 0.253321621
SNAI2 NM_003068_bp701_R AGCTAAAAAGACCCACACATTACCTTGTGTTCTCTTGAAACACAAGGTAATGTGTGGGTCGG Hs.360174 6492 -0.4137375 0.16531136 0.034950197 0.9325375 1.85085915 0.215090454
SNAI2 NM_003068_bp701_R AGCTAAAAAGACCCACACATTACCTTGTGTTCTCTTGAAACACAAGGTAATGTGTGGGTCGG Hs.360174 11868 -0.3914375 0.20732315 0.049732275 0.8508625 1.69678708 0.219726225
SNAI2 NM_003068_bp860_R AGCTAAAAAGCAGACCCATTCTGATGTAAATCTCTTGAATTTACATCAGAATGGGTCTGCGG Hs.360174 2201 0.4223625 0.94622692 0.325944383 -0.1159375 0.3160441 0.603189466
SNAI2 NM_003068_bp860_R AGCTAAAAAGCAGACCCATTCTGATGTAAATCTCTTGAATTTACATCAGAATGGGTCTGCGG Hs.360174 7577 0.3152125 0.98887989 0.47010141 -0.0753625 0.31262384 0.732946798
SNAI2 NM_003068_bp860_R AGCTAAAAAGCAGACCCATTCTGATGTAAATCTCTTGAATTTACATCAGAATGGGTCTGCGG Hs.360174 12953 0.3484875 1.07854915 0.4609124 -0.0992625 0.32537287 0.657850339
SNARK NM_030952_bp398_R AGCTAAAAAGAGCAAGATCTGATGCACATATCTCTTGAATATGTGCATCAGATCTTGCTCGG Hs.497512 721 -1.1213 0.4203145 0.00929365 0.1327 0.936275 0.781118226
SNARK NM_030952_bp398_R AGCTAAAAAGAGCAAGATCTGATGCACATATCTCTTGAATATGTGCATCAGATCTTGCTCGG Hs.497512 6097 -1.0575 0.41634461 0.011199132 0.145633333 0.94149042 0.761782783
SNARK NM_030952_bp398_R AGCTAAAAAGAGCAAGATCTGATGCACATATCTCTTGAATATGTGCATCAGATCTTGCTCGG Hs.497512 11473 -1.045666667 0.37964858 0.009972796 0.171133333 0.92204669 0.717737034
SNARK NM_030952_bp529_R AGCTAAAAAGGGCGACCTTTATGACTACATTCTCTTGAAATGTAGTCATAAAGGTCGCCCGG Hs.497512 1943 -0.3186 0.32456201 0.323192444 -0.229575 0.41867824 0.337921318
SNARK NM_030952_bp529_R AGCTAAAAAGGGCGACCTTTATGACTACATTCTCTTGAAATGTAGTCATAAAGGTCGCCCGG Hs.497512 7319 -0.18165 0.16991776 0.513218293 -0.270825 0.2517777 0.1681188
SNARK NM_030952_bp529_R AGCTAAAAAGGGCGACCTTTATGACTACATTCTCTTGAAATGTAGTCATAAAGGTCGCCCGG Hs.497512 12695 -0.1633 0.223633333 0.29463127 0.359536121
SNARK NM_030952_bp887_R AGCTAAAAAGACCATAAGATCCTAGTGAAATCTCTTGAATTTCACTAGGATCTTATGGTCGG Hs.497512 722 0.589333333 0.86379145 0.204548826 0.099675 0.08683173 0.493452862
SNARK NM_030952_bp887_R AGCTAAAAAGACCATAAGATCCTAGTGAAATCTCTTGAATTTCACTAGGATCTTATGGTCGG Hs.497512 6098 0.75 1.12415836 0.240820751 0.4565 0.22277765 0.088645413
SNARK NM_030952_bp887_R AGCTAAAAAGACCATAAGATCCTAGTGAAATCTCTTGAATTTCACTAGGATCTTATGGTCGG Hs.497512 11474 0.80445 1.17457507 0.228069413 0.6096 0.24955266 0.046070624
SNF1LK NM_173354_bp1613_R AGCTAAAAAGACAGTTGTCTGACCTTCTCTTCTCTTGAAAGAGAAGGTCAGACAACTGTCGG Hs.282113 2263 -0.97385 0.41119347 0.005055883 -0.294725 0.7653374 0.427445478
SNF1LK NM_173354_bp1613_R AGCTAAAAAGACAGTTGTCTGACCTTCTCTTCTCTTGAAAGAGAAGGTCAGACAACTGTCGG Hs.282113 7639 -1.205725 0.62699991 0.007049872 -0.29225 0.18933411 0.11609906
SNF1LK NM_173354_bp1613_R AGCTAAAAAGACAGTTGTCTGACCTTCTCTTCTCTTGAAAGAGAAGGTCAGACAACTGTCGG Hs.282113 13015 0.189875 2.47797454 0.852021928 0.042375 0.40684608 0.849144111
SNF1LK NM_173354_bp422_R AGCTAAAAAGGAGAAATGTTTGATTATTTGTCTCTTGAACAAATAATCAAACATTTCTCCGG Hs.282113 2265 -0.249725 0.57596821 0.376624349 -0.36185 0.4557948 0.177449404
SNF1LK NM_173354_bp422_R AGCTAAAAAGGAGAAATGTTTGATTATTTGTCTCTTGAACAAATAATCAAACATTTCTCCGG Hs.282113 7641 -0.300375 0.67268422 0.348381073 -0.1315 0.26105549 0.471418919
SNF1LK NM_173354_bp422_R AGCTAAAAAGGAGAAATGTTTGATTATTTGTCTCTTGAACAAATAATCAAACATTTCTCCGG Hs.282113 13017 -0.265525 1.68327339 0.705541213 -0.371275 0.84992701 0.366845459
SNF1LK NM_173354_bp475_R AGCTAAAAAGCGGAAGAAGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACTTCTTCCGCGG Hs.282113 743 -0.63475 0.19197949 0.083175554 0.341133333 1.08617686 0.540119284
SNF1LK NM_173354_bp475_R AGCTAAAAAGCGGAAGAAGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACTTCTTCCGCGG Hs.282113 6119 -0.36565 0.18222142 0.23527493 0.706733333 1.05497184 0.232817114
SNF1LK NM_173354_bp475_R AGCTAAAAAGCGGAAGAAGTTCTGGCAAATTCTCTTGAAATTTGCCAGAACTTCTTCCGCGG Hs.282113 11495 -0.4493 0.25597266 0.179324195 0.807766667 0.96213297 0.159155818
SNF1LK2 NM_015191_bp1690_R AGCTAAAAAGGACCTGAACTTTCTGGAAGATCTCTTGAATCTTCCAGAAAGTTCAGGTCCGG Hs.555922 523 -0.425475 0.28037026 0.052943774 0.231 1.30941173 0.720763993
SNF1LK2 NM_015191_bp1690_R AGCTAAAAAGGACCTGAACTTTCTGGAAGATCTCTTGAATCTTCCAGAAAGTTCAGGTCCGG Hs.555922 5899 -0.366025 0.44703031 0.150568158 0.7771 1.34930787 0.282580962
SNF1LK2 NM_015191_bp1690_R AGCTAAAAAGGACCTGAACTTTCTGGAAGATCTCTTGAATCTTCCAGAAAGTTCAGGTCCGG Hs.555922 11275 -0.670425 0.64294939 0.06205005 0.395933333 1.78712789 0.649418359
SNF1LK2 NM_015191_bp1726_R AGCTAAAAAGGACATCATGTTAGCCAATCATCTCTTGAATGATTGGCTAACATGATGTCCGG Hs.555922 524 0.06775 1.3034673 0.90146917 -0.404666667 0.78137864 0.355574439
SNF1LK2 NM_015191_bp1726_R AGCTAAAAAGGACATCATGTTAGCCAATCATCTCTTGAATGATTGGCTAACATGATGTCCGG Hs.555922 5900 0.14575 1.26264318 0.784457227 -0.525833333 0.56454769 0.163465843
SNF1LK2 NM_015191_bp1726_R AGCTAAAAAGGACATCATGTTAGCCAATCATCTCTTGAATGATTGGCTAACATGATGTCCGG Hs.555922 11276 0.007825 1.36121442 0.989038054 -0.343466667 0.62110895 0.350844276
SNF1LK2 NM_015191_bp453_R AGCTAAAAAGCCGGTTAAATGAGTCTGAAGTCTCTTGAACTTCAGACTCATTTAACCGGCGG Hs.555922 525 -0.42005 0.5000526 0.130609304 0.1205 1.00795055 0.812536146
SNF1LK2 NM_015191_bp453_R AGCTAAAAAGCCGGTTAAATGAGTCTGAAGTCTCTTGAACTTCAGACTCATTTAACCGGCGG Hs.555922 5901 -1.2472 1.05472796 0.03308134 -0.098133333 1.14347213 0.862569805
SNF1LK2 NM_015191_bp453_R AGCTAAAAAGCCGGTTAAATGAGTCTGAAGTCTCTTGAACTTCAGACTCATTTAACCGGCGG Hs.555922 11277 -0.791 0.36323823 0.008911077 -0.159466667 0.86003686 0.720911583
SNFT AK093671_bp276_R AGCTAAAAAGCACCAAGTCTGCAGAGTTCATCTCTTGAATGAACTCTGCAGACTTGGTGCGG Hs.62919 3862 0.0213625 0.16709088 0.888283209 -0.436875 0.22352173 0.067236981
SNFT AK093671_bp276_R AGCTAAAAAGCACCAAGTCTGCAGAGTTCATCTCTTGAATGAACTCTGCAGACTTGGTGCGG Hs.62919 9238 0.1217875 0.27712032 0.500778791 -0.3646 0.25057398 0.118118582
SNFT AK093671_bp276_R AGCTAAAAAGCACCAAGTCTGCAGAGTTCATCTCTTGAATGAACTCTGCAGACTTGGTGCGG Hs.62919 14614 0.1628375 0.31511873 0.401359839 -0.371525 0.27339829 0.117872913
SNFT AK093671_bp704_R AGCTAAAAAGTGTGTCTTATGTGGAATACATCTCTTGAATGTATTCCACATAAGACACACGG Hs.62919 3858 -0.0327125 0.13860422 0.824477159 0.10575 0.1401838 0.591479866
SNFT AK093671_bp704_R AGCTAAAAAGTGTGTCTTATGTGGAATACATCTCTTGAATGTATTCCACATAAGACACACGG Hs.62919 9234 -0.0877125 0.24168349 0.606094509 0.09435 0.14445762 0.631903173
SNFT AK093671_bp704_R AGCTAAAAAGTGTGTCTTATGTGGAATACATCTCTTGAATGTATTCCACATAAGACACACGG Hs.62919 14610 -0.1227625 0.30367664 0.513468197 0.159575 0.16846126 0.431834454
SNFT AK093671_bp83_R AGCTAAAAAGCTGCTTTCTTGTGCTAGTGATCTCTTGAATCACTAGCACAAGAAAGCAGCGG Hs.62919 3860 -0.2120625 0.20582775 0.221222392 -0.307275 0.25715157 0.177402943
SNFT AK093671_bp83_R AGCTAAAAAGCTGCTTTCTTGTGCTAGTGATCTCTTGAATCACTAGCACAAGAAAGCAGCGG Hs.62919 9236 -0.2070875 0.25377824 0.257973243 -0.1977 0.32325626 0.388430115
SNFT AK093671_bp83_R AGCTAAAAAGCTGCTTTCTTGTGCTAGTGATCTCTTGAATCACTAGCACAAGAAAGCAGCGG Hs.62919 14612 -0.2884375 0.41377389 0.219661834 -0.227325 0.33922385 0.332440908
SNRK NM_017719_bp341_R AGCTAAAAAGGCATGTCTTTACGGGTGAAATCTCTTGAATTTCACCCGTAAAGACATGCCGG Hs.476052 579 -0.12425 0.32811263 0.52323589 -0.7506 0.43560166 0.022358168
SNRK NM_017719_bp341_R AGCTAAAAAGGCATGTCTTTACGGGTGAAATCTCTTGAATTTCACCCGTAAAGACATGCCGG Hs.476052 5955 0.00705 0.32416014 0.970285815 -0.5831 0.24345876 0.019010141
SNRK NM_017719_bp341_R AGCTAAAAAGGCATGTCTTTACGGGTGAAATCTCTTGAATTTCACCCGTAAAGACATGCCGG Hs.476052 11331 0.0571 0.34169197 0.769860611 -0.417875 0.17100229 0.04055511
SNX11 AK023932_bp623_R AGCTAAAAAGCACCTCAGATGAGTTCATTGTCTCTTGAACAATGAACTCATCTGAGGTGCGG Hs.15827 3857 -0.3906375 0.32024245 0.080768028 -0.361325 0.46917246 0.188539917
SNX11 AK023932_bp623_R AGCTAAAAAGCACCTCAGATGAGTTCATTGTCTCTTGAACAATGAACTCATCTGAGGTGCGG Hs.15827 9233 -0.3149375 0.32638688 0.141640369 -0.321425 0.39958743 0.208112053
SNX11 AK023932_bp623_R AGCTAAAAAGCACCTCAGATGAGTTCATTGTCTCTTGAACAATGAACTCATCTGAGGTGCGG Hs.15827 14609 -0.2888625 0.30745718 0.160839864 -0.3006 0.3502156 0.216604629
SNX11 AK023932_bp709_R AGCTAAAAAGACAGCCAGTTGCACCTATTCTCTCTTGAAGAATAGGTGCAACTGGCTGTCGG Hs.15827 3855 1.2916875 1.10560735 0.033982864 -0.18625 0.79259086 0.594171138
SNX11 AK023932_bp709_R AGCTAAAAAGACAGCCAGTTGCACCTATTCTCTCTTGAAGAATAGGTGCAACTGGCTGTCGG Hs.15827 9231 1.4168375 0.92811906 0.013717637 -0.043975 0.82236344 0.901317601
SNX11 AK023932_bp709_R AGCTAAAAAGACAGCCAGTTGCACCTATTCTCTCTTGAAGAATAGGTGCAACTGGCTGTCGG Hs.15827 14607 1.5140375 0.97343552 0.012501732 -0.064925 0.80003885 0.852018385
SNX11 AK023932_bp885_R AGCTAAAAAGCCTAAGAGTTGCTGCTTTCTTCTCTTGAAAGAAAGCAGCAACTCTTAGGCGG Hs.15827 3853 0.2077125 0.08926581 0.18123337 -0.807175 0.27507318 0.007323811
SNX11 AK023932_bp885_R AGCTAAAAAGCCTAAGAGTTGCTGCTTTCTTCTCTTGAAAGAAAGCAGCAACTCTTAGGCGG Hs.15827 9229 0.0574625 0.07231392 0.682129848 -0.770525 0.32760723 0.011009903
SNX11 AK023932_bp885_R AGCTAAAAAGCCTAAGAGTTGCTGCTTTCTTCTCTTGAAAGAAAGCAGCAACTCTTAGGCGG Hs.15827 14605 0.1495125 0.12367776 0.327570567 -0.7436 0.34536066 0.013740544
SNX22 AK126655_bp392_R AGCTAAAAAGTCCTGAGCTTCCATGTGGATTCTCTTGAAATCCACATGGAAGCTCAGGACGG Hs.599195 3973 -0.1111125 0.44372832 0.627051129 -0.027825 0.12986386 0.885818235
SNX22 AK126655_bp392_R AGCTAAAAAGTCCTGAGCTTCCATGTGGATTCTCTTGAAATCCACATGGAAGCTCAGGACGG Hs.599195 9349 -0.1104625 0.44307266 0.628702358 -0.0301 0.08618209 0.874464954
SNX22 AK126655_bp392_R AGCTAAAAAGTCCTGAGCTTCCATGTGGATTCTCTTGAAATCCACATGGAAGCTCAGGACGG Hs.599195 14725 -0.0132625 0.4712562 0.954963876 -0.00195 0.03695452 0.991731722
SNX22 AK126655_bp437_R AGCTAAAAAGGTGAGGAGGTGCCTAGATATTCTCTTGAAATATCTAGGCACCTCCTCACCGG Hs.599195 3969 2.1811625 0.33869159 7.38E-05 1.293075 0.96122437 0.014499673
SNX22 AK126655_bp437_R AGCTAAAAAGGTGAGGAGGTGCCTAGATATTCTCTTGAAATATCTAGGCACCTCCTCACCGG Hs.599195 9345 2.3111375 0.81009212 0.001020514 1.373825 0.69120948 0.003762054
SNX22 AK126655_bp437_R AGCTAAAAAGGTGAGGAGGTGCCTAGATATTCTCTTGAAATATCTAGGCACCTCCTCACCGG Hs.599195 14721 2.1092875 0.31478013 7.30E-05 1.0928 0.39880475 0.00291144
SNX22 AK126655_bp473_R AGCTAAAAAGGTTGTGGGCTTTGCATTTCTTCTCTTGAAAGAAATGCAAAGCCCACAACCGG Hs.599195 3971 0.346875 0.0680234 0.104191527
SNX22 AK126655_bp473_R AGCTAAAAAGGTTGTGGGCTTTGCATTTCTTCTCTTGAAAGAAATGCAAAGCCCACAACCGG Hs.599195 9347 0.385175 0.10551374 0.080450487
SNX22 AK126655_bp473_R AGCTAAAAAGGTTGTGGGCTTTGCATTTCTTCTCTTGAAAGAAATGCAAAGCCCACAACCGG Hs.599195 14723 0.37055 0.18566376 0.100550588
SNX24 NM_014035_bp110_R AGCTAAAAAGGATACACGGTGTTTAAGATATCTCTTGAATATCTTAAACACCGTGTATCCGG Hs.483200 8584 -0.7561 0.70192221 0.053359404 -0.1293125 0.21351191 0.53178283 1.154325 0.51441194 0.020638704 0.055425 0.0524371 0.124896211
SNX24 NM_014035_bp110_R AGCTAAAAAGGATACACGGTGTTTAAGATATCTCTTGAATATCTTAAACACCGTGTATCCGG Hs.483200 13960 -0.89655 0.57350257 0.017336438 -0.0864375 0.36287369 0.708563385 1.09385 0.53367589 0.026262145 -0.0653 0.0676966 0.236730144
SNX24 NM_014035_bp110_R AGCTAAAAAGGATACACGGTGTTTAAGATATCTCTTGAATATCTTAAACACCGTGTATCCGG Hs.483200 3208 -0.876225 0.43528319 0.009041472 1.1241 0.52786174 0.023736356 -0.1344 0.20141829 0.274276601
SNX24 NM_014035_bp257_R AGCTAAAAAGTCCCCAAAGTCTTGGAACAGTCTCTTGAACTGTTCCAAGACTTTGGGGACGG Hs.483200 3206 -0.47175 0.45887835 0.084227899 -0.4935375 0.20650796 0.04342828 0.435 0.70315162 0.303998371 0.042175 1.03342957 0.940088313
SNX24 NM_014035_bp257_R AGCTAAAAAGTCCCCAAAGTCTTGGAACAGTCTCTTGAACTGTTCCAAGACTTTGGGGACGG Hs.483200 8582 -0.341925 0.55797247 0.231978574 -0.53755 0.04619635 0.064175361 0.475775 0.76555238 0.302176008 0.0463 1.08525004 0.937377703
SNX24 NM_014035_bp257_R AGCTAAAAAGTCCCCAAAGTCTTGGAACAGTCTCTTGAACTGTTCCAAGACTTTGGGGACGG Hs.483200 13958 -0.401 0.48827674 0.139936885 -0.1460875 0.75229743 0.663475641 0.47985 0.71750164 0.273403475 0.0522 1.03098882 0.925730871
SNX24 NM_014035_bp421_R AGCTAAAAAGTCTGAAGAGTCAAGCAAACTTCTCTTGAAAGTTTGCTTGACTCTTCAGACGG Hs.483200 3204 0.97395 0.16340841 0.001057867 0.1151125 0.57799365 0.68592461 1.90315 0.25618179 0.00066156 1.255725 0.12712407 0.000283393
SNX24 NM_014035_bp421_R AGCTAAAAAGTCTGAAGAGTCAAGCAAACTTCTCTTGAAAGTTTGCTTGACTCTTCAGACGG Hs.483200 8580 1.098625 0.94238154 0.036063428 0.2927375 0.70113827 0.373639909 1.909175 0.24639431 0.000583799 1.240275 0.0706609 5.08E-05
SNX24 NM_014035_bp421_R AGCTAAAAAGTCTGAAGAGTCAAGCAAACTTCTCTTGAAAGTTTGCTTGACTCTTCAGACGG Hs.483200 13956 1.1188 0.33098886 0.001635274 0.1968125 0.59852812 0.503267259 1.9317 0.26721412 0.000717316 1.274825 0.09969578 0.000131122
SNX8 BC021565_bp1207_R AGCTAAAAAGCGGAACTACTTCTCCCTGTATCTCTTGAATACAGGGAGAAGTAGTTCCGCGG Hs.584900 4391 0.338425 0.4540097 0.181170254 -0.460075 0.71374033 0.214744007 -0.29323333 0.96438833 0.512445361
SNX8 BC021565_bp1207_R AGCTAAAAAGCGGAACTACTTCTCCCTGTATCTCTTGAATACAGGGAGAAGTAGTTCCGCGG Hs.584900 9767 0.534533333 0.38377434 0.079356443 -0.006125 0.83937496 0.987372606 -0.62436667 0.94724365 0.188592275
SNX8 BC021565_bp1207_R AGCTAAAAAGCGGAACTACTTCTCCCTGTATCTCTTGAATACAGGGAGAAGTAGTTCCGCGG Hs.584900 15143 0.393 0.25475927 0.060153567 -0.2302 1.34818787 0.702558503 -0.22503333 0.26532988 0.403324877
SNX8 BC021565_bp343_R AGCTAAAAAGCGCTTCAAGTCCTCGGTATATCTCTTGAATATACCGAGGACTTGAAGCGCGG Hs.584900 4389 0.399825 0.46909373 0.132463927 -0.29635 0.22893351 0.128483677 -0.83616667 0.46100729 0.03071648
SNX8 BC021565_bp343_R AGCTAAAAAGCGCTTCAAGTCCTCGGTATATCTCTTGAATATACCGAGGACTTGAAGCGCGG Hs.584900 9765 0.603075 0.37028728 0.025973182 -0.223175 0.49622006 0.399997923 -1.11123333 0.47069916 0.010915114
SNX8 BC021565_bp343_R AGCTAAAAAGCGCTTCAAGTCCTCGGTATATCTCTTGAATATACCGAGGACTTGAAGCGCGG Hs.584900 15141 0.457575 0.49687488 0.104976506 0.07145 0.2112085 0.666667935 -0.78313333 0.6842271 0.066408301
SNX8 BC021565_bp791_R AGCTAAAAAGCGGCAGATCTTCTCATATTCTCTCTTGAAGAATATGAGAAGATCTGCCGCGG Hs.584900 4387 0.663075 0.32838855 0.014537207 1.7207 0.4302962 0.000844475 0.457166667 0.59785397 0.204179064
SNX8 BC021565_bp791_R AGCTAAAAAGCGGCAGATCTTCTCATATTCTCTCTTGAAGAATATGAGAAGATCTGCCGCGG Hs.584900 9763 0.6643 0.37301248 0.018560794 1.7253 0.51047831 0.001369095 0.393833333 0.53078796 0.242309806
SNX8 BC021565_bp791_R AGCTAAAAAGCGGCAGATCTTCTCATATTCTCTCTTGAAGAATATGAGAAGATCTGCCGCGG Hs.584900 15139 0.871075 0.48060179 0.011961213 1.712 0.49163673 0.001263571 0.382266667 0.45415368 0.230437861
SON NM_058183_bp5019_R AGCTAAAAAGGCCTTTGCCTGCTAAAGATATCTCTTGAATATCTTTAGCAGGCAAAGGCCGG Hs.517262 2480 7.119425 2.79630034 0.001207936 1.5137875 1.25828862 0.017121383
SON NM_058183_bp5019_R AGCTAAAAAGGCCTTTGCCTGCTAAAGATATCTCTTGAATATCTTTAGCAGGCAAAGGCCGG Hs.517262 7856 5.1073 1.45307515 0.000291407 1.6377625 1.17911769 0.009747325
SON NM_058183_bp5019_R AGCTAAAAAGGCCTTTGCCTGCTAAAGATATCTCTTGAATATCTTTAGCAGGCAAAGGCCGG Hs.517262 13232 5.929575 1.5209787 0.000178907 1.5373125 1.14833094 0.011569725
SON NM_058183_bp5778_R AGCTAAAAAGCTCCAGGGATAACCGAAAGATCTCTTGAATCTTTCGGTTATCCCTGGAGCGG Hs.517262 2478 3.22405 1.96016511 0.008033386 0.1601875 0.49673654 0.449712225
SON NM_058183_bp5778_R AGCTAAAAAGCTCCAGGGATAACCGAAAGATCTCTTGAATCTTTCGGTTATCCCTGGAGCGG Hs.517262 7854 3.122775 2.12091377 0.012291271 0.1482125 0.52326491 0.486267222
SON NM_058183_bp5778_R AGCTAAAAAGCTCCAGGGATAACCGAAAGATCTCTTGAATCTTTCGGTTATCCCTGGAGCGG Hs.517262 13230 3.138575 2.05991975 0.010770748 0.1266625 0.55904488 0.548667924
SON NM_058183_bp6344_R AGCTAAAAAGGAGCTACTATAGAAGAACTATCTCTTGAATAGTTCTTCTATAGTAGCTCCGG Hs.517262 2476 2.719275 0.49412531 7.33E-05 1.2467375 0.84571907 0.009674904
SON NM_058183_bp6344_R AGCTAAAAAGGAGCTACTATAGAAGAACTATCTCTTGAATAGTTCTTCTATAGTAGCTCCGG Hs.517262 7852 2.926225 0.60069502 0.000103414 1.21215 0.73980925 0.015577167
SON NM_058183_bp6344_R AGCTAAAAAGGAGCTACTATAGAAGAACTATCTCTTGAATAGTTCTTCTATAGTAGCTCCGG Hs.517262 13228 2.91465 0.57608027 9.05E-05 1.311016667 0.83154533 0.015354948
SOS1 NM_005633_bp1833_R AGCTAAAAAGAGGCTTACGTACCATATGTATCTCTTGAATACATATGGTACGTAAGCCTCGG Hs.278733 2197 2.2753125 0.67590142 0.000546069 0.0123375 0.87327368 0.97342439
SOS1 NM_005633_bp1833_R AGCTAAAAAGAGGCTTACGTACCATATGTATCTCTTGAATACATATGGTACGTAAGCCTCGG Hs.278733 7573 4.8056625 0.5205898 5.50E-06 0.6233875 1.78435156 0.375126581
SOS1 NM_005633_bp1833_R AGCTAAAAAGAGGCTTACGTACCATATGTATCTCTTGAATACATATGGTACGTAAGCCTCGG Hs.278733 12949 2.2260875 0.99710184 0.002745105 -0.0140375 0.69292231 0.964488099
SOS1 NM_005633_bp2659_R AGCTAAAAAGACCACACATTTGAGCAAATATCTCTTGAATATTTGCTCAAATGTGTGGTCGG Hs.278733 1115 0.2580125 0.40765045 0.26131805 -0.0420375 0.58121336 0.882232672
SOS1 NM_005633_bp2659_R AGCTAAAAAGACCACACATTTGAGCAAATATCTCTTGAATATTTGCTCAAATGTGTGGTCGG Hs.278733 6491 0.2653625 0.24868475 0.160378299 0.0250625 0.62065744 0.932192305
SOS1 NM_005633_bp2659_R AGCTAAAAAGACCACACATTTGAGCAAATATCTCTTGAATATTTGCTCAAATGTGTGGTCGG Hs.278733 11867 0.3114875 0.31425005 0.139385385 -0.08341667 0.7155412 0.81824778
SOS1 NM_005633_bp3386_R AGCTAAAAAGCCCAAGATCTGCTTCTGTATTCTCTTGAAATACAGAAGCAGATCTTGGGCGG Hs.278733 2199 1.1676125 0.15316772 0.000430225 -0.1467875 0.31112012 0.511651187
SOS1 NM_005633_bp3386_R AGCTAAAAAGCCCAAGATCTGCTTCTGTATTCTCTTGAAATACAGAAGCAGATCTTGGGCGG Hs.278733 7575 1.2044875 0.1235317 0.000320264 -0.0088625 0.52307591 0.97361464
SOS1 NM_005633_bp3386_R AGCTAAAAAGCCCAAGATCTGCTTCTGTATTCTCTTGAAATACAGAAGCAGATCTTGGGCGG Hs.278733 12951 1.3424625 0.62382551 0.004417729 -0.2048375 0.08843556 0.304762042
SOX11 AB028641_bp1150_R AGCTAAAAAGAGCTTGAATTTCTCTCAAAGTCTCTTGAACTTTGAGAGAAATTCAAGCTCGG Hs.432638 3645 0.37415 0.52811092 0.182146752 0.187683333 0.89975246 0.656170886
SOX11 AB028641_bp1150_R AGCTAAAAAGAGCTTGAATTTCTCTCAAAGTCTCTTGAACTTTGAGAGAAATTCAAGCTCGG Hs.432638 9021 0.692075 0.79441605 0.092303055 0.4697875 0.26895758 0.059656012
SOX11 AB028641_bp1150_R AGCTAAAAAGAGCTTGAATTTCTCTCAAAGTCTCTTGAACTTTGAGAGAAATTCAAGCTCGG Hs.432638 14397 1.055725 0.75996912 0.021655127 0.7263625 0.14146839 0.007874713
SOX11 AB028641_bp220_R AGCTAAAAAGTTCATGGTATGGTCCAAGATTCTCTTGAAATCTTGGACCATACCATGAACGG Hs.432638 3647 0.118575 0.14551304 0.438725686 0.4402875 0.33483225 0.085915138
SOX11 AB028641_bp220_R AGCTAAAAAGTTCATGGTATGGTCCAAGATTCTCTTGAAATCTTGGACCATACCATGAACGG Hs.432638 9023 0.039875 0.26893556 0.819624563 0.3027625 0.57974727 0.307267456
SOX11 AB028641_bp220_R AGCTAAAAAGTTCATGGTATGGTCCAAGATTCTCTTGAAATCTTGGACCATACCATGAACGG Hs.432638 14399 -0.01885 0.24990967 0.911582056 0.4361875 0.43836102 0.114464539
SOX11 AB028641_bp700_R AGCTAAAAAGACGGTCAAGTGCGTGTTTCTTCTCTTGAAAGAAACACGCACTTGACCGTCGG Hs.432638 3643 0.2022 0.16032019 0.217466613 -0.3720125 0.42409524 0.161779094
SOX11 AB028641_bp700_R AGCTAAAAAGACGGTCAAGTGCGTGTTTCTTCTCTTGAAAGAAACACGCACTTGACCGTCGG Hs.432638 9019 1.034425 0.42164592 0.004172815 -0.2888125 0.76409597 0.40525459
SOX11 AB028641_bp700_R AGCTAAAAAGACGGTCAAGTGCGTGTTTCTTCTCTTGAAAGAAACACGCACTTGACCGTCGG Hs.432638 14395 0.264325 0.30775657 0.192729653 -0.3269125 0.40904031 0.204952623
SOX4 NM_003107_bp2018_R AGCTAAAAAGAACCCCAGCTCAAACTTTGATCTCTTGAATCAAAGTTTGAGCTGGGGTTCGG Hs.591796 3101 -0.428675 0.28954354 0.05393755 -0.520825 0.35019992 0.053553578
SOX4 NM_003107_bp2018_R AGCTAAAAAGAACCCCAGCTCAAACTTTGATCTCTTGAATCAAAGTTTGAGCTGGGGTTCGG Hs.591796 8477 -0.394925 0.39589396 0.105651462 -0.4764 0.40703034 0.082961812
SOX4 NM_003107_bp2018_R AGCTAAAAAGAACCCCAGCTCAAACTTTGATCTCTTGAATCAAAGTTTGAGCTGGGGTTCGG Hs.591796 13853 -0.36095 0.28008421 0.085168158 -0.44395 0.43226712 0.107687968
SOX4 NM_003107_bp3979_R AGCTAAAAAGGGGTGTTAATCGGTGTAAATTCTCTTGAAATTTACACCGATTAACACCCCGG Hs.591796 3105 0.9023 0.6831782 0.02774175 0.63785 0.78087795 0.099043338
SOX4 NM_003107_bp3979_R AGCTAAAAAGGGGTGTTAATCGGTGTAAATTCTCTTGAAATTTACACCGATTAACACCCCGG Hs.591796 8481 0.9452 0.62935442 0.018547245 0.52415 0.71562632 0.1401097
SOX4 NM_003107_bp3979_R AGCTAAAAAGGGGTGTTAATCGGTGTAAATTCTCTTGAAATTTACACCGATTAACACCCCGG Hs.591796 13857 0.82605 0.73040767 0.04478373 0.418775 0.46568378 0.135184348
SOX4 NM_003107_bp4798_R AGCTAAAAAGCCTGTCAGATTGTTGATATATCTCTTGAATATATCAACAATCTGACAGGCGG Hs.591796 3103 -0.65375 0.23140276 0.008789552 -0.464425 0.59813625 0.143440682
SOX4 NM_003107_bp4798_R AGCTAAAAAGCCTGTCAGATTGTTGATATATCTCTTGAATATATCAACAATCTGACAGGCGG Hs.591796 8479 -0.554375 0.25447854 0.018920054 -0.403025 0.57846171 0.187398941
SOX4 NM_003107_bp4798_R AGCTAAAAAGCCTGTCAGATTGTTGATATATCTCTTGAATATATCAACAATCTGACAGGCGG Hs.591796 13855 -0.5719 0.2722367 0.018550203 -0.4445 0.57968743 0.152277897
SPAG16 AL832962_bp1189_R AGCTAAAAAGGACTTCCAGTTAATCATTTATCTCTTGAATAAATGATTAACTGGAAGTCCGG Hs.471316 4066 -0.4561875 0.62345916 0.156108431 -0.214475 0.32848838 0.354152028
SPAG16 AL832962_bp1189_R AGCTAAAAAGGACTTCCAGTTAATCATTTATCTCTTGAATAAATGATTAACTGGAAGTCCGG Hs.471316 9442 -0.6020625 0.31376775 0.019257296 -0.1512 0.22314278 0.470290088
SPAG16 AL832962_bp1189_R AGCTAAAAAGGACTTCCAGTTAATCATTTATCTCTTGAATAAATGATTAACTGGAAGTCCGG Hs.471316 14818 -0.6214625 0.36437027 0.022605578 -0.276225 0.37038571 0.259459125
SPAG16 AL832962_bp2616_R AGCTAAAAAGCAGCCACAGTCATCTTCTTATCTCTTGAATAAGAAGATGACTGTGGCTGCGG Hs.471316 4068 0.0526625 0.20372359 0.74213452 -0.266275 0.42082986 0.295969038
SPAG16 AL832962_bp2616_R AGCTAAAAAGCAGCCACAGTCATCTTCTTATCTCTTGAATAAGAAGATGACTGTGGCTGCGG Hs.471316 9444 0.0637625 0.2267153 0.700033751 0.2306 0.4720582 0.381956542
SPAG16 AL832962_bp2616_R AGCTAAAAAGCAGCCACAGTCATCTTCTTATCTCTTGAATAAGAAGATGACTGTGGCTGCGG Hs.471316 14820 0.0851125 0.09382376 0.554071172 -0.204025 0.67603251 0.518620038
SPAG16 AL832962_bp3921_R AGCTAAAAAGGATGCTTACTTCTAGTTTATTCTCTTGAAATAAACTAGAAGTAAGCATCCGG Hs.471316 14822 -0.49503333 0.23013236 0.095515395
SPAG9 NM_003971_bp1256_R AGCTAAAAAGTCGGGAAGTTGAGAATCTTATCTCTTGAATAAGATTCTCAACTTCCCGACGG Hs.463439 2838 0.359175 0.75122685 0.239081024 -0.3023875 0.3590747 0.279270368



SPAG9 NM_003971_bp1256_R AGCTAAAAAGTCGGGAAGTTGAGAATCTTATCTCTTGAATAAGATTCTCAACTTCCCGACGG Hs.463439 8214 0.3525 0.7576828 0.247722434 -0.3344875 0.32340536 0.216834857
SPAG9 NM_003971_bp1256_R AGCTAAAAAGTCGGGAAGTTGAGAATCTTATCTCTTGAATAAGATTCTCAACTTCCCGACGG Hs.463439 13590 0.396875 0.78496709 0.217860036 -0.3458625 0.3356602 0.205767558
SPAG9 NM_003971_bp3595_R AGCTAAAAAGGAAGTGTAATCCGTGTATATTCTCTTGAAATATACACGGATTACACTTCCGG Hs.463439 2840 -0.821175 0.58241302 0.028937545 0.056616667 1.83825856 0.893353943
SPAG9 NM_003971_bp3595_R AGCTAAAAAGGAAGTGTAATCCGTGTATATTCTCTTGAAATATACACGGATTACACTTCCGG Hs.463439 8216 -0.65085 0.47440122 0.04168697 0.022283333 1.62179617 0.922137982
SPAG9 NM_003971_bp3595_R AGCTAAAAAGGAAGTGTAATCCGTGTATATTCTCTTGAAATATACACGGATTACACTTCCGG Hs.463439 13592 -0.703175 0.60451951 0.055321263 -0.02675 1.69321349 0.982105178
SPG3A NM_181598_bp1195_R AGCTAAAAAGGTGGAGTACTTCAAGGCTTATCTCTTGAATAAGCCTTGAAGTACTCCACCGG Hs.584905 3554 -0.011275 0.18992144 0.942500074 0.0143125 0.35830001 0.95014515
SPG3A NM_181598_bp1195_R AGCTAAAAAGGTGGAGTACTTCAAGGCTTATCTCTTGAATAAGCCTTGAAGTACTCCACCGG Hs.584905 8930 0.05905 0.17593532 0.702797247 -0.0578125 0.18882296 0.773311619
SPG3A NM_181598_bp1195_R AGCTAAAAAGGTGGAGTACTTCAAGGCTTATCTCTTGAATAAGCCTTGAAGTACTCCACCGG Hs.584905 14306 0.0362 0.18199933 0.815531293 -0.0500875 0.27082146 0.813844348
SPG3A NM_181598_bp522_R AGCTAAAAAGAGACTACAATGAACCATTGATCTCTTGAATCAATGGTTCATTGTAGTCTCGG Hs.584905 3558 -0.418925 0.15424313 0.032076291 -0.1216625 0.26828327 0.571089438
SPG3A NM_181598_bp522_R AGCTAAAAAGAGACTACAATGAACCATTGATCTCTTGAATCAATGGTTCATTGTAGTCTCGG Hs.584905 8934 -0.33395 0.26498375 0.098690451 -0.1121375 0.28601548 0.605947997
SPG3A NM_181598_bp522_R AGCTAAAAAGAGACTACAATGAACCATTGATCTCTTGAATCAATGGTTCATTGTAGTCTCGG Hs.584905 14310 -0.335675 0.13585096 0.061101395 -0.0652125 0.16375167 0.74181343
SPG3A NM_181598_bp598_R AGCTAAAAAGAGTGAAATCTTCCTTATCAATCTCTTGAATTGATAAGGAAGATTTCACTCGG Hs.584905 3556 -0.110175 0.05549235 0.438886804 -0.2083125 0.48429468 0.432090617
SPG3A NM_181598_bp598_R AGCTAAAAAGAGTGAAATCTTCCTTATCAATCTCTTGAATTGATAAGGAAGATTTCACTCGG Hs.584905 8932 0.35345 1.35391583 0.541062743 -0.3637125 0.18468435 0.105512499
SPG3A NM_181598_bp598_R AGCTAAAAAGAGTGAAATCTTCCTTATCAATCTCTTGAATTGATAAGGAAGATTTCACTCGG Hs.584905 14308 0.000275 0.22603277 0.998662229 -0.2002625 0.37956759 0.405368476
SPG7 NM_003119_bp928_R AGCTAAAAAGGGAAAGGAGTCAGCTTCAAATCTCTTGAATTTGAAGCTGACTCCTTTCCCGG Hs.185597 3109 2.399225 0.33710988 4.58E-05 0.394425 1.21949243 0.427757985
SPG7 NM_003119_bp928_R AGCTAAAAAGGGAAAGGAGTCAGCTTCAAATCTCTTGAATTTGAAGCTGACTCCTTTCCCGG Hs.185597 8485 2.441325 0.32745704 3.92E-05 0.422825 1.04701703 0.340767235
SPG7 NM_003119_bp928_R AGCTAAAAAGGGAAAGGAGTCAGCTTCAAATCTCTTGAATTTGAAGCTGACTCCTTTCCCGG Hs.185597 13861 2.4387 0.31666787 3.64E-05 0.480475 1.03935667 0.281633308
SPG7 NM_003119_bp982_R AGCTAAAAAGTCCGCGAGTTTGTGGATTATTCTCTTGAAATAATCCACAAACTCGCGGACGG Hs.185597 3107 -0.2455 0.22419558 0.175484182 -0.317625 0.52527312 0.263296823
SPG7 NM_003119_bp982_R AGCTAAAAAGTCCGCGAGTTTGTGGATTATTCTCTTGAAATAATCCACAAACTCGCGGACGG Hs.185597 8483 -0.0376 0.48110461 0.874676469 -0.13895 0.75770212 0.680198131
SPG7 NM_003119_bp982_R AGCTAAAAAGTCCGCGAGTTTGTGGATTATTCTCTTGAAATAATCCACAAACTCGCGGACGG Hs.185597 13859 -0.211675 0.26826628 0.257597522 -0.290975 0.64359539 0.352196156
SPI1 NM_003120_bp1272_R AGCTAAAAAGAGTCTCAAGTCCGTATGTAATCTCTTGAATTACATACGGACTTGAGACTCGG Hs.502511 4948 0.7162375 0.62842941 0.047991696 0.1856625 0.47838488 0.467505964
SPI1 NM_003120_bp1272_R AGCTAAAAAGAGTCTCAAGTCCGTATGTAATCTCTTGAATTACATACGGACTTGAGACTCGG Hs.502511 10324 0.8506625 0.46883236 0.012300147 0.1651125 0.3579854 0.439836157
SPI1 NM_003120_bp1272_R AGCTAAAAAGAGTCTCAAGTCCGTATGTAATCTCTTGAATTACATACGGACTTGAGACTCGG Hs.502511 15700 0.9326875 0.38267198 0.005081021 0.0719625 0.36880929 0.733135959
SPI1 NM_003120_bp289_R AGCTAAAAAGCACGAGTATTACCCCTATCTTCTCTTGAAAGATAGGGGTAATACTCGTGCGG Hs.502511 4946 0.0002375 0.08714443 0.9986506 -0.798066667 0.48374438 0.049552919
SPI1 NM_003120_bp289_R AGCTAAAAAGCACGAGTATTACCCCTATCTTCTCTTGAAAGATAGGGGTAATACTCGTGCGG Hs.502511 10322 -0.1299875 0.28746018 0.48020143 -0.5163375 0.67226367 0.155948805
SPI1 NM_003120_bp289_R AGCTAAAAAGCACGAGTATTACCCCTATCTTCTCTTGAAAGATAGGGGTAATACTCGTGCGG Hs.502511 15698 -0.0111625 0.19915093 0.94374962 -0.5679875 0.65561295 0.120644471
SPI1 NM_003120_bp856_R AGCTAAAAAGAAGATGACCTACCAGAAGATTCTCTTGAAATCTTCTGGTAGGTCATCTTCGG Hs.502511 4950 2.7955625 1.35849529 0.003529792 0.8267875 0.858993 0.083914048
SPI1 NM_003120_bp856_R AGCTAAAAAGAAGATGACCTACCAGAAGATTCTCTTGAAATCTTCTGGTAGGTCATCTTCGG Hs.502511 10326 2.7435125 1.24495379 0.002679965 0.8321125 0.80326663 0.070425282
SPI1 NM_003120_bp856_R AGCTAAAAAGAAGATGACCTACCAGAAGATTCTCTTGAAATCTTCTGGTAGGTCATCTTCGG Hs.502511 15702 2.8037125 1.15103748 0.001760331 0.7445875 1.01986312 0.154873404
SPIB AK025419_bp1065_R AGCTAAAAAGAGGCATTTGTTCTCCAATCTTCTCTTGAAAGATTGGAGAACAAATGCCTCGG Hs.437905 3905 1.3754125 0.55750485 0.002751194 0.00805 0.3759222 0.97239527
SPIB AK025419_bp1065_R AGCTAAAAAGAGGCATTTGTTCTCCAATCTTCTCTTGAAAGATTGGAGAACAAATGCCTCGG Hs.437905 9281 1.4547875 0.51884317 0.001701862 -0.042725 0.37414415 0.854247885
SPIB AK025419_bp1065_R AGCTAAAAAGAGGCATTTGTTCTCCAATCTTCTCTTGAAAGATTGGAGAACAAATGCCTCGG Hs.437905 14657 1.5859125 0.63424051 0.002260326 -0.021425 0.38854456 0.927498517
SPIB AK025419_bp1805_R AGCTAAAAAGACCTGCCCTTAAGAGAATGATCTCTTGAATCATTCTCTTAAGGGCAGGTCGG Hs.437905 3909 -0.5480875 0.24991485 0.019262504 0.915975 0.16464549 0.002761845
SPIB AK025419_bp1805_R AGCTAAAAAGACCTGCCCTTAAGAGAATGATCTCTTGAATCATTCTCTTAAGGGCAGGTCGG Hs.437905 9285 -0.5259125 0.27394379 0.025384979 0.8756 0.18584827 0.003670773
SPIB AK025419_bp1805_R AGCTAAAAAGACCTGCCCTTAAGAGAATGATCTCTTGAATCATTCTCTTAAGGGCAGGTCGG Hs.437905 14661 -0.5055875 0.28086339 0.030195691 0.95815 0.14470979 0.002086487
SPIB AK025419_bp2086_R AGCTAAAAAGGTGGCTCTGTAATCCCAACATCTCTTGAATGTTGGGATTACAGAGCCACCGG Hs.437905 3907 -0.9109125 0.2407441 0.002266362 0.868075 0.39297804 0.008456642
SPIB AK025419_bp2086_R AGCTAAAAAGGTGGCTCTGTAATCCCAACATCTCTTGAATGTTGGGATTACAGAGCCACCGG Hs.437905 9283 -0.8604875 0.26391952 0.003369315 0.2745 0.70845791 0.405248684
SPIB AK025419_bp2086_R AGCTAAAAAGGTGGCTCTGTAATCCCAACATCTCTTGAATGTTGGGATTACAGAGCCACCGG Hs.437905 14659 -0.6746125 0.44486235 0.025711079 0.39005 0.21925823 0.092884821
SPINK2 BM563686_bp214_R AGCTAAAAAGGCAGTGACATGTCCACTTATTCTCTTGAAATAAGTGGACATGTCACTGCCGG Hs.98243 4445 -0.60855 0.35995671 0.02380973 0.8484 0.93825273 0.096125069 0.622066667 1.33462678 0.295665147
SPINK2 BM563686_bp214_R AGCTAAAAAGGCAGTGACATGTCCACTTATTCTCTTGAAATAAGTGGACATGTCACTGCCGG Hs.98243 9821 -0.587 0.72165883 0.114417014 0.606125 0.72889767 0.127123876 0.496533333 1.52288277 0.442299214
SPINK2 BM563686_bp214_R AGCTAAAAAGGCAGTGACATGTCCACTTATTCTCTTGAAATAAGTGGACATGTCACTGCCGG Hs.98243 15197 -0.662025 0.75935277 0.093851911 0.746075 0.88298559 0.115317411 0.3203 1.49833172 0.608986128
SPINK2 BM563686_bp266_R AGCTAAAAAGGGAAGGTGGTCATAATATTATCTCTTGAATAATATTATGACCACCTTCCCGG Hs.98243 4443 0.2706 0.42443097 0.251710309 -0.16855 0.21946762 0.337517453 -0.0187 0.54873071 0.952988367
SPINK2 BM563686_bp266_R AGCTAAAAAGGGAAGGTGGTCATAATATTATCTCTTGAATAATATTATGACCACCTTCCCGG Hs.98243 9819 0.81755 0.02227386 0.040203627 -0.979675 0.56631361 0.016925733 0.173333333 1.23887964 0.744079263
SPINK2 BM563686_bp266_R AGCTAAAAAGGGAAGGTGGTCATAATATTATCTCTTGAATAATATTATGACCACCTTCCCGG Hs.98243 15195 0.0399 1.35937787 0.944091746 -0.59785 0.39457283 0.038475743 0.365633333 1.02448241 0.438323122
SPINK2 BM563686_bp513_R AGCTAAAAAGCTCCTGGAGTTAAGCTTACTTCTCTTGAAAGTAAGCTTAACTCCAGGAGCGG Hs.98243 4447 -0.703625 0.61450172 0.048050457 -0.3304 0.45959378 0.212832147 -0.23806667 0.97595549 0.595051034
SPINK2 BM563686_bp513_R AGCTAAAAAGCTCCTGGAGTTAAGCTTACTTCTCTTGAAAGTAAGCTTAACTCCAGGAGCGG Hs.98243 9823 -0.3845 0.87567429 0.33716888 -0.1005 0.63881327 0.745400131 -0.42826667 0.66205317 0.250611311
SPINK2 BM563686_bp513_R AGCTAAAAAGCTCCTGGAGTTAAGCTTACTTCTCTTGAAAGTAAGCTTAACTCCAGGAGCGG Hs.98243 15199 -0.963633333 0.71230803 0.044875008 -0.1225 0.1970255 0.460953575 -1.0323
SPINT2 AK127479_bp294_R AGCTAAAAAGGTGGTCACTTTCCAGCTTTGTCTCTTGAACAAAGCTGGAAAGTGACCACCGG Hs.31439 4061 -1.2086625 0.37845341 0.001588205 -0.420725 0.26906804 0.083388159
SPINT2 AK127479_bp294_R AGCTAAAAAGGTGGTCACTTTCCAGCTTTGTCTCTTGAACAAAGCTGGAAAGTGACCACCGG Hs.31439 9437 -1.1727125 0.42046612 0.002396822 -0.4622 0.35094108 0.07783228
SPINT2 AK127479_bp294_R AGCTAAAAAGGTGGTCACTTTCCAGCTTTGTCTCTTGAACAAAGCTGGAAAGTGACCACCGG Hs.31439 14813 -1.3053125 0.23117232 0.000407646 0.265575 0.87830766 0.484655362
SPINT2 AK127479_bp419_R AGCTAAAAAGAGGAACATGTCCCCCTCACTTCTCTTGAAAGTGAGGGGGACATGTTCCTCGG Hs.31439 4063 0.0041 0.37318729 0.985902116
SPINT2 AK127479_bp419_R AGCTAAAAAGAGGAACATGTCCCCCTCACTTCTCTTGAAAGTGAGGGGGACATGTTCCTCGG Hs.31439 9439 -0.019875 0.27395664 0.925592786
SPINT2 AK127479_bp419_R AGCTAAAAAGAGGAACATGTCCCCCTCACTTCTCTTGAAAGTGAGGGGGACATGTTCCTCGG Hs.31439 14815 -0.023675 0.36945024 0.91848595
SPINT2 AK127479_bp488_R AGCTAAAAAGTGGCAGGCTTGGTTTCTATATCTCTTGAATATAGAAACCAAGCCTGCCACGG Hs.31439 4059 -1.3221625 0.33522161 0.000783832 0.304825 0.1121294 0.148698807
SPINT2 AK127479_bp488_R AGCTAAAAAGTGGCAGGCTTGGTTTCTATATCTCTTGAATATAGAAACCAAGCCTGCCACGG Hs.31439 9435 -1.2812125 0.29328063 0.000678436 0.27645 0.20195004 0.202528548
SPINT2 AK127479_bp488_R AGCTAAAAAGTGGCAGGCTTGGTTTCTATATCTCTTGAATATAGAAACCAAGCCTGCCACGG Hs.31439 14811 -1.2416875 0.31154752 0.000889935 0.27655 0.19070715 0.199525213
SPP1 NM_000582_bp599_R AGCTAAAAAGAGGTGATAGTGTGGTTTATGTCTCTTGAACATAAACCACACTATCACCTCGG Hs.313 2189 0.3170375 0.80108568 0.388168254 0.0707625 0.51557439 0.790842793
SPP1 NM_000582_bp599_R AGCTAAAAAGAGGTGATAGTGTGGTTTATGTCTCTTGAACATAAACCACACTATCACCTCGG Hs.313 7565 0.3508625 0.86574721 0.373010464 0.0494375 0.49368289 0.849646834
SPP1 NM_000582_bp599_R AGCTAAAAAGAGGTGATAGTGTGGTTTATGTCTCTTGAACATAAACCACACTATCACCTCGG Hs.313 12941 0.1501625 0.6868709 0.632794969 -0.1227375 0.34552879 0.592157215
SPP1 NM_000582_bp684_R AGCTAAAAAGGACATCACCTCACACATGGATCTCTTGAATCCATGTGTGAGGTGATGTCCGG Hs.313 1114 1.3574875 0.7006231 0.00622395 0.9796375 0.80812882 0.026323803
SPP1 NM_000582_bp684_R AGCTAAAAAGGACATCACCTCACACATGGATCTCTTGAATCCATGTGTGAGGTGATGTCCGG Hs.313 6490 1.3050875 0.66331722 0.006102416 1.0090375 0.86330338 0.028229369
SPP1 NM_000582_bp684_R AGCTAAAAAGGACATCACCTCACACATGGATCTCTTGAATCCATGTGTGAGGTGATGTCCGG Hs.313 11866 1.4027125 0.70849274 0.005638095 0.9742375 0.84826063 0.030677925
SPP1 NM_000582_bp911_R AGCTAAAAAGTCAGGAACTTTCCAAAGTCATCTCTTGAATGACTTTGGAAAGTTCCTGACGG Hs.313 1113 0.3175125 0.38188015 0.166499772 0.3928375 0.76628111 0.269845895
SPP1 NM_000582_bp911_R AGCTAAAAAGTCAGGAACTTTCCAAAGTCATCTCTTGAATGACTTTGGAAAGTTCCTGACGG Hs.313 6489 0.2847875 0.34756168 0.187136182 0.2423875 0.69919201 0.455792938
SPP1 NM_000582_bp911_R AGCTAAAAAGTCAGGAACTTTCCAAAGTCATCTCTTGAATGACTTTGGAAAGTTCCTGACGG Hs.313 11865 0.4043625 0.34552008 0.081493339 0.3394125 0.79863078 0.347088927
SPRED2 AY299090_bp240_R AGCTAAAAAGTGTCAAGGCTGTGGTTATGATCTCTTGAATCATAACCACAGCCTTGACACGG Hs.59332 4214 0.651775 1.10414816 0.203671463 -0.38015 0.17900578 0.055749397 1.104466667 0.55765012 0.014580788
SPRED2 AY299090_bp240_R AGCTAAAAAGTGTCAAGGCTGTGGTTATGATCTCTTGAATCATAACCACAGCCTTGACACGG Hs.59332 9590 0.54035 1.2708307 0.336098927 -0.70535 0.22922725 0.008778962 0.977033333 0.39146157 0.014370703
SPRED2 AY299090_bp240_R AGCTAAAAAGTGTCAAGGCTGTGGTTATGATCTCTTGAATCATAACCACAGCCTTGACACGG Hs.59332 14966 0.718975 1.29116067 0.221910219 -0.488133333 0.76400112 0.270935524 0.995266667 0.4547278 0.01600643
SPRED2 AY299090_bp530_R AGCTAAAAAGACAGGGGAGTAAGGAAAGCATCTCTTGAATGCTTTCCTTACTCCCCTGTCGG Hs.59332 4218 2.521625 1.95952193 0.021840083 0.9464 0.47457959 0.012043384 -0.4 0.30127102 0.172744146
SPRED2 AY299090_bp530_R AGCTAAAAAGACAGGGGAGTAAGGAAAGCATCTCTTGAATGCTTTCCTTACTCCCCTGTCGG Hs.59332 9594 2.541275 2.00851807 0.023161938 0.85875 0.52620693 0.022122994 -0.56913333 0.5208697 0.11103641
SPRED2 AY299090_bp530_R AGCTAAAAAGACAGGGGAGTAAGGAAAGCATCTCTTGAATGCTTTCCTTACTCCCCTGTCGG Hs.59332 14970 2.532325 1.91468064 0.019807424 0.96835 0.49919502 0.01261496 -0.64023333 0.30050212 0.051148817
SPRED2 AY299090_bp672_R AGCTAAAAAGAGAGCAACCTACTCGGACAATCTCTTGAATTGTCCGAGTAGGTTGCTCTCGG Hs.59332 4216 1.373225 1.90529941 0.125634649 -0.13305 0.51206513 0.613888584 1.7058 1.30036937 0.035256582
SPRED2 AY299090_bp672_R AGCTAAAAAGAGAGCAACCTACTCGGACAATCTCTTGAATTGTCCGAGTAGGTTGCTCTCGG Hs.59332 9592 1.328925 2.01716473 0.153447596 -0.038675 0.39485682 0.85959756 1.42605 1.29874303 0.059280007
SPRED2 AY299090_bp672_R AGCTAAAAAGAGAGCAACCTACTCGGACAATCTCTTGAATTGTCCGAGTAGGTTGCTCTCGG Hs.59332 14968 1.304675 1.77973666 0.121288175 -0.13835 0.47531635 0.581364875 1.35475 1.46010479 0.084592126
SPRY1 BC063856_bp1035_R AGCTAAAAAGGGATTCCTATTCAGATAATCTCTCTTGAAGATTATCTGAATAGGAATCCCGG Hs.436944 15334 -0.383625 0.87727181 0.338864653 0.1582
SPRY1 BC063856_bp1035_R AGCTAAAAAGGGATTCCTATTCAGATAATCTCTCTTGAAGATTATCTGAATAGGAATCCCGG Hs.436944 9958 -0.458225 0.84207792 0.247647584 -0.9841
SPRY1 BC063856_bp1035_R AGCTAAAAAGGGATTCCTATTCAGATAATCTCTCTTGAAGATTATCTGAATAGGAATCCCGG Hs.436944 4582 -0.539425 0.9632966 0.229398139
SPRY1 BC063856_bp1260_R AGCTAAAAAGGGGTCAGGGTAAACCATCATTCTCTTGAAATGATGGTTTACCCTGACCCCGG Hs.436944 4578 2.2998 2.27702207 0.049030714 0.105925 0.42646785 0.647933067 -0.66726667 1.05888706 0.193597472
SPRY1 BC063856_bp1260_R AGCTAAAAAGGGGTCAGGGTAAACCATCATTCTCTTGAAATGATGGTTTACCCTGACCCCGG Hs.436944 9954 2.204625 1.81689819 0.027164913 -0.106975 0.59724754 0.715889726 -0.1683 1.3197441 0.777048386
SPRY1 BC063856_bp1260_R AGCTAAAAAGGGGTCAGGGTAAACCATCATTCTCTTGAAATGATGGTTTACCCTGACCCCGG Hs.436944 15330 2.242025 1.67573091 0.01929965 0.270475 0.24365311 0.164325771 -0.83663333 0.881794 0.084931038
SPRY1 BC063856_bp956_R AGCTAAAAAGCTGAGAGCATGGTGGAATATTCTCTTGAAATATTCCACCATGCTCTCAGCGG Hs.436944 4580 0.606825 0.55104618 0.0588914 -0.383125 0.12651615 0.04487124 -0.20113333 0.69416923 0.57831192
SPRY1 BC063856_bp956_R AGCTAAAAAGCTGAGAGCATGGTGGAATATTCTCTTGAAATATTCCACCATGCTCTCAGCGG Hs.436944 9956 0.310925 0.73306291 0.363992599 -0.453025 0.09432894 0.023556356 -0.22793333 0.63775434 0.512765091
SPRY1 BC063856_bp956_R AGCTAAAAAGCTGAGAGCATGGTGGAATATTCTCTTGAAATATTCCACCATGCTCTCAGCGG Hs.436944 15332 1.4103 0.48852172 0.001621597 -0.585433333 0.33985153 0.06849576 0.001666667 1.41613898 0.997741512
SQSTM1 NM_003900_bp1175_R AGCTAAAAAGAAGCTGCCTTGTACCCACATTCTCTTGAAATGTGGGTACAAGGCAGCTTCGG Hs.437277 2351 1.04855 0.71873186 0.015315736 0.7373875 1.7367897 0.265963471
SQSTM1 NM_003900_bp1175_R AGCTAAAAAGAAGCTGCCTTGTACCCACATTCTCTTGAAATGTGGGTACAAGGCAGCTTCGG Hs.437277 7727 1.016775 0.71219937 0.016749312 0.6065875 1.84864832 0.372606816
SQSTM1 NM_003900_bp1175_R AGCTAAAAAGAAGCTGCCTTGTACCCACATTCTCTTGAAATGTGGGTACAAGGCAGCTTCGG Hs.437277 13103 0.999225 0.69153997 0.016233793 0.7011875 1.73453941 0.286027855
SQSTM1 NM_003900_bp2670_R AGCTAAAAAGGCCATGCCCTCCATTTGTAATCTCTTGAATTACAAATGGAGGGCATGGCCGG Hs.437277 2377 0.2893 0.80886632 0.338594923 -1.42125 1.74537902 0.094923035
SQSTM1 NM_003900_bp2670_R AGCTAAAAAGGCCATGCCCTCCATTTGTAATCTCTTGAATTACAAATGGAGGGCATGGCCGG Hs.437277 7753 0.22595 0.87658253 0.457957799 -1.49728333 1.75799001 0.083631955
SQSTM1 NM_003900_bp2670_R AGCTAAAAAGGCCATGCCCTCCATTTGTAATCTCTTGAATTACAAATGGAGGGCATGGCCGG Hs.437277 13129 0.238875 0.90112217 0.449588467 -1.59735 1.74886494 0.068451712
SQSTM1 NM_003900_bp313_R AGCTAAAAAGGATGACATCTTCCGAATCTATCTCTTGAATAGATTCGGAAGATGTCATCCGG Hs.437277 2349 -0.2496 0.63423617 0.524263859 0.4022875 2.14027478 0.585704194
SQSTM1 NM_003900_bp313_R AGCTAAAAAGGATGACATCTTCCGAATCTATCTCTTGAATAGATTCGGAAGATGTCATCCGG Hs.437277 7725 -0.2109 0.72751457 0.644190354 0.4900375 1.81522025 0.451701532
SQSTM1 NM_003900_bp313_R AGCTAAAAAGGATGACATCTTCCGAATCTATCTCTTGAATAGATTCGGAAGATGTCATCCGG Hs.437277 13101 -0.274075 0.64496974 0.480829281 0.4164625 2.07286622 0.562792453
SRC NM_005417_bp1136_R AGCTAAAAAGGTGGCCTACTACTCCAAACATCTCTTGAATGTTTGGAGTAGTAGGCCACCGG Hs.195659 411 0.443725 0.92240373 0.294740706 0.193433333 1.30469876 0.76326173
SRC NM_005417_bp1136_R AGCTAAAAAGGTGGCCTACTACTCCAAACATCTCTTGAATGTTTGGAGTAGTAGGCCACCGG Hs.195659 5787 0.4405 0.89616428 0.286968905 0.482766667 2.11882239 0.638351809
SRC NM_005417_bp1136_R AGCTAAAAAGGTGGCCTACTACTCCAAACATCTCTTGAATGTTTGGAGTAGTAGGCCACCGG Hs.195659 11163 0.4761 0.85502997 0.237423873 0.533033333 2.18771312 0.615776756
SRC NM_005417_bp1680_R AGCTAAAAAGCTCGGCTCATTGAAGACAATTCTCTTGAAATTGTCTTCAATGAGCCGAGCGG Hs.195659 412 -0.63755 0.78048726 0.109646296 1.885933333 1.50754195 0.05819209
SRC NM_005417_bp1680_R AGCTAAAAAGCTCGGCTCATTGAAGACAATTCTCTTGAAATTGTCTTCAATGAGCCGAGCGG Hs.195659 5788 -0.981125 0.9788915 0.057581512 1.923733333 1.86322939 0.090983205
SRC NM_005417_bp1680_R AGCTAAAAAGCTCGGCTCATTGAAGACAATTCTCTTGAAATTGTCTTCAATGAGCCGAGCGG Hs.195659 11164 -0.90845 0.80912308 0.0435029 2.0661 1.19261265 0.024856077
SRC NM_005417_bp1719_R AGCTAAAAAGGTGCCAAATTCCCCATCAAGTCTCTTGAACTTGATGGGGAATTTGGCACCGG Hs.195659 1669 0.008166667 1.24701485 0.9885447
SRC NM_005417_bp1719_R AGCTAAAAAGGTGCCAAATTCCCCATCAAGTCTCTTGAACTTGATGGGGAATTTGGCACCGG Hs.195659 12421 -0.540575 1.05625865 0.262521378 0.2919 1.09146542 0.598777068
SRC NM_005417_bp1719_R AGCTAAAAAGGTGCCAAATTCCCCATCAAGTCTCTTGAACTTGATGGGGAATTTGGCACCGG Hs.195659 7045 0.777825 1.77480267 0.381146685
SREBF1 BC063281_bp1319_R AGCTAAAAAGAGGCAAAGCTGAATAAATCTTCTCTTGAAAGATTTATTCAGCTTTGCCTCGG Hs.592123 15322 0.4012 0.31664242 0.231920383 1.3327
SREBF1 BC063281_bp1319_R AGCTAAAAAGAGGCAAAGCTGAATAAATCTTCTCTTGAAAGATTTATTCAGCTTTGCCTCGG Hs.592123 4570 0.8668
SREBF1 BC063281_bp1319_R AGCTAAAAAGAGGCAAAGCTGAATAAATCTTCTCTTGAAAGATTTATTCAGCTTTGCCTCGG Hs.592123 9946 0.6703
SREBF1 BC063281_bp381_R AGCTAAAAAGTGACTTCCCTGGCCTATTTGTCTCTTGAACAAATAGGCCAGGGAAGTCACGG Hs.592123 4572 1.21355 0.43019419 0.002192281 0.7548 0.36037545 0.014587859 -0.0288 1.05671613 0.950863902
SREBF1 BC063281_bp381_R AGCTAAAAAGTGACTTCCCTGGCCTATTTGTCTCTTGAACAAATAGGCCAGGGAAGTCACGG Hs.592123 9948 1.276375 0.34355135 0.00097708 0.788225 0.28150232 0.007821679 0.009833333 0.95377422 0.98192882
SREBF1 BC063281_bp381_R AGCTAAAAAGTGACTTCCCTGGCCTATTTGTCTCTTGAACAAATAGGCCAGGGAAGTCACGG Hs.592123 15324 1.481975 0.22443005 0.000213114 0.89695 0.3739341 0.008327247 0.113366667 0.88249703 0.783920218
SRMS NM_080823_bp614_R AGCTAAAAAGGAGCTGCTCACCTACTACAATCTCTTGAATTGTAGTAGGTGAGCAGCTCCGG Hs.411061 5994 -0.074125 0.37892461 0.720004448 0.472933333 0.72422915 0.2667983
SRMS NM_080823_bp614_R AGCTAAAAAGGAGCTGCTCACCTACTACAATCTCTTGAATTGTAGTAGGTGAGCAGCTCCGG Hs.411061 11370 -0.350275 0.33516532 0.113746455 0.3912 0.80837989 0.381442209
SRMS NM_080823_bp614_R AGCTAAAAAGGAGCTGCTCACCTACTACAATCTCTTGAATTGTAGTAGGTGAGCAGCTCCGG Hs.411061 618 -0.893666667 0.52937731 0.030411988 1.2466
SRMS NM_080823_bp77_R AGCTAAAAAGTCCTTCTTCTGGGACAAGATTCTCTTGAAATCTTGTCCCAGAAGAAGGACGG Hs.411061 619 -0.424375 0.27903348 0.053045314 -0.674175 0.24499376 0.011369719
SRMS NM_080823_bp77_R AGCTAAAAAGTCCTTCTTCTGGGACAAGATTCTCTTGAAATCTTGTCCCAGAAGAAGGACGG Hs.411061 5995 -0.13935 0.27514443 0.443149686 -0.33405 0.42459437 0.189268859
SRMS NM_080823_bp77_R AGCTAAAAAGTCCTTCTTCTGGGACAAGATTCTCTTGAAATCTTGTCCCAGAAGAAGGACGG Hs.411061 11371 -0.046425 0.21327737 0.774291734 -0.051575 0.304729 0.786355032
SRMS NM_080823_bp800_R AGCTAAAAAGCCCGTGGCGATCAAGGTCATTCTCTTGAAATGACCTTGATCGCCACGGGCGG Hs.411061 2083 -0.78655 0.47113768 0.016820659 -0.060333333 0.81944591 0.887175801
SRMS NM_080823_bp800_R AGCTAAAAAGCCCGTGGCGATCAAGGTCATTCTCTTGAAATGACCTTGATCGCCACGGGCGG Hs.411061 7459 -0.9573 0.62370518 0.017229671 -0.0791 0.75754743 0.843157902
SRMS NM_080823_bp800_R AGCTAAAAAGCCCGTGGCGATCAAGGTCATTCTCTTGAAATGACCTTGATCGCCACGGGCGG Hs.411061 12835 0.80245 2.58879104 0.462551347 -0.007033333 0.80737615 0.986622148
SRPK1 NM_003137_bp1873_R AGCTAAAAAGCAGCTGGCTTCACAGATTTCTCTCTTGAAGAAATCTGTGAAGCCAGCTGCGG Hs.443861 1542 1.1812875 0.5465133 0.007682672
SRPK1 NM_003137_bp1873_R AGCTAAAAAGCAGCTGGCTTCACAGATTTCTCTCTTGAAGAAATCTGTGAAGCCAGCTGCGG Hs.443861 6918 1.2109125 0.48968719 0.005118879
SRPK1 NM_003137_bp1873_R AGCTAAAAAGCAGCTGGCTTCACAGATTTCTCTCTTGAAGAAATCTGTGAAGCCAGCTGCGG Hs.443861 12294 1.1729625 0.4972529 0.006049398
SRPK1 NM_003137_bp314_R AGCTAAAAAGGAAGAAATTTGTGGCAATGATCTCTTGAATCATTGCCACAAATTTCTTCCGG Hs.443861 299 -0.5461 0.01866762 0.10318134 -0.1703625 0.14000479 0.28704949
SRPK1 NM_003137_bp314_R AGCTAAAAAGGAAGAAATTTGTGGCAATGATCTCTTGAATCATTGCCACAAATTTCTTCCGG Hs.443861 5675 -0.30125 0.15153298 0.304118699 -0.1245375 0.07950526 0.396811596
SRPK1 NM_003137_bp314_R AGCTAAAAAGGAAGAAATTTGTGGCAATGATCTCTTGAATCATTGCCACAAATTTCTTCCGG Hs.443861 11051 -0.405 0.47772134 0.276699818 -0.1383625 0.06494561 0.346736252
SRPK1 NM_003137_bp347_R AGCTAAAAAGTGCTGAACATTACACTGAAATCTCTTGAATTTCAGTGTAATGTTCAGCACGG Hs.443861 300 -0.684825 0.20475891 0.006256949 -0.6948625 0.40493753 0.02480766
SRPK1 NM_003137_bp347_R AGCTAAAAAGTGCTGAACATTACACTGAAATCTCTTGAATTTCAGTGTAATGTTCAGCACGG Hs.443861 5676 -0.630375 0.22633981 0.009889805 -0.6869375 0.37812445 0.022401822
SRPK1 NM_003137_bp347_R AGCTAAAAAGTGCTGAACATTACACTGAAATCTCTTGAATTTCAGTGTAATGTTCAGCACGG Hs.443861 11052 -0.6355 0.2222185 0.009358057 -0.4458125 0.60705925 0.177991374
SRPK2 NM_182691_bp1470_R AGCTAAAAAGCAGCTCCTATGAACAATTCATCTCTTGAATGAATTGTTCATAGGAGCTGCGG Hs.285197 779 -0.553533333 0.26485706 0.049335034 -0.521875 0.31167323 0.039186456
SRPK2 NM_182691_bp1470_R AGCTAAAAAGCAGCTCCTATGAACAATTCATCTCTTGAATGAATTGTTCATAGGAGCTGCGG Hs.285197 6155 -0.7796 0.65494636 0.040580634 -0.275175 0.39713587 0.247635112
SRPK2 NM_182691_bp1470_R AGCTAAAAAGCAGCTCCTATGAACAATTCATCTCTTGAATGAATTGTTCATAGGAGCTGCGG Hs.285197 11531 -0.584125 0.76810849 0.131040835 -0.298525 0.33318617 0.178716455
SRPK2 NM_182691_bp2153_R AGCTAAAAAGCTGCACAGTTTACAGATTTCTCTCTTGAAGAAATCTGTAAACTGTGCAGCGG Hs.285197 1934 0.7759 0.92027301 0.095554899 -0.0778 0.6357411 0.800282824
SRPK2 NM_182691_bp2153_R AGCTAAAAAGCTGCACAGTTTACAGATTTCTCTCTTGAAGAAATCTGTAAACTGTGCAGCGG Hs.285197 7310 0.595275 0.83084072 0.146095993 0.0832 0.85032194 0.832123921
SRPK2 NM_182691_bp2153_R AGCTAAAAAGCTGCACAGTTTACAGATTTCTCTCTTGAAGAAATCTGTAAACTGTGCAGCGG Hs.285197 12686 0.760225 0.78985983 0.070301188 -0.0566 0.64276075 0.854979445
SRPK2 NM_182691_bp671_R AGCTAAAAAGTCTGCATGGTCTTCGAAGTATCTCTTGAATACTTCGAAGACCATGCAGACGG Hs.285197 780 1.27405 0.6143566 0.005245392 0.1763 0.62473445 0.567300961
SRPK2 NM_182691_bp671_R AGCTAAAAAGTCTGCATGGTCTTCGAAGTATCTCTTGAATACTTCGAAGACCATGCAGACGG Hs.285197 6156 1.241875 0.14608617 0.000309486 0.607175 0.93307851 0.197935951
SRPK2 NM_182691_bp671_R AGCTAAAAAGTCTGCATGGTCTTCGAAGTATCTCTTGAATACTTCGAAGACCATGCAGACGG Hs.285197 11532 1.612 0.29336914 0.000229352 0.370075 1.01767854 0.43796379
SSTK NM_032037_bp203_R AGCTAAAAAGGTGGCCACATCCAAGAAGTATCTCTTGAATACTTCTTGGATGTGGCCACCGG Hs.532711 1985 2.7095 1.30765163 0.008238224 0.14415 0.47450871 0.565781926
SSTK NM_032037_bp203_R AGCTAAAAAGGTGGCCACATCCAAGAAGTATCTCTTGAATACTTCTTGGATGTGGCCACCGG Hs.532711 7361 2.7007 0.9378702 0.00288859 0.326775 0.28777165 0.126524032
SSTK NM_032037_bp203_R AGCTAAAAAGGTGGCCACATCCAAGAAGTATCTCTTGAATACTTCTTGGATGTGGCCACCGG Hs.532711 12737 3.19715 1.18376746 0.009316644 0.586833333 0.25292294 0.05154663
SSTK NM_032037_bp339_R AGCTAAAAAGTGCACGTCTTCGAGTTCATCTCTCTTGAAGATGAACTCGAAGACGTGCACGG Hs.532711 745 -0.726525 0.09290394 0.00288381 -0.584825 0.0546353 0.008477056
SSTK NM_032037_bp339_R AGCTAAAAAGTGCACGTCTTCGAGTTCATCTCTCTTGAAGATGAACTCGAAGACGTGCACGG Hs.532711 6121 -0.662825 0.19118074 0.006655018 -0.3767 0.07192695 0.040630183



SSTK NM_032037_bp339_R AGCTAAAAAGTGCACGTCTTCGAGTTCATCTCTCTTGAAGATGAACTCGAAGACGTGCACGG Hs.532711 11497 -0.6419 0.1692945 0.006787528 -0.37025 0.07631891 0.043275835
SSTK NM_032037_bp489_R AGCTAAAAAGTGCGCTACCTGCACGATCATTCTCTTGAAATGATCGTGCAGGTAGCGCACGG Hs.532711 6122 -0.1959 0.13615949 0.219397535 -0.539675 0.03286613 0.011063011
SSTK NM_032037_bp489_R AGCTAAAAAGTGCGCTACCTGCACGATCATTCTCTTGAAATGATCGTGCAGGTAGCGCACGG Hs.532711 11498 -0.14275 0.16868129 0.369482277 -0.482325 0.09301284 0.018899711
SSTK NM_032037_bp489_R AGCTAAAAAGTGCGCTACCTGCACGATCATTCTCTTGAAATGATCGTGCAGGTAGCGCACGG Hs.532711 746 0.03125 0.10718067 0.827098254 -0.532666667 0.17123774 0.05270857
STAC3 AK057013_bp369_R AGCTAAAAAGCCCATCTACTACATCTATGATCTCTTGAATCATAGATGTAGTAGATGGGCGG Hs.417595 4001 -0.2069625 0.32255147 0.301293351 -0.1561 0.13595781 0.433918479
STAC3 AK057013_bp369_R AGCTAAAAAGCCCATCTACTACATCTATGATCTCTTGAATCATAGATGTAGTAGATGGGCGG Hs.417595 9377 -0.1851375 0.35776589 0.373031536 -0.120125 0.14803041 0.545092567
STAC3 AK057013_bp369_R AGCTAAAAAGCCCATCTACTACATCTATGATCTCTTGAATCATAGATGTAGTAGATGGGCGG Hs.417595 14753 -0.2102625 0.38252618 0.33332548 -0.112275 0.19546214 0.581210437
STAC3 AK057013_bp459_R AGCTAAAAAGCCCCACAAATTCAAAGATCATCTCTTGAATGATCTTTGAATTTGTGGGGCGG Hs.417595 3999 -0.1307375 0.25923625 0.460437813 0.1867 0.2671956 0.39293327
STAC3 AK057013_bp459_R AGCTAAAAAGCCCCACAAATTCAAAGATCATCTCTTGAATGATCTTTGAATTTGTGGGGCGG Hs.417595 9375 -0.1854875 0.24133958 0.297132418 0.042575 0.12899153 0.826228754
STAC3 AK057013_bp459_R AGCTAAAAAGCCCCACAAATTCAAAGATCATCTCTTGAATGATCTTTGAATTTGTGGGGCGG Hs.417595 14751 -0.1984625 0.29973785 0.304720046 0.193675 0.15927518 0.34360251
STAC3 AK057013_bp514_R AGCTAAAAAGCCCGGATGATTGTTCTCAACTCTCTTGAAGTTGAGAACAATCATCCGGGCGG Hs.417595 4003 0.1096625 0.33661535 0.576029027 0.08925 0.40556576 0.710712296
STAC3 AK057013_bp514_R AGCTAAAAAGCCCGGATGATTGTTCTCAACTCTCTTGAAGTTGAGAACAATCATCCGGGCGG Hs.417595 9379 0.1023125 0.26774344 0.563801006 0.060275 0.18514689 0.763485406
STAC3 AK057013_bp514_R AGCTAAAAAGCCCGGATGATTGTTCTCAACTCTCTTGAAGTTGAGAACAATCATCCGGGCGG Hs.417595 14755 0.1195125 0.22952561 0.480368305 0.247175 0.23693891 0.25867141
STAM2 NM_005843_bp1419_R AGCTAAAAAGCTCTGGAACTATATAACAAATCTCTTGAATTTGTTATATAGTTCCAGAGCGG Hs.17200 2426 -1.15355 0.21818438 0.000706151 -0.4519875 0.56798927 0.176323288
STAM2 NM_005843_bp1419_R AGCTAAAAAGCTCTGGAACTATATAACAAATCTCTTGAATTTGTTATATAGTTCCAGAGCGG Hs.17200 7802 -1.211625 0.21867034 0.000579183 -0.5191875 0.60649248 0.136727654
STAM2 NM_005843_bp1419_R AGCTAAAAAGCTCTGGAACTATATAACAAATCTCTTGAATTTGTTATATAGTTCCAGAGCGG Hs.17200 13178 -1.1936 0.22125651 0.000617605 -0.4656375 0.51317386 0.14627634
STAM2 NM_005843_bp1515_R AGCTAAAAAGGGGTTCCAATGCAGACATATTCTCTTGAAATATGTCTGCATTGGAACCCCGG Hs.17200 2400 -0.407775 0.45632032 0.161485452 -0.1292625 0.18821281 0.66778679
STAM2 NM_005843_bp1515_R AGCTAAAAAGGGGTTCCAATGCAGACATATTCTCTTGAAATATGTCTGCATTGGAACCCCGG Hs.17200 7776 -0.405225 0.38653837 0.130711683 -0.1045125 0.18181769 0.757614009
STAM2 NM_005843_bp1515_R AGCTAAAAAGGGGTTCCAATGCAGACATATTCTCTTGAAATATGTCTGCATTGGAACCCCGG Hs.17200 13152 -0.456675 0.44794105 0.117004284 -0.0941125 0.17670537 0.796521504
STAM2 NM_005843_bp730_R AGCTAAAAAGTCTGATATCTGCAACTATTATCTCTTGAATAATAGTTGCAGATATCAGACGG Hs.17200 2398 0.752275 0.1459808 0.002184334 1.1613875 0.440823 0.002109562
STAM2 NM_005843_bp730_R AGCTAAAAAGTCTGATATCTGCAACTATTATCTCTTGAATAATAGTTGCAGATATCAGACGG Hs.17200 7774 0.776225 0.17698061 0.00232704 1.1483125 0.47839633 0.002673518
STAM2 NM_005843_bp730_R AGCTAAAAAGTCTGATATCTGCAACTATTATCTCTTGAATAATAGTTGCAGATATCAGACGG Hs.17200 13150 0.784175 0.20126536 0.002500234 1.2014625 0.42569953 0.001656511
STAT1 NM_007315_bp1612_R AGCTAAAAAGAGGGTCCTCTCATCGTTACTTCTCTTGAAAGTAACGATGAGAGGACCCTCGG Hs.565365 965 -1.2345875 0.60225601 0.005615086 -0.2817125 1.1647558 0.551177796 0.162775 0.37201102 0.445929473 -0.0578 0.50413625 0.833377099
STAT1 NM_007315_bp1612_R AGCTAAAAAGAGGGTCCTCTCATCGTTACTTCTCTTGAAAGTAACGATGAGAGGACCCTCGG Hs.565365 6341 -1.2696125 0.57725686 0.00435414 -0.2864625 1.11055129 0.52910361 0.1305 0.36271306 0.523776819 0.0814 0.44914257 0.741032643
STAT1 NM_007315_bp1612_R AGCTAAAAAGAGGGTCCTCTCATCGTTACTTCTCTTGAAAGTAACGATGAGAGGACCCTCGG Hs.565365 11717 -1.2816375 0.57927862 0.004229182 -0.2838875 1.09890404 0.529246506 0.212275 0.42232714 0.388831554 0.0538 0.47491683 0.835321236
STAT1 NM_007315_bp2371_R AGCTAAAAAGACCATGCCTTTGGAAAGTATTCTCTTGAAATACTTTCCAAAGGCATGGTCGG Hs.565365 966 0.1171375 0.61460394 0.683046611 0.2192875 0.61756144 0.465663834 -0.333525 0.37955069 0.177086069 -0.274525 0.3130393 0.17771904
STAT1 NM_007315_bp2371_R AGCTAAAAAGACCATGCCTTTGGAAAGTATTCTCTTGAAATACTTTCCAAAGGCATGGTCGG Hs.565365 6342 0.1627625 0.56674562 0.55048277 0.2105375 0.5910343 0.472130712 -0.249075 0.38774258 0.289095129 -0.189125 0.28393911 0.274967655
STAT1 NM_007315_bp2371_R AGCTAAAAAGACCATGCCTTTGGAAAGTATTCTCTTGAAATACTTTCCAAAGGCATGGTCGG Hs.565365 11718 0.1168875 0.52607226 0.648179609 0.2186125 0.61013898 0.463945445 -0.159775 0.4388839 0.519237762 -0.084625 0.30810794 0.621032194
STAT2 NM_005419_bp1475_R AGCTAAAAAGGGCTTCAGTTCTCTGGTTCATCTCTTGAATGAACCAGAGAACTGAAGCCCGG Hs.530595 963 1.7568875 0.55140169 0.0008784 0.5997875 0.54237791 0.061429603 0.29675 0.32556346 0.165824462 0.2076 0.24201857 0.184747738
STAT2 NM_005419_bp1475_R AGCTAAAAAGGGCTTCAGTTCTCTGGTTCATCTCTTGAATGAACCAGAGAACTGAAGCCCGG Hs.530595 6339 1.9039125 0.5969919 0.00079675 0.6173625 0.65621982 0.078533066 0.428275 0.19313656 0.021307087 0.418375 0.23067616 0.036059767
STAT2 NM_005419_bp1475_R AGCTAAAAAGGGCTTCAGTTCTCTGGTTCATCTCTTGAATGAACCAGAGAACTGAAGCCCGG Hs.530595 11715 1.9190375 0.58331259 0.000707916 0.6522625 0.71229015 0.077941483 0.496025 0.32282392 0.05443239 0.4751 0.28562382 0.044827583
STAT2 NM_005419_bp466_R AGCTAAAAAGGAGAGCCAGTTCTCGAAACATCTCTTGAATGTTTCGAGAACTGGCTCTCCGG Hs.530595 2003 0.1302625 0.45842746 0.57850692 -0.80511667 0.77136092 0.074696871 -2.2671 -1.1082 1.29650032 0.27689245
STAT2 NM_005419_bp466_R AGCTAAAAAGGAGAGCCAGTTCTCGAAACATCTCTTGAATGTTTCGAGAACTGGCTCTCCGG Hs.530595 7379 0.0941875 0.46872886 0.689809661 -0.79738333 0.73338388 0.070536281 -2.1971 -0.8894 1.15771769 0.314744911
STAT2 NM_005419_bp466_R AGCTAAAAAGGAGAGCCAGTTCTCGAAACATCTCTTGAATGTTTCGAGAACTGGCTCTCCGG Hs.530595 12755 0.1290375 0.44121314 0.572897016 -0.73711667 0.68570359 0.079211445 -2.1172 -0.94143333 1.23652576 0.31802166
STAT2 NM_005419_bp514_R AGCTAAAAAGAATCCCGGATCCTGGATTTATCTCTTGAATAAATCCAGGATCCGGGATTCGG Hs.530595 964 0.0053875 0.62577077 0.985090848 -0.2733625 0.24447925 0.21908253 0.325775 0.53231457 0.308313332 -0.116975 0.18831881 0.302384442
STAT2 NM_005419_bp514_R AGCTAAAAAGAATCCCGGATCCTGGATTTATCTCTTGAATAAATCCAGGATCCGGGATTCGG Hs.530595 6340 0.0380625 0.61496646 0.893648148 -0.2883375 0.31355773 0.2202905 0.178 0.41986322 0.458786061 -0.093575 0.17841802 0.371256248
STAT2 NM_005419_bp514_R AGCTAAAAAGAATCCCGGATCCTGGATTTATCTCTTGAATAAATCCAGGATCCGGGATTCGG Hs.530595 11716 0.0134875 0.5907084 0.961003582 -0.3235125 0.40739893 0.208476909 0.332675 0.49446698 0.271096777 -0.0486 0.13316659 0.518274405
STAT3 NM_012448_bp1607_R AGCTAAAAAGCCACTGTTCTCTGGGACAATTCTCTTGAAATTGTCCCAGAGAACAGTGGCGG Hs.463059 967 -0.5831875 0.3154068 0.021836104 -0.7965125 0.54860156 0.022945495 -0.306425 1.0375012 0.59627039 -0.0552 0.18951881 0.601103882
STAT3 NM_012448_bp1607_R AGCTAAAAAGCCACTGTTCTCTGGGACAATTCTCTTGAAATTGTCCCAGAGAACAGTGGCGG Hs.463059 6343 -0.5318375 0.49061286 0.068197143 -0.7174875 0.69967877 0.055977768 -0.2615 0.93398768 0.614595457 0.037575 0.19749229 0.728903725
STAT3 NM_012448_bp1607_R AGCTAAAAAGCCACTGTTCTCTGGGACAATTCTCTTGAAATTGTCCCAGAGAACAGTGGCGG Hs.463059 11719 -0.6077875 0.37531862 0.025945068 -0.8037625 0.64853218 0.031965159 -0.2379 0.97914572 0.660296433 0.1627 0.29752278 0.354043418
STAT3 NM_012448_bp1892_R AGCTAAAAAGACGGTGTGATGGAAGTGTTATCTCTTGAATAACACTTCCATCACACCGTCGG Hs.463059 2005 2.5627875 0.46984445 8.57E-05 -0.2076375 0.06054579 0.295382704 1.1738 0.15132035 0.000581879 0.76355 0.27637938 0.011679002
STAT3 NM_012448_bp1892_R AGCTAAAAAGACGGTGTGATGGAAGTGTTATCTCTTGAATAACACTTCCATCACACCGTCGG Hs.463059 7381 2.4879875 0.53112379 0.000148995 -0.1048625 0.09742193 0.587911409 1.132925 0.17011814 0.000914715 0.770925 0.16038498 0.002388756
STAT3 NM_012448_bp1892_R AGCTAAAAAGACGGTGTGATGGAAGTGTTATCTCTTGAATAACACTTCCATCACACCGTCGG Hs.463059 12757 2.4857875 0.46220505 9.43E-05 -0.2625125 0.15319602 0.211423395 1.1133 0.2109262 0.001815852 0.8269 0.10279497 0.000522312
STAT3 NM_012448_bp2373_R AGCTAAAAAGTCCCCAGGCTCACTATAACATCTCTTGAATGTTATAGTGAGCCTGGGGACGG Hs.463059 968 0.7730875 0.30810297 0.006992587 -0.2520375 1.51302378 0.668621778 1.058925 0.7048133 0.057447131 0.26085 2.27063325 0.833052933
STAT3 NM_012448_bp2373_R AGCTAAAAAGTCCCCAGGCTCACTATAACATCTCTTGAATGTTATAGTGAGCCTGGGGACGG Hs.463059 6344 0.6367375 0.55383559 0.051420276 0.0019375 1.55952126 0.997424407 1.2477 0.74163524 0.100354997 0.3297 2.31061074 0.793922596
STAT3 NM_012448_bp2373_R AGCTAAAAAGTCCCCAGGCTCACTATAACATCTCTTGAATGTTATAGTGAGCCTGGGGACGG Hs.463059 11720 0.7136625 0.54960808 0.034921815 -0.2652375 1.8161505 0.702480949 1.1219 0.67172508 0.044375764 0.287775 2.28505024 0.817406073
STAT3 NM_139276_bp1264_R AGCTAAAAAGGCGTCCAGTTCACTACTAAATCTCTTGAATTTAGTAGTGAACTGGACGCCGG Hs.463059 2007 -0.4789375 0.36971465 0.055387236 -0.0819125 0.54889401 0.766483034 -0.314925 0.77508849 0.475933865 0.208025 0.17113872 0.093240911
STAT3 NM_139276_bp1264_R AGCTAAAAAGGCGTCCAGTTCACTACTAAATCTCTTGAATTTAGTAGTGAACTGGACGCCGG Hs.463059 7383 -0.4791875 0.34195305 0.048643049 -0.1059375 0.51836445 0.693219295 -0.32645 0.80574416 0.477075733 0.2424 0.19568103 0.089467671
STAT3 NM_139276_bp1264_R AGCTAAAAAGGCGTCCAGTTCACTACTAAATCTCTTGAATTTAGTAGTGAACTGGACGCCGG Hs.463059 12759 -0.4901375 0.35243411 0.047591669 -0.0994125 0.55458301 0.720484528 -0.333275 0.86261351 0.495989304 0.310025 0.16450022 0.032681498
STAT3 NM_139276_bp2277_R AGCTAAAAAGGAGGAGGCATTCGGAAAGTATCTCTTGAATACTTTCCGAATGCCTCCTCCGG Hs.463059 2009 1.8742625 0.18486983 5.30E-05 -0.0652875 0.12933298 0.737132401 1.663525 0.60152493 0.011645815 0.2004 0.49427231 0.476787722
STAT3 NM_139276_bp2277_R AGCTAAAAAGGAGGAGGCATTCGGAAAGTATCTCTTGAATACTTTCCGAATGCCTCCTCCGG Hs.463059 7385 1.8788375 0.20627851 6.00E-05 -0.0746375 0.18691221 0.710323466 1.685725 0.60078188 0.011184736 0.154325 0.52472454 0.59773742
STAT3 NM_139276_bp2277_R AGCTAAAAAGGAGGAGGCATTCGGAAAGTATCTCTTGAATACTTTCCGAATGCCTCCTCCGG Hs.463059 12761 1.8032375 0.2174027 7.89E-05 -0.0822875 0.15244008 0.676608763 1.72845 0.53186921 0.007396043 0.18425 0.48054618 0.499000436
STAT3 NM_139276_bp397_R AGCTAAAAAGCCACTTTGGTGTTTCATAATTCTCTTGAAATTATGAAACACCAAAGTGGCGG Hs.463059 969 -0.5919875 0.44383268 0.039945964 0.1979375 0.46210651 0.444933743 0.6374 0.70923533 0.170117456 -0.208975 0.58804854 0.528518083
STAT3 NM_139276_bp397_R AGCTAAAAAGCCACTTTGGTGTTTCATAATTCTCTTGAAATTATGAAACACCAAAGTGGCGG Hs.463059 6345 -0.6057125 0.43759778 0.035943798 0.1960375 0.45439887 0.445879934 0.64345 0.66679044 0.149167515 -0.199675 0.62691152 0.56940022
STAT3 NM_139276_bp397_R AGCTAAAAAGCCACTTTGGTGTTTCATAATTCTCTTGAAATTATGAAACACCAAAGTGGCGG Hs.463059 11721 -0.6606875 0.41485202 0.023718672 0.1569875 0.47714258 0.546542319 0.69195 0.66910646 0.130456705 -0.1407 0.57923532 0.660372805
STAT4 NM_003151_bp1404_R AGCTAAAAAGCCATGTCTATTGAAGAATCTTCTCTTGAAAGATTCTTCAATAGACATGGCGG Hs.80642 11710 -0.26165 0.1270616 0.025941323 -0.325325 0.14230119 0.019629239
STAT4 NM_003151_bp1404_R AGCTAAAAAGCCATGTCTATTGAAGAATCTTCTCTTGAAAGATTCTTCAATAGACATGGCGG Hs.80642 6334 -0.176275 0.10810607 0.04709067 -0.2682 0.10545103 0.01468273
STAT4 NM_003151_bp1404_R AGCTAAAAAGCCATGTCTATTGAAGAATCTTCTCTTGAAAGATTCTTCAATAGACATGGCGG Hs.80642 958 -0.216075 0.06577712 0.007173087 -0.292725 0.19877029 0.060249354
STAT4 NM_003151_bp2086_R AGCTAAAAAGGGTGGACCATTCTGAAAGTGTCTCTTGAACACTTTCAGAATGGTCCACCCGG Hs.80642 959 -1.4599125 0.14655471 0.000142961 -0.0701625 0.46935968 0.783320606 0.270175 0.27209948 0.141251403 0.2494 0.75284283 0.554970629
STAT4 NM_003151_bp2086_R AGCTAAAAAGGGTGGACCATTCTGAAAGTGTCTCTTGAACACTTTCAGAATGGTCCACCCGG Hs.80642 6335 -1.3143125 0.22022931 0.000367292 -0.0668125 0.32109234 0.763703982 0.219825 0.31581379 0.25813649 0.375 0.76353939 0.398399706
STAT4 NM_003151_bp2086_R AGCTAAAAAGGGTGGACCATTCTGAAAGTGTCTCTTGAACACTTTCAGAATGGTCCACCCGG Hs.80642 11711 -1.5396625 0.25372867 0.000216433 0.0107625 0.26434182 0.959343952 0.18285 0.35315064 0.376567928 0.375025 0.72959468 0.379570935
STAT4 NM_003151_bp383_R AGCTAAAAAGGAGGCAGCTTCTAACAATGATCTCTTGAATCATTGTTAGAAGCTGCCTCCGG Hs.80642 960 2.0323625 0.81861132 0.001904938 -0.2291375 0.61808617 0.447026543 0.028775 0.77582863 0.945537381 1.320633333 0.96427335 0.14106025
STAT4 NM_003151_bp383_R AGCTAAAAAGGAGGCAGCTTCTAACAATGATCTCTTGAATCATTGTTAGAAGCTGCCTCCGG Hs.80642 6336 2.0234625 0.75124314 0.001400139 -0.2367125 0.58022433 0.416943971 0.081225 0.51847406 0.774555659 0.7074 0.73619194 0.237958733
STAT4 NM_003151_bp383_R AGCTAAAAAGGAGGCAGCTTCTAACAATGATCTCTTGAATCATTGTTAGAAGCTGCCTCCGG Hs.80642 11712 2.1440625 0.87132537 0.001908688 -0.2751625 0.57773915 0.348941741 0.069775 0.58840684 0.827801216 0.624575 0.65211078 0.15129803
STAT5A NM_003152_bp1625_R AGCTAAAAAGACCAGCACATTCATCATTGATCTCTTGAATCAATGATGAATGTGCTGGTCGG Hs.437058 1995 1.3870875 0.23974866 0.000323682 0.8859125 0.43276363 0.00914715 1.457275 0.4602362 0.007962044 0.8574 0.63726653 0.074359388
STAT5A NM_003152_bp1625_R AGCTAAAAAGACCAGCACATTCATCATTGATCTCTTGAATCAATGATGAATGTGCTGGTCGG Hs.437058 7371 1.4110375 0.26884833 0.00036404 0.9023125 0.43466592 0.008493769 1.506925 0.48490997 0.008395129 0.768275 0.42988108 0.03743592
STAT5A NM_003152_bp1625_R AGCTAAAAAGACCAGCACATTCATCATTGATCTCTTGAATCAATGATGAATGTGCTGGTCGG Hs.437058 12747 1.3903375 0.22117135 0.000282941 0.8587875 0.43004385 0.010379098 1.546525 0.44553347 0.006129523 0.8318 0.52071772 0.049527787
STAT5A NM_003152_bp2079_R AGCTAAAAAGCTACTGTGCTGTGGGACAATTCTCTTGAAATTGTCCCACAGCACAGTAGCGG Hs.437058 1997 1.8899125 0.49399703 0.000434149 0.4763375 0.45023835 0.093300149 -0.25115 0.13687 0.035002383 -0.56376667 0.09645788 0.009617338
STAT5A NM_003152_bp2079_R AGCTAAAAAGCTACTGTGCTGTGGGACAATTCTCTTGAAATTGTCCCACAGCACAGTAGCGG Hs.437058 7373 2.7281125 0.8319578 0.000525064 0.5732875 0.58273439 0.079407734 -0.27945 0.20213495 0.06986055 -0.383825 0.23868458 0.048726338
STAT5A NM_003152_bp2079_R AGCTAAAAAGCTACTGTGCTGTGGGACAATTCTCTTGAAATTGTCCCACAGCACAGTAGCGG Hs.437058 12749 2.8330625 0.7705274 0.000322763 0.5234125 0.51467372 0.085343743 -0.029933333 0.1423401 0.750582748 -0.36803333 0.22683918 0.106737689
STAT5A NM_003152_bp2624_R AGCTAAAAAGGACCTGAGCTATCTCATCTATCTCTTGAATAGATGAGATAGCTCAGGTCCGG Hs.437058 961 0.9766875 0.46028764 0.006718742 0.6707875 0.82728451 0.096550779 0.662125 0.50994263 0.080594218 1.195975 0.54111369 0.021495154
STAT5A NM_003152_bp2624_R AGCTAAAAAGGACCTGAGCTATCTCATCTATCTCTTGAATAGATGAGATAGCTCAGGTCCGG Hs.437058 11713 0.9046375 0.4789606 0.010208774 0.8459375 0.8126273 0.045461195 0.715125 0.42414492 0.043344182 1.407175 0.55433708 0.014760414
STAT5A NM_003152_bp2624_R AGCTAAAAAGGACCTGAGCTATCTCATCTATCTCTTGAATAGATGAGATAGCTCAGGTCCGG Hs.437058 6337 0.8481125 0.40310937 0.008534531 1.097 0.98902108 0.048227223 0.7494 0.49921145 0.057561733 1.29995 0.52399224 0.015719984
STAT6 NM_003153_bp1878_R AGCTAAAAAGGCTGATCATTGGCTTCATCATCTCTTGAATGATGAAGCCAATGATCAGCCGG Hs.524518 7375 1.1330625 0.38150741 0.002165265 0.8059875 0.59291458 0.025889692
STAT6 NM_003153_bp1878_R AGCTAAAAAGGCTGATCATTGGCTTCATCATCTCTTGAATGATGAAGCCAATGATCAGCCGG Hs.524518 12751 1.3658875 0.15226649 0.000203017 0.7736375 0.46485763 0.018618679
STAT6 NM_003153_bp1878_R AGCTAAAAAGGCTGATCATTGGCTTCATCATCTCTTGAATGATGAAGCCAATGATCAGCCGG Hs.524518 1999 -1.1648 1.5184
STAT6 NM_003153_bp2618_R AGCTAAAAAGGCACTTGGATTGGTGAAGACTCTCTTGAAGTCTTCACCAATCCAAGTGCCGG Hs.524518 2001 2.3952875 0.76986731 0.00070837 0.403283333 0.58369006 0.249718428
STAT6 NM_003153_bp2618_R AGCTAAAAAGGCACTTGGATTGGTGAAGACTCTCTTGAAGTCTTCACCAATCCAAGTGCCGG Hs.524518 12753 3.3421375 1.12323943 0.000710607 0.0485 0.51180389 0.898848182
STAT6 NM_003153_bp2618_R AGCTAAAAAGGCACTTGGATTGGTGAAGACTCTCTTGAAGTCTTCACCAATCCAAGTGCCGG Hs.524518 7377 3.1219 -0.4978
STAT6 NM_003153_bp557_R AGCTAAAAAGTGGCCACTTTCAGACAAATATCTCTTGAATATTTGTCTGAAAGTGGCCACGG Hs.524518 962 2.7384375 1.05712614 0.001376744 0.1321875 0.13443833 0.504108697 0.464225 0.35429081 0.07896152 0.974625 0.26234827 0.005045251
STAT6 NM_003153_bp557_R AGCTAAAAAGTGGCCACTTTCAGACAAATATCTCTTGAATATTTGTCTGAAAGTGGCCACGG Hs.524518 6338 2.7943375 1.12411633 0.00162009 0.1135625 0.10883882 0.559820399 0.568475 0.48041822 0.098808941 0.89495 0.22589467 0.004191256
STAT6 NM_003153_bp557_R AGCTAAAAAGTGGCCACTTTCAGACAAATATCTCTTGAATATTTGTCTGAAAGTGGCCACGG Hs.524518 11714 2.4162125 1.03470573 0.002214715 0.1165625 0.08693562 0.54676904 0.652 0.33325639 0.029664957 1.052975 0.25049832 0.003530621
STK10 NM_005990_bp1532_R AGCTAAAAAGAGCATGGACTATGGTACCAATCTCTTGAATTGGTACCATAGTCCATGCTCGG Hs.519756 1755 0.16125 1.14275129 0.740397508 -0.062266667 1.75247174 0.940989339
STK10 NM_005990_bp1532_R AGCTAAAAAGAGCATGGACTATGGTACCAATCTCTTGAATTGGTACCATAGTCCATGCTCGG Hs.519756 12507 -0.284733333 0.82737377 0.491057893 0.70355 1.52134024 0.415251289
STK10 NM_005990_bp1532_R AGCTAAAAAGAGCATGGACTATGGTACCAATCTCTTGAATTGGTACCATAGTCCATGCTCGG Hs.519756 7131 -1.1949
STK10 NM_005990_bp237_R AGCTAAAAAGCGGCCAAAGTCATTGAAACCTCTCTTGAAGGTTTCAATGACTTTGGCCGCGG Hs.519756 1757 0.7855 3.08055303 0.540974289 3.148 0.01866762 0.00240456
STK10 NM_005990_bp237_R AGCTAAAAAGCGGCCAAAGTCATTGAAACCTCTCTTGAAGGTTTCAATGACTTTGGCCGCGG Hs.519756 7133 1.2813 5.35790763 0.564013448 4.28125 0.97517096 0.006516947
STK10 NM_005990_bp237_R AGCTAAAAAGCGGCCAAAGTCATTGAAACCTCTCTTGAAGGTTTCAATGACTTTGGCCGCGG Hs.519756 12509 1.45565 6.15619814 0.568076245 5.2126 2.54289741 0.030254648
STK10 NM_005990_bp656_R AGCTAAAAAGGTGGTCATGTGTGAGACCATTCTCTTGAAATGGTCTCACACATGACCACCGG Hs.519756 7135 -1.1222
STK11 NM_000455_bp610_R AGCTAAAAAGGTGGATGTGTTATACAACGATCTCTTGAATCGTTGTATAACACATCCACCGG Hs.515005 128 9.2026 -3.566116667 5.76023214 0.239616465
STK11 NM_000455_bp610_R AGCTAAAAAGGTGGATGTGTTATACAACGATCTCTTGAATCGTTGTATAACACATCCACCGG Hs.515005 5504 8.3309 -3.615216667 5.87524396 0.241904995
STK11 NM_000455_bp610_R AGCTAAAAAGGTGGATGTGTTATACAACGATCTCTTGAATCGTTGTATAACACATCCACCGG Hs.515005 10880 -5.5408375 6.04747124 0.081115146
STK11 NM_000455_bp995_R AGCTAAAAAGGGGTCACCCTCTACAACATCTCTCTTGAAGATGTTGTAGAGGGTGACCCCGG Hs.515005 129 3.460925 3.42905972 0.048230731 0.11365
STK11 NM_000455_bp995_R AGCTAAAAAGGGGTCACCCTCTACAACATCTCTCTTGAAGATGTTGTAGAGGGTGACCCCGG Hs.515005 5505 1.8542 0.61151212 0.003431362 0.16765
STK11 NM_000455_bp995_R AGCTAAAAAGGGGTCACCCTCTACAACATCTCTCTTGAAGATGTTGTAGAGGGTGACCCCGG Hs.515005 10881 1.846766667 0.58381576 0.0030989 0.453475 0.53234534 0.292621923
STK16 NM_003691_bp1014_R AGCTAAAAAGCCAACATACTACCCAAATTGTCTCTTGAACAATTTGGGTAGTATGTTGGCGG Hs.153003 372 -0.32845 0.08266078 0.26139985 -0.139275 0.10221229 0.622257434 0.06895 0.06645733 0.129618665 0.1558 0.10101322 0.116199401
STK16 NM_003691_bp1014_R AGCTAAAAAGCCAACATACTACCCAAATTGTCTCTTGAACAATTTGGGTAGTATGTTGGCGG Hs.153003 5748 0.0354 0.05048742 0.890585439 0.14225 0.30935868 0.551517878 0.118225 0.08796811 0.074546542 0.186575 0.29984724 0.301693325
STK16 NM_003691_bp1014_R AGCTAAAAAGCCAACATACTACCCAAATTGTCTCTTGAACAATTTGGGTAGTATGTTGGCGG Hs.153003 11124 -0.01345 0.07954951 0.958483682 -0.0168625 0.18440068 0.915002688 0.15685 0.17195884 0.165612753 0.387166667 0.06024802 0.007975328
STK16 NM_003691_bp406_R AGCTAAAAAGCTGCTACCATTCTTCAAGAGTCTCTTGAACTCTTGAAGAATGGTAGCAGCGG Hs.153003 1652 -0.62135 0.34081393 0.019898349 -0.2632875 0.31573577 0.214770624 1.3531
STK16 NM_003691_bp406_R AGCTAAAAAGCTGCTACCATTCTTCAAGAGTCTCTTGAACTCTTGAAGAATGGTAGCAGCGG Hs.153003 7028 -0.715225 0.37284548 0.014023877 -0.2304625 0.30131102 0.258574609 1.8166
STK16 NM_003691_bp406_R AGCTAAAAAGCTGCTACCATTCTTCAAGAGTCTCTTGAACTCTTGAAGAATGGTAGCAGCGG Hs.153003 12404 -0.7469 0.51566311 0.025479246 -0.4255375 0.25731151 0.056135256 1.855
STK16 NM_003691_bp919_R AGCTAAAAAGCTCCTGAACTCGATGATGACTCTCTTGAAGTCATCATCGAGTTCAGGAGCGG Hs.153003 1654 5.3073 4.30359329 0.087725364 1.7544
STK16 NM_003691_bp919_R AGCTAAAAAGCTCCTGAACTCGATGATGACTCTCTTGAAGTCATCATCGAGTTCAGGAGCGG Hs.153003 7030 2.03605 0.44851783 0.012982105 -0.10765 0.0470226 0.190715775 -0.4427
STK16 NM_003691_bp919_R AGCTAAAAAGCTCCTGAACTCGATGATGACTCTCTTGAAGTCATCATCGAGTTCAGGAGCGG Hs.153003 12406 2.2925 0.53655263 0.01183242 -0.34835 0.0695086 0.089234027 0.0674
STK17A NM_004760_bp410_R AGCTAAAAAGCCAAGATTGTCGGATGGAAATCTCTTGAATTTCCATCCGACAATCTTGGCGG Hs.268887 349 -0.285575 0.37644507 0.202211623 0.972533333 1.44347337 0.22014128
STK17A NM_004760_bp410_R AGCTAAAAAGCCAAGATTGTCGGATGGAAATCTCTTGAATTTCCATCCGACAATCTTGGCGG Hs.268887 5725 -0.96755 0.45132201 0.006625228 1.7517 1.34568134 0.053543679
STK17A NM_004760_bp410_R AGCTAAAAAGCCAAGATTGTCGGATGGAAATCTCTTGAATTTCCATCCGACAATCTTGGCGG Hs.268887 11101 -0.919475 0.310937 0.003414997 0.812266667 1.14996304 0.20987408
STK17A NM_004760_bp439_R AGCTAAAAAGAGATTGCTGTACTTGAACTATCTCTTGAATAGTTCAAGTACAGCAATCTCGG Hs.268887 5726 1.57 1.3290879 0.031305598 0.2093 0.24295841 0.361138928
STK17A NM_004760_bp439_R AGCTAAAAAGAGATTGCTGTACTTGAACTATCTCTTGAATAGTTCAAGTACAGCAATCTCGG Hs.268887 11102 1.167975 1.0783325 0.043922871 -0.142666667 0.51987859 0.644188364
STK17A NM_004760_bp439_R AGCTAAAAAGAGATTGCTGTACTTGAACTATCTCTTGAATAGTTCAAGTACAGCAATCTCGG Hs.268887 350
STK17A NM_004760_bp476_R AGCTAAAAAGGGTCATTAATTTACATGAAGTCTCTTGAACTTCATGTAAATTAATGACCCGG Hs.268887 351 -0.7972 0.36106074 0.008521586 -5.30065 0.75766492 0.002485561
STK17A NM_004760_bp476_R AGCTAAAAAGGGTCATTAATTTACATGAAGTCTCTTGAACTTCATGTAAATTAATGACCCGG Hs.268887 5727 -0.721025 0.51326796 0.028511856 -6.33505 0.21177848 0.000503355
STK17A NM_004760_bp476_R AGCTAAAAAGGGTCATTAATTTACATGAAGTCTCTTGAACTTCATGTAAATTAATGACCCGG Hs.268887 11103 -0.974325 0.41512105 0.005169414 -4.735566667 4.3635052 0.077516462
STK17B NM_004226_bp1139_R AGCTAAAAAGCTACAGCAGTGGGACTTTGATCTCTTGAATCAAAGTCCCACTGCTGTAGCGG Hs.88297 1742 3.790633333 2.96807378 0.035848832 -1.04495 4.96862722 0.677977928
STK17B NM_004226_bp1139_R AGCTAAAAAGCTACAGCAGTGGGACTTTGATCTCTTGAATCAAAGTCCCACTGCTGTAGCGG Hs.88297 7118 4.6405 4.51020573 0.06546685 -1.10665 5.20720505 0.674751405
STK17B NM_004226_bp1139_R AGCTAAAAAGCTACAGCAGTGGGACTTTGATCTCTTGAATCAAAGTCCCACTGCTGTAGCGG Hs.88297 12494 6.965 3.88777366 0.011836886 -1.29745 5.57037509 0.646683352
STK17B NM_004226_bp274_R AGCTAAAAAGGAGATTTGATTGCCGAAGTATCTCTTGAATACTTCGGCAATCAAATCTCCGG Hs.88297 1744 1.656933333 4.56851249 0.425195389 0.0255 0.99814982 0.959458214
STK17B NM_004226_bp274_R AGCTAAAAAGGAGATTTGATTGCCGAAGTATCTCTTGAATACTTCGGCAATCAAATCTCCGG Hs.88297 7120 1.930366667 4.914865 0.390929417 -0.311233333 1.37660911 0.647782305
STK17B NM_004226_bp274_R AGCTAAAAAGGAGATTTGATTGCCGAAGTATCTCTTGAATACTTCGGCAATCAAATCTCCGG Hs.88297 12496 1.660633333 4.96848837 0.459340385 -0.693133333 2.4352663 0.559400338
STK17B NM_004226_bp828_R AGCTAAAAAGCGTGTGAACTTCGGGAAATCTCTCTTGAAGATTTCCCGAAGTTCACACGCGG Hs.88297 1746 -0.37555 3.98533973 0.817745895 -3.45185 0.50890475 0.004119882
STK17B NM_004226_bp828_R AGCTAAAAAGCGTGTGAACTTCGGGAAATCTCTCTTGAAGATTTCCCGAAGTTCACACGCGG Hs.88297 7122 -0.3104 5.78410826 0.895196672 -3.34455 3.03172032 0.110795929
STK17B NM_004226_bp828_R AGCTAAAAAGCGTGTGAACTTCGGGAAATCTCTCTTGAAGATTTCCCGAAGTTCACACGCGG Hs.88297 12498 0.433575 8.61687192 0.901598885 -3.142866667 2.6732263 0.064561557
STK22B NM_053006_bp133_R AGCTAAAAAGCCACAGTCCTAAGGAAGAAGTCTCTTGAACTTCTTCCTTAGGACTGTGGCGG Hs.505323 5991 0.5352 0.77480292 0.208019797
STK22B NM_053006_bp133_R AGCTAAAAAGCCACAGTCCTAAGGAAGAAGTCTCTTGAACTTCTTCCTTAGGACTGTGGCGG Hs.505323 11367 0.365266667 0.52580671 0.24955374
STK22B NM_053006_bp133_R AGCTAAAAAGCCACAGTCCTAAGGAAGAAGTCTCTTGAACTTCTTCCTTAGGACTGTGGCGG Hs.505323 615 0.5545
STK22B NM_053006_bp331_R AGCTAAAAAGGCTCCATCATCAAGACTTACTCTCTTGAAGTAAGTCTTGATGATGGAGCCGG Hs.505323 2077 -0.193125 0.2525245 0.286674392 -0.3923 0.219083 0.060043675
STK22B NM_053006_bp331_R AGCTAAAAAGGCTCCATCATCAAGACTTACTCTCTTGAAGTAAGTCTTGATGATGGAGCCGG Hs.505323 7453 -0.27045 0.31318269 0.187241996 -0.361175 0.24690919 0.084589847
STK22B NM_053006_bp331_R AGCTAAAAAGGCTCCATCATCAAGACTTACTCTCTTGAAGTAAGTCTTGATGATGGAGCCGG Hs.505323 12829 -0.1958 0.42950386 0.394842727 -0.33895 0.2104245 0.086548086
STK22B NM_053006_bp370_R AGCTAAAAAGACGGACGGATCTACATCATCTCTCTTGAAGATGATGTAGATCCGTCCGTCGG Hs.505323 2079 0.489025 1.98252916 0.556868868 0.1531 0.64680977 0.669209241
STK22B NM_053006_bp370_R AGCTAAAAAGACGGACGGATCTACATCATCTCTCTTGAAGATGATGTAGATCCGTCCGTCGG Hs.505323 7455 0.19775 2.00433017 0.811283483 0.2249 0.71244135 0.564333519
STK22B NM_053006_bp370_R AGCTAAAAAGACGGACGGATCTACATCATCTCTCTTGAAGATGATGTAGATCCGTCCGTCGG Hs.505323 12831 0.0713 1.64685169 0.926397436 0.153333333 0.69776719 0.685612264
STK22C NM_052841_bp107_R AGCTAAAAAGAGGACTTTCTGCTCTCCAATTCTCTTGAAATTGGAGAGCAGAAAGTCCTCGG Hs.512763 614 -0.39455 0.19342035 0.045779601 -0.47465 0.3647053 0.066598904
STK22C NM_052841_bp107_R AGCTAAAAAGAGGACTTTCTGCTCTCCAATTCTCTTGAAATTGGAGAGCAGAAAGTCCTCGG Hs.512763 5990 0.699875 0.41063381 0.018793769 -0.501325 0.26650648 0.035532483
STK22C NM_052841_bp107_R AGCTAAAAAGAGGACTTTCTGCTCTCCAATTCTCTTGAAATTGGAGAGCAGAAAGTCCTCGG Hs.512763 11366 0.791975 0.42271667 0.01255764 -0.531525 0.25587447 0.027828702
STK22C NM_052841_bp861_R AGCTAAAAAGGCCTTCAATTGAAGAAGTTATCTCTTGAATAACTTCTTCAATTGAAGGCCGG Hs.512763 2069 -1.9589 1.14678578 0.054203743
STK22C NM_052841_bp861_R AGCTAAAAAGGCCTTCAATTGAAGAAGTTATCTCTTGAATAACTTCTTCAATTGAAGGCCGG Hs.512763 7445 -1.6636 1.51038009 0.121115534
STK22C NM_052841_bp861_R AGCTAAAAAGGCCTTCAATTGAAGAAGTTATCTCTTGAATAACTTCTTCAATTGAAGGCCGG Hs.512763 12821 -1.78105 1.03668925 0.055931726
STK22D NM_032028_bp161_R AGCTAAAAAGGCTACCTCCTGGGGATAAATTCTCTTGAAATTTATCCCCAGGAGGTAGCCGG Hs.519507 1981 0.155525 0.61255041 0.589307658 -0.485575 0.37575658 0.065581069
STK22D NM_032028_bp161_R AGCTAAAAAGGCTACCTCCTGGGGATAAATTCTCTTGAAATTTATCCCCAGGAGGTAGCCGG Hs.519507 7357 0.8289 0.29759863 0.004893845 0.121125 0.48261344 0.631358581



STK22D NM_032028_bp161_R AGCTAAAAAGGCTACCTCCTGGGGATAAATTCTCTTGAAATTTATCCCCAGGAGGTAGCCGG Hs.519507 12733 0.760325 0.33827244 0.008993347 0.18285 0.288608 0.348366972
STK22D NM_032028_bp868_R AGCTAAAAAGGACCTCATCTACCACATGCTTCTCTTGAAAGCATGTGGTAGATGAGGTCCGG Hs.519507 732 -0.194075 0.41445171 0.389123949 -0.6245 0.20817254 0.012303677
STK22D NM_032028_bp868_R AGCTAAAAAGGACCTCATCTACCACATGCTTCTCTTGAAAGCATGTGGTAGATGAGGTCCGG Hs.519507 6108 -0.09675 0.48138398 0.687189461 -0.494775 0.17667166 0.023971405
STK22D NM_032028_bp868_R AGCTAAAAAGGACCTCATCTACCACATGCTTCTCTTGAAAGCATGTGGTAGATGAGGTCCGG Hs.519507 11484 -0.0399 0.45194341 0.861573708 -0.410375 0.23581079 0.056677573
STK23 NM_014370_bp1345_R AGCTAAAAAGAGGACCACATCGCTCACATATCTCTTGAATATGTGAGCGATGTGGTCCTCGG Hs.104865 5831 -1.301425 3.39449085 0.368957194 0.721433333 1.4115243 0.330288266
STK23 NM_014370_bp1345_R AGCTAAAAAGAGGACCACATCGCTCACATATCTCTTGAATATGTGAGCGATGTGGTCCTCGG Hs.104865 455 5.15235 -0.09615 4.79326474 0.967781415
STK23 NM_014370_bp1345_R AGCTAAAAAGAGGACCACATCGCTCACATATCTCTTGAATATGTGAGCGATGTGGTCCTCGG Hs.104865 11207 5.48575 -0.7935 5.61584206 0.777631914
STK23 NM_014370_bp340_R AGCTAAAAAGCCCTCAAAGTGGTGAAGAGTTCTCTTGAAACTCTTCACCACTTTGAGGGCGG Hs.104865 5832 -1.107775 0.53964236 0.006278702 -1.682433333 3.50505559 0.343929388
STK23 NM_014370_bp340_R AGCTAAAAAGCCCTCAAAGTGGTGAAGAGTTCTCTTGAAACTCTTCACCACTTTGAGGGCGG Hs.104865 11208 -1.39075 0.48987226 0.001741537 -1.6755 3.95552124 0.396111441
STK23 NM_014370_bp340_R AGCTAAAAAGCCCTCAAAGTGGTGAAGAGTTCTCTTGAAACTCTTCACCACTTTGAGGGCGG Hs.104865 456 -0.399475 0.28450441 0.225326108 1.5292
STK23 NM_014370_bp534_R AGCTAAAAAGCTCCTCAAATGGATCATCAATCTCTTGAATTGATGATCCATTTGAGGAGCGG Hs.104865 1612 -4.935875 0.82685532 0.001211653 2.7167
STK23 NM_014370_bp534_R AGCTAAAAAGCTCCTCAAATGGATCATCAATCTCTTGAATTGATGATCCATTTGAGGAGCGG Hs.104865 6988 -5.689525 1.4061879 0.002668988 2.7572
STK23 NM_014370_bp534_R AGCTAAAAAGCTCCTCAAATGGATCATCAATCTCTTGAATTGATGATCCATTTGAGGAGCGG Hs.104865 12364 -5.825925 1.58381312 0.003369509 2.8148
STK24 NM_003576_bp494_R AGCTAAAAAGGCTCCGCACTAGATCTATTATCTCTTGAATAATAGATCTAGTGCGGAGCCGG Hs.508514 1604 -0.8404 -0.5439 0.95148289 0.363211421
STK24 NM_003576_bp494_R AGCTAAAAAGGCTCCGCACTAGATCTATTATCTCTTGAATAATAGATCTAGTGCGGAGCCGG Hs.508514 6980 -0.8294 -0.49095 0.90516739 0.389374713
STK24 NM_003576_bp494_R AGCTAAAAAGGCTCCGCACTAGATCTATTATCTCTTGAATAATAGATCTAGTGCGGAGCCGG Hs.508514 12356 -0.928 -0.5038 1.07381236 0.431371607
STK24 NM_003576_bp934_R AGCTAAAAAGGAGGCCTGTTTGAATAAGGATCTCTTGAATCCTTATTCAAACAGGCCTCCGG Hs.508514 363 1.889225 0.77571613 0.002151672 0.4065875 0.19285183 0.048336353 -0.0316 0.10215 0.06908433 0.28397756
STK24 NM_003576_bp934_R AGCTAAAAAGGAGGCCTGTTTGAATAAGGATCTCTTGAATCCTTATTCAAACAGGCCTCCGG Hs.508514 5739 1.99875 0.7698114 0.001623822 0.4516375 0.25198656 0.045868373 -0.1105 0.40535 0.23143605 0.244279668
STK24 NM_003576_bp934_R AGCTAAAAAGGAGGCCTGTTTGAATAAGGATCTCTTGAATCCTTATTCAAACAGGCCTCCGG Hs.508514 11115 1.98575 0.85204599 0.002462707 0.4743875 0.31595438 0.053482304 -0.0163 0.153966667 0.12580073 0.168127847
STK24 NM_003576_bp966_R AGCTAAAAAGACCCACTGCTAAGGAGTTATTCTCTTGAAATAACTCCTTAGCAGTGGGTCGG Hs.508514 364 -0.75335 0.3250092 0.008616011 -0.4074375 0.1377837 0.03856161 -0.6324 0.11169082 0.010238123 -0.4075 0.08004449 0.087861621
STK24 NM_003576_bp966_R AGCTAAAAAGACCCACTGCTAAGGAGTTATTCTCTTGAAATAACTCCTTAGCAGTGGGTCGG Hs.508514 5740 -0.576775 0.30016253 0.020928638 -0.2922375 0.08342183 0.086209245 -0.263 0.0592504 0.01650046 -0.339125 0.11529083 0.009800752
STK24 NM_003576_bp966_R AGCTAAAAAGACCCACTGCTAAGGAGTTATTCTCTTGAAATAACTCCTTAGCAGTGGGTCGG Hs.508514 11116 -0.568725 0.33988955 0.027218945 -0.3494625 0.11905427 0.057629608 -0.394625 0.13748531 0.010497274 -0.3071 0.15042263 0.026536267
STK25 NM_006374_bp384_R AGCTAAAAAGAGGATGAGATCGAGGACATCTCTCTTGAAGATGTCCTCGATCTCATCCTCGG Hs.516807 532 3.093316667 2.55117388 0.04225346 1.2954
STK25 NM_006374_bp384_R AGCTAAAAAGAGGATGAGATCGAGGACATCTCTCTTGAAGATGTCCTCGATCTCATCCTCGG Hs.516807 5908 2.494425 3.22041181 0.102753879 -0.8066 3.5368067 0.655420162
STK25 NM_006374_bp384_R AGCTAAAAAGAGGATGAGATCGAGGACATCTCTCTTGAAGATGTCCTCGATCTCATCCTCGG Hs.516807 11284 2.2586 2.71392604 0.08556874 -1.637366667 3.2848465 0.328489211
STK25 NM_006374_bp779_R AGCTAAAAAGCAGTCGGCCTACGACTTCAATCTCTTGAATTGAAGTCGTAGGCCGACTGCGG Hs.516807 5909 -0.044325 0.90079813 0.909672141 -0.03375 2.44383175 0.978208684
STK25 NM_006374_bp779_R AGCTAAAAAGCAGTCGGCCTACGACTTCAATCTCTTGAATTGAAGTCGTAGGCCGACTGCGG Hs.516807 11285 -0.551225 0.26406903 0.122944831
STK25 NM_006374_bp957_R AGCTAAAAAGAGGCCTGCCTCAACAAAGACTCTCTTGAAGTCTTTGTTGAGGCAGGCCTCGG Hs.516807 1855 1.082 4.87189501 0.625524868 -4.7289
STK25 NM_006374_bp957_R AGCTAAAAAGAGGCCTGCCTCAACAAAGACTCTCTTGAAGTCTTTGTTGAGGCAGGCCTCGG Hs.516807 7231 3.283075 5.14628258 0.160428086 -7.216
STK25 NM_006374_bp957_R AGCTAAAAAGAGGCCTGCCTCAACAAAGACTCTCTTGAAGTCTTTGTTGAGGCAGGCCTCGG Hs.516807 12607 3.548525 5.14229075 0.134866524 -8.0188
STK29 NM_003957_bp1934_R AGCTAAAAAGGCGAAGAAGTCCTGGTTTGGTCTCTTGAACCAAACCAGGACTTCTTCGCCGG Hs.170819 12444 7.0798
STK29 NM_003957_bp1934_R AGCTAAAAAGGCGAAGAAGTCCTGGTTTGGTCTCTTGAACCAAACCAGGACTTCTTCGCCGG 1692
STK29 NM_003957_bp1979_R AGCTAAAAAGGAGCAGATCTTCGTGGTCATTCTCTTGAAATGACCACGAAGATCTGCTCCGG Hs.170819 231 -0.2461 0.06448814 0.375632201 -0.6733625 0.63347349 0.07306322
STK29 NM_003957_bp1979_R AGCTAAAAAGGAGCAGATCTTCGTGGTCATTCTCTTGAAATGACCACGAAGATCTGCTCCGG Hs.170819 5607 -0.15895 0.11886465 0.556095607 -0.6567625 0.60045648 0.069641974
STK29 NM_003957_bp1979_R AGCTAAAAAGGAGCAGATCTTCGTGGTCATTCTCTTGAAATGACCACGAAGATCTGCTCCGG Hs.170819 10983 -0.02245 0.17175624 0.933014709 -0.6222125 0.66524997 0.099619974 0.0376
STK29 NM_003957_bp684_R AGCTAAAAAGGTGGTGAGCTCTTCGACTACTCTCTTGAAGTAGTCGAAGAGCTCACCACCGG Hs.170819 1694 0.9186 0.26335959 0.002521467 1.4862875 0.57460412 0.003623967
STK29 NM_003957_bp684_R AGCTAAAAAGGTGGTGAGCTCTTCGACTACTCTCTTGAAGTAGTCGAAGAGCTCACCACCGG Hs.170819 7070 0.943425 0.2759686 0.002431201 0.8410625 1.75910094 0.306675456
STK29 NM_003957_bp684_R AGCTAAAAAGGTGGTGAGCTCTTCGACTACTCTCTTGAAGTAGTCGAAGAGCTCACCACCGG Hs.170819 12446 0.91345 0.23597679 0.002172458 1.6475375 0.38884426 0.000775822
STK3 NM_006281_bp286_R AGCTAAAAAGGTCAAGTTGTCGCAATTAAATCTCTTGAATTTAATTGCGACAACTTGACCGG Hs.492333 5884 2.163425 1.54284507 0.016404862 -0.530033333 2.34290857 0.63970384
STK3 NM_006281_bp286_R AGCTAAAAAGGTCAAGTTGTCGCAATTAAATCTCTTGAATTTAATTGCGACAACTTGACCGG Hs.492333 11260 2.0487 1.60758017 0.023187359 -0.5343 3.22355011 0.727927283
STK3 NM_006281_bp286_R AGCTAAAAAGGTCAAGTTGTCGCAATTAAATCTCTTGAATTTAATTGCGACAACTTGACCGG Hs.492333 508 2.2599 -1.0389 2.84177424 0.459517883
STK3 NM_006281_bp640_R AGCTAAAAAGCTGGTCAGTTAACAGATACATCTCTTGAATGTATCTGTTAACTGACCAGCGG Hs.492333 1815 -0.787733333 5.37125422 0.737738514 -0.5742 5.45547369 0.823369306
STK3 NM_006281_bp640_R AGCTAAAAAGCTGGTCAGTTAACAGATACATCTCTTGAATGTATCTGTTAACTGACCAGCGG Hs.492333 7191 -0.907533333 5.79206553 0.720714962 -1.663533333 7.73074374 0.651777062
STK3 NM_006281_bp640_R AGCTAAAAAGCTGGTCAGTTAACAGATACATCTCTTGAATGTATCTGTTAACTGACCAGCGG Hs.492333 12567 -1.4707 5.69115021 0.561214235 -1.464533333 7.56692071 0.683909556
STK3 NM_006281_bp979_R AGCTAAAAAGCCAAACCTGTATCAATATTATCTCTTGAATAATATTGATACAGGTTTGGCGG Hs.492333 509 -0.1357 0.67426632 0.660578044 0.673366667 0.74112905 0.149016338
STK3 NM_006281_bp979_R AGCTAAAAAGCCAAACCTGTATCAATATTATCTCTTGAATAATATTGATACAGGTTTGGCGG Hs.492333 5885 0.091775 0.61292697 0.747695416 0.899566667 0.93113084 0.120508111
STK3 NM_006281_bp979_R AGCTAAAAAGCCAAACCTGTATCAATATTATCTCTTGAATAATATTGATACAGGTTTGGCGG Hs.492333 11261 -0.3361 0.84094277 0.380821643 0.822 0.78627977 0.107970163
STK31 NM_032944_bp1349_R AGCTAAAAAGACGCTCTTCTTGAAAGTTATTCTCTTGAAATAACTTTCAAGAAGAGCGTCGG Hs.309767 591 -0.1807 0.0697861 0.229479424 -0.669575 0.19026011 0.008625276
STK31 NM_032944_bp1349_R AGCTAAAAAGACGCTCTTCTTGAAAGTTATTCTCTTGAAATAACTTTCAAGAAGAGCGTCGG Hs.309767 5967 -0.094375 0.26635768 0.592736551 -0.193275 0.08173561 0.213019432
STK31 NM_032944_bp1349_R AGCTAAAAAGACGCTCTTCTTGAAAGTTATTCTCTTGAAATAACTTTCAAGAAGAGCGTCGG Hs.309767 11343 0.1155 0.67246245 0.707208254 -0.2349 0.4722257 0.362669824
STK31 NM_032944_bp542_R AGCTAAAAAGCCCAGAGTATCAATAGAAATTCTCTTGAAATTTCTATTGATACTCTGGGCGG Hs.309767 592 -0.716275 0.12166211 0.003421341 -0.678725 0.29730111 0.014942743
STK31 NM_032944_bp542_R AGCTAAAAAGCCCAGAGTATCAATAGAAATTCTCTTGAAATTTCTATTGATACTCTGGGCGG Hs.309767 5968 -0.759925 0.09904314 0.002417038 -0.613575 0.29300958 0.020830008
STK31 NM_032944_bp542_R AGCTAAAAAGCCCAGAGTATCAATAGAAATTCTCTTGAAATTTCTATTGATACTCTGGGCGG Hs.309767 11344 -0.79615 0.06776924 0.001780886 -0.550125 0.29244968 0.030009086
STK32A NM_145001_bp506_R AGCTAAAAAGGTGGAGACCTGCGTTATCACTCTCTTGAAGTGATAACGCAGGTCTCCACCGG Hs.352370 2169 -0.23715 0.21992906 0.185874443 -0.859525 0.73030814 0.0507977
STK32A NM_145001_bp506_R AGCTAAAAAGGTGGAGACCTGCGTTATCACTCTCTTGAAGTGATAACGCAGGTCTCCACCGG Hs.352370 7545 -0.050475 0.77795779 0.88350324 -0.678525 0.64015915 0.073220403
STK32A NM_145001_bp506_R AGCTAAAAAGGTGGAGACCTGCGTTATCACTCTCTTGAAGTGATAACGCAGGTCTCCACCGG Hs.352370 12921 -0.503466667 0.10011096 0.042587568 -0.202125 0.43758749 0.405609457
STK32A NM_145001_bp535_R AGCTAAAAAGAACGTCCACTTCAAGGAAGATCTCTTGAATCTTCCTTGAAGTGGACGTTCGG Hs.352370 2171 -0.66375 0.898316 0.133152552 0.0517 1.39722561 0.933369036
STK32A NM_145001_bp535_R AGCTAAAAAGAACGTCCACTTCAAGGAAGATCTCTTGAATCTTCCTTGAAGTGGACGTTCGG Hs.352370 7547 -1.00005 0.91593694 0.045157751 0.1662 1.32747124 0.778770985
STK32A NM_145001_bp535_R AGCTAAAAAGAACGTCCACTTCAAGGAAGATCTCTTGAATCTTCCTTGAAGTGGACGTTCGG Hs.352370 12923 -0.79645 0.85098549 0.073862764 -0.028425 1.33711668 0.96176359
STK32A NM_145001_bp8_R AGCTAAAAAGCTCTTGGAGTTCTTCTCTTATCTCTTGAATAAGAGAAGAACTCCAAGAGCGG Hs.352370 689 -0.51725 0.17595032 0.0164818 0.08635 0.16603264 0.582124176
STK32A NM_145001_bp8_R AGCTAAAAAGCTCTTGGAGTTCTTCTCTTATCTCTTGAATAAGAGAAGAACTCCAAGAGCGG Hs.352370 6065 0.00165 0.46082634 0.994309694 0.4571 0.25430033 0.044700357
STK32A NM_145001_bp8_R AGCTAAAAAGCTCTTGGAGTTCTTCTCTTATCTCTTGAATAAGAGAAGAACTCCAAGAGCGG Hs.352370 11441 0.31175 0.76463472 0.378271353 0.3698 0.22838924 0.073651338
STK32B NM_018401_bp1117_R AGCTAAAAAGCAGCACTGTTTGGAGACTGTTCTCTTGAAACAGTCTCCAAACAGTGCTGCGG Hs.133062 1804 0.88185 0.53682766 0.01536628 0.242725 0.58595034 0.417128846
STK32B NM_018401_bp1117_R AGCTAAAAAGCAGCACTGTTTGGAGACTGTTCTCTTGAAACAGTCTCCAAACAGTGCTGCGG Hs.133062 7180 0.52615 0.32443159 0.032881625 0.506 0.69131568 0.170457083
STK32B NM_018401_bp1117_R AGCTAAAAAGCAGCACTGTTTGGAGACTGTTCTCTTGAAACAGTCTCCAAACAGTGCTGCGG Hs.133062 12556 -0.207625 1.14364343 0.671071158 0.634425 0.95051492 0.187982779
STK32B NM_018401_bp752_R AGCTAAAAAGTCACGCCCATCGATGAAATCTCTCTTGAAGATTTCATCGATGGGCGTGACGG Hs.133062 585 -0.205525 0.59088882 0.469067828 -0.653025 0.33663076 0.021313306
STK32B NM_018401_bp752_R AGCTAAAAAGTCACGCCCATCGATGAAATCTCTCTTGAAGATTTCATCGATGGGCGTGACGG Hs.133062 5961 -0.114075 0.5432599 0.663141599 -0.655425 0.22820594 0.011484902
STK32B NM_018401_bp752_R AGCTAAAAAGTCACGCCCATCGATGAAATCTCTCTTGAAGATTTCATCGATGGGCGTGACGG Hs.133062 11337 -0.208675 0.6296298 0.483108005 -0.538325 0.32239986 0.037487951
STK32B NM_018401_bp875_R AGCTAAAAAGTGTCCAGCCTTCATGACATATCTCTTGAATATGTCATGAAGGCTGGACACGG Hs.133062 586 -0.288475 0.15495428 0.098695899 -0.110975 0.40193378 0.620228214
STK32B NM_018401_bp875_R AGCTAAAAAGTGTCCAGCCTTCATGACATATCTCTTGAATATGTCATGAAGGCTGGACACGG Hs.133062 5962 -0.27455 0.05630752 0.090326149 0.0028 0.30729464 0.988254741
STK32B NM_018401_bp875_R AGCTAAAAAGTGTCCAGCCTTCATGACATATCTCTTGAATATGTCATGAAGGCTGGACACGG Hs.133062 11338 -0.056225 0.07086176 0.688242257 0.1023 0.37017168 0.631021691
STK32C NM_173575_bp374_R AGCTAAAAAGAGGCCGGTGTTTGACGACAATCTCTTGAATTGTCGTCAAACACCGGCCTCGG Hs.469002 2269 -0.6508 0.24027488 0.083603774 -0.214233333 0.34803495 0.406239577
STK32C NM_173575_bp374_R AGCTAAAAAGAGGCCGGTGTTTGACGACAATCTCTTGAATTGTCGTCAAACACCGGCCTCGG Hs.469002 13021 -0.286225 0.37586166 0.219037258
STK32C NM_173575_bp374_R AGCTAAAAAGAGGCCGGTGTTTGACGACAATCTCTTGAATTGTCGTCAAACACCGGCCTCGG Hs.469002 7645
STK32C NM_173575_bp399_R AGCTAAAAAGACGTGAACTTCGACCACTTCTCTCTTGAAGAAGTGGTCGAAGTTCACGTCGG Hs.469002 7647 -0.0438 -0.906375 0.65001028 0.031891431
STK32C NM_173575_bp399_R AGCTAAAAAGACGTGAACTTCGACCACTTCTCTCTTGAAGAAGTGGTCGAAGTTCACGTCGG Hs.469002 13023 0.0578 -0.75525 0.87409129 0.109613479
STK32C NM_173575_bp399_R AGCTAAAAAGACGTGAACTTCGACCACTTCTCTCTTGAAGAAGTGGTCGAAGTTCACGTCGG Hs.469002 2271 -0.2387 -0.9092 1.69057113 0.304753005
STK32C NM_173575_bp602_R AGCTAAAAAGAACCTCTGGTACTCCTTCCATCTCTTGAATGGAAGGAGTACCAGAGGTTCGG Hs.469002 7649 4.72
STK32C NM_173575_bp602_R AGCTAAAAAGAACCTCTGGTACTCCTTCCATCTCTTGAATGGAAGGAGTACCAGAGGTTCGG Hs.469002 13025
STK33 NM_030906_bp1425_R AGCTAAAAAGCCAGCAGTGTGACATTTGGATCTCTTGAATCCAAATGTCACACTGCTGGCGG Hs.501833 12693 5.2313
STK33 NM_030906_bp1451_R AGCTAAAAAGGCGTCGTAATGTACATGTTATCTCTTGAATAACATGTACATTACGACGCCGG Hs.501833 6083 0.748475 0.24310252 0.005383018 0.1447 0.46328803 0.558172735
STK33 NM_030906_bp1451_R AGCTAAAAAGGCGTCGTAATGTACATGTTATCTCTTGAATAACATGTACATTACGACGCCGG Hs.501833 11459 0.866525 0.34242195 0.00538173 0.207475 0.48477784 0.424345755
STK33 NM_030906_bp1451_R AGCTAAAAAGGCGTCGTAATGTACATGTTATCTCTTGAATAACATGTACATTACGACGCCGG Hs.501833 707 0.81445 0.66269038 0.036224767 0.3172
STK33 NM_030906_bp848_R AGCTAAAAAGGAGCTGCTATTGAGGAAATCTCTCTTGAAGATTTCCTCAATAGCAGCTCCGG Hs.501833 708 1.9342
STK33 NM_030906_bp848_R AGCTAAAAAGGAGCTGCTATTGAGGAAATCTCTCTTGAAGATTTCCTCAATAGCAGCTCCGG Hs.501833 6084
STK33 NM_030906_bp848_R AGCTAAAAAGGAGCTGCTATTGAGGAAATCTCTCTTGAAGATTTCCTCAATAGCAGCTCCGG Hs.501833 11460
STK35 NM_080836_bp1152_R AGCTAAAAAGCCTGATGCCTTTGAACTTGATCTCTTGAATCAAGTTCAAAGGCATCAGGCGG Hs.100057 620 -1.3869
STK35 NM_080836_bp1152_R AGCTAAAAAGCCTGATGCCTTTGAACTTGATCTCTTGAATCAAGTTCAAAGGCATCAGGCGG Hs.100057 5996
STK35 NM_080836_bp1152_R AGCTAAAAAGCCTGATGCCTTTGAACTTGATCTCTTGAATCAAGTTCAAAGGCATCAGGCGG Hs.100057 11372
STK35 NM_080836_bp559_R AGCTAAAAAGGTGGAGACCTGAATCAGTATTCTCTTGAAATACTGATTCAGGTCTCCACCGG Hs.100057 621 0.4744 0.82380864 0.27411431 -0.143975 0.44707301 0.550955259
STK35 NM_080836_bp559_R AGCTAAAAAGGTGGAGACCTGAATCAGTATTCTCTTGAAATACTGATTCAGGTCTCCACCGG Hs.100057 5997 0.437 0.78746693 0.293222861 -0.087525 0.33762209 0.664564196
STK35 NM_080836_bp559_R AGCTAAAAAGGTGGAGACCTGAATCAGTATTCTCTTGAAATACTGATTCAGGTCTCCACCGG Hs.100057 11373 0.8481 1.30675279 0.164692676 -0.06635 0.52320206 0.802114683
STK35 NM_080836_bp640_R AGCTAAAAAGCCATTGCCTTCCTGCACAAATCTCTTGAATTTGTGCAGGAAGGCAATGGCGG Hs.100057 622 -0.68935 0.12748612 0.004136782 -0.380375 0.28988108 0.088014546
STK35 NM_080836_bp640_R AGCTAAAAAGCCATTGCCTTCCTGCACAAATCTCTTGAATTTGTGCAGGAAGGCAATGGCGG Hs.100057 5998 -0.582025 0.24956847 0.015346566 0.165125 0.34403634 0.43043581
STK35 NM_080836_bp640_R AGCTAAAAAGCCATTGCCTTCCTGCACAAATCTCTTGAATTTGTGCAGGAAGGCAATGGCGG Hs.100057 11374 -0.242525 0.47109244 0.327055823 0.23775 0.3085012 0.250519625
STK36 NM_015690_bp1118_R AGCTAAAAAGCATCTTGACTCAGGCCTATATCTCTTGAATATAGGCCTGAGTCAAGATGCGG Hs.471404 541 -0.521175 1.43950651 0.403467359 -0.238333333 3.00511768 0.8669541
STK36 NM_015690_bp1118_R AGCTAAAAAGCATCTTGACTCAGGCCTATATCTCTTGAATATAGGCCTGAGTCAAGATGCGG Hs.471404 5917 -0.75305 1.89206962 0.357159442 -0.1915 2.85082996 0.887194088
STK36 NM_015690_bp1118_R AGCTAAAAAGCATCTTGACTCAGGCCTATATCTCTTGAATATAGGCCTGAGTCAAGATGCGG Hs.471404 11293 -0.812975 1.54674098 0.241225418 -0.637633333 3.34112339 0.689519928
STK36 NM_015690_bp1970_R AGCTAAAAAGGGACAGCCTTATGTGCTTTATCTCTTGAATAAAGCACATAAGGCTGTCCCGG Hs.471404 542 0.91575 1.33080803 0.144775488 0.2803 2.30627271 0.79908638
STK36 NM_015690_bp1970_R AGCTAAAAAGGGACAGCCTTATGTGCTTTATCTCTTGAATAAAGCACATAAGGCTGTCCCGG Hs.471404 5918 0.865975 1.25585051 0.145276616 2.144466667 1.54672105 0.044119581
STK36 NM_015690_bp1970_R AGCTAAAAAGGGACAGCCTTATGTGCTTTATCTCTTGAATAAAGCACATAAGGCTGTCCCGG Hs.471404 11294 0.660375 1.57232293 0.336508375 0.157966667 2.38443782 0.889157291
STK36 NM_015690_bp982_R AGCTAAAAAGCTGGTCATGTCACCATAATATCTCTTGAATATTATGGTGACATGACCAGCGG Hs.471404 543 -0.876066667 0.2559608 0.011132147 -3.516
STK36 NM_015690_bp982_R AGCTAAAAAGCTGGTCATGTCACCATAATATCTCTTGAATATTATGGTGACATGACCAGCGG Hs.471404 5919 -0.464625 1.233302 0.390102844 -4.5685 1.27307505 0.009362897
STK36 NM_015690_bp982_R AGCTAAAAAGCTGGTCATGTCACCATAATATCTCTTGAATATTATGGTGACATGACCAGCGG Hs.471404 11295 -0.53145 1.1341446 0.297400876 -5.7296 2.22130524 0.018037275
STK38 NM_007271_bp1394_R AGCTAAAAAGCTCCTGGAGTTGAGGAAATATCTCTTGAATATTTCCTCAACTCCAGGAGCGG Hs.409578 403 -0.885 0.37644616 0.006092816 -2.347166667 3.17308182 0.178019215
STK38 NM_007271_bp1394_R AGCTAAAAAGCTCCTGGAGTTGAGGAAATATCTCTTGAATATTTCCTCAACTCCAGGAGCGG Hs.409578 5779 -0.944425 0.4285823 0.006394037 -2.550266667 3.35104661 0.168539602
STK38 NM_007271_bp1394_R AGCTAAAAAGCTCCTGGAGTTGAGGAAATATCTCTTGAATATTTCCTCAACTCCAGGAGCGG Hs.409578 11155 -0.948 0.44151222 0.006801258 -2.620066667 3.53285497 0.176700368
STK38 NM_007271_bp1650_R AGCTAAAAAGGGCAATACCTTCCTACATGATCTCTTGAATCATGTAGGAAGGTATTGCCCGG Hs.409578 404 1.58795 1.37920152 0.033914599 -1.8435 2.00250048 0.117135584
STK38 NM_007271_bp1650_R AGCTAAAAAGGGCAATACCTTCCTACATGATCTCTTGAATCATGTAGGAAGGTATTGCCCGG Hs.409578 5780 1.878425 1.41687516 0.020525135 -3.357766667 3.23178174 0.08673826
STK38 NM_007271_bp1650_R AGCTAAAAAGGGCAATACCTTCCTACATGATCTCTTGAATCATGTAGGAAGGTATTGCCCGG Hs.409578 11156 1.806475 1.37975966 0.02159737 -4.496766667 2.14332571 0.012571404
STK38 NM_007271_bp593_R AGCTAAAAAGTACGGCTTGTTCAGAAGAAATCTCTTGAATTTCTTCTGAACAAGCCGTACGG Hs.409578 405 -0.70125 0.47747339 0.026412149 1.2915 1.29478573 0.103526053
STK38 NM_007271_bp593_R AGCTAAAAAGTACGGCTTGTTCAGAAGAAATCTCTTGAATTTCTTCTGAACAAGCCGTACGG Hs.409578 5781 -0.92365 0.49692209 0.01038266 1.346033333 1.24530993 0.086626516
STK38 NM_007271_bp593_R AGCTAAAAAGTACGGCTTGTTCAGAAGAAATCTCTTGAATTTCTTCTGAACAAGCCGTACGG Hs.409578 11157 -0.9067 0.43251242 0.007743125 1.211633333 1.24247922 0.109757473
STK38L NM_015000_bp796_R AGCTAAAAAGTTTCATCCATCGGGATATTATCTCTTGAATAATATCCCGATGGATGAAACGG Hs.184523 1664 5.9522 -8.1753
STK38L NM_015000_bp796_R AGCTAAAAAGTTTCATCCATCGGGATATTATCTCTTGAATAATATCCCGATGGATGAAACGG Hs.184523 7040 7.5623 -8.6778
STK38L NM_015000_bp796_R AGCTAAAAAGTTTCATCCATCGGGATATTATCTCTTGAATAATATCCCGATGGATGAAACGG Hs.184523 12416 7.6997 -7.3036
STK39 NM_013233_bp1679_R AGCTAAAAAGGCTGCTAATTTACAGAAGATTCTCTTGAAATCTTCTGTAAATTAGCAGCCGG Hs.276271 426 -0.1461 1.27865106 0.786405725 -0.938866667 2.21727386 0.400584932
STK39 NM_013233_bp1679_R AGCTAAAAAGGCTGCTAATTTACAGAAGATTCTCTTGAAATCTTCTGTAAATTAGCAGCCGG Hs.276271 5802 -0.28255 1.09268124 0.550593462 -0.673133333 1.50721484 0.385237205
STK39 NM_013233_bp1679_R AGCTAAAAAGGCTGCTAATTTACAGAAGATTCTCTTGAAATCTTCTGTAAATTAGCAGCCGG Hs.276271 11178 -0.2327 1.59888506 0.7276091 -2.217133333 3.81322341 0.265059814
STK39 NM_013233_bp433_R AGCTAAAAAGGCAAGAACGTGTAGCAATAATCTCTTGAATTATTGCTACACGTTCTTGCCGG Hs.276271 1564 0.1607 0.67910165 0.606552254 0.750833333 0.78993109 0.132341886
STK39 NM_013233_bp433_R AGCTAAAAAGGCAAGAACGTGTAGCAATAATCTCTTGAATTATTGCTACACGTTCTTGCCGG Hs.276271 6940 0.199775 0.89391083 0.611463546 0.6019 1.18108377 0.337674489
STK39 NM_013233_bp433_R AGCTAAAAAGGCAAGAACGTGTAGCAATAATCTCTTGAATTATTGCTACACGTTCTTGCCGG Hs.276271 12316 0.186725 0.83104267 0.612909561 0.801733333 0.70250091 0.093404685
STK39 NM_013233_bp838_R AGCTAAAAAGGGGTGATGTTACCCGAAATATCTCTTGAATATTTCGGGTAACATCACCCCGG Hs.276271 427 1.108575 0.68399487 0.013008749 -0.7835 1.30952554 0.268280633
STK39 NM_013233_bp838_R AGCTAAAAAGGGGTGATGTTACCCGAAATATCTCTTGAATATTTCGGGTAACATCACCCCGG Hs.276271 5803 1.122 0.49754564 0.004675429 -1.679266667 2.89035134 0.266847001
STK39 NM_013233_bp838_R AGCTAAAAAGGGGTGATGTTACCCGAAATATCTCTTGAATATTTCGGGTAACATCACCCCGG Hs.276271 11179 1.248825 0.70957221 0.009138766 -2.027533333 3.53929544 0.27126711
STK4 NM_006282_bp247_R AGCTAAAAAGGCCAGATTGTTGCTATTAAGTCTCTTGAACTTAATAGCAACAATCTGGCCGG Hs.472838 1817 0.8864 1.09017363 0.100435653 1.996733333 0.37762608 0.001892912
STK4 NM_006282_bp247_R AGCTAAAAAGGCCAGATTGTTGCTATTAAGTCTCTTGAACTTAATAGCAACAATCTGGCCGG Hs.472838 7193 0.603375 1.40786915 0.329992848 2.221633333 0.83873123 0.007765667
STK4 NM_006282_bp247_R AGCTAAAAAGGCCAGATTGTTGCTATTAAGTCTCTTGAACTTAATAGCAACAATCTGGCCGG Hs.472838 12569 0.307325 1.96117074 0.70597738 2.914066667 1.8652899 0.030822965
STK4 NM_006282_bp407_R AGCTAAAAAGGGCTGGTTCTGTATCTGATATCTCTTGAATATCAGATACAGAACCAGCCCGG Hs.472838 1819 -0.91185 4.12063765 0.593008174 1.664133333 2.32739551 0.191545027
STK4 NM_006282_bp407_R AGCTAAAAAGGGCTGGTTCTGTATCTGATATCTCTTGAATATCAGATACAGAACCAGCCCGG Hs.472838 7195 -0.65615 5.78157873 0.781252573 1.351566667 2.82958163 0.347334511
STK4 NM_006282_bp407_R AGCTAAAAAGGGCTGGTTCTGTATCTGATATCTCTTGAATATCAGATACAGAACCAGCCCGG Hs.472838 12571 -0.176475 6.64944432 0.947998231 1.365966667 2.67675413 0.320153244
STK6 NM_198433_bp701_R AGCTAAAAAGCGGGTCTTGTGTCCTTCAAATCTCTTGAATTTGAAGGACACAAGACCCGCGG Hs.250822 1972 -0.302766667 0.59899914 0.363496225 0.341075 0.18244446 0.07662415
STK6 NM_198433_bp701_R AGCTAAAAAGCGGGTCTTGTGTCCTTCAAATCTCTTGAATTTGAAGGACACAAGACCCGCGG Hs.250822 7348 -0.51755 0.27272209 0.0266957 0.569725 0.28895541 0.026235248
STK6 NM_198433_bp701_R AGCTAAAAAGCGGGTCTTGTGTCCTTCAAATCTCTTGAATTTGAAGGACACAAGACCCGCGG Hs.250822 12724 1.3157 3.07877816 0.356977944 0.6178 0.32101343 0.023680868
STK6 NM_198433_bp976_R AGCTAAAAAGCCCTCTGGGTAAAGGAAAGTTCTCTTGAAACTTTCCTTTACCCAGAGGGCGG Hs.250822 799 -0.5805 0.09591458 0.007554172 -0.349525 0.30005224 0.113097272
STK6 NM_198433_bp976_R AGCTAAAAAGCCCTCTGGGTAAAGGAAAGTTCTCTTGAAACTTTCCTTTACCCAGAGGGCGG Hs.250822 6175 -0.226175 0.16252287 0.176350328 0.365225 0.23873481 0.079455363
STK6 NM_198433_bp976_R AGCTAAAAAGCCCTCTGGGTAAAGGAAAGTTCTCTTGAAACTTTCCTTTACCCAGAGGGCGG Hs.250822 11551 -0.193075 0.18372409 0.247453212 0.406375 0.23307753 0.057616576
STMN1 BX647885_bp1130_R AGCTAAAAAGGAGTCGTCTTCTATGCAATATCTCTTGAATATTGCATAGAAGACGACTCCGG Hs.209983 4754 1.5507375 0.22144134 0.00016806 -0.8536375 0.69499188 0.045775831 0.575875 0.42461273 0.073011846 1.47725 1.11594915 0.077157247
STMN1 BX647885_bp1130_R AGCTAAAAAGGAGTCGTCTTCTATGCAATATCTCTTGAATATTGCATAGAAGACGACTCCGG Hs.209983 10130 1.3669375 0.24730694 0.000365095 -0.9616125 0.8720652 0.057316337 0.6102 0.38098885 0.049209625 1.59805 1.0124844 0.051001181



STMN1 BX647885_bp1130_R AGCTAAAAAGGAGTCGTCTTCTATGCAATATCTCTTGAATATTGCATAGAAGACGACTCCGG Hs.209983 15506 1.5557375 0.28609317 0.000258153 -0.7364125 0.76018411 0.08609596 0.640925 0.38723591 0.045383463 1.604225 1.14616374 0.067892629
STMN1 BX647885_bp2389_R AGCTAAAAAGAGGCACAAATGGCTGCCAAATCTCTTGAATTTGGCAGCCATTTGTGCCTCGG Hs.209983 4728 0.2355875 0.48128737 0.34604956 -0.3795375 0.60158616 0.235741043 0.104 0.44986554 0.675293203 -0.1064 0.13764299 0.219821376
STMN1 BX647885_bp2389_R AGCTAAAAAGAGGCACAAATGGCTGCCAAATCTCTTGAATTTGGCAGCCATTTGTGCCTCGG Hs.209983 10104 0.2390625 0.38441668 0.279032117 -0.3828875 0.5695098 0.215747 0.1631 0.40725035 0.481709063 -0.025125 0.12820581 0.721280872
STMN1 BX647885_bp2389_R AGCTAAAAAGAGGCACAAATGGCTGCCAAATCTCTTGAATTTGGCAGCCATTTGTGCCTCGG Hs.209983 15480 0.2634625 0.41378623 0.256354124 -0.0058125 0.41212349 0.979307643 0.1564 0.4884033 0.56743921 -0.084475 0.15674222 0.360034214
STMN1 BX647885_bp369_R AGCTAAAAAGTAGCTACACTGTGATTATTATCTCTTGAATAATAATCACAGTGTAGCTACGG Hs.209983 4726 0.6284625 0.15856793 0.007029396 0.4371875 0.49699318 0.13525449 0.5728 0.51355687 0.111921975 0.898475 0.45358869 0.028723185
STMN1 BX647885_bp369_R AGCTAAAAAGTAGCTACACTGTGATTATTATCTCTTGAATAATAATCACAGTGTAGCTACGG Hs.209983 10102 0.6152875 0.16035593 0.007733699 0.4031125 0.52087452 0.172548347 0.57705 0.52499735 0.115355452 0.88315 0.41803146 0.024243484
STMN1 BX647885_bp369_R AGCTAAAAAGTAGCTACACTGTGATTATTATCTCTTGAATAATAATCACAGTGTAGCTACGG Hs.209983 15478 0.8834875 0.19443903 0.001959966 0.2218875 0.72169528 0.524321534 0.583375 0.55709454 0.127248371 0.9382 0.42943464 0.022172167
STRBP NM_018387_bp1148_R AGCTAAAAAGGATGGCCACTAGAACTTATATCTCTTGAATATAAGTTCTAGTGGCCATCCGG Hs.287659 3448 -0.31115 0.36092115 0.162728868 -0.0848875 0.56884101 0.762784594 0.4665 0.20462533 0.01977804 1.0419 0.3626278 0.038086498
STRBP NM_018387_bp1148_R AGCTAAAAAGGATGGCCACTAGAACTTATATCTCTTGAATATAAGTTCTAGTGGCCATCCGG Hs.287659 8824 0.16825 0.43715826 0.464950601 -0.0523125 0.69366759 0.868457976 0.491475 0.30357128 0.0479253 1.0691 0.31845095 0.028324625
STRBP NM_018387_bp1148_R AGCTAAAAAGGATGGCCACTAGAACTTATATCTCTTGAATATAAGTTCTAGTGGCCATCCGG Hs.287659 14200 -0.061325 0.36412241 0.761318895 0.1738875 0.32708745 0.4463063 0.5103 0.2857244 0.037499443 1.082066667 0.32704224 0.029125642
STRBP NM_018387_bp1673_R AGCTAAAAAGCCCCAGTCTTCACAATGTCTTCTCTTGAAAGACATTGTGAAGACTGGGGCGG Hs.287659 3452 -0.20095 0.31641634 0.310088398 -0.6812125 0.24789318 0.014080373 1.07605 0.36091045 0.009435615 0.3193 0.48318234 0.370885906
STRBP NM_018387_bp1673_R AGCTAAAAAGCCCCAGTCTTCACAATGTCTTCTCTTGAAAGACATTGTGAAGACTGGGGCGG Hs.287659 8828 -0.2581 0.53138509 0.336231915 -0.7085625 0.26299405 0.012514577 1.04195 0.40328556 0.014061019 0.292833333 0.48093244 0.402192572
STRBP NM_018387_bp1673_R AGCTAAAAAGCCCCAGTCTTCACAATGTCTTCTCTTGAAAGACATTGTGAAGACTGGGGCGG Hs.287659 14204 0.54225 1.15923502 0.297421439 -0.4379625 0.7496716 0.218007288 1.052475 0.3992905 0.013305529 0.274533333 0.37896202 0.336322102
STRBP NM_018387_bp2088_R AGCTAAAAAGAGGCGCAGGTCCAAATAAGATCTCTTGAATCTTATTTGGACCTGCGCCTCGG Hs.287659 3450 -0.4164 0.05827334 0.024651855 0.5350375 0.96220589 0.210920704 0.59025 0.2396285 0.016030425 0.92725 0.28750119 0.007557073
STRBP NM_018387_bp2088_R AGCTAAAAAGAGGCGCAGGTCCAAATAAGATCTCTTGAATCTTATTTGGACCTGCGCCTCGG Hs.287659 8826 -0.404475 0.07493694 0.028247548 0.0324375 0.16517848 0.869471522 0.631325 0.25007555 0.014985472 0.9728 0.33361115 0.0100432
STRBP NM_018387_bp2088_R AGCTAAAAAGAGGCGCAGGTCCAAATAAGATCTCTTGAATCTTATTTGGACCTGCGCCTCGG Hs.287659 14202 -0.32875 0.20800507 0.083161711 0.2128625 0.13326004 0.295752482 0.625125 0.28907414 0.022785462 0.989725 0.4246615 0.018634192
STYK1 NM_018423_bp1508_R AGCTAAAAAGAGCCTCTTCTACAACTATAGTCTCTTGAACTATAGTTGTAGAAGAGGCTCGG Hs.24979 587 0.509125 0.15396661 0.015856513 -0.2716 0.32640552 0.209361132
STYK1 NM_018423_bp1508_R AGCTAAAAAGAGCCTCTTCTACAACTATAGTCTCTTGAACTATAGTTGTAGAAGAGGCTCGG Hs.24979 5963 0.586075 0.18209405 0.010463136 -0.229625 0.36717163 0.303603821
STYK1 NM_018423_bp1508_R AGCTAAAAAGAGCCTCTTCTACAACTATAGTCTCTTGAACTATAGTTGTAGAAGAGGCTCGG Hs.24979 11339 0.646175 0.16441047 0.0064458 -0.0783 0.29547042 0.678106707
STYK1 NM_018423_bp354_R AGCTAAAAAGTCCCAACTTTGTTGGTTACTTCTCTTGAAAGTAACCAACAAAGTTGGGACGG Hs.24979 5964 0.1424 0.4011794 0.51215394 -0.27565 0.74795486 0.447628966
STYK1 NM_018423_bp354_R AGCTAAAAAGTCCCAACTTTGTTGGTTACTTCTCTTGAAAGTAACCAACAAAGTTGGGACGG Hs.24979 11340 0.163575 0.43544595 0.475742458 -0.291775 0.66821101 0.382754857
STYK1 NM_018423_bp354_R AGCTAAAAAGTCCCAACTTTGTTGGTTACTTCTCTTGAAAGTAACCAACAAAGTTGGGACGG Hs.24979 588 0.313925 0.53112959 0.252218878 -0.2988 0.74006509 0.464621757
SUDS3 NM_022491_bp3182_R AGCTAAAAAGCGGGTGTGTTCCAATATTCATCTCTTGAATGAATATTGGAACACACCCGCGG Hs.416630 2283 3.3896125 1.72587146 0.004116756 -0.6472375 0.75073736 0.088224532
SUDS3 NM_022491_bp3182_R AGCTAAAAAGCGGGTGTGTTCCAATATTCATCTCTTGAATGAATATTGGAACACACCCGCGG Hs.416630 7659 2.5897125 1.13226706 0.002345237 -0.8845875 0.54708026 0.014893647
SUDS3 NM_022491_bp3182_R AGCTAAAAAGCGGGTGTGTTCCAATATTCATCTCTTGAATGAATATTGGAACACACCCGCGG Hs.416630 13035 3.5784125 1.98611231 0.005822336 -0.7926125 0.67621076 0.036979644
SUDS3 NM_022491_bp390_R AGCTAAAAAGATGGCAAACTGTACTATGACTCTCTTGAAGTCATAGTACAGTTTGCCATCGG Hs.416630 2281 2.7084375 0.28984555 1.79E-05 0.3281125 1.01180954 0.440978393
SUDS3 NM_022491_bp390_R AGCTAAAAAGATGGCAAACTGTACTATGACTCTCTTGAAGTCATAGTACAGTTTGCCATCGG Hs.416630 7657 2.5882625 0.26393714 1.85E-05 0.2510375 0.94940382 0.531743106
SUDS3 NM_022491_bp390_R AGCTAAAAAGATGGCAAACTGTACTATGACTCTCTTGAAGTCATAGTACAGTTTGCCATCGG Hs.416630 13033 2.7131125 0.24458532 1.28E-05 0.2723875 1.00230995 0.51605653
SUDS3 NM_022491_bp762_R AGCTAAAAAGCCGGATGCTTCCAACTTTGTTCTCTTGAAACAAAGTTGGAAGCATCCGGCGG Hs.416630 2285 0.4695625 0.54608185 0.116227302 -0.8911875 0.7030586 0.026275528
SUDS3 NM_022491_bp762_R AGCTAAAAAGCCGGATGCTTCCAACTTTGTTCTCTTGAAACAAAGTTGGAAGCATCCGGCGG Hs.416630 7661 0.4077375 0.59930043 0.184856784 -0.7851875 0.83459499 0.061863156
SUDS3 NM_022491_bp762_R AGCTAAAAAGCCGGATGCTTCCAACTTTGTTCTCTTGAAACAAAGTTGGAAGCATCCGGCGG Hs.416630 13037 0.4501875 0.63113384 0.163856585 -1.0006125 0.73437933 0.018640862
SUHW3 BC051728_bp1513_R AGCTAAAAAGGCAACCCCCTACATGAATCATCTCTTGAATGATTCATGTAGGGGGTTGCCGG Hs.308418 4472 0.11825 0.47870513 0.622813117 0.13705 0.46811425 0.580965209 0.8173 3.09203653 0.506906783
SUHW3 BC051728_bp1513_R AGCTAAAAAGGCAACCCCCTACATGAATCATCTCTTGAATGATTCATGTAGGGGGTTGCCGG Hs.308418 9848 0.243825 0.55336437 0.374110147 -0.227625 0.47852035 0.380339742 1.872733333 1.15857732 0.01073553
SUHW3 BC051728_bp1513_R AGCTAAAAAGGCAACCCCCTACATGAATCATCTCTTGAATGATTCATGTAGGGGGTTGCCGG Hs.308418 15224 0.3781 0.39227479 0.116154285 -0.17315 0.41385545 0.456385906 0.7299 2.0554536 0.390448006
SUHW3 BC051728_bp1969_R AGCTAAAAAGAGCCTTGCTTTGAAGAACATTCTCTTGAAATGTTCTTCAAAGCAAGGCTCGG Hs.308418 4470 -0.216275 1.12667668 0.654152546 0.175075 0.20610472 0.31270048 -0.3375 0.47885271 0.392208486
SUHW3 BC051728_bp1969_R AGCTAAAAAGAGCCTTGCTTTGAAGAACATTCTCTTGAAATGTTCTTCAAAGCAAGGCTCGG Hs.308418 9846 -0.089825 0.57406459 0.740810066 0.137475 0.31539837 0.488391432 0.03835 0.15139156 0.908958956
SUHW3 BC051728_bp1969_R AGCTAAAAAGAGCCTTGCTTTGAAGAACATTCTCTTGAAATGTTCTTCAAAGCAAGGCTCGG Hs.308418 15222 -0.151925 0.74380342 0.650261794 -0.07805 0.31135507 0.686437333 -0.1677 0.19784848 0.625799361
SUHW3 BC051728_bp2212_R AGCTAAAAAGTGCCTTAAATGTGATTTCCTTCTCTTGAAAGGAAATCACATTTAAGGCACGG Hs.308418 4474 -0.573766667 0.7975796 0.191086141 -0.168025 0.44256637 0.486965658 -0.00853333 1.06049623 0.985468469
SUHW3 BC051728_bp2212_R AGCTAAAAAGTGCCTTAAATGTGATTTCCTTCTCTTGAAAGGAAATCACATTTAAGGCACGG Hs.308418 9850 -0.74 1.61845986 0.299025547 -0.2461 0.76900149 0.504436701 -0.0848 1.33419164 0.879885893
SUHW3 BC051728_bp2212_R AGCTAAAAAGTGCCTTAAATGTGATTTCCTTCTCTTGAAAGGAAATCACATTTAAGGCACGG Hs.308418 15226 -0.410375 0.64516537 0.203833707 -0.623975 0.4153916 0.03718286 -0.02086667 0.88151366 0.959559914
SUV39H1 NM_003173_bp1122_R AGCTAAAAAGGAGCTCACCTTTGATTACAATCTCTTGAATTGTAATCAAAGGTGAGCTCCGG Hs.522639 3054 0.3852 0.38536124 0.1081709 0.015975 0.50688882 0.951709859
SUV39H1 NM_003173_bp1122_R AGCTAAAAAGGAGCTCACCTTTGATTACAATCTCTTGAATTGTAATCAAAGGTGAGCTCCGG Hs.522639 8430 0.408775 0.38367692 0.092243243 0.0983 0.61529439 0.738446538
SUV39H1 NM_003173_bp1122_R AGCTAAAAAGGAGCTCACCTTTGATTACAATCTCTTGAATTGTAATCAAAGGTGAGCTCCGG Hs.522639 13806 0.338275 0.36182627 0.135801945 -0.007025 0.48619418 0.97831901
SUV39H1 NM_003173_bp1254_R AGCTAAAAAGACTGAGTCCTGCCGCAAATATCTCTTGAATATTTGCGGCAGGACTCAGTCGG Hs.522639 3056 0.800675 0.24616643 0.004117596 0.184825 0.87911833 0.623168632
SUV39H1 NM_003173_bp1254_R AGCTAAAAAGACTGAGTCCTGCCGCAAATATCTCTTGAATATTTGCGGCAGGACTCAGTCGG Hs.522639 8432 0.8193 0.26411408 0.004168693 0.1036 0.92478001 0.789401823
SUV39H1 NM_003173_bp1254_R AGCTAAAAAGACTGAGTCCTGCCGCAAATATCTCTTGAATATTTGCGGCAGGACTCAGTCGG Hs.522639 13808 0.880375 0.31493246 0.004225952 0.156675 0.79750264 0.654231235
SUV39H1 NM_003173_bp519_R AGCTAAAAAGGCCTTCGTGTACATCAATGATCTCTTGAATCATTGATGTACACGAAGGCCGG Hs.522639 3052 1.1621 0.36292491 0.001708509 -0.40305 0.43074594 0.136665646
SUV39H1 NM_003173_bp519_R AGCTAAAAAGGCCTTCGTGTACATCAATGATCTCTTGAATCATTGATGTACACGAAGGCCGG Hs.522639 8428 0.920775 0.5860416 0.016669804 -0.3189 0.17439283 0.144028464
SUV39H1 NM_003173_bp519_R AGCTAAAAAGGCCTTCGTGTACATCAATGATCTCTTGAATCATTGATGTACACGAAGGCCGG Hs.522639 13804 1.5538 0.40884692 0.000614905 -0.51855 0.78084676 0.164186025
SUV39H2 NM_024670_bp260_R AGCTAAAAAGATGGCCAGATTCTACAAATATCTCTTGAATATTTGTAGAATCTGGCCATCGG Hs.554883 3133 -0.028325 0.3331368 0.88273534 -0.434725 0.41363275 0.108592664
SUV39H2 NM_024670_bp260_R AGCTAAAAAGATGGCCAGATTCTACAAATATCTCTTGAATATTTGTAGAATCTGGCCATCGG Hs.554883 8509 -0.17915 0.20277647 0.289274381 -0.323525 0.40504179 0.207574449
SUV39H2 NM_024670_bp260_R AGCTAAAAAGATGGCCAGATTCTACAAATATCTCTTGAATATTTGTAGAATCTGGCCATCGG Hs.554883 13885 -0.0527 0.49695126 0.82900344 -0.4228 0.34801262 0.09938242
SUV39H2 NM_024670_bp755_R AGCTAAAAAGTGGTCCTGATTGTCCCAATATCTCTTGAATATTGGGACAATCAGGACCACGG Hs.554883 3135 0.5819 0.7409744 0.12319257 -0.3323 0.41429707 0.20049207
SUV39H2 NM_024670_bp755_R AGCTAAAAAGTGGTCCTGATTGTCCCAATATCTCTTGAATATTGGGACAATCAGGACCACGG Hs.554883 8511 1.271325 0.88195307 0.017462009 -0.07285 0.83320426 0.838938831
SUV39H2 NM_024670_bp755_R AGCTAAAAAGTGGTCCTGATTGTCCCAATATCTCTTGAATATTGGGACAATCAGGACCACGG Hs.554883 13887 0.441425 0.343396 0.062888471 -0.2482 0.27916725 0.271049942
SUV39H2 NM_024670_bp951_R AGCTAAAAAGGGAATCACGTATCTCTTTGATCTCTTGAATCAAAGAGATACGTGATTCCCGG Hs.554883 3137 -0.884675 0.37059747 0.00588471 -0.331775 0.31023011 0.165349882
SUV39H2 NM_024670_bp951_R AGCTAAAAAGGGAATCACGTATCTCTTTGATCTCTTGAATCAAAGAGATACGTGATTCCCGG Hs.554883 8513 -0.836425 0.19065206 0.002446501 -0.33585 0.29593367 0.156705544
SUV39H2 NM_024670_bp951_R AGCTAAAAAGGGAATCACGTATCTCTTTGATCTCTTGAATCAAAGAGATACGTGATTCCCGG Hs.554883 13889 -0.749625 0.36063715 0.010875396 -0.1685 0.28455473 0.444177148
SUV420H1 NM_017635_bp1005_R AGCTAAAAAGCTGCGTTTATAAACCATGATTCTCTTGAAATCATGGTTTATAAACGCAGCGG Hs.503001 3081 -1.3468 0.11488519 0.000180635 -1.04415 0.36193786 0.00307765
SUV420H1 NM_017635_bp1005_R AGCTAAAAAGCTGCGTTTATAAACCATGATTCTCTTGAAATCATGGTTTATAAACGCAGCGG Hs.503001 8457 -1.314225 0.20477958 0.000332743 -1.0117 0.36904691 0.003710805
SUV420H1 NM_017635_bp1005_R AGCTAAAAAGCTGCGTTTATAAACCATGATTCTCTTGAAATCATGGTTTATAAACGCAGCGG Hs.503001 13833 -1.413625 0.17443068 0.000195153 -0.973275 0.21788957 0.002414865
SUV420H1 NM_017635_bp1541_R AGCTAAAAAGCCTTTACTTTCAAAGATAAATCTCTTGAATTTATCTTTGAAAGTAAAGGCGG Hs.503001 3079 -1.111275 0.22285109 0.000820016 0.0074 1.48798057 0.989739549
SUV420H1 NM_017635_bp1541_R AGCTAAAAAGCCTTTACTTTCAAAGATAAATCTCTTGAATTTATCTTTGAAAGTAAAGGCGG Hs.503001 8455 -1.128625 0.15493432 0.000509592 -0.021425 1.51991889 0.970860086
SUV420H1 NM_017635_bp1541_R AGCTAAAAAGCCTTTACTTTCAAAGATAAATCTCTTGAATTTATCTTTGAAAGTAAAGGCGG Hs.503001 13831 -0.873 0.33624272 0.005015861 0.386775 1.29893757 0.459663028
SUV420H1 NM_017635_bp1638_R AGCTAAAAAGAGCCTAAAGTAGTTCTGTATTCTCTTGAAATACAGAACTACTTTAGGCTCGG Hs.503001 3083 -0.120975 0.10894422 0.414393695 -0.359925 0.21402286 0.114027693
SUV420H1 NM_017635_bp1638_R AGCTAAAAAGAGCCTAAAGTAGTTCTGTATTCTCTTGAAATACAGAACTACTTTAGGCTCGG Hs.503001 8459 -0.165925 0.21693268 0.33077826 -0.343975 0.29006231 0.146793933
SUV420H1 NM_017635_bp1638_R AGCTAAAAAGAGCCTAAAGTAGTTCTGTATTCTCTTGAAATACAGAACTACTTTAGGCTCGG Hs.503001 13835 -0.152475 0.1510703 0.331563178 -0.3913 0.27559091 0.103469234
SWAP70 AB014540_bp1067_R AGCTAAAAAGAGCGACAAATGAAGGAACTCTCTCTTGAAGAGTTCCTTCATTTGTCGCTCGG Hs.153026 4846 0.3530125 0.2555933 0.082094368 0.6478625 0.41222189 0.032457657
SWAP70 AB014540_bp1067_R AGCTAAAAAGAGCGACAAATGAAGGAACTCTCTCTTGAAGAGTTCCTTCATTTGTCGCTCGG Hs.153026 10222 0.3884625 0.24801711 0.06050149 0.5354875 0.3037406 0.034704192
SWAP70 AB014540_bp1067_R AGCTAAAAAGAGCGACAAATGAAGGAACTCTCTCTTGAAGAGTTCCTTCATTTGTCGCTCGG Hs.153026 15598 0.4130875 0.27906614 0.057601067 0.6447375 0.33739407 0.02236222
SWAP70 AB014540_bp1679_R AGCTAAAAAGAAGGATTAATTCGACTGATATCTCTTGAATATCAGTCGAATTAATCCTTCGG Hs.153026 4842 -0.2936875 0.28977385 0.146574395 0.2712625 0.6953768 0.428411531
SWAP70 AB014540_bp1679_R AGCTAAAAAGAAGGATTAATTCGACTGATATCTCTTGAATATCAGTCGAATTAATCCTTCGG Hs.153026 10218 -0.3120375 0.29435703 0.129686488 0.1947875 0.6425306 0.537910316
SWAP70 AB014540_bp1679_R AGCTAAAAAGAAGGATTAATTCGACTGATATCTCTTGAATATCAGTCGAATTAATCCTTCGG Hs.153026 15594 -0.2704125 0.21443486 0.138502179 0.3013625 0.69547162 0.383006989
SWAP70 AB014540_bp258_R AGCTAAAAAGCTACATGCCTTATTTAAACATCTCTTGAATGTTTAAATAAGGCATGTAGCGG Hs.153026 4844 -0.4233125 0.11056258 0.026504803 -0.5648125 0.46336254 0.062310532
SWAP70 AB014540_bp258_R AGCTAAAAAGCTACATGCCTTATTTAAACATCTCTTGAATGTTTAAATAAGGCATGTAGCGG Hs.153026 10220 -0.4679125 0.16013865 0.022261226 -0.4920625 0.35802599 0.058344256
SWAP70 AB014540_bp258_R AGCTAAAAAGCTACATGCCTTATTTAAACATCTCTTGAATGTTTAAATAAGGCATGTAGCGG Hs.153026 15596 -0.3740625 0.11668473 0.041096331 -0.4892875 0.34273208 0.055302048
SYK NM_003177_bp1003_R AGCTAAAAAGCGGGTGGAATAATCTCAAGATCTCTTGAATCTTGAGATTATTCCACCCGCGG Hs.371720 1556 3.65525 9.54403236 0.46682183
SYK NM_003177_bp1003_R AGCTAAAAAGCGGGTGGAATAATCTCAAGATCTCTTGAATCTTGAGATTATTCCACCCGCGG Hs.371720 6932 3.7068 9.45769462 0.45769487
SYK NM_003177_bp1003_R AGCTAAAAAGCGGGTGGAATAATCTCAAGATCTCTTGAATCTTGAGATTATTCCACCCGCGG Hs.371720 12308 3.29105 8.73269804 0.473299694
SYK NM_003177_bp2022_R AGCTAAAAAGCTGCGCAATTACTACTATGATCTCTTGAATCATAGTAGTAATTGCGCAGCGG Hs.371720 319 -0.8511 0.18630894 0.002209766 0.3309625 0.19787497 0.087852724
SYK NM_003177_bp2022_R AGCTAAAAAGCTGCGCAATTACTACTATGATCTCTTGAATCATAGTAGTAATTGCGCAGCGG Hs.371720 5695 -0.84535 0.19784227 0.002432709 0.3507875 0.18715398 0.072254158
SYK NM_003177_bp2022_R AGCTAAAAAGCTGCGCAATTACTACTATGATCTCTTGAATCATAGTAGTAATTGCGCAGCGG Hs.371720 11071 -0.783833333 0.23916775 0.015278991 0.2311125 0.20249321 0.198296816
SYNE1 NM_182961_bp13799_R AGCTAAAAAGCTCCTGAAATCGCTTATAAATCTCTTGAATTTATAAGCGATTTCAGGAGCGG Hs.12967 3564 -0.402433333 0.14593511 0.085326342 -0.2603 0.50600561 0.506295148
SYNE1 NM_182961_bp13799_R AGCTAAAAAGCTCCTGAAATCGCTTATAAATCTCTTGAATTTATAAGCGATTTCAGGAGCGG Hs.12967 8940 -0.4959 0.19490679 0.021071402 -0.47705 0.36705913 0.227598237
SYNE1 NM_182961_bp13799_R AGCTAAAAAGCTCCTGAAATCGCTTATAAATCTCTTGAATTTATAAGCGATTTCAGGAGCGG Hs.12967 14316 -0.157 0.76275605 0.646464597 -0.19758333 0.35898917 0.484230666
SYNE1 NM_182961_bp2168_R AGCTAAAAAGCTGAAGTCTTGGATCATTAATCTCTTGAATTAATGATCCAAGACTTCAGCGG Hs.12967 3566 -0.191775 0.22067633 0.27060477 -0.0094875 0.40792712 0.968431647
SYNE1 NM_182961_bp2168_R AGCTAAAAAGCTGAAGTCTTGGATCATTAATCTCTTGAATTAATGATCCAAGACTTCAGCGG Hs.12967 8942 -0.057625 0.19612627 0.716465658 0.1508625 0.55134278 0.58866921
SYNE1 NM_182961_bp2168_R AGCTAAAAAGCTGAAGTCTTGGATCATTAATCTCTTGAATTAATGATCCAAGACTTCAGCGG Hs.12967 14318 -0.1133 0.25590462 0.517486787 0.1677375 0.50032966 0.529364735
SYNE1 NM_182961_bp4856_R AGCTAAAAAGCAGGCCAAGTCAATCAAAGATCTCTTGAATCTTTGATTGACTTGGCCTGCGG Hs.12967 3568 0.9929 0.33211744 0.002803462 0.5807875 0.52929389 0.065293572
SYNE1 NM_182961_bp4856_R AGCTAAAAAGCAGGCCAAGTCAATCAAAGATCTCTTGAATCTTTGATTGACTTGGCCTGCGG Hs.12967 8944 0.791875 0.23381301 0.004005273 0.4135875 0.43983765 0.131174985
SYNE1 NM_182961_bp4856_R AGCTAAAAAGCAGGCCAAGTCAATCAAAGATCTCTTGAATCTTTGATTGACTTGGCCTGCGG Hs.12967 14320 0.789175 0.32149061 0.006974735 0.1203375 0.23192006 0.564725585
TAB3 NM_152787_bp1221_R AGCTAAAAAGGTCTCCTGGTTCTATTTATATCTCTTGAATATAAATAGAACCAGGAGACCGG Hs.188256 1433
TAB3 NM_152787_bp1221_R AGCTAAAAAGGTCTCCTGGTTCTATTTATATCTCTTGAATATAAATAGAACCAGGAGACCGG Hs.188256 6809
TAB3 NM_152787_bp1221_R AGCTAAAAAGGTCTCCTGGTTCTATTTATATCTCTTGAATATAAATAGAACCAGGAGACCGG Hs.188256 12185
TAB3 NM_152787_bp1815_R AGCTAAAAAGTGTTAATCCTGTGTATATTATCTCTTGAATAATATACACAGGATTAACACGG Hs.188256 2443
TAB3 NM_152787_bp1815_R AGCTAAAAAGTGTTAATCCTGTGTATATTATCTCTTGAATAATATACACAGGATTAACACGG Hs.188256 7819
TAB3 NM_152787_bp1815_R AGCTAAAAAGTGTTAATCCTGTGTATATTATCTCTTGAATAATATACACAGGATTAACACGG Hs.188256 13195
TAB3 NM_152787_bp2170_R AGCTAAAAAGCGGTTGAAGTCTGAAGTTAATCTCTTGAATTAACTTCAGACTTCAACCGCGG Hs.188256 2441
TAB3 NM_152787_bp2170_R AGCTAAAAAGCGGTTGAAGTCTGAAGTTAATCTCTTGAATTAACTTCAGACTTCAACCGCGG Hs.188256 7817
TAB3 NM_152787_bp2170_R AGCTAAAAAGCGGTTGAAGTCTGAAGTTAATCTCTTGAATTAACTTCAGACTTCAACCGCGG Hs.188256 13193
TANC1 BX648238_bp3126_R AGCTAAAAAGAAGGTAATCTGATTCATTAATCTCTTGAATTAATGAATCAGATTACCTTCGG Hs.599107 4552 -0.36485 1.1675835 0.472264597 0.3012 0.18736451 0.107281414 1.843966667 1.26255307 0.014875276
TANC1 BX648238_bp3126_R AGCTAAAAAGAAGGTAATCTGATTCATTAATCTCTTGAATTAATGAATCAGATTACCTTCGG Hs.599107 9928 -0.294166667 1.27801745 0.619025191 0.382025 0.27818123 0.082932064 1.8106 1.38283841 0.0210673
TANC1 BX648238_bp3126_R AGCTAAAAAGAAGGTAATCTGATTCATTAATCTCTTGAATTAATGAATCAGATTACCTTCGG Hs.599107 15304 0.1483 0.75548345 0.693602976 0.27755 0.09048737 0.099778551 1.793766667 1.51450419 0.028672479
TANC1 BX648238_bp3260_R AGCTAAAAAGCCAGCCCAGTTAGTGAACTATCTCTTGAATAGTTCACTAACTGGGCTGGCGG Hs.599107 4554 -0.176225 0.73559394 0.5970454 -0.2963 0.12920003 0.093094942 0.8083 1.14716865 0.147435185
TANC1 BX648238_bp3260_R AGCTAAAAAGCCAGCCCAGTTAGTGAACTATCTCTTGAATAGTTCACTAACTGGGCTGGCGG Hs.599107 9930 -0.140475 0.58510722 0.612918723 -0.23265 0.62542824 0.457032741 0.560766667 1.10495304 0.276375673
TANC1 BX648238_bp3260_R AGCTAAAAAGCCAGCCCAGTTAGTGAACTATCTCTTGAATAGTTCACTAACTGGGCTGGCGG Hs.599107 15306 -0.12915 0.95639944 0.754988652 0.084475 0.28337703 0.64881112 0.370433333 0.85811378 0.379418728
TANC1 BX648238_bp4318_R AGCTAAAAAGCTGCTACCCTTTAGAACAAATCTCTTGAATTTGTTCTAAAGGGTAGCAGCGG Hs.599107 4550 -1.22745 0.28967833 0.000807676 -0.409125 0.53601117 0.174730608 -0.43606667 0.41723722 0.170186304
TANC1 BX648238_bp4318_R AGCTAAAAAGCTGCTACCCTTTAGAACAAATCTCTTGAATTTGTTCTAAAGGGTAGCAGCGG Hs.599107 9926 -1.13315 0.04735015 0.000331139 -0.30175 0.82039503 0.442970851 -0.85066667 0.14067158 0.014322781
TANC1 BX648238_bp4318_R AGCTAAAAAGCTGCTACCCTTTAGAACAAATCTCTTGAATTTGTTCTAAAGGGTAGCAGCGG Hs.599107 15302 -1.2789 -0.030466667 0.41364416 0.908700315 -0.58953333 0.04871205 0.048432181
TANK NM_004180_bp1390_R AGCTAAAAAGGGATTTCCTTCGGCATCTTATCTCTTGAATAAGATGCCGAAGGAAATCCCGG Hs.556496 2656
TANK NM_004180_bp1390_R AGCTAAAAAGGGATTTCCTTCGGCATCTTATCTCTTGAATAAGATGCCGAAGGAAATCCCGG Hs.556496 8032
TANK NM_004180_bp1390_R AGCTAAAAAGGGATTTCCTTCGGCATCTTATCTCTTGAATAAGATGCCGAAGGAAATCCCGG Hs.556496 13408
TANK NM_004180_bp270_R AGCTAAAAAGAGCAGAGAATACGTGAACAATCTCTTGAATTGTTCACGTATTCTCTGCTCGG Hs.556496 1357
TANK NM_004180_bp270_R AGCTAAAAAGAGCAGAGAATACGTGAACAATCTCTTGAATTGTTCACGTATTCTCTGCTCGG Hs.556496 6733
TANK NM_004180_bp270_R AGCTAAAAAGAGCAGAGAATACGTGAACAATCTCTTGAATTGTTCACGTATTCTCTGCTCGG Hs.556496 12109
TANK NM_004180_bp695_R AGCTAAAAAGCCTATACAGTGTACGGATAATCTCTTGAATTATCCGTACACTGTATAGGCGG Hs.556496 2654
TANK NM_004180_bp695_R AGCTAAAAAGCCTATACAGTGTACGGATAATCTCTTGAATTATCCGTACACTGTATAGGCGG Hs.556496 8030
TANK NM_004180_bp695_R AGCTAAAAAGCCTATACAGTGTACGGATAATCTCTTGAATTATCCGTACACTGTATAGGCGG Hs.556496 13406
TAOK2 NM_016151_bp1011_R AGCTAAAAAGGTGCGGTTCTTACAGAAGCTTCTCTTGAAAGCTTCTGTAAGAACCGCACCGG Hs.291623 1718 3.108475 2.59086791 0.027441659 -5.87795 0.45049773 0.000969977
TAOK2 NM_016151_bp1011_R AGCTAAAAAGGTGCGGTTCTTACAGAAGCTTCTCTTGAAAGCTTCTGTAAGAACCGCACCGG Hs.291623 7094 3.26365 2.83392317 0.031479328 -4.446533333 2.33853289 0.01688013
TAOK2 NM_016151_bp1011_R AGCTAAAAAGGTGCGGTTCTTACAGAAGCTTCTCTTGAAAGCTTCTGTAAGAACCGCACCGG Hs.291623 12470 3.0346 1.98203962 0.011290243 -5.297333333 2.31682354 0.00953014
TAOK2 NM_016151_bp1521_R AGCTAAAAAGTCAGGACACTGGTCTGAGTATCTCTTGAATACTCAGACCAGTGTCCTGACGG Hs.291623 1720 -1.040575 2.15636786 0.2721477 0.0328
TAOK2 NM_016151_bp1521_R AGCTAAAAAGTCAGGACACTGGTCTGAGTATCTCTTGAATACTCAGACCAGTGTCCTGACGG Hs.291623 7096 -1.092275 2.21427291 0.262651764 2.115933333 1.69093398 0.057196491
TAOK2 NM_016151_bp1521_R AGCTAAAAAGTCAGGACACTGGTCTGAGTATCTCTTGAATACTCAGACCAGTGTCCTGACGG Hs.291623 12472 -1.21915 2.62156609 0.286232755 1.629466667 2.0983671 0.16533728
TAOK2 NM_016151_bp828_R AGCTAAAAAGGCTGAGCTCTTCTTCAAGGATCTCTTGAATCCTTGAAGAAGAGCTCAGCCGG Hs.291623 546 -0.242075 0.86806242 0.530727047 0.326833333 0.44441591 0.28187535
TAOK2 NM_016151_bp828_R AGCTAAAAAGGCTGAGCTCTTCTTCAAGGATCTCTTGAATCCTTGAAGAAGAGCTCAGCCGG Hs.291623 5922 -0.314225 0.78301417 0.383584371 0.733333333 0.23851592 0.026456817
TAOK2 NM_016151_bp828_R AGCTAAAAAGGCTGAGCTCTTCTTCAAGGATCTCTTGAATCCTTGAAGAAGAGCTCAGCCGG Hs.291623 11298 -0.607325 0.84076569 0.142937399 -0.1649 0.56224869 0.613443562
TAP1 NM_000593_bp1582_R AGCTAAAAAGGACCACTAGTATTTCAGGTATCTCTTGAATACCTGAAATACTAGTGGTCCGG Hs.352018 1467 -0.35305 0.23810125 0.122766156 0.1504875 0.43239649 0.443486225
TAP1 NM_000593_bp1582_R AGCTAAAAAGGACCACTAGTATTTCAGGTATCTCTTGAATACCTGAAATACTAGTGGTCCGG Hs.352018 6843 -0.372925 0.21961804 0.095197891 0.1977625 0.48379668 0.369362334
TAP1 NM_000593_bp1582_R AGCTAAAAAGGACCACTAGTATTTCAGGTATCTCTTGAATACCTGAAATACTAGTGGTCCGG Hs.352018 12219 -0.314825 0.17602981 0.136917211 0.1431875 0.60141569 0.527919182
TAP1 NM_000593_bp2103_R AGCTAAAAAGAGCCACAGGTATTTGGAAGATCTCTTGAATCTTCCAAATACCTGTGGCTCGG Hs.352018 1468 1.443575 0.63638876 0.003203492 0.8174875 0.29314295 0.005897291
TAP1 NM_000593_bp2103_R AGCTAAAAAGAGCCACAGGTATTTGGAAGATCTCTTGAATCTTCCAAATACCTGTGGCTCGG Hs.352018 6844 1.409375 0.64583697 0.003774983 0.8349625 0.28435168 0.00520963
TAP1 NM_000593_bp2103_R AGCTAAAAAGAGCCACAGGTATTTGGAAGATCTCTTGAATCTTCCAAATACCTGTGGCTCGG Hs.352018 12220 1.39225 0.6720958 0.004527441 0.8489375 0.36652116 0.006771437
TAP2 NM_000544_bp1143_R AGCTAAAAAGCATGAAGTCTGTCGCTATAATCTCTTGAATTATAGCGACAGACTTCATGCGG Hs.502 2552 -0.507433333 0.57777369 0.208680797 -0.4946375 0.46341819 0.111371592
TAP2 NM_000544_bp1143_R AGCTAAAAAGCATGAAGTCTGTCGCTATAATCTCTTGAATTATAGCGACAGACTTCATGCGG Hs.502 7928 -0.677825 0.17878438 0.00933922 -0.1992875 0.39399057 0.518301791
TAP2 NM_000544_bp1143_R AGCTAAAAAGCATGAAGTCTGTCGCTATAATCTCTTGAATTATAGCGACAGACTTCATGCGG Hs.502 13304 -0.7126 0.28260743 0.014001222 -0.1899125 0.1823443 0.4696945
TAP2 NM_000544_bp1316_R AGCTAAAAAGCAGCCTGCTTTCCTTTATGATCTCTTGAATCATAAAGGAAAGCAGGCTGCGG Hs.502 2550 -1.11085 0.32334692 0.00223474 -0.5094625 0.38920798 0.084898614
TAP2 NM_000544_bp1316_R AGCTAAAAAGCAGCCTGCTTTCCTTTATGATCTCTTGAATCATAAAGGAAAGCAGGCTGCGG Hs.502 7926 -1.114575 0.30776691 0.002003963 -0.4399375 0.33329302 0.114108352
TAP2 NM_000544_bp1316_R AGCTAAAAAGCAGCCTGCTTTCCTTTATGATCTCTTGAATCATAAAGGAAAGCAGGCTGCGG Hs.502 13302 -1.1285 0.31965083 0.002045204 -0.4268875 0.35968478 0.131798076



TAP2 NM_000544_bp1363_R AGCTAAAAAGTGCAGACCCTGGTATACATATCTCTTGAATATGTATACCAGGGTCTGCACGG Hs.502 2554 3.543525 0.93279755 0.000225758 0.6417625 0.71168175 0.06639102
TAP2 NM_000544_bp1363_R AGCTAAAAAGTGCAGACCCTGGTATACATATCTCTTGAATATGTATACCAGGGTCTGCACGG Hs.502 7930 3.837475 1.11596632 0.000336243 0.6704125 0.75212368 0.065502561
TAP2 NM_000544_bp1363_R AGCTAAAAAGTGCAGACCCTGGTATACATATCTCTTGAATATGTATACCAGGGTCTGCACGG Hs.502 13306 3.963275 1.14779249 0.00032772 0.6963125 0.70420554 0.050751846
TBC1D4 XM_375032_bp1836_R AGCTAAAAAGGTTGGGCGATTTGAGATTAATCTCTTGAATTAATCTCAAATCGCCCAACCGG 4736 0.2380625 0.40321347 0.292667198 0.2802625 0.52655708 0.319836704
TBC1D4 XM_375032_bp1836_R AGCTAAAAAGGTTGGGCGATTTGAGATTAATCTCTTGAATTAATCTCAAATCGCCCAACCGG 10112 -0.0273625 0.1064322 0.848140866 0.3794125 0.43882995 0.152911935
TBC1D4 XM_375032_bp1836_R AGCTAAAAAGGTTGGGCGATTTGAGATTAATCTCTTGAATTAATCTCAAATCGCCCAACCGG 15488 0.1798625 0.14256669 0.256751225 0.4878625 0.28011055 0.041399042
TBC1D4 XM_375032_bp1988_R AGCTAAAAAGCCAGTATATTTGTTATGTATTCTCTTGAAATACATAACAAATATACTGGCGG 4738 -0.8106125 0.31681325 0.00606267 -0.6679625 0.27409169 0.013874766
TBC1D4 XM_375032_bp1988_R AGCTAAAAAGCCAGTATATTTGTTATGTATTCTCTTGAAATACATAACAAATATACTGGCGG 10114 -0.7862375 0.31248379 0.006700336 -0.7091375 0.24836666 0.009601214
TBC1D4 XM_375032_bp1988_R AGCTAAAAAGCCAGTATATTTGTTATGTATTCTCTTGAAATACATAACAAATATACTGGCGG 15490 -0.7464875 0.30718981 0.008026815 -0.7273875 0.35287442 0.015969085
TBC1D5 NM_014744_bp2539_R AGCTAAAAAGGCCAACAATTGCTATTGTTATCTCTTGAATAACAATAGCAATTGTTGGCCGG Hs.475629 2378 -0.618625 0.20478209 0.014245293 -0.2847875 0.35285443 0.309713001
TBC1D5 NM_014744_bp2539_R AGCTAAAAAGGCCAACAATTGCTATTGTTATCTCTTGAATAACAATAGCAATTGTTGGCCGG Hs.475629 7754 -0.581925 0.20324033 0.017711111 -0.1726125 0.17090794 0.520282117
TBC1D5 NM_014744_bp2539_R AGCTAAAAAGGCCAACAATTGCTATTGTTATCTCTTGAATAACAATAGCAATTGTTGGCCGG Hs.475629 13130 -0.52745 0.19369708 0.026182709 -0.2179875 0.21715969 0.405417075
TBC1D5 NM_014744_bp2970_R AGCTAAAAAGGAGCAGACCTCATGAATAAATCTCTTGAATTTATTCATGAGGTCTGCTCCGG Hs.475629 2350 0.8389 0.59426207 0.021528174 0.8235875 0.98513435 0.066095822
TBC1D5 NM_014744_bp2970_R AGCTAAAAAGGAGCAGACCTCATGAATAAATCTCTTGAATTTATTCATGAGGTCTGCTCCGG Hs.475629 7726 0.8153 0.60170513 0.024540491 0.8024375 0.93528805 0.062900194
TBC1D5 NM_014744_bp2970_R AGCTAAAAAGGAGCAGACCTCATGAATAAATCTCTTGAATTTATTCATGAGGTCTGCTCCGG Hs.475629 13102 0.861725 0.63313174 0.023199839 0.2732125 0.64354707 0.31436243
TBC1D5 NM_014744_bp3009_R AGCTAAAAAGGTGCTCCCCTGAATATAAATTCTCTTGAAATTTATATTCAGGGGAGCACCGG Hs.475629 2352 -1.3709 0.33009751 0.000781551 -0.4514875 0.7410346 0.242782893
TBC1D5 NM_014744_bp3009_R AGCTAAAAAGGTGCTCCCCTGAATATAAATTCTCTTGAAATTTATATTCAGGGGAGCACCGG Hs.475629 7728 -1.308125 0.41338765 0.001791996 -0.3341625 0.72391011 0.384648309
TBC1D5 NM_014744_bp3009_R AGCTAAAAAGGTGCTCCCCTGAATATAAATTCTCTTGAAATTTATATTCAGGGGAGCACCGG Hs.475629 13104 -1.338775 0.39474437 0.001411128 -0.3735375 0.68353466 0.311275525
TBK1 NM_013254_bp1347_R AGCTAAAAAGCCAGTACCTTACTGCTTTATTCTCTTGAAATAAAGCAGTAAGGTACTGGCGG Hs.505874 428 -0.4251 0.70512482 0.217801944 -0.115733333 1.217533 0.847120923
TBK1 NM_013254_bp1347_R AGCTAAAAAGCCAGTACCTTACTGCTTTATTCTCTTGAAATAAAGCAGTAAGGTACTGGCGG Hs.505874 5804 -0.6951 1.03015343 0.157683716 -0.630133333 1.70211628 0.460937871
TBK1 NM_013254_bp1347_R AGCTAAAAAGCCAGTACCTTACTGCTTTATTCTCTTGAAATAAAGCAGTAAGGTACTGGCGG Hs.505874 11180 -0.405725 1.14288831 0.418470214 -0.170566667 1.291286 0.788292763
TBK1 NM_013254_bp1393_R AGCTAAAAAGATGGCTGATTGAATTAATTATCTCTTGAATAATTAATTCAATCAGCCATCGG Hs.505874 1566 1.30615 3.14983473 0.334863037 -0.460666667 3.72915408 0.794206775
TBK1 NM_013254_bp1393_R AGCTAAAAAGATGGCTGATTGAATTAATTATCTCTTGAATAATTAATTCAATCAGCCATCGG Hs.505874 6942 2.2453 4.85583225 0.28624012 -0.943333333 5.04105163 0.694060929
TBK1 NM_013254_bp1393_R AGCTAAAAAGATGGCTGATTGAATTAATTATCTCTTGAATAATTAATTCAATCAGCCATCGG Hs.505874 12318 2.29625 5.19141722 0.305207677 -1.1387 5.35792708 0.656094241
TBK1 NM_013254_bp420_R AGCTAAAAAGTGGGTGGAATGAATCATCTATCTCTTGAATAGATGATTCATTCCACCCACGG Hs.505874 6944 -0.77035 1.64741043 0.28906443 -1.441166667 0.60690125 0.013828183
TBK1 NM_013254_bp420_R AGCTAAAAAGTGGGTGGAATGAATCATCTATCTCTTGAATAGATGATTCATTCCACCCACGG Hs.505874 12320 -0.9463 1.91561271 0.263616786 -1.752033333 1.05548881 0.029220838
TBK1 NM_013254_bp420_R AGCTAAAAAGTGGGTGGAATGAATCATCTATCTCTTGAATAGATGATTCATTCCACCCACGG Hs.505874 1568 0.6006 0.4884
TBKBP1 NM_014726_bp1176_R AGCTAAAAAGCTCAACCAGTTCCAGCATGATCTCTTGAATCATGCTGGAACTGGTTGAGCGG Hs.94790 8414 2.001075 0.80450968 0.001910585 -0.1887 1.30900544 0.7151398
TBKBP1 NM_014726_bp1176_R AGCTAAAAAGCTCAACCAGTTCCAGCATGATCTCTTGAATCATGCTGGAACTGGTTGAGCGG Hs.94790 13790 1.584425 0.44059629 0.000696166 -0.054475 1.08388552 0.901185303
TBKBP1 NM_014726_bp1176_R AGCTAAAAAGCTCAACCAGTTCCAGCATGATCTCTTGAATCATGCTGGAACTGGTTGAGCGG Hs.94790 3038 1.6782 0.50570874 0.003147189 0.819
TBKBP1 NM_014726_bp1465_R AGCTAAAAAGGATCTGGCTTGAGTCATGCATCTCTTGAATGCATGACTCAAGCCAGATCCGG Hs.94790 3036 1.086933333 0.15092019 0.003582903 0.147925 0.4378888 0.554845788
TBKBP1 NM_014726_bp1465_R AGCTAAAAAGGATCTGGCTTGAGTCATGCATCTCTTGAATGCATGACTCAAGCCAGATCCGG Hs.94790 8412 1.270933333 0.72104764 0.019607635 0.060925 0.92556855 0.875017844
TBKBP1 NM_014726_bp1465_R AGCTAAAAAGGATCTGGCTTGAGTCATGCATCTCTTGAATGCATGACTCAAGCCAGATCCGG Hs.94790 13788 1.167333333 0.2185627 0.003456287 0.45235 1.10366783 0.32979881
TBKBP1 NM_014726_bp1794_R AGCTAAAAAGGGGAGAATCTTGAGGACTCTTCTCTTGAAAGAGTCCTCAAGATTCTCCCCGG Hs.94790 3034 -0.2429 0.54813506 0.372732603 0.47025 0.64340011 0.153927941
TBKBP1 NM_014726_bp1794_R AGCTAAAAAGGGGAGAATCTTGAGGACTCTTCTCTTGAAAGAGTCCTCAAGATTCTCCCCGG Hs.94790 8410 -0.22435 0.55111926 0.409251878 0.4626 0.62409393 0.153239157
TBKBP1 NM_014726_bp1794_R AGCTAAAAAGGGGAGAATCTTGAGGACTCTTCTCTTGAAAGAGTCCTCAAGATTCTCCCCGG Hs.94790 13786 -0.20235 0.51524692 0.433056055 0.4571 0.64934278 0.165932385
TBL1XR1 BX648935_bp2641_R AGCTAAAAAGGGACATATTTCTGCCAATTATCTCTTGAATAATTGGCAGAAATATGTCCCGG Hs.581171 4596 -0.132425 0.75946522 0.696885964 0.175375 0.29793782 0.372905355 0.196366667 1.05075606 0.675888011
TBL1XR1 BX648935_bp2641_R AGCTAAAAAGGGACATATTTCTGCCAATTATCTCTTGAATAATTGGCAGAAATATGTCCCGG Hs.581171 9972 -0.080725 0.70308249 0.799274354 0.1664 0.15791327 0.306309693 0.197066667 1.17296046 0.699075129
TBL1XR1 BX648935_bp2641_R AGCTAAAAAGGGACATATTTCTGCCAATTATCTCTTGAATAATTGGCAGAAATATGTCCCGG Hs.581171 15348 0.304966667 0.42425771 0.272933903 -0.091525 0.33981281 0.651675343 0.7603 0.65775073 0.119159192
TBL1XR1 BX648935_bp3733_R AGCTAAAAAGGGACTATGATACTGTAATAATCTCTTGAATTATTACAGTATCATAGTCCCGG Hs.581171 4598 0.4071 1.3186256 0.47386663 1.215575 1.11064149 0.05481378 -1.4218 0.5364112 0.016586721
TBL1XR1 BX648935_bp3733_R AGCTAAAAAGGGACTATGATACTGTAATAATCTCTTGAATTATTACAGTATCATAGTCCCGG Hs.581171 9974 0.16285 1.19831396 0.748687951 1.189175 1.12995069 0.061175964 -1.49265 0.74437131 0.020367538
TBL1XR1 BX648935_bp3733_R AGCTAAAAAGGGACTATGATACTGTAATAATCTCTTGAATTATTACAGTATCATAGTCCCGG Hs.581171 15350 0.415733333 1.48621831 0.54410422 1.220525 1.20117415 0.066766193 -1.92466667 1.10664672 0.008340433
TBL1XR1 BX648935_bp671_R AGCTAAAAAGAGCACATACTATAGCAAATATCTCTTGAATATTTGCTATAGTATGTGCTCGG Hs.581171 4600 0.4609 0.74071788 0.202218743 -0.301975 0.61862742 0.340849486 0.787666667 0.39473693 0.031881428
TBL1XR1 BX648935_bp671_R AGCTAAAAAGAGCACATACTATAGCAAATATCTCTTGAATATTTGCTATAGTATGTGCTCGG Hs.581171 9976 0.5679 0.8091781 0.154131214 -0.3497 0.56972821 0.251706315 1.049033333 0.05938791 0.005641402
TBL1XR1 BX648935_bp671_R AGCTAAAAAGAGCACATACTATAGCAAATATCTCTTGAATATTTGCTATAGTATGTGCTCGG Hs.581171 15352 0.316675 0.62943221 0.302390852 -0.536 0.40690791 0.056739137 0.8127 1.22111367 0.161947185
TBX21 NM_013351_bp1185_R AGCTAAAAAGGGAGAACTTTGAGTCCATGTTCTCTTGAAACATGGACTCAAAGTTCTCCCGG Hs.272409 4681 -0.0985875 0.67895938 0.749860505 -0.2522625 1.02395344 0.591910709
TBX21 NM_013351_bp1185_R AGCTAAAAAGGGAGAACTTTGAGTCCATGTTCTCTTGAAACATGGACTCAAAGTTCTCCCGG Hs.272409 10057 -0.0718625 0.56694344 0.788967846 -0.3028375 0.92885792 0.487381521
TBX21 NM_013351_bp1185_R AGCTAAAAAGGGAGAACTTTGAGTCCATGTTCTCTTGAAACATGGACTCAAAGTTCTCCCGG Hs.272409 15433 -0.1243125 0.72401342 0.703482581 -0.1557875 0.98571112 0.72914944
TBX21 NM_013351_bp1922_R AGCTAAAAAGGCCCTTCTCTGTTTAGTAGTTCTCTTGAAACTACTAAACAGAGAAGGGCCGG Hs.272409 4685 -0.4949125 0.37497404 0.051286805 0.2573125 0.43734542 0.301018116
TBX21 NM_013351_bp1922_R AGCTAAAAAGGCCCTTCTCTGTTTAGTAGTTCTCTTGAAACTACTAAACAGAGAAGGGCCGG Hs.272409 10061 -0.9142125 1.52966109 0.191264087 0.1611625 0.31835318 0.42345376
TBX21 NM_013351_bp1922_R AGCTAAAAAGGCCCTTCTCTGTTTAGTAGTTCTCTTGAAACTACTAAACAGAGAAGGGCCGG Hs.272409 15437 -0.1838375 0.33970335 0.364273908 0.2155375 0.24366813 0.249183505
TBX21 NM_013351_bp2396_R AGCTAAAAAGGCCCACATCTCAAGAAGCAATCTCTTGAATTGCTTCTTGAGATGTGGGCCGG Hs.272409 4683 1.191466667 0.32988838 0.005063235 0.2883 0.22020833 0.222047125
TBX21 NM_013351_bp2396_R AGCTAAAAAGGCCCACATCTCAAGAAGCAATCTCTTGAATTGCTTCTTGAGATGTGGGCCGG Hs.272409 10059 1.1695 0.14661913 0.002696491 -0.0952875 0.56845128 0.735968351
TBX21 NM_013351_bp2396_R AGCTAAAAAGGCCCACATCTCAAGAAGCAATCTCTTGAATTGCTTCTTGAGATGTGGGCCGG Hs.272409 15435 1.1625375 0.10311029 0.000347016 0.0869375 0.48443119 0.72948142
TCEB1 NM_005648_bp31_R AGCTAAAAAGACGAGAAACTACTAAAGTTCTCTCTTGAAGAACTTTAGTAGTTTCTCGTCGG Hs.554594 2185 -0.0100875 0.34621971 0.958873986 -0.5380125 0.36348216 0.050066655
TCEB1 NM_005648_bp31_R AGCTAAAAAGACGAGAAACTACTAAAGTTCTCTCTTGAAGAACTTTAGTAGTTTCTCGTCGG Hs.554594 7561 0.0239875 0.34904146 0.902878373 -0.5413125 0.38209189 0.051950353
TCEB1 NM_005648_bp31_R AGCTAAAAAGACGAGAAACTACTAAAGTTCTCTCTTGAAGAACTTTAGTAGTTTCTCGTCGG Hs.554594 12937 -0.0403875 0.30730917 0.827209908 -0.5562125 0.32167603 0.03924834
TCEB1 NM_005648_bp371_R AGCTAAAAAGCACCTGAAATTGCACTGGAATCTCTTGAATTCCAGTGCAATTTCAGGTGCGG Hs.554594 2187 -0.4929875 0.39527582 0.056915102 -1.3799
TCEB1 NM_005648_bp371_R AGCTAAAAAGCACCTGAAATTGCACTGGAATCTCTTGAATTCCAGTGCAATTTCAGGTGCGG Hs.554594 7563 -0.5074875 0.35579141 0.043278986 -1.3403
TCEB1 NM_005648_bp371_R AGCTAAAAAGCACCTGAAATTGCACTGGAATCTCTTGAATTCCAGTGCAATTTCAGGTGCGG Hs.554594 12939 -0.5457875 0.37756865 0.037936181 -1.425
TCEB1 NM_005648_bp401_R AGCTAAAAAGCTGCGAACTTCTTAGATTGTTCTCTTGAAACAATCTAAGAAGTTCGCAGCGG Hs.554594 2159 2.9665875 0.55973544 7.64E-05 0.7499125 0.9627345 0.097177914
TCEB1 NM_005648_bp401_R AGCTAAAAAGCTGCGAACTTCTTAGATTGTTCTCTTGAAACAATCTAAGAAGTTCGCAGCGG Hs.554594 7535 2.9770625 0.2910151 1.13E-05 0.4927375 1.05545378 0.276066992
TCEB1 NM_005648_bp401_R AGCTAAAAAGCTGCGAACTTCTTAGATTGTTCTCTTGAAACAATCTAAGAAGTTCGCAGCGG Hs.554594 12911 3.0855375 0.61113097 8.71E-05 0.6466375 0.87702513 0.119015841
TCEB2 NM_007108_bp425_R AGCTAAAAAGAGGCCCATTTCCCCCAATAATCTCTTGAATTATTGGGGGAAATGGGCCTCGG Hs.172772 1112 2.0816625 1.29295276 0.00994666 0.005375 2.03819994 0.99480823
TCEB2 NM_007108_bp425_R AGCTAAAAAGAGGCCCATTTCCCCCAATAATCTCTTGAATTATTGGGGGAAATGGGCCTCGG Hs.172772 6488 2.1157375 1.41259603 0.012957733 0.956116667 2.21215817 0.301754254
TCEB2 NM_007108_bp425_R AGCTAAAAAGAGGCCCATTTCCCCCAATAATCTCTTGAATTATTGGGGGAAATGGGCCTCGG Hs.172772 11864 2.435183333 1.00278886 0.005206016 -0.017925 2.00949141 0.982480768
TCEB2 NM_007108_bp55_R AGCTAAAAAGCGATGGACGTGTTCCTCATGTCTCTTGAACATGAGGAACACGTCCATCGCGG Hs.172772 12909 0.2894
TCEB2 NM_007108_bp55_R AGCTAAAAAGCGATGGACGTGTTCCTCATGTCTCTTGAACATGAGGAACACGTCCATCGCGG Hs.172772 7533
TCEB2 NM_007108_bp847_R AGCTAAAAAGGAGCCAGTGTCCTGGTTTGATCTCTTGAATCAAACCAGGACACTGGCTCCGG Hs.172772 2155 2.5957875 1.01851634 0.001506032 1.0079375 1.26673732 0.079640294
TCEB2 NM_007108_bp847_R AGCTAAAAAGGAGCCAGTGTCCTGGTTTGATCTCTTGAATCAAACCAGGACACTGGCTCCGG Hs.172772 7531 2.4391875 1.02836821 0.002071384 0.9481625 1.31963487 0.104262762
TCEB2 NM_007108_bp847_R AGCTAAAAAGGAGCCAGTGTCCTGGTTTGATCTCTTGAATCAAACCAGGACACTGGCTCCGG Hs.172772 12907 2.7293125 1.13278972 0.001859248 1.0731375 1.21623032 0.059110841
TCF12 NM_207037_bp2095_R AGCTAAAAAGAGAGGCGGATGGCTAACAATTCTCTTGAAATTGTTAGCCATCCGCCTCTCGG Hs.511504 3666 0.982825 0.38099397 0.004021826 0.0086625 0.50490236 0.97374952
TCF12 NM_207037_bp2095_R AGCTAAAAAGAGAGGCGGATGGCTAACAATTCTCTTGAAATTGTTAGCCATCCGCCTCTCGG Hs.511504 9042 0.820275 0.27413623 0.004415497 0.0888875 0.38469606 0.706433547
TCF12 NM_207037_bp2095_R AGCTAAAAAGAGAGGCGGATGGCTAACAATTCTCTTGAAATTGTTAGCCATCCGCCTCTCGG Hs.511504 14418 1.055125 0.4158917 0.003695954 0.2385375 0.2578575 0.28087658
TCF12 NM_207037_bp2236_R AGCTAAAAAGTGGCAGTCATCCTTAGTCTATCTCTTGAATAGACTAAGGATGACTGCCACGG Hs.511504 3664 0.48275 0.97343184 0.279172066 0.4461375 0.82458657 0.237818247
TCF12 NM_207037_bp2236_R AGCTAAAAAGTGGCAGTCATCCTTAGTCTATCTCTTGAATAGACTAAGGATGACTGCCACGG Hs.511504 9040 0.50695 0.41225815 0.056402059 -0.0897375 0.45100172 0.720938745
TCF12 NM_207037_bp2236_R AGCTAAAAAGTGGCAGTCATCCTTAGTCTATCTCTTGAATAGACTAAGGATGACTGCCACGG Hs.511504 14416 0.70005 0.40899125 0.018609448 -0.0493375 0.24067373 0.812322331
TCF12 NM_207037_bp494_R AGCTAAAAAGTCCTTCCTATGATTCATCTATCTCTTGAATAGATGAATCATAGGAAGGACGG Hs.511504 14414 0.517766667 0.87350675 0.257907107 0.46515 1.14176532 0.408898533
TCF12 NM_207037_bp494_R AGCTAAAAAGTCCTTCCTATGATTCATCTATCTCTTGAATAGATGAATCATAGGAAGGACGG Hs.511504 3662 0.976675 0.48157507 0.049569513 -1.5032
TCF12 NM_207037_bp494_R AGCTAAAAAGTCCTTCCTATGATTCATCTATCTCTTGAATAGATGAATCATAGGAAGGACGG Hs.511504 9038 0.471766667 0.71455784 0.232228097 -0.0802
TCF2 NM_000458_bp1065_R AGCTAAAAAGTCACTGAGGTCCGTGTCTACTCTCTTGAAGTAGACACGGACCTCAGTGACGG Hs.191144 5333 0.8222375 0.75454916 0.049503165 -1.08945 1.18942432 0.178041536
TCF2 NM_000458_bp1065_R AGCTAAAAAGTCACTGAGGTCCGTGTCTACTCTCTTGAAGTAGACACGGACCTCAGTGACGG Hs.191144 10709 0.6299875 0.58664998 0.060509271 -0.9558125 0.75088681 0.0394491
TCF2 NM_000458_bp1065_R AGCTAAAAAGTCACTGAGGTCCGTGTCTACTCTCTTGAAGTAGACACGGACCTCAGTGACGG Hs.191144 16085 1.4453625 0.61591325 0.003076846 -0.7842375 0.39709681 0.015611691
TCF2 NM_000458_bp1431_R AGCTAAAAAGTCAGCACCTTGACGAATATCTCTCTTGAAGATATTCGTCAAGGTGCTGACGG Hs.191144 5331 1.0147625 0.3566132 0.002991574 -0.7173625 0.20581972 0.00721555
TCF2 NM_000458_bp1431_R AGCTAAAAAGTCAGCACCTTGACGAATATCTCTCTTGAAGATATTCGTCAAGGTGCTGACGG Hs.191144 10707 1.0610625 0.35402523 0.002416821 -0.4644125 0.43206823 0.09316899
TCF2 NM_000458_bp1431_R AGCTAAAAAGTCAGCACCTTGACGAATATCTCTCTTGAAGATATTCGTCAAGGTGCTGACGG Hs.191144 16083 1.4037625 0.19521228 0.000228896 -0.4948375 0.52679176 0.111939441
TCF2 NM_000458_bp1712_R AGCTAAAAAGCTGCAGAACTCACACATGTATCTCTTGAATACATGTGTGAGTTCTGCAGCGG Hs.191144 5329 0.2132125 0.40676994 0.34288661 -0.5054375 0.50670744 0.099167154
TCF2 NM_000458_bp1712_R AGCTAAAAAGCTGCAGAACTCACACATGTATCTCTTGAATACATGTGTGAGTTCTGCAGCGG Hs.191144 10705 0.3244125 0.51525746 0.230071768 -0.4388125 0.42652422 0.105132605
TCF2 NM_000458_bp1712_R AGCTAAAAAGCTGCAGAACTCACACATGTATCTCTTGAATACATGTGTGAGTTCTGCAGCGG Hs.191144 16081 1.5800875 1.17745145 0.020490379 -0.1435125 1.20587479 0.790497834
TCF3 NM_003200_bp1193_R AGCTAAAAAGCCTGCAGAGTAAGATAGAAGTCTCTTGAACTTCTATCTTACTCTGCAGGCGG Hs.371282 3113 2.330425 0.50467406 0.000171635 0.01325 0.68493832 0.966228271
TCF3 NM_003200_bp1193_R AGCTAAAAAGCCTGCAGAGTAAGATAGAAGTCTCTTGAACTTCTATCTTACTCTGCAGGCGG Hs.371282 8489 2.23715 0.36342317 7.81E-05 0.2473 0.79942186 0.485862418
TCF3 NM_003200_bp1193_R AGCTAAAAAGCCTGCAGAGTAAGATAGAAGTCTCTTGAACTTCTATCTTACTCTGCAGGCGG Hs.371282 13865 2.45785 0.30721491 3.27E-05 0.11415 0.58202962 0.689511525
TCF3 NM_003200_bp162_R AGCTAAAAAGTTCGGAGGTTCAGGTCTTGATCTCTTGAATCAAGACCTGAACCTCCGAACGG Hs.371282 3115 2.087 0.57879949 0.000465113 0.148175 0.97229391 0.714013831
TCF3 NM_003200_bp162_R AGCTAAAAAGTTCGGAGGTTCAGGTCTTGATCTCTTGAATCAAGACCTGAACCTCCGAACGG Hs.371282 8491 2.121875 0.59686635 0.00047989 0.23945 0.90160467 0.534815796
TCF3 NM_003200_bp162_R AGCTAAAAAGTTCGGAGGTTCAGGTCTTGATCTCTTGAATCAAGACCTGAACCTCCGAACGG Hs.371282 13867 2.1545 0.60263408 0.000462325 0.251075 0.90526564 0.51709949
TCF3 NM_003200_bp1852_R AGCTAAAAAGAGCGGAACCTGAATCCCAAATCTCTTGAATTTGGGATTCAGGTTCCGCTCGG Hs.371282 3111 4.340025 1.35388908 0.000472154 0.1514 0.17870693 0.457213493
TCF3 NM_003200_bp1852_R AGCTAAAAAGAGCGGAACCTGAATCCCAAATCTCTTGAATTTGGGATTCAGGTTCCGCTCGG Hs.371282 8487 4.167 1.19589544 0.000330649 0.173175 0.16089065 0.393907745
TCF3 NM_003200_bp1852_R AGCTAAAAAGAGCGGAACCTGAATCCCAAATCTCTTGAATTTGGGATTCAGGTTCCGCTCGG Hs.371282 13863 4.378975 1.3913028 0.000510949 0.19975 0.17159195 0.332945774
TCL1A BQ057554_bp307_R AGCTAAAAAGCGCTTAGTGTACCACATCAATCTCTTGAATTGATGTGGTACACTAAGCGCGG Hs.2484 4543 3.6662 0.056575 1.42243897 0.92833515 5.22 7.16666865 0.106013446
TCL1A BQ057554_bp307_R AGCTAAAAAGCGCTTAGTGTACCACATCAATCTCTTGAATTGATGTGGTACACTAAGCGCGG Hs.2484 9919 5.6438 3.09557207 0.02150756 0.092275 1.38672615 0.880642417 4.3784 6.19185124 0.114310388
TCL1A BQ057554_bp307_R AGCTAAAAAGCGCTTAGTGTACCACATCAATCTCTTGAATTGATGTGGTACACTAAGCGCGG Hs.2484 15295 5.95735 3.11049202 0.018819218 0.058225 1.47022876 0.928534145 4.6639 6.69955391 0.118094259
TCL1A BQ057554_bp364_R AGCTAAAAAGCCAGATGACTGATGTATGGTTCTCTTGAAACCATACATCAGTCATCTGGCGG Hs.2484 4547 -1.161375 0.27166562 0.000922771 -0.8165 0.02305168 0.058285943 -0.0144 1.08710597 0.977981088
TCL1A BQ057554_bp364_R AGCTAAAAAGCCAGATGACTGATGTATGGTTCTCTTGAAACCATACATCAGTCATCTGGCGG Hs.2484 9923 -0.8508 0.40504374 0.008523372 -0.54995 0.12763277 0.134432615 -1.1799 0.16588725 0.019493935
TCL1A BQ057554_bp364_R AGCTAAAAAGCCAGATGACTGATGTATGGTTCTCTTGAAACCATACATCAGTCATCTGGCGG Hs.2484 15299 -0.8058 0.76844485 0.055242786 -1.0056 0.21844836 0.002017361 -1.3573 0.4584839 0.004579238
TCL1A BQ057554_bp440_R AGCTAAAAAGGGGATGTTGTGTTTCTGTTCTCTCTTGAAGAACAGAAACACAACATCCCCGG Hs.2484 4545 -0.814275 0.38232948 0.008888481 0.64965 0.47472244 0.04323492 0.971166667 0.80328968 0.045694703
TCL1A BQ057554_bp440_R AGCTAAAAAGGGGATGTTGTGTTTCTGTTCTCTCTTGAAGAACAGAAACACAACATCCCCGG Hs.2484 9921 -0.533825 0.47292344 0.062742411 0.469725 0.32175961 0.056554135 0.761166667 0.59775967 0.058918799
TCL1A BQ057554_bp440_R AGCTAAAAAGGGGATGTTGTGTTTCTGTTCTCTCTTGAAGAACAGAAACACAACATCCCCGG Hs.2484 15297 -0.951 0.764 0.901 0.7556933 0.051528491
TCL6 NM_014418_bp1804_R AGCTAAAAAGATGGATGCATGGGGAAGATCTCTCTTGAAGATCTTCCCCATGCATCCATCGG Hs.510368 3246 1.16865 0.55138452 0.005358762 0.2533875 1.43043739 0.651275178 0.9894 1.00052195 0.142366237 0.4084 0.66612033 0.307591386
TCL6 NM_014418_bp1804_R AGCTAAAAAGATGGATGCATGGGGAAGATCTCTCTTGAAGATCTTCCCCATGCATCCATCGG Hs.510368 8622 1.367575 0.42194574 0.001211791 0.1618375 0.68662017 0.60972029 0.9642 1.04065578 0.160934367 0.46975 0.76182342 0.305310064
TCL6 NM_014418_bp1804_R AGCTAAAAAGATGGATGCATGGGGAAGATCTCTCTTGAAGATCTTCCCCATGCATCCATCGG Hs.510368 13998 1.3785 0.1695767 0.000214027 0.1407875 0.37855337 0.55223363 0.936825 0.94057 0.140406071 0.45265 0.69090347 0.281383176
TCL6 NM_014418_bp1927_R AGCTAAAAAGACCCTGATCTACTGCATGTCTCTCTTGAAGACATGCAGTAGATCAGGGTCGG Hs.510368 3244 -1.09635 -0.4290125 0.73944634 0.222607673 1.011825 0.40618461 0.015544511 0.6759 0.25535746 0.044431555
TCL6 NM_014418_bp1927_R AGCTAAAAAGACCCTGATCTACTGCATGTCTCTCTTGAAGACATGCAGTAGATCAGGGTCGG Hs.510368 8620 -0.3188 0.6821745 0.380908108 -0.6725125 0.27133243 0.016050605 1.032975 0.32271161 0.007720828 0.777 0.27695482 0.039836626
TCL6 NM_014418_bp1927_R AGCTAAAAAGACCCTGATCTACTGCATGTCTCTCTTGAAGACATGCAGTAGATCAGGGTCGG Hs.510368 13996 -1.434825 0.4195409 0.000956816 -0.5504375 0.53616633 0.078366393 1.08725 0.36048542 0.009134268 0.7989 0.21376602 0.023043814
TCL6 NM_014418_bp2030_R AGCTAAAAAGTGCACATCCTACGTTACTATTCTCTTGAAATAGTAACGTAGGATGTGCACGG Hs.510368 3242 -0.316475 0.40599799 0.180270472 0.1222625 0.1845345 0.546331342 0.5877 0.46418813 0.085262385 0.667 0.44077269 0.056467188
TCL6 NM_014418_bp2030_R AGCTAAAAAGTGCACATCCTACGTTACTATTCTCTTGAAATAGTAACGTAGGATGTGCACGG Hs.510368 8618 -0.3019 0.32845845 0.230739009 0.3979875 0.37837266 0.124953424 0.514975 0.57433403 0.170823709 0.677 0.41259456 0.04636746
TCL6 NM_014418_bp2030_R AGCTAAAAAGTGCACATCCTACGTTACTATTCTCTTGAAATAGTAACGTAGGATGTGCACGG Hs.510368 13994 -0.4721 0.14236529 0.020036702 0.3022125 0.73094875 0.371694961 0.49805 0.51709296 0.149701957 0.6482 0.44280413 0.061113916
TDGF1 NM_003212_bp262_R AGCTAAAAAGATGGCCCGCTTCTCTTACAGTCTCTTGAACTGTAAGAGAAGCGGGCCATCGG Hs.385870 2153 0.11655 0.68212514 0.737315826 0.780483333 1.83553296 0.31607066
TDGF1 NM_003212_bp262_R AGCTAAAAAGATGGCCCGCTTCTCTTACAGTCTCTTGAACTGTAAGAGAAGCGGGCCATCGG Hs.385870 7529 0.2020625 0.63080976 0.496989801 0.4450625 3.16091775 0.705581239
TDGF1 NM_003212_bp262_R AGCTAAAAAGATGGCCCGCTTCTCTTACAGTCTCTTGAACTGTAAGAGAAGCGGGCCATCGG Hs.385870 12905 0.4183625 0.33214084 0.070012463 -0.0161125 1.71028762 0.98030871
TDGF1 NM_003212_bp566_R AGCTAAAAAGAGCACGATGTGCGCAAAGAGTCTCTTGAACTCTTTGCGCACATCGTGCTCGG Hs.385870 2151 3.1492375 1.76703786 0.006185714 0.931716667 3.10271741 0.45243543
TDGF1 NM_003212_bp566_R AGCTAAAAAGAGCACGATGTGCGCAAAGAGTCTCTTGAACTCTTTGCGCACATCGTGCTCGG Hs.385870 7527 3.0885625 1.85032409 0.008051294 1.415783333 3.94109672 0.371233315
TDGF1 NM_003212_bp566_R AGCTAAAAAGAGCACGATGTGCGCAAAGAGTCTCTTGAACTCTTTGCGCACATCGTGCTCGG Hs.385870 12903 2.9448875 1.5069133 0.004307712 1.20895 3.70211725 0.413746842
TDGF1 NM_003212_bp783_R AGCTAAAAAGCATCTGCCTTTCTATACAAATCTCTTGAATTTGTATAGAAAGGCAGATGCGG Hs.385870 2149 -0.8538875 0.10403726 0.0014605 0.3833125 0.35030993 0.128626713
TDGF1 NM_003212_bp783_R AGCTAAAAAGCATCTGCCTTTCTATACAAATCTCTTGAATTTGTATAGAAAGGCAGATGCGG Hs.385870 7525 -0.7965875 0.04453075 0.001688199 0.4507375 0.33578787 0.080493891
TDGF1 NM_003212_bp783_R AGCTAAAAAGCATCTGCCTTTCTATACAAATCTCTTGAATTTGTATAGAAAGGCAGATGCGG Hs.385870 12901 -0.7298375 0.10894018 0.002995876 0.4386625 0.33550011 0.086971436
TEC NM_003215_bp1079_R AGCTAAAAAGCTCCATTCCTGAGATTATTGTCTCTTGAACAATAATCTCAGGAATGGAGCGG Hs.479670 322 -0.57745 0.0847821 0.093515695 -0.2208875 0.34355937 0.304328708
TEC NM_003215_bp1079_R AGCTAAAAAGCTCCATTCCTGAGATTATTGTCTCTTGAACAATAATCTCAGGAATGGAGCGG Hs.479670 5698 -0.53525 0.00077782 0.107531022 -0.2716875 0.30052 0.19399222
TEC NM_003215_bp1079_R AGCTAAAAAGCTCCATTCCTGAGATTATTGTCTCTTGAACAATAATCTCAGGAATGGAGCGG Hs.479670 11074 -0.44145 0.00346482 0.15752381 -0.1954125 0.29851649 0.326368391
TEC NM_003215_bp1709_R AGCTAAAAAGGTGTCCACCTGAAGTGTTTATCTCTTGAATAAACACTTCAGGTGGACACCGG Hs.479670 323 -0.981033333 0.4822027 0.018873228 -0.5977375 0.30517072 0.02432862
TEC NM_003215_bp1709_R AGCTAAAAAGGTGTCCACCTGAAGTGTTTATCTCTTGAATAAACACTTCAGGTGGACACCGG Hs.479670 5699 -0.943766667 0.45047755 0.0188938 -0.6049625 0.31048974 0.024033308
TEC NM_003215_bp1709_R AGCTAAAAAGGTGTCCACCTGAAGTGTTTATCTCTTGAATAAACACTTCAGGTGGACACCGG Hs.479670 11075 -0.939533333 0.44452213 0.018724286 -0.5874125 0.30053111 0.025172414
TEC NM_003215_bp1884_R AGCTAAAAAGGCGTCCAACTATGTGTATGATCTCTTGAATCATACACATAGTTGGACGCCGG Hs.479670 1586 -0.7427 0.85273027 0.125984966 0.1124125 0.26715179 0.538466727
TEC NM_003215_bp1884_R AGCTAAAAAGGCGTCCAACTATGTGTATGATCTCTTGAATCATACACATAGTTGGACGCCGG Hs.479670 6962 -0.388125 0.99897329 0.384324444 0.1495375 0.30745262 0.448038576
TEC NM_003215_bp1884_R AGCTAAAAAGGCGTCCAACTATGTGTATGATCTCTTGAATCATACACATAGTTGGACGCCGG Hs.479670 12338 -0.3535 0.90307145 0.38593158 0.2006125 0.170424 0.235602299
TEK NM_000459_bp3163_R AGCTAAAAAGGCCATCGAGTCACTGAATTATCTCTTGAATAATTCAGTGACTCGATGGCCGG Hs.89640 130 -2.76005 3.11374471 0.121344066
TEK NM_000459_bp3163_R AGCTAAAAAGGCCATCGAGTCACTGAATTATCTCTTGAATAATTCAGTGACTCGATGGCCGG Hs.89640 5506 -3.48915 3.97881915 0.122387485
TEK NM_000459_bp3163_R AGCTAAAAAGGCCATCGAGTCACTGAATTATCTCTTGAATAATTCAGTGACTCGATGGCCGG Hs.89640 10882 -3.9939 4.91057375 0.141054837
TERT AF018167_bp1037_R AGCTAAAAAGACCAAGCACTTCCTCTACTCTCTCTTGAAGAGTAGAGGAAGTGCTTGGTCGG Hs.492203 3837 0.184166667 0.17596211 0.367764027 0.255075 0.5011861 0.34956729
TERT AF018167_bp1037_R AGCTAAAAAGACCAAGCACTTCCTCTACTCTCTCTTGAAGAGTAGAGGAAGTGCTTGGTCGG Hs.492203 9213 0.408666667 0.23557838 0.100767163 0.339 0.50170005 0.226326324



TERT AF018167_bp1037_R AGCTAAAAAGACCAAGCACTTCCTCTACTCTCTCTTGAAGAGTAGAGGAAGTGCTTGGTCGG Hs.492203 14589 0.4749 0.1416819 0.054474435 0.33465 0.46461511 0.216924662
TERT AF018167_bp2959_R AGCTAAAAAGGAACATGCGTCGCAAACTCTTCTCTTGAAAGAGTTTGCGACGCATGTTCCGG Hs.492203 3835 1.1726875 0.32574206 0.00127502 0.2276 0.28249645 0.310179478
TERT AF018167_bp2959_R AGCTAAAAAGGAACATGCGTCGCAAACTCTTCTCTTGAAAGAGTTTGCGACGCATGTTCCGG Hs.492203 9211 1.1828875 0.31691223 0.001153951 0.21525 0.33945455 0.356902458
TERT AF018167_bp2959_R AGCTAAAAAGGAACATGCGTCGCAAACTCTTCTCTTGAAAGAGTTTGCGACGCATGTTCCGG Hs.492203 14587 1.2250875 0.35731872 0.00129531 0.287225 0.32241322 0.22500897
TERT AF018167_bp3425_R AGCTAAAAAGCCCTCAGACTTCAAGACCATTCTCTTGAAATGGTCTTGAAGTCTGAGGGCGG Hs.492203 3833 -0.1177375 0.1213892 0.43110115 -0.58645 0.15146699 0.020133403
TERT AF018167_bp3425_R AGCTAAAAAGCCCTCAGACTTCAAGACCATTCTCTTGAAATGGTCTTGAAGTCTGAGGGCGG Hs.492203 9209 -0.0275625 0.20971615 0.863780886 -0.49285 0.11769714 0.036677763
TERT AF018167_bp3425_R AGCTAAAAAGCCCTCAGACTTCAAGACCATTCTCTTGAAATGGTCTTGAAGTCTGAGGGCGG Hs.492203 14585 -0.0938375 0.21237665 0.566893551 -0.4887 0.11353751 0.037570373
TESK1 NM_006285_bp1437_R AGCTAAAAAGGTGGCAAGATCAAGCTCTTATCTCTTGAATAAGAGCTTGATCTTGCCACCGG Hs.79358 5886 0.1966 6.2545009 0.943542138 -1.4446
TESK1 NM_006285_bp1437_R AGCTAAAAAGGTGGCAAGATCAAGCTCTTATCTCTTGAATAAGAGCTTGATCTTGCCACCGG Hs.79358 11262 0.19795 6.83383349 0.947927333 -3.79685 1.58851538 0.02294125
TESK1 NM_006285_bp1437_R AGCTAAAAAGGTGGCAAGATCAAGCTCTTATCTCTTGAATAAGAGCTTGATCTTGCCACCGG Hs.79358 510 -1.737
TESK1 NM_006285_bp1803_R AGCTAAAAAGGACCCGTCCTCAATAACAATTCTCTTGAAATTGTTATTGAGGACGGGTCCGG Hs.79358 1821 0.33295 0.73648433 0.335639299 2.2433
TESK1 NM_006285_bp1803_R AGCTAAAAAGGACCCGTCCTCAATAACAATTCTCTTGAAATTGTTATTGAGGACGGGTCCGG Hs.79358 7197 0.20735 1.13753673 0.669975003 -0.571533333 3.50758128 0.731993732
TESK1 NM_006285_bp1803_R AGCTAAAAAGGACCCGTCCTCAATAACAATTCTCTTGAAATTGTTATTGAGGACGGGTCCGG Hs.79358 12573 -0.230275 4.09922315 0.89051204 -0.661333333 3.47412994 0.690106154
TESK1 NM_006285_bp469_R AGCTAAAAAGCTTCTTCTCTGAGGTCTACATCTCTTGAATGTAGACCTCAGAGAAGAAGCGG Hs.79358 511 0.228275 0.21823918 0.199220019 0.7284 1.65697896 0.389653452
TESK1 NM_006285_bp469_R AGCTAAAAAGCTTCTTCTCTGAGGTCTACATCTCTTGAATGTAGACCTCAGAGAAGAAGCGG Hs.79358 5887 0.113825 0.21862302 0.494296735 0.6777 1.84177517 0.461959729
TESK1 NM_006285_bp469_R AGCTAAAAAGCTTCTTCTCTGAGGTCTACATCTCTTGAATGTAGACCTCAGAGAAGAAGCGG Hs.79358 11263 0.117075 0.25459928 0.503497354 0.663366667 1.77595398 0.456431019
TESK2 NM_007170_bp1727_R AGCTAAAAAGCCTGAGTTCTTGCATCAAGATCTCTTGAATCTTGATGCAAGAACTCAGGCGG Hs.525091 5939 -0.931566667 0.77082919 0.05860671 -0.234966667 2.83875707 0.861366226
TESK2 NM_007170_bp1727_R AGCTAAAAAGCCTGAGTTCTTGCATCAAGATCTCTTGAATCTTGATGCAAGAACTCAGGCGG Hs.525091 11315 -0.120533333 1.16799457 0.822799933 -2.75285 5.36616265 0.351459574
TESK2 NM_007170_bp1727_R AGCTAAAAAGCCTGAGTTCTTGCATCAAGATCTCTTGAATCTTGATGCAAGAACTCAGGCGG Hs.525091 563
TESK2 NM_007170_bp1880_R AGCTAAAAAGGCTATGGACTGCTCCATTCTTCTCTTGAAAGAATGGAGCAGTCCATAGCCGG Hs.525091 564 0.24425 1.31257582 0.660529059 0.353666667 1.38325154 0.606916243
TESK2 NM_007170_bp1880_R AGCTAAAAAGGCTATGGACTGCTCCATTCTTCTCTTGAAAGAATGGAGCAGTCCATAGCCGG Hs.525091 5940 0.2626 1.31978048 0.639024685 0.370733333 1.37086276 0.587463353
TESK2 NM_007170_bp1880_R AGCTAAAAAGGCTATGGACTGCTCCATTCTTCTCTTGAAAGAATGGAGCAGTCCATAGCCGG Hs.525091 11316 0.19415 1.28668621 0.721129331 0.517466667 1.13956294 0.387788069
TFAP2A BC017754_bp1328_R AGCTAAAAAGTCTCCGCCATCCCTATTAACTCTCTTGAAGTTAATAGGGATGGCGGAGACGG Hs.519880 4341 0.68225 0.21258706 0.006638996 0.078375 0.72510836 0.818941305 -0.0331 0.68544046 0.925426824
TFAP2A BC017754_bp1328_R AGCTAAAAAGTCTCCGCCATCCCTATTAACTCTCTTGAAGTTAATAGGGATGGCGGAGACGG Hs.519880 15093 0.528525 0.57653602 0.095382564 -0.1868 1.08247206 0.731162066 0.2446 0.98010675 0.586382717
TFAP2A BC017754_bp1328_R AGCTAAAAAGTCTCCGCCATCCCTATTAACTCTCTTGAAGTTAATAGGGATGGCGGAGACGG Hs.519880 9717 0.560766667 0.44540006 0.085041918 -0.1046 0.1503309 0.713160159 0.27555 1.44200286 0.665485199
TFAP2A BC017754_bp1712_R AGCTAAAAAGCTGAATTTCTCAACCGACAATCTCTTGAATTGTCGGTTGAGAAATTCAGCGG Hs.519880 4343 -0.239025 0.85414311 0.530188526 -0.268066667 0.45922746 0.372008064 0.540833333 0.36776099 0.094458543
TFAP2A BC017754_bp1712_R AGCTAAAAAGCTGAATTTCTCAACCGACAATCTCTTGAATTGTCGGTTGAGAAATTCAGCGG Hs.519880 9719 -0.362975 0.70854189 0.284422872 -0.726775 0.61322459 0.054692078 0.779466667 0.36965065 0.031095697
TFAP2A BC017754_bp1712_R AGCTAAAAAGCTGAATTTCTCAACCGACAATCTCTTGAATTGTCGGTTGAGAAATTCAGCGG Hs.519880 15095 -0.380575 0.9929059 0.390536136 -0.587525 0.40576011 0.04286242 0.336166667 0.58016906 0.326326124
TFAP2A BF508293_bp344_R AGCTAAAAAGCCGAACCCCTCAGTCTCATATCTCTTGAATATGAGACTGAGGGGTTCGGCGG Hs.519880 4345 -0.85925 0.2273817 0.002700217 1.40185 0.34542166 0.025314629 0.524933333 1.32763166 0.368032944
TFAP2A BF508293_bp344_R AGCTAAAAAGCCGAACCCCTCAGTCTCATATCTCTTGAATATGAGACTGAGGGGTTCGGCGG Hs.519880 15097 -0.639675 0.17291322 0.007011341 1.47 0.25087943 0.003097073 0.16105 1.31076384 0.785350825
TFAP2A BF508293_bp344_R AGCTAAAAAGCCGAACCCCTCAGTCTCATATCTCTTGAATATGAGACTGAGGGGTTCGGCGG Hs.519880 9721 -0.883833333 0.24710229 0.010443774 1.2241 0.38514423 0.002614652
TFAP2A BF508293_bp403_R AGCTAAAAAGGCTTGGGCATTTCACTTTCGTCTCTTGAACGAAAGTGAAATGCCCAAGCCGG Hs.519880 4319 0.7505 0.3341893 0.009246786 -0.202325 0.53310268 0.464098479 0.007766667 1.14954128 0.987554881
TFAP2A BF508293_bp403_R AGCTAAAAAGGCTTGGGCATTTCACTTTCGTCTCTTGAACGAAAGTGAAATGCCCAAGCCGG Hs.519880 9695 1.069033333 0.6231142 0.024322107 -0.993466667 0.76239696 0.064792589 0.64365 0.97729228 0.234492134
TFAP2A BF508293_bp403_R AGCTAAAAAGGCTTGGGCATTTCACTTTCGTCTCTTGAACGAAAGTGAAATGCCCAAGCCGG Hs.519880 15071 1.340233333 0.79515992 0.021102838 0.581 1.25667017 0.339902499
TFAP2A BF508293_bp68_R AGCTAAAAAGGCGGAGATCTTGACTTCACTTCTCTTGAAAGTGAAGTCAAGATCTCCGCCGG Hs.519880 4317 1.20215 0.7868915 0.014882725 -0.574025 0.28618195 0.025207932 -0.10436667 0.73248177 0.776955337
TFAP2A BF508293_bp68_R AGCTAAAAAGGCGGAGATCTTGACTTCACTTCTCTTGAAAGTGAAGTCAAGATCTCCGCCGG Hs.519880 9693 1.148475 0.9639543 0.033238928 -0.62655 0.18700177 0.010877927 -0.2839 0.59393033 0.405318106
TFAP2A BF508293_bp68_R AGCTAAAAAGGCGGAGATCTTGACTTCACTTCTCTTGAAAGTGAAGTCAAGATCTCCGCCGG Hs.519880 15069 1.2774 0.9558553 0.022289523 -0.7243 0.2306895 0.008005127 -0.27926667 0.76909074 0.47182718
TFG NM_006070_bp1105_R AGCTAAAAAGCCTCAACAGTATGGTATTCATCTCTTGAATGAATACCATACTGTTGAGGCGG Hs.518123 2736 -0.10545 0.52046836 0.677712064 0.2248 0.89446248 0.557035165
TFG NM_006070_bp1105_R AGCTAAAAAGCCTCAACAGTATGGTATTCATCTCTTGAATGAATACCATACTGTTGAGGCGG Hs.518123 8112 -0.06965 0.40329207 0.74494761 -0.11 0.86532321 0.765784315
TFG NM_006070_bp1105_R AGCTAAAAAGCCTCAACAGTATGGTATTCATCTCTTGAATGAATACCATACTGTTGAGGCGG Hs.518123 13488 -0.23045 0.28038399 0.2301339 0.04745 0.85009288 0.896089918
TFG NM_006070_bp1444_R AGCTAAAAAGCCTAATCCTTATGCGCGTAATCTCTTGAATTACGCGCATAAGGATTAGGCGG Hs.518123 2764 0.062733333 0.57575631 0.838129295 1.83275 1.67563094 0.049440945
TFG NM_006070_bp1444_R AGCTAAAAAGCCTAATCCTTATGCGCGTAATCTCTTGAATTACGCGCATAAGGATTAGGCGG Hs.518123 8140 0.284433333 0.78127853 0.472846984 1.861 1.66269089 0.046481054
TFG NM_006070_bp1444_R AGCTAAAAAGCCTAATCCTTATGCGCGTAATCTCTTGAATTACGCGCATAAGGATTAGGCGG Hs.518123 13516 0.021833333 0.55820234 0.942011194 0.1545 3.09877708 0.897776271
TFG NM_006070_bp863_R AGCTAAAAAGCGTTTGGCTTAACAGATGATTCTCTTGAAATCATCTGTTAAGCCAAACGCGG Hs.518123 2762 -0.1818 0.19187374 0.379551785 0.128625 0.44002831 0.607023962
TFG NM_006070_bp863_R AGCTAAAAAGCGTTTGGCTTAACAGATGATTCTCTTGAAATCATCTGTTAAGCCAAACGCGG Hs.518123 8138 -0.674725 0.52527562 0.037766694 0.538975 0.42580245 0.060245178
TFG NM_006070_bp863_R AGCTAAAAAGCGTTTGGCTTAACAGATGATTCTCTTGAAATCATCTGTTAAGCCAAACGCGG Hs.518123 13514 -0.105175 0.74293869 0.752007853 -0.31875 0.31774847 0.182466797
TGFA NM_003236_bp1316_R AGCTAAAAAGCTGGGTTACTGGTAGGAATATCTCTTGAATATTCCTACCAGTAACCCAGCGG Hs.170009 2145 0.4628875 0.51352953 0.108026365 -0.7998625 0.48460619 0.017573193
TGFA NM_003236_bp1316_R AGCTAAAAAGCTGGGTTACTGGTAGGAATATCTCTTGAATATTCCTACCAGTAACCCAGCGG Hs.170009 7521 0.3341875 0.55422762 0.239228569 -0.5362625 0.27553276 0.038903358
TGFA NM_003236_bp1316_R AGCTAAAAAGCTGGGTTACTGGTAGGAATATCTCTTGAATATTCCTACCAGTAACCCAGCGG Hs.170009 12897 0.2682625 0.6884854 0.406174557 -0.0406125 0.31463335 0.853838659
TGFA NM_003236_bp1825_R AGCTAAAAAGGAGCAATTGTTCCCCTGACATCTCTTGAATGTCAGGGGAACAATTGCTCCGG Hs.170009 2147 -0.0744875 0.50334786 0.762760753 0.6990875 1.32815789 0.210621245
TGFA NM_003236_bp1825_R AGCTAAAAAGGAGCAATTGTTCCCCTGACATCTCTTGAATGTCAGGGGAACAATTGCTCCGG Hs.170009 7523 -0.0606375 0.48902336 0.801783736 0.7330875 1.33397442 0.193478512
TGFA NM_003236_bp1825_R AGCTAAAAAGGAGCAATTGTTCCCCTGACATCTCTTGAATGTCAGGGGAACAATTGCTCCGG Hs.170009 12899 -0.0364875 0.49240227 0.880229634 0.7191875 1.31395945 0.195798411
TGFA NM_003236_bp365_R AGCTAAAAAGCTGTCCTTATCATCACATGTTCTCTTGAAACATGTGATGATAAGGACAGCGG Hs.170009 1111 -1.1611875 0.30938524 0.001193046 0.2259375 0.31079504 0.324026627
TGFA NM_003236_bp365_R AGCTAAAAAGCTGTCCTTATCATCACATGTTCTCTTGAAACATGTGATGATAAGGACAGCGG Hs.170009 6487 -1.2045625 0.24856601 0.000667098 0.1583875 0.33081533 0.487410026
TGFA NM_003236_bp365_R AGCTAAAAAGCTGTCCTTATCATCACATGTTCTCTTGAAACATGTGATGATAAGGACAGCGG Hs.170009 11863 -1.1841375 0.31219642 0.001111978 0.2274375 0.31628408 0.323198656
TGFB1 NM_000660_bp1476_R AGCTAAAAAGAGGGGAAATTGAGGGCTTTCTCTCTTGAAGAAAGCCCTCAATTTCCCCTCGG Hs.1103 2141 2.0631 2.058075 3.21015872 0.150370693
TGFB1 NM_000660_bp1476_R AGCTAAAAAGAGGGGAAATTGAGGGCTTTCTCTCTTGAAGAAAGCCCTCAATTTCCCCTCGG Hs.1103 7517 1.5667 2.045125 3.35886328 0.165999775
TGFB1 NM_000660_bp1476_R AGCTAAAAAGAGGGGAAATTGAGGGCTTTCTCTCTTGAAGAAAGCCCTCAATTTCCCCTCGG Hs.1103 12893 1.8177 1.988375 3.40249177 0.179599292
TGFB1 NM_000660_bp1684_R AGCTAAAAAGGACACCAACTATTGCTTCAGTCTCTTGAACTGAAGCAATAGTTGGTGTCCGG Hs.1103 2143 -0.1150125 0.29275124 0.532947393 0.1117375 0.42574485 0.649731822
TGFB1 NM_000660_bp1684_R AGCTAAAAAGGACACCAACTATTGCTTCAGTCTCTTGAACTGAAGCAATAGTTGGTGTCCGG Hs.1103 7519 -0.1228125 0.30215273 0.512391642 0.1580375 0.49218349 0.549627599
TGFB1 NM_000660_bp1684_R AGCTAAAAAGGACACCAACTATTGCTTCAGTCTCTTGAACTGAAGCAATAGTTGGTGTCCGG Hs.1103 12895 -0.1166875 0.28337444 0.521741625 0.1607125 0.49948413 0.545872887
TGFB1 NM_000660_bp1972_R AGCTAAAAAGGAGCAGCTGTCCAACATGATTCTCTTGAAATCATGTTGGACAGCTGCTCCGG Hs.1103 1110 -0.0400625 0.71577275 0.90076453 -0.3756625 0.37778022 0.143343515
TGFB1 NM_000660_bp1972_R AGCTAAAAAGGAGCAGCTGTCCAACATGATTCTCTTGAAATCATGTTGGACAGCTGCTCCGG Hs.1103 6486 -0.0380625 0.69256131 0.903132618 -0.2555125 0.84552566 0.489063076
TGFB1 NM_000660_bp1972_R AGCTAAAAAGGAGCAGCTGTCCAACATGATTCTCTTGAAATCATGTTGGACAGCTGCTCCGG Hs.1103 11862 0.0442875 0.69637057 0.887915847 -0.4398375 0.44893727 0.115011066
TGFB2 NM_003238_bp1093_R AGCTAAAAAGGATGCGGCCTATTGCTTTAGTCTCTTGAACTAAAGCAATAGGCCGCATCCGG Hs.133379 1109 -0.6922125 0.18139997 0.00527064 -1.0946875 0.97363474 0.029319892
TGFB2 NM_003238_bp1093_R AGCTAAAAAGGATGCGGCCTATTGCTTTAGTCTCTTGAACTAAAGCAATAGGCCGCATCCGG Hs.133379 6485 -0.7341875 0.14430435 0.003399493 -0.9509375 0.81216428 0.029859807
TGFB2 NM_003238_bp1093_R AGCTAAAAAGGATGCGGCCTATTGCTTTAGTCTCTTGAACTAAAGCAATAGGCCGCATCCGG Hs.133379 11861 -0.6916625 0.15557445 0.004637687 -1.1298375 0.98389887 0.026835981
TGFB2 NM_003238_bp1267_R AGCTAAAAAGGTCCTGAGCTTATATAATACTCTCTTGAAGTATTATATAAGCTCAGGACCGG Hs.133379 1108 -0.1043375 0.51021159 0.676696183 0.6375125 0.75705524 0.093528616
TGFB2 NM_003238_bp1267_R AGCTAAAAAGGTCCTGAGCTTATATAATACTCTCTTGAAGTATTATATAAGCTCAGGACCGG Hs.133379 6484 -0.0365875 0.52241001 0.884709243 0.6579875 0.73715831 0.081225679
TGFB2 NM_003238_bp1267_R AGCTAAAAAGGTCCTGAGCTTATATAATACTCTCTTGAAGTATTATATAAGCTCAGGACCGG Hs.133379 11860 -0.2675125 0.56985076 0.342900381 0.5845375 0.77937184 0.123819662
TGFB2 NM_003238_bp824_R AGCTAAAAAGACAGGAACCTGGGATTTAAATCTCTTGAATTTAAATCCCAGGTTCCTGTCGG Hs.133379 1107 -0.7257625 0.47437195 0.023005918 -1.1467125 0.92401479 0.020945868
TGFB2 NM_003238_bp824_R AGCTAAAAAGACAGGAACCTGGGATTTAAATCTCTTGAATTTAAATCCCAGGTTCCTGTCGG Hs.133379 6483 -0.7534375 0.49556015 0.022365629 -1.2321625 0.98966007 0.019440342
TGFB2 NM_003238_bp824_R AGCTAAAAAGACAGGAACCTGGGATTTAAATCTCTTGAATTTAAATCCCAGGTTCCTGTCGG Hs.133379 11859 -0.7082625 0.53792575 0.033993833 -1.38461667 1.180358 0.034656852
TGFB3 NM_003239_bp1336_R AGCTAAAAAGCTGGGACTGTACAACACTCTTCTCTTGAAAGAGTGTTGTACAGTCCCAGCGG Hs.592317 2139 -0.2031875 1.23238015 0.697701522 0.7323375 1.06352509 0.126906351
TGFB3 NM_003239_bp1336_R AGCTAAAAAGCTGGGACTGTACAACACTCTTCTCTTGAAAGAGTGTTGTACAGTCCCAGCGG Hs.592317 7515 -0.2632625 1.30681836 0.635148547 0.7525375 1.22814553 0.157581905
TGFB3 NM_003239_bp1336_R AGCTAAAAAGCTGGGACTGTACAACACTCTTCTCTTGAAAGAGTGTTGTACAGTCCCAGCGG Hs.592317 12891 -0.2690125 1.22567209 0.607454301 0.8782875 1.63863428 0.194538995
TGFB3 NM_003239_bp544_R AGCTAAAAAGTCGGAATACTATGCCAAAGATCTCTTGAATCTTTGGCATAGTATTCCGACGG Hs.592317 1105 -0.5888375 0.14623602 0.008664775 -0.1695375 0.76990591 0.620062263
TGFB3 NM_003239_bp544_R AGCTAAAAAGTCGGAATACTATGCCAAAGATCTCTTGAATCTTTGGCATAGTATTCCGACGG Hs.592317 6481 0.0140625 0.27687577 0.93648847 -0.0110875 1.02582936 0.97890749
TGFB3 NM_003239_bp544_R AGCTAAAAAGTCGGAATACTATGCCAAAGATCTCTTGAATCTTTGGCATAGTATTCCGACGG Hs.592317 11857 0.6543375 0.39682775 0.022326145 0.1011625 1.18754065 0.830964794
TGFB3 NM_003239_bp986_R AGCTAAAAAGTGATGGAAATCAAATTCAAATCTCTTGAATTTGAATTTGATTTCCATCACGG Hs.592317 1106 -0.9342375 0.27818241 0.002575362 0.2465125 0.54881929 0.385499689
TGFB3 NM_003239_bp986_R AGCTAAAAAGTGATGGAAATCAAATTCAAATCTCTTGAATTTGAATTTGATTTCCATCACGG Hs.592317 6482 -0.9861625 0.30296718 0.002384559 0.5965375 0.38150474 0.037111779
TGFB3 NM_003239_bp986_R AGCTAAAAAGTGATGGAAATCAAATTCAAATCTCTTGAATTTGAATTTGATTTCCATCACGG Hs.592317 11858 -0.8124125 0.28369115 0.004883594 0.2959125 0.55376005 0.306251382
TGFBR1 NM_004612_bp1288_R AGCTAAAAAGGGCTTAGTATTCTGGGAAATTCTCTTGAAATTTCCCAGAATACTAAGCCCGG Hs.494622 306 -0.9166 0.5860501 0.071408395 0.3197
TGFBR1 NM_004612_bp1288_R AGCTAAAAAGGGCTTAGTATTCTGGGAAATTCTCTTGAAATTTCCCAGAATACTAAGCCCGG Hs.494622 5682 0.40535 5.82269585 0.872906214 -5.1369 0.39824254 0.001208539
TGFBR1 NM_004612_bp1288_R AGCTAAAAAGGGCTTAGTATTCTGGGAAATTCTCTTGAAATTTCCCAGAATACTAAGCCCGG Hs.494622 11058 0.197516667 5.52087953 0.934413335 -3.909333333 1.96449192 0.014939061
TGFBR1 NM_004612_bp1379_R AGCTAAAAAGACCCATCAGTTGAAGAAATGTCTCTTGAACATTTCTTCAACTGATGGGTCGG Hs.494622 307 -0.137575 1.07443366 0.764606404 0.508266667 0.78837977 0.264889668
TGFBR1 NM_004612_bp1379_R AGCTAAAAAGACCCATCAGTTGAAGAAATGTCTCTTGAACATTTCTTCAACTGATGGGTCGG Hs.494622 5683 -0.4898 0.52122688 0.096035887 0.594866667 1.04474556 0.297258121
TGFBR1 NM_004612_bp1379_R AGCTAAAAAGACCCATCAGTTGAAGAAATGTCTCTTGAACATTTCTTCAACTGATGGGTCGG Hs.494622 11059 -0.55235 0.5177599 0.068107415 0.6047 1.02527887 0.283906942
TGFBR1 NM_004612_bp680_R AGCTAAAAAGCGAGAACTATTGTGTTACAATCTCTTGAATTGTAACACAATAGTTCTCGCGG Hs.494622 308 -1.4564 1.53933428 0.087959974 0.638133333 2.1836764 0.550647905
TGFBR1 NM_004612_bp680_R AGCTAAAAAGCGAGAACTATTGTGTTACAATCTCTTGAATTGTAACACAATAGTTCTCGCGG Hs.494622 5684 -1.835566667 1.48474862 0.042818903 0.847466667 1.62630521 0.318607743
TGFBR1 NM_004612_bp680_R AGCTAAAAAGCGAGAACTATTGTGTTACAATCTCTTGAATTGTAACACAATAGTTCTCGCGG Hs.494622 11060 -2.016666667 1.09310924 0.013150608 0.404033333 1.73870113 0.634473459
TGFBR2 NM_003242_bp1093_R AGCTAAAAAGTCGCTTTGCTGAGGTCTATATCTCTTGAATATAGACCTCAGCAAAGCGACGG Hs.82028 324 -0.144125 0.26275409 0.420831537 -0.1232625 0.0542851 0.394274836
TGFBR2 NM_003242_bp1093_R AGCTAAAAAGTCGCTTTGCTGAGGTCTATATCTCTTGAATATAGACCTCAGCAAAGCGACGG Hs.82028 5700 -0.1804 0.1897769 0.279070902 -0.1502875 0.07721885 0.314617657
TGFBR2 NM_003242_bp1093_R AGCTAAAAAGTCGCTTTGCTGAGGTCTATATCTCTTGAATATAGACCTCAGCAAAGCGACGG Hs.82028 11076 -0.13815 0.19107985 0.396098217 -0.1895875 0.10517532 0.228269325
TGFBR2 NM_003242_bp1208_R AGCTAAAAAGGACATCTTCTCAGACATCAATCTCTTGAATTGATGTCTGAGAAGATGTCCGG Hs.82028 337 0.0019 0.14245643 0.989736969 0.6432125 0.37996121 0.028231498 -0.3139 0.29585348 0.37424047 3.3745
TGFBR2 NM_003242_bp1208_R AGCTAAAAAGGACATCTTCTCAGACATCAATCTCTTGAATTGATGTCTGAGAAGATGTCCGG Hs.82028 5713 0.14805 0.306514 0.437081428 0.5367625 0.23374604 0.024032083 -0.3137 0.33290587 0.409827849 3.4762
TGFBR2 NM_003242_bp1208_R AGCTAAAAAGGACATCTTCTCAGACATCAATCTCTTGAATTGATGTCTGAGAAGATGTCCGG Hs.82028 11089 0.957925 0.74659034 0.029024284 0.7020125 0.86512482 0.127407577 4.1498
TGFBR2 NM_003242_bp1286_R AGCTAAAAAGGGGAAACAATACTGGCTGATTCTCTTGAAATCAGCCAGTATTGTTTCCCCGG Hs.82028 338 0.036275 0.31355108 0.845907664 -0.4711125 0.22130302 0.034755618
TGFBR2 NM_003242_bp1286_R AGCTAAAAAGGGGAAACAATACTGGCTGATTCTCTTGAAATCAGCCAGTATTGTTTCCCCGG Hs.82028 5714 0.07955 0.29387721 0.66338059 -0.4781875 0.33378338 0.056744272
TGFBR2 NM_003242_bp1286_R AGCTAAAAAGGGGAAACAATACTGGCTGATTCTCTTGAAATCAGCCAGTATTGTTTCCCCGG Hs.82028 11090 0.153925 0.33117983 0.436181886 -0.5147625 0.24808842 0.029733735
TGIF NM_170695_bp1115_R AGCTAAAAAGGGCCAAGATTTCTGAAACGATCTCTTGAATCGTTTCAGAAATCTTGGCCCGG Hs.373550 3516 -0.77365 0.71806835 0.052651427 -0.09911667 0.92225382 0.81576176
TGIF NM_170695_bp1115_R AGCTAAAAAGGGCCAAGATTTCTGAAACGATCTCTTGAATCGTTTCAGAAATCTTGGCCCGG Hs.373550 8892 -0.59535 0.42514917 0.068325576 -0.4877625 0.17468824 0.042176513
TGIF NM_170695_bp1115_R AGCTAAAAAGGGCCAAGATTTCTGAAACGATCTCTTGAATCGTTTCAGAAATCTTGGCCCGG Hs.373550 14268 -0.62135 0.03613316 0.077948562 -0.6585125 0.31477299 0.020289819
TGIF NM_170695_bp1306_R AGCTAAAAAGTGACTGCATTGAAAGATGTCTCTCTTGAAGACATCTTTCAATGCAGTCACGG Hs.373550 3518 1.0365 0.35947527 0.002777617 0.3291875 0.25384934 0.151835702
TGIF NM_170695_bp1306_R AGCTAAAAAGTGACTGCATTGAAAGATGTCTCTCTTGAAGACATCTTTCAATGCAGTCACGG Hs.373550 8894 1.0917 0.36085346 0.002228594 0.2260125 0.27350892 0.310033278
TGIF NM_170695_bp1306_R AGCTAAAAAGTGACTGCATTGAAAGATGTCTCTCTTGAAGACATCTTTCAATGCAGTCACGG Hs.373550 14270 1.344125 0.67654413 0.005763647 0.1008625 0.30263645 0.646456817
THBS1 NM_003246_bp1121_R AGCTAAAAAGCCTCCCCTATGCTATCACAATCTCTTGAATTGTGATAGCATAGGGGAGGCGG Hs.164226 1092 -0.7996125 0.35098832 0.00791864 0.2252625 0.74543893 0.504441705
THBS1 NM_003246_bp1121_R AGCTAAAAAGCCTCCCCTATGCTATCACAATCTCTTGAATTGTGATAGCATAGGGGAGGCGG Hs.164226 6468 -0.8433625 0.36419275 0.006899461 0.1640375 0.77802317 0.633653771
THBS1 NM_003246_bp1121_R AGCTAAAAAGCCTCCCCTATGCTATCACAATCTCTTGAATTGTGATAGCATAGGGGAGGCGG Hs.164226 11844 -0.8419875 0.3906697 0.008159159 0.1931875 0.74818391 0.565973255
THBS1 NM_003246_bp3357_R AGCTAAAAAGGCCTTTCTGTGAAAGTTGTATCTCTTGAATACAACTTTCACAGAAAGGCCGG Hs.164226 2137 -0.1049625 0.45750577 0.652109546 -0.3636125 0.54223281 0.21390549
THBS1 NM_003246_bp3357_R AGCTAAAAAGGCCTTTCTGTGAAAGTTGTATCTCTTGAATACAACTTTCACAGAAAGGCCGG Hs.164226 7513 0.0602875 0.44801348 0.791479925 -0.1043875 0.80107965 0.764990454
THBS1 NM_003246_bp3357_R AGCTAAAAAGGCCTTTCTGTGAAAGTTGTATCTCTTGAATACAACTTTCACAGAAAGGCCGG Hs.164226 12889 0.4949625 0.32594811 0.040612636 -0.2305875 0.65336269 0.458760987
THBS1 NM_003246_bp784_R AGCTAAAAAGGGGCGTCAATGACAATTTCCTCTCTTGAAGGAAATTGTCATTGACGCCCCGG Hs.164226 1091 1.6881375 0.59595435 0.001375607 0.1490625 0.86319435 0.686871839
THBS1 NM_003246_bp784_R AGCTAAAAAGGGGCGTCAATGACAATTTCCTCTCTTGAAGGAAATTGTCATTGACGCCCCGG Hs.164226 6467 1.3929375 0.26908675 0.000387615 0.1960625 0.71699265 0.549413392
THBS1 NM_003246_bp784_R AGCTAAAAAGGGGCGTCAATGACAATTTCCTCTCTTGAAGGAAATTGTCATTGACGCCCCGG Hs.164226 11843 1.7355125 0.50735426 0.000705667 -0.0249875 0.43506472 0.919133624
THBS2 NM_003247_bp3028_R AGCTAAAAAGACGGGGTGATATTTGTAAAGTCTCTTGAACTTTACAAATATCACCCCGTCGG Hs.371147 1089 -0.6935875 0.1337799 0.004141193 0.0605125 0.40864081 0.801378823
THBS2 NM_003247_bp3028_R AGCTAAAAAGACGGGGTGATATTTGTAAAGTCTCTTGAACTTTACAAATATCACCCCGTCGG Hs.371147 6465 -0.7669125 0.30365344 0.007032887 -0.0385875 0.45087623 0.877356742
THBS2 NM_003247_bp3028_R AGCTAAAAAGACGGGGTGATATTTGTAAAGTCTCTTGAACTTTACAAATATCACCCCGTCGG Hs.371147 11841 -0.6923125 0.122553 0.003977822 0.0166375 0.433702 0.946021023
THBS2 NM_003247_bp3352_R AGCTAAAAAGCCGCTTCTATGTGGTGATGTTCTCTTGAAACATCACCACATAGAAGCGGCGG Hs.371147 2111 -0.2957625 0.25356626 0.127829972 0.2941375 0.4841501 0.279182778
THBS2 NM_003247_bp3352_R AGCTAAAAAGCCGCTTCTATGTGGTGATGTTCTCTTGAAACATCACCACATAGAAGCGGCGG Hs.371147 7487 -0.6310875 0.45627907 0.034264534 0.4788125 0.6842771 0.161106067
THBS2 NM_003247_bp3352_R AGCTAAAAAGCCGCTTCTATGTGGTGATGTTCTCTTGAAACATCACCACATAGAAGCGGCGG Hs.371147 12863 -0.3943625 0.26381625 0.06190732 0.3809625 0.57066633 0.206326804
THBS2 NM_003247_bp620_R AGCTAAAAAGGATCTCACCTACTGGATTGATCTCTTGAATCAATCCAGTAGGTGAGATCCGG Hs.371147 1090 0.0488625 0.34192229 0.802142868 0.1400625 0.23564115 0.505975243
THBS2 NM_003247_bp620_R AGCTAAAAAGGATCTCACCTACTGGATTGATCTCTTGAATCAATCCAGTAGGTGAGATCCGG Hs.371147 6466 -0.0322125 0.15191641 0.829548339 0.1442875 0.15877053 0.472809648
THBS2 NM_003247_bp620_R AGCTAAAAAGGATCTCACCTACTGGATTGATCTCTTGAATCAATCCAGTAGGTGAGATCCGG Hs.371147 11842 0.0213875 0.45625045 0.925900251 0.2016625 0.37956378 0.402284144
TIAM1 NM_003253_bp1310_R AGCTAAAAAGACTCCTCCGTACAGTAATTATCTCTTGAATAATTACTGTACGGAGGAGTCGG Hs.517228 1087 -0.4304125 0.66776764 0.196128814 0.3177875 0.41992199 0.220435039
TIAM1 NM_003253_bp1310_R AGCTAAAAAGACTCCTCCGTACAGTAATTATCTCTTGAATAATTACTGTACGGAGGAGTCGG Hs.517228 6463 -0.7099625 0.27149351 0.007942 0.3141625 0.63157607 0.312942578
TIAM1 NM_003253_bp1310_R AGCTAAAAAGACTCCTCCGTACAGTAATTATCTCTTGAATAATTACTGTACGGAGGAGTCGG Hs.517228 11839 -0.5285875 0.51306808 0.075806098 0.4036625 0.5408798 0.173181313
TIAM1 NM_003253_bp2894_R AGCTAAAAAGCGCCTGAAATTTCTAATAGATCTCTTGAATCTATTAGAAATTTCAGGCGCGG Hs.517228 2109 -0.3471625 0.10391886 0.050283798 -0.1210375 0.06450183 0.529479381
TIAM1 NM_003253_bp2894_R AGCTAAAAAGCGCCTGAAATTTCTAATAGATCTCTTGAATCTATTAGAAATTTCAGGCGCGG Hs.517228 7485 -0.3664125 0.11221685 0.043362575 -0.1397875 0.12199338 0.478500329
TIAM1 NM_003253_bp2894_R AGCTAAAAAGCGCCTGAAATTTCTAATAGATCTCTTGAATCTATTAGAAATTTCAGGCGCGG Hs.517228 12861 -0.4016125 0.12449854 0.033262319 -0.0136125 0.15249981 0.944582356
TIAM1 NM_003253_bp4368_R AGCTAAAAAGCTGTGGTCCTTGTGTATAAATCTCTTGAATTTATACACAAGGACCACAGCGG Hs.517228 1088 -0.6519625 0.15255853 0.005865868 0.3697875 0.37378977 0.147398035
TIAM1 NM_003253_bp4368_R AGCTAAAAAGCTGTGGTCCTTGTGTATAAATCTCTTGAATTTATACACAAGGACCACAGCGG Hs.517228 6464 -0.8051625 0.52450996 0.02029132 0.1096625 0.31927472 0.62347212
TIAM1 NM_003253_bp4368_R AGCTAAAAAGCTGTGGTCCTTGTGTATAAATCTCTTGAATTTATACACAAGGACCACAGCGG Hs.517228 11840 -0.8319625 0.41524586 0.009904595 0.0912625 0.33568377 0.686161478
TIAM2 AF120323_bp1532_R AGCTAAAAAGAGCTGCCTCTTTGAATTATATCTCTTGAATATAATTCAAAGAGGCAGCTCGG 1086 0.2227625 0.31872983 0.267484635 -0.2261875 0.31406304 0.324792241
TIAM2 AF120323_bp1532_R AGCTAAAAAGAGCTGCCTCTTTGAATTATATCTCTTGAATATAATTCAAAGAGGCAGCTCGG 6462 0.3579625 0.28999399 0.090579818 -0.1056125 0.33751159 0.641402516
TIAM2 AF120323_bp1532_R AGCTAAAAAGAGCTGCCTCTTTGAATTATATCTCTTGAATATAATTCAAAGAGGCAGCTCGG 11838 0.6269125 0.58661885 0.061390287 -0.1640625 0.17528894 0.42144736
TIAM2 AF120323_bp2250_R AGCTAAAAAGCCGTCATACTGGTTTATAAATCTCTTGAATTTATAAACCAGTATGACGGCGG 2105 -1.0606625 0.10426338 0.00053728 -0.9104125 0.26651011 0.004020798
TIAM2 AF120323_bp2250_R AGCTAAAAAGCCGTCATACTGGTTTATAAATCTCTTGAATTTATAAACCAGTATGACGGCGG 7481 -1.0641875 0.15949825 0.000687545 -1.0185125 0.29630815 0.002610288
TIAM2 AF120323_bp2250_R AGCTAAAAAGCCGTCATACTGGTTTATAAATCTCTTGAATTTATAAACCAGTATGACGGCGG 12857 -1.0078625 0.15195908 0.0008502 -0.9724875 0.30634717 0.003424026



TIAM2 AF120323_bp540_R AGCTAAAAAGTCGATGAACTTCTGCATATATCTCTTGAATATATGCAGAAGTTCATCGACGG 2107 -1.0875125 0.30805166 0.001592428 0.7123375 0.20418737 0.010134925
TIAM2 AF120323_bp540_R AGCTAAAAAGTCGATGAACTTCTGCATATATCTCTTGAATATATGCAGAAGTTCATCGACGG 7483 -1.3977125 0.18495768 0.000219405 0.7342625 0.48825293 0.025060941
TIAM2 AF120323_bp540_R AGCTAAAAAGTCGATGAACTTCTGCATATATCTCTTGAATATATGCAGAAGTTCATCGACGG 12859 -0.86735 0.60484246 0.043286303 0.7736625 0.42915131 0.016161754
TICAM1 NM_014261_bp524_R AGCTAAAAAGTCTCTCCCCTTGCCTATTCTTCTCTTGAAAGAATAGGCAAGGGGAGAGACGG Hs.29344 2330 0.050775 0.44021697 0.639673885 -0.5738875 0.40589721 0.060775337
TICAM1 NM_014261_bp524_R AGCTAAAAAGTCTCTCCCCTTGCCTATTCTTCTCTTGAAAGAATAGGCAAGGGGAGAGACGG Hs.29344 7706 0.033975 0.4386026 0.691772105 -0.6074375 0.55152661 0.077608761
TICAM1 NM_014261_bp524_R AGCTAAAAAGTCTCTCCCCTTGCCTATTCTTCTCTTGAAAGAATAGGCAAGGGGAGAGACGG Hs.29344 13082 -0.01425 0.4380225 0.852197592 -0.5720125 0.43028157 0.066180374
TICAM1 NM_014261_bp584_R AGCTAAAAAGCCACTCCAACTTTCTGTAGATCTCTTGAATCTACAGAAAGTTGGAGTGGCGG Hs.29344 2342 -0.820125 0.49300342 0.018733273 -0.7071625 0.55951085 0.047443333
TICAM1 NM_014261_bp584_R AGCTAAAAAGCCACTCCAACTTTCTGTAGATCTCTTGAATCTACAGAAAGTTGGAGTGGCGG Hs.29344 7718 -0.81305 0.47454353 0.017714764 -0.7703375 0.73941904 0.061428613
TICAM1 NM_014261_bp584_R AGCTAAAAAGCCACTCCAACTTTCTGTAGATCTCTTGAATCTACAGAAAGTTGGAGTGGCGG Hs.29344 13094 -0.815825 0.46377594 0.016452242 -0.7818125 0.73945996 0.058448606
TICAM1 NM_014261_bp755_R AGCTAAAAAATCGGAACAGAAATTCTATAATCTCTTGAATTATAGAATTTCTGTTCCGATGG Hs.29344 2340 -0.51745 0.54315223 0.124069035 0.4067875 0.37519018 0.089732888
TICAM1 NM_014261_bp755_R AGCTAAAAAATCGGAACAGAAATTCTATAATCTCTTGAATTATAGAATTTCTGTTCCGATGG Hs.29344 7716 -0.597225 0.27877004 0.024321333 0.4701625 0.39312896 0.065053005
TICAM1 NM_014261_bp755_R AGCTAAAAAATCGGAACAGAAATTCTATAATCTCTTGAATTATAGAATTTCTGTTCCGATGG Hs.29344 13092 -0.5818 0.27756353 0.027260724 0.5244625 0.33344561 0.038611208
TICAM2 NM_021649_bp396_R AGCTAAAAAGTCCAGAATCTGCTACAAGATTCTCTTGAAATCTTGTAGCAGATTCTGGACGG Hs.278391 2909 0.970575 0.58393916 0.013493857 -0.2886 0.99985776 0.491544576
TICAM2 NM_021649_bp396_R AGCTAAAAAGTCCAGAATCTGCTACAAGATTCTCTTGAAATCTTGTAGCAGATTCTGGACGG Hs.278391 8285 1.107025 0.40289393 0.002759404 -0.5009 0.78673547 0.178752156
TICAM2 NM_021649_bp396_R AGCTAAAAAGTCCAGAATCTGCTACAAGATTCTCTTGAAATCTTGTAGCAGATTCTGGACGG Hs.278391 13661 1.3409 0.93690693 0.017458989 -0.588525 0.42024653 0.044246802
TICAM2 NM_021649_bp599_R AGCTAAAAAGCAGCATAAATACAACTCTGTTCTCTTGAAACAGAGTTGTATTTATGCTGCGG Hs.278391 2907 -1.15405 0.28198706 0.001018718 -0.2283 0.53703742 0.414428136
TICAM2 NM_021649_bp599_R AGCTAAAAAGCAGCATAAATACAACTCTGTTCTCTTGAAACAGAGTTGTATTTATGCTGCGG Hs.278391 8283 -1.031675 0.28612315 0.001743899 -0.244325 0.44692228 0.345283404
TICAM2 NM_021649_bp599_R AGCTAAAAAGCAGCATAAATACAACTCTGTTCTCTTGAAACAGAGTTGTATTTATGCTGCGG Hs.278391 13659 -1.034075 0.27505622 0.001603596 -0.213425 0.50379598 0.429789804
TICAM2 NM_021649_bp743_R AGCTAAAAAGGAGTCTGTGTATAAGACACATCTCTTGAATGTGTCTTATACACAGACTCCGG Hs.278391 2911 3.690325 0.70387085 6.29E-05 0.63405 0.54985662 0.052560634
TICAM2 NM_021649_bp743_R AGCTAAAAAGGAGTCTGTGTATAAGACACATCTCTTGAATGTGTCTTATACACAGACTCCGG Hs.278391 8287 3.349925 0.99246126 0.000414866 0.87575 0.68272363 0.026127677
TICAM2 NM_021649_bp743_R AGCTAAAAAGGAGTCTGTGTATAAGACACATCTCTTGAATGTGTCTTATACACAGACTCCGG Hs.278391 13663 3.40975 0.7453327 0.000116133 1.18145 0.70478038 0.008115148
TIE1 NM_005424_bp3139_R AGCTAAAAAGGCCATTGAGTCCCTGAACTATCTCTTGAATAGTTCAGGGACTCAATGGCCGG Hs.78824 413 -0.8122 1.14821104 0.139197461 -0.8197
TIE1 NM_005424_bp3139_R AGCTAAAAAGGCCATTGAGTCCCTGAACTATCTCTTGAATAGTTCAGGGACTCAATGGCCGG Hs.78824 5789 -0.767125 1.02979684 0.126216283 -0.4328 1.7119865 0.606409067
TIE1 NM_005424_bp3139_R AGCTAAAAAGGCCATTGAGTCCCTGAACTATCTCTTGAATAGTTCAGGGACTCAATGGCCGG Hs.78824 11165 -0.876983333 1.09332135 0.13873779 -0.056066667 1.62300655 0.942841948
TIE1 NM_005424_bp3301_R AGCTAAAAAGCCTCGAAACTGTGACGATGATCTCTTGAATCATCGTCACAGTTTCGAGGCGG Hs.78824 5790 -5.80645 4.5655
TIE1 NM_005424_bp3301_R AGCTAAAAAGCCTCGAAACTGTGACGATGATCTCTTGAATCATCGTCACAGTTTCGAGGCGG Hs.78824 11166 3.4642
TIE1 NM_005424_bp3301_R AGCTAAAAAGCCTCGAAACTGTGACGATGATCTCTTGAATCATCGTCACAGTTTCGAGGCGG Hs.78824 414 0.5033
TIFA NM_052864_bp1342_R AGCTAAAAAGGAGGACTTATTTGAGAAATATCTCTTGAATATTTCTCAAATAAGTCCTCCGG Hs.310640 2433 -0.4897 0.3622714 0.071023652 0.3093375 0.48677176 0.203635291
TIFA NM_052864_bp1342_R AGCTAAAAAGGAGGACTTATTTGAGAAATATCTCTTGAATATTTCTCAAATAAGTCCTCCGG Hs.310640 7809 -0.1394 0.70600914 0.789031149 0.2790875 0.57022839 0.274279192
TIFA NM_052864_bp1342_R AGCTAAAAAGGAGGACTTATTTGAGAAATATCTCTTGAATATTTCTCAAATAAGTCCTCCGG Hs.310640 13185 -0.149225 0.3054054 0.613679686 0.0841375 0.50955877 0.633078613
TIFA NM_052864_bp418_R AGCTAAAAAGTGGTGAAATTTGGCCGAAATTCTCTTGAAATTTCGGCCAAATTTCACCACGG Hs.310640 2431 0.09055 0.67136374 0.639658473 1.3738125 3.0753728 0.242824444
TIFA NM_052864_bp418_R AGCTAAAAAGTGGTGAAATTTGGCCGAAATTCTCTTGAAATTTCGGCCAAATTTCACCACGG Hs.310640 7807 0.0463 0.69228026 0.747190596 1.3710375 2.87304911 0.21643992
TIFA NM_052864_bp418_R AGCTAAAAAGTGGTGAAATTTGGCCGAAATTCTCTTGAAATTTCGGCCAAATTTCACCACGG Hs.310640 13183 0.003575 0.64877094 0.84129655 1.2376875 2.84851425 0.254100993
TIFA NM_052864_bp609_R AGCTAAAAAGGACCTGCCATACAGGTGCATTCTCTTGAAATGCACCTGTATGGCAGGTCCGG Hs.310640 1429 -0.45485 0.1844253 0.045056409 -0.1190125 0.45058557 0.759905695
TIFA NM_052864_bp609_R AGCTAAAAAGGACCTGCCATACAGGTGCATTCTCTTGAAATGCACCTGTATGGCAGGTCCGG Hs.310640 6805 -0.4042 0.18507524 0.068434053 -0.1698875 0.26703451 0.553288963
TIFA NM_052864_bp609_R AGCTAAAAAGGACCTGCCATACAGGTGCATTCTCTTGAAATGCACCTGTATGGCAGGTCCGG Hs.310640 12181 -0.345775 0.13345058 0.094645271 -0.1569625 0.28475693 0.598419137
TIMP2 NM_003255_bp461_R AGCTAAAAAGGAAGTGGACTCTGGAAACGATCTCTTGAATCGTTTCCAGAGTCCACTTCCGG Hs.104839 1084 -0.0338625 0.41116198 0.875219022 0.0040375 0.57363539 0.988553588
TIMP2 NM_003255_bp461_R AGCTAAAAAGGAAGTGGACTCTGGAAACGATCTCTTGAATCGTTTCCAGAGTCCACTTCCGG Hs.104839 6460 0.1013875 0.36744059 0.620203691 0.0704125 0.6751899 0.820760238
TIMP2 NM_003255_bp461_R AGCTAAAAAGGAAGTGGACTCTGGAAACGATCTCTTGAATCGTTTCCAGAGTCCACTTCCGG Hs.104839 11836 -0.1081875 0.42367668 0.626273516 0.0479375 0.53800149 0.860221071
TIMP2 NM_003255_bp503_R AGCTAAAAAGAGGATCCAGTATGAGATCAATCTCTTGAATTGATCTCATACTGGATCCTCGG Hs.104839 1083 -0.7090875 0.25813113 0.007371838 0.0214625 0.24122311 0.917605252
TIMP2 NM_003255_bp503_R AGCTAAAAAGAGGATCCAGTATGAGATCAATCTCTTGAATTGATCTCATACTGGATCCTCGG Hs.104839 6459 -0.6763875 0.25189371 0.008614751 0.0581625 0.24926906 0.781142314
TIMP2 NM_003255_bp503_R AGCTAAAAAGAGGATCCAGTATGAGATCAATCTCTTGAATTGATCTCATACTGGATCCTCGG Hs.104839 11835 -0.6953625 0.24202909 0.007265447 0.0761625 0.21591506 0.710041621
TIMP2 NM_003255_bp863_R AGCTAAAAAGGCCAAGTTCTTCGCCTGCATTCTCTTGAAATGCAGGCGAAGAACTTGGCCGG Hs.104839 1085 -0.6974375 0.50604947 0.030912131 0.4068875 0.72697576 0.239739171
TIMP2 NM_003255_bp863_R AGCTAAAAAGGCCAAGTTCTTCGCCTGCATTCTCTTGAAATGCAGGCGAAGAACTTGGCCGG Hs.104839 6461 -0.5030875 0.67885496 0.146028589 0.3279125 0.71189935 0.327435061
TIMP2 NM_003255_bp863_R AGCTAAAAAGGCCAAGTTCTTCGCCTGCATTCTCTTGAAATGCAGGCGAAGAACTTGGCCGG Hs.104839 11837 -0.6836375 0.51643168 0.034725572 0.3831375 0.70574079 0.256846811
TIMP3 NM_000362_bp1505_R AGCTAAAAAGTCGCGTCTATGATGGCAAGATCTCTTGAATCTTGCCATCATAGACGCGACGG Hs.297324 1082 3.4743875 0.52474373 2.81E-05 0.9426375 1.70914039 0.182264017
TIMP3 NM_000362_bp1505_R AGCTAAAAAGTCGCGTCTATGATGGCAAGATCTCTTGAATCTTGCCATCATAGACGCGACGG Hs.297324 6458 3.4680625 0.52756703 2.89E-05 0.9568375 1.61055658 0.157145185
TIMP3 NM_000362_bp1505_R AGCTAAAAAGTCGCGTCTATGATGGCAAGATCTCTTGAATCTTGCCATCATAGACGCGACGG Hs.297324 11834 3.4719625 0.49985512 2.38E-05 0.9141625 1.70944297 0.194010159
TIMP3 NM_000362_bp1587_R AGCTAAAAAGGGGCTGAACTATCGGTATCATCTCTTGAATGATACCGATAGTTCAGCCCCGG Hs.297324 2103 -0.2454875 0.3358531 0.237919587 -0.8349875 0.22743283 0.00527597
TIMP3 NM_000362_bp1587_R AGCTAAAAAGGGGCTGAACTATCGGTATCATCTCTTGAATGATACCGATAGTTCAGCCCCGG Hs.297324 7479 -0.1697625 0.27629928 0.357841645 -0.7386875 0.25036183 0.009998069
TIMP3 NM_000362_bp1587_R AGCTAAAAAGGGGCTGAACTATCGGTATCATCTCTTGAATGATACCGATAGTTCAGCCCCGG Hs.297324 12855 -0.1931375 0.23045144 0.273335173 -0.8375125 0.23882287 0.005410511
TIMP3 NM_000362_bp1611_R AGCTAAAAAGGGTTGTAACTGCAAGATCAATCTCTTGAATTGATCTTGCAGTTACAACCCGG Hs.297324 1081 0.8832875 0.27643115 0.003255993 0.5821375 0.45769413 0.051838041
TIMP3 NM_000362_bp1611_R AGCTAAAAAGGGTTGTAACTGCAAGATCAATCTCTTGAATTGATCTTGCAGTTACAACCCGG Hs.297324 6457 0.8081875 0.37633597 0.008838904 0.5147875 0.43249397 0.070877678
TIMP3 NM_000362_bp1611_R AGCTAAAAAGGGTTGTAACTGCAAGATCAATCTCTTGAATTGATCTTGCAGTTACAACCCGG Hs.297324 11833 0.8791375 0.20573025 0.00214113 0.5455875 0.43051328 0.058787096
TIMP4 NM_003256_bp192_R AGCTAAAAAGCACTTGTGATTCGGGCCAAATCTCTTGAATTTGGCCCGAATCACAAGTGCGG Hs.591665 2101 -0.4006625 0.27153146 0.061067541 0.2272125 0.63122787 0.456067565
TIMP4 NM_003256_bp192_R AGCTAAAAAGCACTTGTGATTCGGGCCAAATCTCTTGAATTTGGCCCGAATCACAAGTGCGG Hs.591665 7477 -0.2724125 0.24825442 0.151369945 0.2974875 0.65987292 0.349192473
TIMP4 NM_003256_bp192_R AGCTAAAAAGCACTTGTGATTCGGGCCAAATCTCTTGAATTTGGCCCGAATCACAAGTGCGG Hs.591665 12853 -0.3295375 0.27754897 0.106990344 0.2139375 0.52930572 0.439566751
TIMP4 NM_003256_bp323_R AGCTAAAAAGGATGTTCAGTATATCTATACTCTCTTGAAGTATAGATATACTGAACATCCGG Hs.591665 2099 0.7450375 0.40053091 0.014029949 0.4211375 0.6519159 0.197550757
TIMP4 NM_003256_bp323_R AGCTAAAAAGGATGTTCAGTATATCTATACTCTCTTGAAGTATAGATATACTGAACATCCGG Hs.591665 7475 0.7231125 0.38773124 0.014634375 0.3868375 0.63940679 0.226768356
TIMP4 NM_003256_bp323_R AGCTAAAAAGGATGTTCAGTATATCTATACTCTCTTGAAGTATAGATATACTGAACATCCGG Hs.591665 12851 0.7752375 0.39838691 0.011877079 0.3946875 0.67943974 0.234063675
TIMP4 NM_003256_bp632_R AGCTAAAAAGGCTCAGCATTATGTCTGTATTCTCTTGAAATACAGACATAATGCTGAGCCGG Hs.591665 1068 -0.4571875 0.23904665 0.034620841 -0.0290125 0.26881556 0.891163016
TIMP4 NM_003256_bp632_R AGCTAAAAAGGCTCAGCATTATGTCTGTATTCTCTTGAAATACAGACATAATGCTGAGCCGG Hs.591665 6444 -0.5649125 0.13290379 0.009671711 -0.0390625 0.31556297 0.859454211
TIMP4 NM_003256_bp632_R AGCTAAAAAGGCTCAGCATTATGTCTGTATTCTCTTGAAATACAGACATAATGCTGAGCCGG Hs.591665 11820 -0.3836125 0.43420823 0.129878304 -0.1023625 0.38255575 0.664483573
TIRAP NM_052887_bp1000_R AGCTAAAAAGAGCTCCGATTCATGTACTACTCTCTTGAAGTAGTACATGAATCGGAGCTCGG 1367 1.772175 0.97851112 0.00610694 0.3335875 0.91869446 0.345435106
TIRAP NM_052887_bp1000_R AGCTAAAAAGAGCTCCGATTCATGTACTACTCTCTTGAAGTAGTACATGAATCGGAGCTCGG 6743 1.81255 1.02407509 0.006734559 0.2964625 0.91793177 0.391654444
TIRAP NM_052887_bp1000_R AGCTAAAAAGAGCTCCGATTCATGTACTACTCTCTTGAAGTAGTACATGAATCGGAGCTCGG 12119 1.6856 0.98579223 0.007745253 0.3349125 0.87832093 0.328725896
TIRAP NM_052887_bp1043_R AGCTAAAAAGTGGCTTTCGTCAAGTCAAAGTCTCTTGAACTTTGACTTGACGAAAGCCACGG 7715 0.939225 0.19274958 0.000960111 -0.3858375 0.12213282 0.113644094
TIRAP NM_052887_bp1043_R AGCTAAAAAGTGGCTTTCGTCAAGTCAAAGTCTCTTGAACTTTGACTTGACGAAAGCCACGG 13091 0.910075 0.19669007 0.001139286 -0.3248625 0.22509268 0.202431672
TIRAP NM_052887_bp1043_R AGCTAAAAAGTGGCTTTCGTCAAGTCAAAGTCTCTTGAACTTTGACTTGACGAAAGCCACGG 2339 1.002775 0.35094049 0.001973881 -0.4912375 0.20743305 0.060600126
TIRAP NM_052887_bp488_R AGCTAAAAAGCAAGATGGCTGACTGGTTCATCTCTTGAATGAACCAGTCAGCCATCTTGCGG 2341 -1.131275 0.340852 0.001742172 -0.7227625 0.34983321 0.0207623
TIRAP NM_052887_bp488_R AGCTAAAAAGCAAGATGGCTGACTGGTTCATCTCTTGAATGAACCAGTCAGCCATCTTGCGG 7717 -1.130675 0.31307339 0.001468874 -0.6712875 0.4070763 0.034377544
TIRAP NM_052887_bp488_R AGCTAAAAAGCAAGATGGCTGACTGGTTCATCTCTTGAATGAACCAGTCAGCCATCTTGCGG 13093 -1.1636 0.34713734 0.001610393 -0.6575375 0.39217077 0.035384049
TLE1 NM_005077_bp1325_R AGCTAAAAAGTTCCACTTCTTTGAAATCCATCTCTTGAATGGATTTCAAAGAAGTGGAACGG Hs.197320 4968 -0.5261875 0.16208216 0.014492717 0.4437125 0.66029855 0.204140619
TLE1 NM_005077_bp1325_R AGCTAAAAAGTTCCACTTCTTTGAAATCCATCTCTTGAATGGATTTCAAAGAAGTGGAACGG Hs.197320 10344 -0.5350875 0.08608552 0.010187366 0.2152125 0.56403109 0.455937645
TLE1 NM_005077_bp1325_R AGCTAAAAAGTTCCACTTCTTTGAAATCCATCTCTTGAATGGATTTCAAAGAAGTGGAACGG Hs.197320 15720 -0.4654125 0.06889672 0.016745911 0.4586625 0.64828298 0.186510901
TLE1 NM_005077_bp1373_R AGCTAAAAAGCACGCCTGTTCTGAAATCCATCTCTTGAATGGATTTCAGAACAGGCGTGCGG Hs.197320 4964 -0.0341875 0.17612374 0.82431021 -0.3326125 0.65823298 0.320627538
TLE1 NM_005077_bp1373_R AGCTAAAAAGCACGCCTGTTCTGAAATCCATCTCTTGAATGGATTTCAGAACAGGCGTGCGG Hs.197320 10340 0.0377375 0.05939792 0.785372013 0.0049875 0.27291962 0.977917385
TLE1 NM_005077_bp1373_R AGCTAAAAAGCACGCCTGTTCTGAAATCCATCTCTTGAATGGATTTCAGAACAGGCGTGCGG Hs.197320 15716 0.1020875 0.07378453 0.475526822 0.0201125 0.21810476 0.903469564
TLE1 NM_005077_bp2547_R AGCTAAAAAGTCCCTGAAATTTGCTTACTGTCTCTTGAACAGTAAGCAAATTTCAGGGACGG Hs.197320 4966 1.0055875 0.27095718 0.001770093 0.1851125 1.07823022 0.705056311
TLE1 NM_005077_bp2547_R AGCTAAAAAGTCCCTGAAATTTGCTTACTGTCTCTTGAACAGTAAGCAAATTTCAGGGACGG Hs.197320 10342 0.9713875 0.22423432 0.00153163 0.1552125 0.93555302 0.717810011
TLE1 NM_005077_bp2547_R AGCTAAAAAGTCCCTGAAATTTGCTTACTGTCTCTTGAACAGTAAGCAAATTTCAGGGACGG Hs.197320 15718 1.1502875 0.21397759 0.000660214 -0.0466625 1.12807701 0.926488034
TLE2 NM_003260_bp1894_R AGCTAAAAAGCCAGCTGCATTGATATTTCCTCTCTTGAAGGAAATATCAATGCAGCTGGCGG Hs.332173 4637 0.8534375 0.29605446 0.004280086 0.2654875 0.29693075 0.200415146
TLE2 NM_003260_bp1894_R AGCTAAAAAGCCAGCTGCATTGATATTTCCTCTCTTGAAGGAAATATCAATGCAGCTGGCGG Hs.332173 10013 0.8272625 0.22812434 0.003202676 0.2879125 0.4104798 0.23770485
TLE2 NM_003260_bp1894_R AGCTAAAAAGCCAGCTGCATTGATATTTCCTCTCTTGAAGGAAATATCAATGCAGCTGGCGG Hs.332173 15389 0.6209125 0.27915145 0.014125587 0.3667625 0.26267516 0.086608714
TLE2 NM_003260_bp288_R AGCTAAAAAGCAGCGACATTATGTCATGTATCTCTTGAATACATGACATAATGTCGCTGCGG Hs.332173 4633 0.3209125 0.224206 0.094120253 0.0261875 0.69356519 0.936556214
TLE2 NM_003260_bp288_R AGCTAAAAAGCAGCGACATTATGTCATGTATCTCTTGAATACATGACATAATGTCGCTGCGG Hs.332173 10009 0.3098875 0.16603184 0.084472342 0.2343875 0.72646465 0.50463572
TLE2 NM_003260_bp288_R AGCTAAAAAGCAGCGACATTATGTCATGTATCTCTTGAATACATGACATAATGTCGCTGCGG Hs.332173 15385 0.2799625 0.13457215 0.100686382 0.2607875 0.73274845 0.463667787
TLE2 NM_003260_bp326_R AGCTAAAAAGGCTCAACATTGAAATGCATATCTCTTGAATATGCATTTCAATGTTGAGCCGG Hs.332173 4635 0.5991625 0.3490259 0.023744348 0.1911375 0.49116064 0.463082009
TLE2 NM_003260_bp326_R AGCTAAAAAGGCTCAACATTGAAATGCATATCTCTTGAATATGCATTTCAATGTTGAGCCGG Hs.332173 10011 0.5384625 0.14826783 0.012472704 0.0372875 0.40968447 0.867580055
TLE2 NM_003260_bp326_R AGCTAAAAAGGCTCAACATTGAAATGCATATCTCTTGAATATGCATTTCAATGTTGAGCCGG Hs.332173 15387 0.9516125 0.18338589 0.001314982 0.7611875 0.38883965 0.016592016
TLE3 AB046767_bp1272_R AGCTAAAAAGCAGCGCCATTATGTGATGTATCTCTTGAATACATCACATAATGGCGCTGCGG Hs.287362 4639 -0.4923375 0.24733445 0.027958664 0.0363125 0.44226398 0.877140049
TLE3 AB046767_bp1272_R AGCTAAAAAGCAGCGCCATTATGTGATGTATCTCTTGAATACATCACATAATGGCGCTGCGG Hs.287362 10015 -0.3579875 0.36146836 0.118703819 0.0602125 0.41995559 0.791487529
TLE3 AB046767_bp1272_R AGCTAAAAAGCAGCGCCATTATGTGATGTATCTCTTGAATACATCACATAATGGCGCTGCGG Hs.287362 15391 -0.9520625 0.87326357 0.046223175 -0.3525875 0.9407951 0.428254726
TLE3 AB046767_bp1302_R AGCTAAAAAGTCCTATGGCTTGAACATTGATCTCTTGAATCAATGTTCAAGCCATAGGACGG Hs.287362 4641 1.5251125 0.35330764 0.000456206 0.2587125 0.36975314 0.255419049
TLE3 AB046767_bp1302_R AGCTAAAAAGTCCTATGGCTTGAACATTGATCTCTTGAATCAATGTTCAAGCCATAGGACGG Hs.287362 10017 1.4798375 0.28295094 0.000320415 0.1805875 0.49754667 0.490426151
TLE3 AB046767_bp1302_R AGCTAAAAAGTCCTATGGCTTGAACATTGATCTCTTGAATCAATGTTCAAGCCATAGGACGG Hs.287362 15393 0.1518125 2.01300738 0.854979696 0.4702375 0.29541784 0.049849443
TLE3 AB046767_bp3357_R AGCTAAAAAGGCCACAGTTTATGAGGTCATTCTCTTGAAATGACCTCATAAACTGTGGCCGG Hs.287362 4643 -0.6253875 0.08946739 0.005431591 -0.1025375 0.21765532 0.544829692
TLE3 AB046767_bp3357_R AGCTAAAAAGGCCACAGTTTATGAGGTCATTCTCTTGAAATGACCTCATAAACTGTGGCCGG Hs.287362 10019 -0.4262375 0.18677691 0.034561168 -0.1698625 0.07352335 0.261930696
TLE3 AB046767_bp3357_R AGCTAAAAAGGCCACAGTTTATGAGGTCATTCTCTTGAAATGACCTCATAAACTGTGGCCGG Hs.287362 15395 -0.2948625 0.13769557 0.088638794 -0.3015125 0.12712118 0.088493103
TLE4 NM_007005_bp1017_R AGCTAAAAAGCAGCGGCATTATGTCATGTATCTCTTGAATACATGACATAATGCCGCTGCGG Hs.444213 4647 0.2079125 0.17304945 0.212520038 0.1393875 0.1260707 0.366624558
TLE4 NM_007005_bp1017_R AGCTAAAAAGCAGCGGCATTATGTCATGTATCTCTTGAATACATGACATAATGCCGCTGCGG Hs.444213 10023 0.3107625 0.11963125 0.072951315 0.0042625 0.04399105 0.975303621
TLE4 NM_007005_bp1017_R AGCTAAAAAGCAGCGGCATTATGTCATGTATCTCTTGAATACATGACATAATGCCGCTGCGG Hs.444213 15399 0.4006625 0.62309276 0.202582135 -0.1414375 0.14563035 0.370033428
TLE4 NM_007005_bp1361_R AGCTAAAAAGTCAGTCCCATCTTCCAATTATCTCTTGAATAATTGGAAGATGGGACTGACGG Hs.444213 4645 0.0680125 0.12756617 0.643912482 0.3728625 0.33078668 0.108818809
TLE4 NM_007005_bp1361_R AGCTAAAAAGTCAGTCCCATCTTCCAATTATCTCTTGAATAATTGGAAGATGGGACTGACGG Hs.444213 10021 0.1428125 0.13892074 0.354465326 0.3130875 0.32421687 0.15764775
TLE4 NM_007005_bp1361_R AGCTAAAAAGTCAGTCCCATCTTCCAATTATCTCTTGAATAATTGGAAGATGGGACTGACGG Hs.444213 15397 -0.8828375 1.90905777 0.29164912 0.2930625 0.20471447 0.121413566
TLE4 NM_007005_bp3123_R AGCTAAAAAGGCCACAGTTTATGAAGTTATTCTCTTGAAATAACTTCATAAACTGTGGCCGG Hs.444213 4649 -0.0884875 0.27377615 0.619080823 -0.0400375 0.39802442 0.855422238
TLE4 NM_007005_bp3123_R AGCTAAAAAGGCCACAGTTTATGAAGTTATTCTCTTGAAATAACTTCATAAACTGTGGCCGG Hs.444213 10025 -0.0552125 0.21843017 0.735308828 -0.2077125 0.37359563 0.351175797
TLE4 NM_007005_bp3123_R AGCTAAAAAGGCCACAGTTTATGAAGTTATTCTCTTGAAATAACTTCATAAACTGTGGCCGG Hs.444213 15401 -0.0763875 0.31943376 0.686995739 -0.0640625 0.81552417 0.865436312
TLE6 BC020206_bp1306_R AGCTAAAAAGTCAGGGACCTCAAGGGTTATTCTCTTGAAATAACCCTTGAGGTCCCTGACGG Hs.334507 4651 0.1396875 0.16610647 0.377655312 -0.2800875 0.40878152 0.247715184
TLE6 BC020206_bp1306_R AGCTAAAAAGTCAGGGACCTCAAGGGTTATTCTCTTGAAATAACCCTTGAGGTCCCTGACGG Hs.334507 10027 0.0727125 0.11174207 0.616626283 -0.2968125 0.4673898 0.259913146
TLE6 BC020206_bp1306_R AGCTAAAAAGTCAGGGACCTCAAGGGTTATTCTCTTGAAATAACCCTTGAGGTCCCTGACGG Hs.334507 15403 0.5325125 2.54184388 0.614124406 -0.3953125 0.86986117 0.348458815
TLE6 BC020206_bp1350_R AGCTAAAAAGGTCAAGGGCTACAACATCTGTCTCTTGAACAGATGTTGTAGCCCTTGACCGG Hs.334507 4655 0.5096625 0.6399859 0.127357396 -0.4257125 0.45073869 0.123228214
TLE6 BC020206_bp1350_R AGCTAAAAAGGTCAAGGGCTACAACATCTGTCTCTTGAACAGATGTTGTAGCCCTTGACCGG Hs.334507 10031 0.5371875 0.52234229 0.075063728 -0.4258375 0.41145352 0.106969808
TLE6 BC020206_bp1350_R AGCTAAAAAGGTCAAGGGCTACAACATCTGTCTCTTGAACAGATGTTGTAGCCCTTGACCGG Hs.334507 15407 0.6174625 0.48815282 0.042719094 -0.3586625 0.39818335 0.151104975
TLE6 BC020206_bp1431_R AGCTAAAAAGGAGTACCAATTCAAGTCTCATCTCTTGAATGAGACTTGAATTGGTACTCCGG Hs.334507 4653 2.1909125 0.81030969 0.00130441 1.2882625 0.43319313 0.002864458
TLE6 BC020206_bp1431_R AGCTAAAAAGGAGTACCAATTCAAGTCTCATCTCTTGAATGAGACTTGAATTGGTACTCCGG Hs.334507 10029 2.3335375 0.7662307 0.000785083 1.2739875 0.43354753 0.00300331
TLE6 BC020206_bp1431_R AGCTAAAAAGGAGTACCAATTCAAGTCTCATCTCTTGAATGAGACTTGAATTGGTACTCCGG Hs.334507 15405 1.9084625 0.72424052 0.001590475 1.4378875 0.53032296 0.003247308
TLK1 NM_012290_bp1427_R AGCTAAAAAGTGGCTTTAGTGAAGTGTATATCTCTTGAATATACACTTCACTAAAGCCACGG Hs.470586 408 -0.711825 0.34511349 0.012168755 -0.4344 0.73107586 0.304056533
TLK1 NM_012290_bp1427_R AGCTAAAAAGTGGCTTTAGTGAAGTGTATATCTCTTGAATATACACTTCACTAAAGCCACGG Hs.470586 5784 -0.810425 0.44730874 0.013182525 -1.533633333 0.92219465 0.03060774
TLK1 NM_012290_bp1427_R AGCTAAAAAGTGGCTTTAGTGAAGTGTATATCTCTTGAATATACACTTCACTAAAGCCACGG Hs.470586 11160 -0.83835 0.53552455 0.018465382 -0.714533333 0.48691159 0.066686539
TLK1 NM_012290_bp739_R AGCTAAAAAGAGGGACGTATAGATGATTTGTCTCTTGAACAAATCATCTATACGTCCCTCGG Hs.470586 421 -0.093416667 0.96719732 0.837850918
TLK1 NM_012290_bp739_R AGCTAAAAAGAGGGACGTATAGATGATTTGTCTCTTGAACAAATCATCTATACGTCCCTCGG Hs.470586 5797 5.28985 1.83131288 0.000722497 1.049166667 0.69056067 0.045915731
TLK1 NM_012290_bp739_R AGCTAAAAAGAGGGACGTATAGATGATTTGTCTCTTGAACAAATCATCTATACGTCCCTCGG Hs.470586 11173 6.052775 2.35284987 0.001196752 1.201533333 0.8495202 0.049664829
TLK1 NM_012290_bp958_R AGCTAAAAAGGCGCTTCATTTACTGAACAATCTCTTGAATTGTTCAGTAAATGAAGCGCCGG Hs.470586 1919 -0.276725 0.35389129 0.201411945 0.5322 1.00164207 0.328006679
TLK1 NM_012290_bp958_R AGCTAAAAAGGCGCTTCATTTACTGAACAATCTCTTGAATTGTTCAGTAAATGAAGCGCCGG Hs.470586 7295 -0.2167 0.40192821 0.3326609 0.521066667 1.22530136 0.412486333
TLK1 NM_012290_bp958_R AGCTAAAAAGGCGCTTCATTTACTGAACAATCTCTTGAATTGTTCAGTAAATGAAGCGCCGG Hs.470586 12671 -0.13305 0.42325715 0.551556474 -0.340733333 0.20546533 0.159696873
TLK2 NM_006852_bp1596_R AGCTAAAAAGAGGTTTCAGTGAAGTTTACATCTCTTGAATGTAAACTTCACTGAAACCTCGG Hs.445078 1901 1.312375 0.66931192 0.035399075
TLK2 NM_006852_bp1596_R AGCTAAAAAGAGGTTTCAGTGAAGTTTACATCTCTTGAATGTAAACTTCACTGAAACCTCGG Hs.445078 7277 1.817275 1.11266788 0.037554803
TLK2 NM_006852_bp1596_R AGCTAAAAAGAGGTTTCAGTGAAGTTTACATCTCTTGAATGTAAACTTCACTGAAACCTCGG Hs.445078 12653 2.67125
TLK2 NM_006852_bp374_R AGCTAAAAAGTCGGATCCTTGAGTGATAAATCTCTTGAATTTATCACTCAAGGATCCGACGG Hs.445078 554 1.440133333 1.35243804 0.066427663 -1.5041 6.2226811 0.634615208
TLK2 NM_006852_bp374_R AGCTAAAAAGTCGGATCCTTGAGTGATAAATCTCTTGAATTTATCACTCAAGGATCCGACGG Hs.445078 5930 1.363866667 1.24988753 0.063400085 -0.955033333 4.03661586 0.622031663
TLK2 NM_006852_bp374_R AGCTAAAAAGTCGGATCCTTGAGTGATAAATCTCTTGAATTTATCACTCAAGGATCCGACGG Hs.445078 11306 1.347633333 1.29231751 0.070973123 -0.6307 3.88871057 0.73288287
TLK2 NM_006852_bp944_R AGCTAAAAAGAGGGAAGAATAGATGATTTATCTCTTGAATAAATCATCTATTCTTCCCTCGG Hs.445078 1903 4.347025 3.37714504 0.021079489 0.78345 9.85063386 0.872500386
TLK2 NM_006852_bp944_R AGCTAAAAAGAGGGAAGAATAGATGATTTATCTCTTGAATAAATCATCTATTCTTCCCTCGG Hs.445078 7279 4.974175 4.15283256 0.027119963 0.89665 10.0474924 0.857196883
TLK2 NM_006852_bp944_R AGCTAAAAAGAGGGAAGAATAGATGATTTATCTCTTGAATAAATCATCTATTCTTCCCTCGG Hs.445078 12655 4.19855 3.05309031 0.016559272 0.99415 9.81966258 0.838427975
TLR1 NM_003263_bp2391_R AGCTAAAAAGGTGCCATTATGAACTCTACTTCTCTTGAAAGTAGAGTTCATAATGGCACCGG Hs.575090 2642 1.370725 0.62235275 0.003646506 0.543033333 2.21064395 0.514614541
TLR1 NM_003263_bp2391_R AGCTAAAAAGGTGCCATTATGAACTCTACTTCTCTTGAAAGTAGAGTTCATAATGGCACCGG Hs.575090 8018 1.381425 0.60112409 0.003168632 0.5678375 1.91444683 0.41410315
TLR1 NM_003263_bp2391_R AGCTAAAAAGGTGCCATTATGAACTCTACTTCTCTTGAAAGTAGAGTTCATAATGGCACCGG Hs.575090 13394 1.384475 0.57362015 0.002687084 0.5314375 1.79350709 0.414524224
TLR1 NM_003263_bp296_R AGCTAAAAAGCCATTATCTTCATGTTAATATCTCTTGAATATTAACATGAAGATAATGGCGG Hs.575090 1513 -1.167075 0.24922182 0.001027154 -0.4680375 0.2566432 0.079768339



TLR1 NM_003263_bp296_R AGCTAAAAAGCCATTATCTTCATGTTAATATCTCTTGAATATTAACATGAAGATAATGGCGG Hs.575090 6889 -1.0518 0.35002967 0.00344521 -0.2020375 0.31036124 0.476060575
TLR1 NM_003263_bp296_R AGCTAAAAAGCCATTATCTTCATGTTAATATCTCTTGAATATTAACATGAAGATAATGGCGG Hs.575090 12265 -0.935475 0.23363706 0.002683171 -0.4131625 0.18686452 0.100633438
TLR1 NM_003263_bp850_R AGCTAAAAAGCACATTGTGTTCCCCACAAATCTCTTGAATTTGTGGGGAACACAATGTGCGG Hs.575090 1514 -0.885366667 0.92793352 0.121799866 1.4030625 1.3644488 0.029316555
TLR1 NM_003263_bp850_R AGCTAAAAAGCACATTGTGTTCCCCACAAATCTCTTGAATTTGTGGGGAACACAATGTGCGG Hs.575090 6890 -0.86795 0.61572908 0.032588314 1.0678875 1.09183868 0.038570886
TLR1 NM_003263_bp850_R AGCTAAAAAGCACATTGTGTTCCCCACAAATCTCTTGAATTTGTGGGGAACACAATGTGCGG Hs.575090 12266 -0.8542 0.72882643 0.052429642 1.3066125 1.27738263 0.03062193
TLR1 NM_006068_bp1348_R AGCTAAAAAGAGAGTATAGTGGTGTTAAATTCTCTTGAAATTTAACACCACTATACTCTCGG Hs.575090 2439 -0.61315 0.051183333 0.36306223 0.734776204
TLR1 NM_006068_bp1348_R AGCTAAAAAGAGAGTATAGTGGTGTTAAATTCTCTTGAAATTTAACACCACTATACTCTCGG Hs.575090 13191 -0.7474 0.30393214 0.027887212 0.1286375 0.35373954 0.460650773
TLR1 NM_006068_bp1348_R AGCTAAAAAGAGAGTATAGTGGTGTTAAATTCTCTTGAAATTTAACACCACTATACTCTCGG Hs.575090 7815 -0.650433333 0.38952274 0.058784965 0.0655375 0.21798443 0.598031314
TLR1 NM_006068_bp416_R AGCTAAAAAGCCATCCTATTGTGAGTTTCATCTCTTGAATGAAACTCACAATAGGATGGCGG Hs.575090 1432 -0.6666 0.11752549 0.006091516 -0.3415375 0.12426824 0.156559864
TLR1 NM_006068_bp416_R AGCTAAAAAGCCATCCTATTGTGAGTTTCATCTCTTGAATGAAACTCACAATAGGATGGCGG Hs.575090 6808 -0.63015 0.10220317 0.007470488 -0.1902375 0.23560934 0.482637749
TLR1 NM_006068_bp416_R AGCTAAAAAGCCATCCTATTGTGAGTTTCATCTCTTGAATGAAACTCACAATAGGATGGCGG Hs.575090 12184 -0.588175 0.05405116 0.009745373 -0.2622875 0.07500538 0.271999438
TLR1 NM_006068_bp887_R AGCTAAAAAGGCCCAAACCTGTGGAATATCTCTCTTGAAGATATTCCACAGGTTTGGGCCGG Hs.575090 1431 -0.4583 0.35169033 0.09022736 0.8098125 0.88808961 0.05418263
TLR1 NM_006068_bp887_R AGCTAAAAAGGCCCAAACCTGTGGAATATCTCTCTTGAAGATATTCCACAGGTTTGGGCCGG Hs.575090 6807 -0.38425 0.48526803 0.222776447 0.5232375 0.75687853 0.126717645
TLR1 NM_006068_bp887_R AGCTAAAAAGGCCCAAACCTGTGGAATATCTCTCTTGAAGATATTCCACAGGTTTGGGCCGG Hs.575090 12183 -0.40085 0.36925088 0.143811702 0.6475625 0.58612625 0.043559507
TLR10 NM_030956_bp2182_R AGCTAAAAAGACGTTCATCTCCACGAATTATCTCTTGAATAATTCGTGGAGATGAACGTCGG Hs.120551 2644 -0.229725 0.08247172 0.255004572 -0.2093875 0.14568862 0.406384403
TLR10 NM_030956_bp2182_R AGCTAAAAAGACGTTCATCTCCACGAATTATCTCTTGAATAATTCGTGGAGATGAACGTCGG Hs.120551 8020 -0.186975 0.04642945 0.365524233 -0.1680375 0.1330485 0.525524975
TLR10 NM_030956_bp2182_R AGCTAAAAAGACGTTCATCTCCACGAATTATCTCTTGAATAATTCGTGGAGATGAACGTCGG Hs.120551 13396 -0.1746 0.10001316 0.434052684 -0.2274125 0.20126976 0.375157137
TLR10 NM_030956_bp2756_R AGCTAAAAAGGCCCAAGGATAGGCGTAAATTCTCTTGAAATTTACGCCTATCCTTGGGCCGG Hs.120551 1518 -0.259875 0.37884698 0.361882562 0.1695875 0.81451299 0.552595361
TLR10 NM_030956_bp2756_R AGCTAAAAAGGCCCAAGGATAGGCGTAAATTCTCTTGAAATTTACGCCTATCCTTGGGCCGG Hs.120551 6894 -0.140675 0.8366605 0.82467108 -0.2490875 0.87405117 0.584567614
TLR10 NM_030956_bp2756_R AGCTAAAAAGGCCCAAGGATAGGCGTAAATTCTCTTGAAATTTACGCCTATCCTTGGGCCGG Hs.120551 12270 -0.11745 0.60154244 0.83457131 -0.3299125 0.8466522 0.441728953
TLR10 NM_030956_bp639_R AGCTAAAAAGACACTGGATTTATCCTATAATCTCTTGAATTATAGGATAAATCCAGTGTCGG Hs.120551 1519 0.0466 0.91922888 0.790637742 -1.03578333 1.24195938 0.106287541
TLR10 NM_030956_bp639_R AGCTAAAAAGACACTGGATTTATCCTATAATCTCTTGAATTATAGGATAAATCCAGTGTCGG Hs.120551 6895 -0.151625 0.18667797 0.541895128 -1.1489625 1.04034177 0.035001011
TLR10 NM_030956_bp639_R AGCTAAAAAGACACTGGATTTATCCTATAATCTCTTGAATTATAGGATAAATCCAGTGTCGG Hs.120551 12271 -0.2088 0.21389124 0.360490119 -0.9244625 1.24737422 0.112543254
TLR2 NM_003264_bp1369_R AGCTAAAAAGAGACTTTGCTCACTCTGAAATCTCTTGAATTTCAGAGTGAGCAAAGTCTCGG Hs.519033 2529 -0.244025 0.39846537 0.379383351 0.550216667 0.44555365 0.086061274
TLR2 NM_003264_bp1369_R AGCTAAAAAGAGACTTTGCTCACTCTGAAATCTCTTGAATTTCAGAGTGAGCAAAGTCTCGG Hs.519033 7905 -0.30715 0.38530387 0.243211088 0.2346125 0.73933926 0.413143624
TLR2 NM_003264_bp1369_R AGCTAAAAAGAGACTTTGCTCACTCTGAAATCTCTTGAATTTCAGAGTGAGCAAAGTCTCGG Hs.519033 13281 -0.3368 0.36652156 0.189988076 0.1849625 0.69445103 0.480765926
TLR2 NM_003264_bp1544_R AGCTAAAAAGCAACAACAATCTCAATTTATTCTCTTGAAATAAATTGAGATTGTTGTTGCGG Hs.519033 2527 0.515616667 2.41219702 0.60689613 0.7409125 1.3713744 0.178754084
TLR2 NM_003264_bp1544_R AGCTAAAAAGCAACAACAATCTCAATTTATTCTCTTGAAATAAATTGAGATTGTTGTTGCGG Hs.519033 7903 0.45815 2.39055755 0.640211168 0.9257375 1.74112786 0.179691259
TLR2 NM_003264_bp1544_R AGCTAAAAAGCAACAACAATCTCAATTTATTCTCTTGAAATAAATTGAGATTGTTGTTGCGG Hs.519033 13279 0.37785 2.33533104 0.686677529 0.7208125 1.21892185 0.151583511
TLR2 NM_003264_bp1633_R AGCTAAAAAGCCTCCCTCTTACCCATGTTATCTCTTGAATAACATGGGTAAGAGGGAGGCGG Hs.519033 2525 -0.73435 0.34432793 0.012226241 -0.6639125 0.67473255 0.080473658
TLR2 NM_003264_bp1633_R AGCTAAAAAGCCTCCCTCTTACCCATGTTATCTCTTGAATAACATGGGTAAGAGGGAGGCGG Hs.519033 7901 -0.93385 0.27012995 0.0027221 -0.6932125 0.62533527 0.060469637
TLR2 NM_003264_bp1633_R AGCTAAAAAGCCTCCCTCTTACCCATGTTATCTCTTGAATAACATGGGTAAGAGGGAGGCGG Hs.519033 13277 -0.94065 0.24761656 0.002340318 -0.6868375 0.64126831 0.065421542
TLR3 NM_003265_bp372_R AGCTAAAAAGAGCCAGAATTGTGCCAGAAATCTCTTGAATTTCTGGCACAATTCTGGCTCGG Hs.543332 1408 0.4749 0.4052655 0.041515066 0.4481625 0.90979856 0.226499647
TLR3 NM_003265_bp372_R AGCTAAAAAGAGCCAGAATTGTGCCAGAAATCTCTTGAATTTCTGGCACAATTCTGGCTCGG Hs.543332 6784 0.36095 0.33781307 0.065355031 0.524516667 0.36205766 0.081612352
TLR3 NM_003265_bp372_R AGCTAAAAAGAGCCAGAATTGTGCCAGAAATCTCTTGAATTTCTGGCACAATTCTGGCTCGG Hs.543332 12160 0.180825 0.48682372 0.332656557 0.91475 0.46246694 0.019452208
TLR3 NM_003265_bp908_R AGCTAAAAAGGGACTAAAGTGGACAAATCTTCTCTTGAAAGATTTGTCCACTTTAGTCCCGG Hs.543332 2427 0.884325 0.24154741 0.001700811 -0.0668125 0.78919862 0.944440878
TLR3 NM_003265_bp908_R AGCTAAAAAGGGACTAAAGTGGACAAATCTTCTCTTGAAAGATTTGTCCACTTTAGTCCCGG Hs.543332 7803 0.900525 0.2454268 0.001584335 0.0484625 0.86118177 0.8039579
TLR3 NM_003265_bp908_R AGCTAAAAAGGGACTAAAGTGGACAAATCTTCTCTTGAAAGATTTGTCCACTTTAGTCCCGG Hs.543332 13179 0.903625 0.24661373 0.001640988 -0.0588625 0.79160379 0.962874959
TLR3 NM_003265_bp935_R AGCTAAAAAGCTCGATCTTTCCTACAACAATCTCTTGAATTGTTGTAGGAAAGATCGAGCGG Hs.543332 7801 -1.360366667 0.54911972 0.010763242 1.4977625 1.00000579 0.007569519
TLR3 NM_003265_bp935_R AGCTAAAAAGCTCGATCTTTCCTACAACAATCTCTTGAATTGTTGTAGGAAAGATCGAGCGG Hs.543332 13177 -1.257166667 0.5692645 0.015528984 1.4574625 1.03321551 0.009589594
TLR3 NM_003265_bp935_R AGCTAAAAAGCTCGATCTTTCCTACAACAATCTCTTGAATTGTTGTAGGAAAGATCGAGCGG Hs.543332 2425 -1.593025 0.73111306 0.028586242 1.681366667 1.27214198 0.019486803
TLR4 NM_003266_bp2516_R AGCTAAAAAGAGCCGCTGGTGTATCTTTGATCTCTTGAATCAAAGATACACCAGCGGCTCGG Hs.174312 1365 0.335725 0.08158493 0.030280316 0.4934375 0.83941909 0.171299581
TLR4 NM_003266_bp2516_R AGCTAAAAAGAGCCGCTGGTGTATCTTTGATCTCTTGAATCAAAGATACACCAGCGGCTCGG Hs.174312 6741 0.3587 0.25634696 0.053499627 0.5143375 0.63386212 0.098006378
TLR4 NM_003266_bp2516_R AGCTAAAAAGAGCCGCTGGTGTATCTTTGATCTCTTGAATCAAAGATACACCAGCGGCTCGG Hs.174312 12117 0.606525 0.15987815 0.006083412 0.6931375 0.77177318 0.063749835
TLR4 NM_003266_bp522_R AGCTAAAAAGAACTGCAGGTGCTGGATTTATCTCTTGAATAAATCCAGCACCTGCAGTTCGG Hs.174312 1366 0.62155 0.40634221 0.017730495 -0.0734375 0.55961123 0.912376276
TLR4 NM_003266_bp522_R AGCTAAAAAGAACTGCAGGTGCTGGATTTATCTCTTGAATAAATCCAGCACCTGCAGTTCGG Hs.174312 6742 0.5935 0.39545393 0.019436507 -0.0036875 0.71927382 0.903821755
TLR4 NM_003266_bp522_R AGCTAAAAAGAACTGCAGGTGCTGGATTTATCTCTTGAATAAATCCAGCACCTGCAGTTCGG Hs.174312 12118 0.625325 0.35969056 0.013316848 -0.0311125 0.59163749 0.967465249
TLR4 NM_003266_bp592_R AGCTAAAAAGCCACCTCTCTACCTTAATATTCTCTTGAAATATTAAGGTAGAGAGGTGGCGG Hs.174312 2337 -0.4769 0.16334276 0.03187651 -0.0475375 0.23613515 0.98169279
TLR4 NM_003266_bp592_R AGCTAAAAAGCCACCTCTCTACCTTAATATTCTCTTGAAATATTAAGGTAGAGAGGTGGCGG Hs.174312 7713 -0.506875 0.11938797 0.021318101 0.0287375 0.26050801 0.734480866
TLR4 NM_003266_bp592_R AGCTAAAAAGCCACCTCTCTACCTTAATATTCTCTTGAAATATTAAGGTAGAGAGGTGGCGG Hs.174312 13089 -0.455875 0.08955559 0.029778623 0.0750375 0.28851427 0.587956316
TLR5 NM_003268_bp2700_R AGCTAAAAAGAACCTGATATGTACAAATATTCTCTTGAAATATTTGTACATATCAGGTTCGG Hs.114408 1517 -2.914575 0.42815423 3.93E-05 0.7201625 0.61620916 0.034687843
TLR5 NM_003268_bp2700_R AGCTAAAAAGAACCTGATATGTACAAATATTCTCTTGAAATATTTGTACATATCAGGTTCGG Hs.114408 6893 -2.7206 0.56574184 0.000142995 0.6354625 0.5910884 0.048179545
TLR5 NM_003268_bp2700_R AGCTAAAAAGAACCTGATATGTACAAATATTCTCTTGAAATATTTGTACATATCAGGTTCGG Hs.114408 12269 -2.808925 0.50313198 8.31E-05 0.6131125 0.68072058 0.070295803
TLR5 NM_003268_bp2974_R AGCTAAAAAGGTGCTTATCTGACCTTAACATCTCTTGAATGTTAAGGTCAGATAAGCACCGG Hs.114408 1515 -0.35065 0.3110551 0.146412387 0.8107125 1.15870405 0.104007127
TLR5 NM_003268_bp2974_R AGCTAAAAAGGTGCTTATCTGACCTTAACATCTCTTGAATGTTAAGGTCAGATAAGCACCGG Hs.114408 6891 -0.328975 0.34282524 0.190032344 0.7385875 1.162898 0.131151378
TLR5 NM_003268_bp2974_R AGCTAAAAAGGTGCTTATCTGACCTTAACATCTCTTGAATGTTAAGGTCAGATAAGCACCGG Hs.114408 12267 -0.279725 0.26756028 0.228399549 0.7464125 1.16717561 0.128959834
TLR5 NM_003268_bp3114_R AGCTAAAAAGTTGGCTGGTTTCTTCATAAATCTCTTGAATTTATGAAGAAACCAGCCAACGG Hs.114408 1516 -0.994225 0.27628294 0.002030472 -0.2929625 0.21113837 0.247540236
TLR5 NM_003268_bp3114_R AGCTAAAAAGTTGGCTGGTTTCTTCATAAATCTCTTGAATTTATGAAGAAACCAGCCAACGG Hs.114408 12268 -0.973425 0.20692881 0.001550702 -0.3036625 0.29149212 0.256052097
TLR5 NM_003268_bp3114_R AGCTAAAAAGTTGGCTGGTTTCTTCATAAATCTCTTGAATTTATGAAGAAACCAGCCAACGG Hs.114408 6892 -1.080975 0.25288531 0.001207463 -0.3264625 0.23064527 0.201866591
TLR7 NM_016562_bp1263_R AGCTAAAAAGATCAGAGGATATGTCTTTAATCTCTTGAATTAAAGACATATCCTCTGATCGG Hs.443036 1368 -1.0761 0.64576669 0.013175168 -0.47788333 0.46789781 0.185827105
TLR7 NM_016562_bp1263_R AGCTAAAAAGATCAGAGGATATGTCTTTAATCTCTTGAATTAAAGACATATCCTCTGATCGG Hs.443036 12120 -0.8925 0.40950569 0.008284689 -0.56675 0.81185193 0.2186494
TLR7 NM_016562_bp1263_R AGCTAAAAAGATCAGAGGATATGTCTTTAATCTCTTGAATTAAAGACATATCCTCTGATCGG Hs.443036 6744 -1.014775 0.30709163 0.002445754 -0.50621667 0.8724691 0.288118725
TLR7 NM_016562_bp2192_R AGCTAAAAAGGCTCAAATCTTTCAGTTGGATCTCTTGAATCCAACTGAAAGATTTGAGCCGG Hs.443036 1381 -0.185875 0.29149913 0.502520582 0.0481125 0.68455018 0.773620902
TLR7 NM_016562_bp2192_R AGCTAAAAAGGCTCAAATCTTTCAGTTGGATCTCTTGAATCCAACTGAAAGATTTGAGCCGG Hs.443036 6757 0.2479 0.5761282 0.280467768 0.2085125 0.70437333 0.445271697
TLR7 NM_016562_bp2192_R AGCTAAAAAGGCTCAAATCTTTCAGTTGGATCTCTTGAATCCAACTGAAAGATTTGAGCCGG Hs.443036 12133 -0.473875 0.28672634 0.059866937 0.3151375 0.78134381 0.319307342
TLR7 NM_016562_bp2511_R AGCTAAAAAGTGGTTTGTCTGGTGGGTTAATCTCTTGAATTAACCCACCAGACAAACCACGG Hs.443036 2343 -0.849175 0.18989727 0.002711925 0.2385875 0.81131234 0.435523784
TLR7 NM_016562_bp2511_R AGCTAAAAAGTGGTTTGTCTGGTGGGTTAATCTCTTGAATTAACCCACCAGACAAACCACGG Hs.443036 7719 -0.863775 0.11364354 0.001770401 0.3883125 0.80369984 0.244864163
TLR7 NM_016562_bp2511_R AGCTAAAAAGTGGTTTGTCTGGTGGGTTAATCTCTTGAATTAACCCACCAGACAAACCACGG Hs.443036 13095 -0.9163 0.10295537 0.001301579 0.2942625 0.73627133 0.325571634
TLR8 NM_016610_bp1022_R AGCTAAAAAGGTGCTTCAATTAATATAGATTCTCTTGAAATCTATATTAATTGAAGCACCGG Hs.272410 2397 -0.06625 0.17928117 0.94906635 0.0399875 0.27661105 0.699286865
TLR8 NM_016610_bp1022_R AGCTAAAAAGGTGCTTCAATTAATATAGATTCTCTTGAAATCTATATTAATTGAAGCACCGG Hs.272410 7773 -0.1108 0.08937159 0.6991551 0.1281625 0.37648064 0.470845625
TLR8 NM_016610_bp1022_R AGCTAAAAAGGTGCTTCAATTAATATAGATTCTCTTGAAATCTATATTAATTGAAGCACCGG Hs.272410 13149 0.003766667 0.1303755 0.697298271 0.0619125 0.2486025 0.617955309
TLR8 NM_016610_bp1210_R AGCTAAAAAGCTGCCCCGCTTAGAAATACTTCTCTTGAAAGTATTTCTAAGCGGGGCAGCGG Hs.272410 1405 -0.694725 0.2198917 0.007644437 -0.3443625 0.17960146 0.164246141
TLR8 NM_016610_bp1210_R AGCTAAAAAGCTGCCCCGCTTAGAAATACTTCTCTTGAAAGTATTTCTAAGCGGGGCAGCGG Hs.272410 6781 -0.71975 0.20037006 0.005898256 -0.1616375 0.33029191 0.597050498
TLR8 NM_016610_bp1210_R AGCTAAAAAGCTGCCCCGCTTAGAAATACTTCTCTTGAAAGTATTTCTAAGCGGGGCAGCGG Hs.272410 12157 -0.897025 0.27753614 0.003698528 -0.4360125 0.44918483 0.150425973
TLR8 NM_016610_bp3146_R AGCTAAAAAGAGCCAGTGTTACAGCATTCTTCTCTTGAAAGAATGCTGTAACACTGGCTCGG Hs.272410 6768 1.13305 0.41707055 0.001846571 0.7915375 1.01315982 0.081794616
TLR8 NM_016610_bp3146_R AGCTAAAAAGAGCCAGTGTTACAGCATTCTTCTCTTGAAAGAATGCTGTAACACTGGCTCGG Hs.272410 12144 1.131675 0.37351554 0.001367371 0.5916875 0.77818284 0.101463314
TLR8 NM_016610_bp3146_R AGCTAAAAAGAGCCAGTGTTACAGCATTCTTCTCTTGAAAGAATGCTGTAACACTGGCTCGG Hs.272410 1392 1.673725 0.81151557 0.003469754 0.8015625 1.16494935 0.108021241
TLR9 NM_017442_bp1156_R AGCTAAAAAGGACGGCAACTGTTATTACAATCTCTTGAATTGTAATAACAGTTGCCGTCCGG Hs.87968 2623 -1.258025 0.06488801 0.000250114 0.4167875 1.3655147 0.402056584
TLR9 NM_017442_bp1156_R AGCTAAAAAGGACGGCAACTGTTATTACAATCTCTTGAATTGTAATAACAGTTGCCGTCCGG Hs.87968 7999 -1.1948 0.34232986 0.001521348 0.2210875 1.15090946 0.571942702
TLR9 NM_017442_bp1156_R AGCTAAAAAGGACGGCAACTGTTATTACAATCTCTTGAATTGTAATAACAGTTGCCGTCCGG Hs.87968 13375 -1.06975 0.44810815 0.005476297 0.3718875 0.86240339 0.280882127
TLR9 NM_017442_bp2209_R AGCTAAAAAGCTAGACCTGTCCCACAATAATCTCTTGAATTATTGTGGGACAGGTCTAGCGG Hs.87968 2621 -0.434575 0.34164557 0.089110008 -0.4847375 0.50205793 0.128441308
TLR9 NM_017442_bp2209_R AGCTAAAAAGCTAGACCTGTCCCACAATAATCTCTTGAATTATTGTGGGACAGGTCTAGCGG Hs.87968 7997 -0.482475 0.33168076 0.058530243 -0.2628625 0.35046597 0.350461626
TLR9 NM_017442_bp2209_R AGCTAAAAAGCTAGACCTGTCCCACAATAATCTCTTGAATTATTGTGGGACAGGTCTAGCGG Hs.87968 13373 -0.621875 0.26494851 0.017037414 -0.5706625 0.36216316 0.052984329
TLR9 NM_017442_bp2879_R AGCTAAAAAGCGAGTGCCCTGCAAATACTATCTCTTGAATAGTATTTGCAGGGCACTCGCGG Hs.87968 2619 2.08555 0.49431324 0.000266297 0.6845125 0.21369656 0.009464921
TLR9 NM_017442_bp2879_R AGCTAAAAAGCGAGTGCCCTGCAAATACTATCTCTTGAATAGTATTTGCAGGGCACTCGCGG Hs.87968 7995 1.673775 0.34110996 0.000204369 0.4468375 0.66026364 0.146932325
TLR9 NM_017442_bp2879_R AGCTAAAAAGCGAGTGCCCTGCAAATACTATCTCTTGAATAGTATTTGCAGGGCACTCGCGG Hs.87968 13371 1.708925 0.1353585 5.41E-05 0.7367125 0.45098317 0.017379863
TMEM101 NM_032376_bp181_R AGCTAAAAAGCCTTACCTGTATTTCGACATTCTCTTGAAATGTCGAAATACAGGTAAGGCGG Hs.514211 2917 -0.6299 0.84772628 0.133708747 -0.323025 1.12763955 0.485190421
TMEM101 NM_032376_bp181_R AGCTAAAAAGCCTTACCTGTATTTCGACATTCTCTTGAAATGTCGAAATACAGGTAAGGCGG Hs.514211 8293 -0.81005 0.32785166 0.00651188 -0.0226 0.58906699 0.936957189
TMEM101 NM_032376_bp181_R AGCTAAAAAGCCTTACCTGTATTTCGACATTCTCTTGAAATGTCGAAATACAGGTAAGGCGG Hs.514211 13669 -0.515475 0.70563824 0.148320988 -0.248175 0.53409283 0.376123461
TMEM101 NM_032376_bp601_R AGCTAAAAAGGCCTTTCTGTCAGGCTACTATCTCTTGAATAGTAGCCTGACAGAAAGGCCGG Hs.514211 2913 -0.707075 0.55443437 0.036801038 -0.539575 0.79379845 0.154249539
TMEM101 NM_032376_bp601_R AGCTAAAAAGGCCTTTCTGTCAGGCTACTATCTCTTGAATAGTAGCCTGACAGAAAGGCCGG Hs.514211 8289 -0.633225 0.61614513 0.066560073 -0.668875 0.74342064 0.078726677
TMEM101 NM_032376_bp601_R AGCTAAAAAGGCCTTTCTGTCAGGCTACTATCTCTTGAATAGTAGCCTGACAGAAAGGCCGG Hs.514211 13665 -0.661 0.78057848 0.100089385 -0.614375 0.89274866 0.139311093
TMEM101 NM_032376_bp712_R AGCTAAAAAGCGTGTTGAGTTCTGGAACCATCTCTTGAATGGTTCCAGAACTCAACACGCGG Hs.514211 2915 1.57425 0.57743672 0.001693998 0.85635 0.38549871 0.008711039
TMEM101 NM_032376_bp712_R AGCTAAAAAGCGTGTTGAGTTCTGGAACCATCTCTTGAATGGTTCCAGAACTCAACACGCGG Hs.514211 8291 1.558475 0.62633605 0.00233855 0.78505 0.46314541 0.017419695
TMEM101 NM_032376_bp712_R AGCTAAAAAGCGTGTTGAGTTCTGGAACCATCTCTTGAATGGTTCCAGAACTCAACACGCGG Hs.514211 13667 1.567675 0.61405981 0.002128073 0.814675 0.49605196 0.017060075
TMEM106C AK056442_bp2416_R AGCTAAAAAGACCCCCAAATCATGAAGTTATCTCTTGAATAACTTCATGATTTGGGGGTCGG Hs.103834 3997 0.3025 0.57759416 0.353360518 -0.55165 0.46065099 0.062245459
TMEM106C AK056442_bp2416_R AGCTAAAAAGACCCCCAAATCATGAAGTTATCTCTTGAATAACTTCATGATTTGGGGGTCGG Hs.103834 9373 0.2604375 0.43108939 0.271732293 -0.56245 0.3180553 0.03730077
TMEM106C AK056442_bp2416_R AGCTAAAAAGACCCCCAAATCATGAAGTTATCTCTTGAATAACTTCATGATTTGGGGGTCGG Hs.103834 14749 0.317333333 0.53755525 0.313096203 -0.4305 0.35835219 0.097071819
TMEM106C AK056442_bp447_R AGCTAAAAAGGGACCAGACTGCCTTTGTAATCTCTTGAATTACAAAGGCAGTCTGGTCCCGG Hs.103834 3995 2.2871125 1.38361951 0.008805566 0.60675 0.37725592 0.034412861
TMEM106C AK056442_bp447_R AGCTAAAAAGGGACCAGACTGCCTTTGTAATCTCTTGAATTACAAAGGCAGTCTGGTCCCGG Hs.103834 9371 2.2277125 1.42240449 0.010861425 0.58425 0.38865469 0.040906631
TMEM106C AK056442_bp447_R AGCTAAAAAGGGACCAGACTGCCTTTGTAATCTCTTGAATTACAAAGGCAGTCTGGTCCCGG Hs.103834 14747 2.3180875 1.38288786 0.008321761 0.620425 0.38077801 0.032098555
TMEM106C AK056442_bp822_R AGCTAAAAAGGGAGACTTATTTGAGTGATATCTCTTGAATATCACTCAAATAAGTCTCCCGG Hs.103834 9369 -0.079075 0.25146254 0.706897646
TMEM106C AK056442_bp822_R AGCTAAAAAGGGAGACTTATTTGAGTGATATCTCTTGAATATCACTCAAATAAGTCTCCCGG Hs.103834 3993 0.2847 0.0582656 0.411487692
TMEM106C AK056442_bp822_R AGCTAAAAAGGGAGACTTATTTGAGTGATATCTCTTGAATATCACTCAAATAAGTCTCCCGG Hs.103834 14745 -0.1198
TMEM132A NM_017870_bp3048_R AGCTAAAAAGAGTAGAGTTTGTGACATTTGTCTCTTGAACAAATGTCACAAACTCTACTCGG Hs.118552 1251 1.6492625 0.45876201 0.000714015 1.053875 0.30375455 0.00219887
TMEM132A NM_017870_bp3048_R AGCTAAAAAGAGTAGAGTTTGTGACATTTGTCTCTTGAACAAATGTCACAAACTCTACTCGG Hs.118552 6627 1.6234625 0.45869166 0.00076849 1.01505 0.27097912 0.002314296
TMEM132A NM_017870_bp3048_R AGCTAAAAAGAGTAGAGTTTGTGACATTTGTCTCTTGAACAAATGTCACAAACTCTACTCGG Hs.118552 12003 1.4925625 1.22423217 0.031386074 1.395625 0.30690334 0.000534174
TMEM132A NM_017870_bp395_R AGCTAAAAAGAGACCTTTCTGCTCCTACAGTCTCTTGAACTGTAGGAGCAGAAAGGTCTCGG Hs.118552 1250 0.8596375 0.63384399 0.031502259 -0.60125 0.63900418 0.083244315
TMEM132A NM_017870_bp395_R AGCTAAAAAGAGACCTTTCTGCTCCTACAGTCTCTTGAACTGTAGGAGCAGAAAGGTCTCGG Hs.118552 6626 0.8809625 0.6482288 0.03066138 -0.541525 0.62796005 0.10795689
TMEM132A NM_017870_bp395_R AGCTAAAAAGAGACCTTTCTGCTCCTACAGTCTCTTGAACTGTAGGAGCAGAAAGGTCTCGG Hs.118552 12002 0.8023875 0.62251054 0.038322319 -0.5039 0.65863023 0.138796745
TMEM37 BC046362_bp1360_R AGCTAAAAAGCCCGTTGTTTAAACCTTACATCTCTTGAATGTAAGGTTTAAACAACGGGCGG Hs.26216 4382 -0.639925 0.50342377 0.040745826 -0.089466667 0.16663374 0.655615069 -0.3574 1.47011482 0.563399464
TMEM37 BC046362_bp1360_R AGCTAAAAAGCCCGTTGTTTAAACCTTACATCTCTTGAATGTAAGGTTTAAACAACGGGCGG Hs.26216 9758 -0.4055 0.44160122 0.173529507 -0.039133333 0.33144584 0.870067598 -0.07915 0.111935 0.812780048
TMEM37 BC046362_bp1360_R AGCTAAAAAGCCCGTTGTTTAAACCTTACATCTCTTGAATGTAAGGTTTAAACAACGGGCGG Hs.26216 15134 -0.68995 0.40476412 0.019193073 -0.0364 0.3670508 0.861985712 -1.22215 1.78466681 0.15288373
TMEM37 BC046362_bp513_R AGCTAAAAAGGACAAACACTCACAGTGCAATCTCTTGAATTGCACTGTGAGTGTTTGTCCGG Hs.26216 4380 0.691325 0.61776049 0.051427662 0.5375 0.38544334 0.051048457 0.513233333 1.51654833 0.426511865
TMEM37 BC046362_bp513_R AGCTAAAAAGGACAAACACTCACAGTGCAATCTCTTGAATTGCACTGTGAGTGTTTGTCCGG Hs.26216 9756 1.11605 1.34691216 0.091921356 0.5459 0.43635877 0.061230504 0.336533333 1.51852653 0.59557224
TMEM37 BC046362_bp513_R AGCTAAAAAGGACAAACACTCACAGTGCAATCTCTTGAATTGCACTGTGAGTGTTTGTCCGG Hs.26216 15132 1.266625 0.61126668 0.005288918 -0.348975 0.99891662 0.455668629 0.764066667 1.44019567 0.235898913
TMEM37 BC046362_bp858_R AGCTAAAAAGCTGCCTGTTTGCCGATAACTTCTCTTGAAAGTTATCGGCAAACAGGCAGCGG Hs.26216 4384 -0.152625 0.57459989 0.578488934 -0.974 0.14091631 0.001492676 0.6496 0.66663498 0.106447039
TMEM37 BC046362_bp858_R AGCTAAAAAGCTGCCTGTTTGCCGATAACTTCTCTTGAAAGTTATCGGCAAACAGGCAGCGG Hs.26216 9760 0.041625 0.45816441 0.856931259 -1.0323 0.23670123 0.002027144 0.167366667 0.19956338 0.51403323
TMEM37 BC046362_bp858_R AGCTAAAAAGCTGCCTGTTTGCCGATAACTTCTCTTGAAAGTTATCGGCAAACAGGCAGCGG Hs.26216 15136 0.28095 1.04745111 0.53788816 -1.063875 0.101977 0.000866327 0.236233333 0.25107657 0.378533968
TMEM9B NM_020644_bp364_R AGCTAAAAAGGGCCTGATGTAGAAGCATACTCTCTTGAAGTATGCTTCTACATCAGGCCCGG Hs.501853 3017 1.539275 1.46671012 0.045495028 2.2083 1.82846546 0.01578546
TMEM9B NM_020644_bp364_R AGCTAAAAAGGGCCTGATGTAGAAGCATACTCTCTTGAAGTATGCTTCTACATCAGGCCCGG Hs.501853 8393 1.66415 1.22708094 0.019496808 1.96115 1.25579267 0.006025703
TMEM9B NM_020644_bp364_R AGCTAAAAAGGGCCTGATGTAGAAGCATACTCTCTTGAAGTATGCTTCTACATCAGGCCCGG Hs.501853 13769 1.8892 1.60350763 0.030584329 2.09475 1.43630863 0.007633263
TMEM9B NM_020644_bp466_R AGCTAAAAAGGCCTTCTACTTCTGTACATGTCTCTTGAACATGTACAGAAGTAGAAGGCCGG Hs.501853 3019 -0.949 0.41723805 0.005849944 -0.0487 0.30055689 0.823194734
TMEM9B NM_020644_bp466_R AGCTAAAAAGGCCTTCTACTTCTGTACATGTCTCTTGAACATGTACAGAAGTAGAAGGCCGG Hs.501853 8395 -1.16075 0.34034689 0.001474998 0.082075 0.41418904 0.73487976
TMEM9B NM_020644_bp466_R AGCTAAAAAGGCCTTCTACTTCTGTACATGTCTCTTGAACATGTACAGAAGTAGAAGGCCGG Hs.501853 13771 -0.582475 0.78349237 0.13707478 0.05505 0.2658203 0.795096015
TMEM9B NM_020644_bp684_R AGCTAAAAAGCAGCGAAAGTCTGTCTTTGATCTCTTGAATCAAAGACAGACTTTCGCTGCGG Hs.501853 3015 0.089875 0.69200892 0.774482607 -0.23385 0.43943544 0.361637433
TMEM9B NM_020644_bp684_R AGCTAAAAAGCAGCGAAAGTCTGTCTTTGATCTCTTGAATCAAAGACAGACTTTCGCTGCGG Hs.501853 8391 0.04425 0.70361174 0.888941059 0.083575 0.61320499 0.775765245
TMEM9B NM_020644_bp684_R AGCTAAAAAGCAGCGAAAGTCTGTCTTTGATCTCTTGAATCAAAGACAGACTTTCGCTGCGG Hs.501853 13767 0.14585 0.68367014 0.641137755 0.09505 0.75592431 0.77676767
TMSB4X NM_021109_bp108_R AGCTAAAAAGAGAAATTCGATAAGTCGAAATCTCTTGAATTTCGACTTATCGAATTTCTCGG Hs.522584 1066 -0.5217875 0.16867082 0.015418951 -0.2852125 0.14210474 0.177215947
TMSB4X NM_021109_bp108_R AGCTAAAAAGAGAAATTCGATAAGTCGAAATCTCTTGAATTTCGACTTATCGAATTTCTCGG Hs.522584 6442 -0.4914875 0.11721556 0.015681691 -0.2623625 0.06709363 0.198161881
TMSB4X NM_021109_bp108_R AGCTAAAAAGAGAAATTCGATAAGTCGAAATCTCTTGAATTTCGACTTATCGAATTTCTCGG Hs.522584 11818 -0.4676125 0.1564807 0.021973581 -0.3059875 0.15871517 0.155074267
TMSB4X NM_021109_bp164_R AGCTAAAAAGCCTTCCAAAGAAACGATTGATCTCTTGAATCAATCGTTTCTTTGGAAGGCGG Hs.522584 1067 -1.2419875 0.35379986 0.001188022 -0.1538375 0.74019243 0.643530577
TMSB4X NM_021109_bp164_R AGCTAAAAAGCCTTCCAAAGAAACGATTGATCTCTTGAATCAATCGTTTCTTTGGAAGGCGG Hs.522584 6443 -0.9856875 0.17406817 0.001061935 0.0276875 0.74800601 0.93348904
TMSB4X NM_021109_bp164_R AGCTAAAAAGCCTTCCAAAGAAACGATTGATCTCTTGAATCAATCGTTTCTTTGGAAGGCGG Hs.522584 11819 -1.0293125 0.19111475 0.000960317 -0.0099875 0.7378839 0.975754949
TMSB4X NM_021109_bp98_R AGCTAAAAAGGCTGAGATCGAGAAATTCGATCTCTTGAATCGAATTTCTCGATCTCAGCCGG Hs.522584 1065 -0.3819625 0.22520619 0.057791534 0.5668125 0.64414206 0.096868256
TMSB4X NM_021109_bp98_R AGCTAAAAAGGCTGAGATCGAGAAATTCGATCTCTTGAATCGAATTTCTCGATCTCAGCCGG Hs.522584 6441 -0.6678125 0.21871423 0.007504114 0.2815625 0.43748012 0.278542453
TMSB4X NM_021109_bp98_R AGCTAAAAAGGCTGAGATCGAGAAATTCGATCTCTTGAATCGAATTTCTCGATCTCAGCCGG Hs.522584 11817 -0.2392375 0.31129694 0.233517757 0.5755125 0.71654532 0.111427961
TNF NM_000594_bp434_R AGCTAAAAAGTAGCCCATGTTGTAGCAAACTCTCTTGAAGTTTGCTACAACATGGGCTACGG Hs.241570 1061 4.0380375 0.58037816 1.93E-05 1.6004625 0.24572459 0.000187002
TNF NM_000594_bp434_R AGCTAAAAAGTAGCCCATGTTGTAGCAAACTCTCTTGAAGTTTGCTACAACATGGGCTACGG Hs.241570 6437 3.7448875 0.58187011 2.82E-05 1.3863375 0.4352294 0.001026172



TNF NM_000594_bp434_R AGCTAAAAAGTAGCCCATGTTGTAGCAAACTCTCTTGAAGTTTGCTACAACATGGGCTACGG Hs.241570 11813 3.7701625 0.49229983 1.51E-05 1.2974375 0.48618702 0.001872014
TNF NM_000594_bp789_R AGCTAAAAAGACTCAGCGCTGAGATCAATCTCTCTTGAAGATTGATCTCAGCGCTGAGTCGG Hs.241570 1060 0.8641125 0.63158779 0.02593836 -0.0638375 0.34792171 0.779020255
TNF NM_000594_bp789_R AGCTAAAAAGACTCAGCGCTGAGATCAATCTCTCTTGAAGATTGATCTCAGCGCTGAGTCGG Hs.241570 6436 0.8142375 0.55408334 0.022502682 -0.0363875 0.32457913 0.869982419
TNF NM_000594_bp789_R AGCTAAAAAGACTCAGCGCTGAGATCAATCTCTCTTGAAGATTGATCTCAGCGCTGAGTCGG Hs.241570 11812 0.8496875 0.53987692 0.017950254 -0.0638625 0.27681121 0.765446347
TNF NM_000594_bp841_R AGCTAAAAAGCAGGTCTACTTTGGGATCATTCTCTTGAAATGATCCCAAAGTAGACCTGCGG Hs.241570 1059 -0.5507875 0.51194186 0.067105116 0.0847625 0.27656904 0.692928441
TNF NM_000594_bp841_R AGCTAAAAAGCAGGTCTACTTTGGGATCATTCTCTTGAAATGATCCCAAAGTAGACCTGCGG Hs.241570 6435 -0.3523875 0.28775144 0.093595405 0.2058625 0.33172983 0.373738695
TNF NM_000594_bp841_R AGCTAAAAAGCAGGTCTACTTTGGGATCATTCTCTTGAAATGATCCCAAAGTAGACCTGCGG Hs.241570 11811 -0.5175875 0.06657648 0.011055076 0.1674375 0.33012135 0.46369409
TNFAIP3 NM_006290_bp1045_R AGCTAAAAAGCCGCAAAGTTGGATGAAGCTTCTCTTGAAAGCTTCATCCAACTTTGCGGCGG Hs.591338 12972
TNFAIP3 NM_006290_bp1045_R AGCTAAAAAGCCGCAAAGTTGGATGAAGCTTCTCTTGAAAGCTTCATCCAACTTTGCGGCGG Hs.591338 2220
TNFAIP3 NM_006290_bp1045_R AGCTAAAAAGCCGCAAAGTTGGATGAAGCTTCTCTTGAAAGCTTCATCCAACTTTGCGGCGG Hs.591338 7596
TNFAIP3 NM_006290_bp2066_R AGCTAAAAAGCACCATGTTTGAAGGATACTTCTCTTGAAAGTATCCTTCAAACATGGTGCGG Hs.591338 859 -0.3851125 0.89312734 0.344041825 -0.3685375 0.8297743 0.322584627
TNFAIP3 NM_006290_bp2066_R AGCTAAAAAGCACCATGTTTGAAGGATACTTCTCTTGAAAGTATCCTTCAAACATGGTGCGG Hs.591338 6235 -0.6683125 0.57735054 0.048671351 -0.5487125 0.63316344 0.102811862
TNFAIP3 NM_006290_bp2066_R AGCTAAAAAGCACCATGTTTGAAGGATACTTCTCTTGAAAGTATCCTTCAAACATGGTGCGG Hs.591338 11611 -0.4334375 0.95557759 0.318471548 -0.4587125 0.85155995 0.235990965
TNFAIP3 NM_006290_bp90_R AGCTAAAAAGGCTTTGTATTTGAGCAATATTCTCTTGAAATATTGCTCAAATACAAAGCCGG Hs.591338 860 0.0215875 0.2451472 0.898140809 -0.2906625 0.50096836 0.291515562
TNFAIP3 NM_006290_bp90_R AGCTAAAAAGGCTTTGTATTTGAGCAATATTCTCTTGAAATATTGCTCAAATACAAAGCCGG Hs.591338 6236 -0.1987125 0.25349581 0.275133576 -0.37311667 0.44949557 0.238814777
TNFAIP3 NM_006290_bp90_R AGCTAAAAAGGCTTTGTATTTGAGCAATATTCTCTTGAAATATTGCTCAAATACAAAGCCGG Hs.591338 11612 -0.0116625 0.29876181 0.948978823 -0.3150625 0.49820248 0.255499056
TNFRSF10B NM_003842_bp1440_R AGCTAAAAAGCTGATAAAGTGGGTCAACAATCTCTTGAATTGTTGACCCACTTTATCAGCGG Hs.521456 2172 -0.1272125 0.27761834 0.483141901 0.0594375 0.39948087 0.803160834
TNFRSF10B NM_003842_bp1440_R AGCTAAAAAGCTGATAAAGTGGGTCAACAATCTCTTGAATTGTTGACCCACTTTATCAGCGG Hs.521456 7548 -0.1411875 0.38446778 0.505638874 0.1829875 0.4051479 0.455232449
TNFRSF10B NM_003842_bp1440_R AGCTAAAAAGCTGATAAAGTGGGTCAACAATCTCTTGAATTGTTGACCCACTTTATCAGCGG Hs.521456 12924 -0.1353125 0.39260729 0.52749646 0.4062375 0.24300705 0.086988442
TNFRSF10B NM_003842_bp535_R AGCTAAAAAGGACACCATATCTCAGAAGACTCTCTTGAAGTCTTCTGAGATATGGTGTCCGG Hs.521456 830 -0.1306875 0.12823438 0.388598023 -0.4014125 0.28601631 0.098849605
TNFRSF10B NM_003842_bp535_R AGCTAAAAAGGACACCATATCTCAGAAGACTCTCTTGAAGTCTTCTGAGATATGGTGTCCGG Hs.521456 6206 -0.0985125 0.19701598 0.540527989 -0.3023125 0.27436534 0.188681385
TNFRSF10B NM_003842_bp535_R AGCTAAAAAGGACACCATATCTCAGAAGACTCTCTTGAAGTCTTCTGAGATATGGTGTCCGG Hs.521456 11582 -0.1215125 0.21017843 0.462274641 -0.3805375 0.26995923 0.110041383
TNFRSF10B NM_003842_bp946_R AGCTAAAAAGCAGCCGTAGTCTTGATTGTGTCTCTTGAACACAATCAAGACTACGGCTGCGG Hs.521456 831 -0.3628875 0.27665777 0.0827916 -0.3663125 0.47869896 0.186842098
TNFRSF10B NM_003842_bp946_R AGCTAAAAAGCAGCCGTAGTCTTGATTGTGTCTCTTGAACACAATCAAGACTACGGCTGCGG Hs.521456 6207 -0.3674375 0.40826037 0.131490635 -0.6172875 0.72715021 0.094826011
TNFRSF10B NM_003842_bp946_R AGCTAAAAAGCAGCCGTAGTCTTGATTGTGTCTCTTGAACACAATCAAGACTACGGCTGCGG Hs.521456 11583 -0.4364625 0.36235011 0.070569443 -0.4124375 0.52106317 0.158520376
TNFRSF13B NM_012452_bp270_R AGCTAAAAAGCATCAGCTGTGCCTCCATCTTCTCTTGAAAGATGGAGGCACAGCTGATGCGG Hs.158341 2664
TNFRSF13B NM_012452_bp270_R AGCTAAAAAGCATCAGCTGTGCCTCCATCTTCTCTTGAAAGATGGAGGCACAGCTGATGCGG Hs.158341 8040
TNFRSF13B NM_012452_bp270_R AGCTAAAAAGCATCAGCTGTGCCTCCATCTTCTCTTGAAAGATGGAGGCACAGCTGATGCGG Hs.158341 13416
TNFRSF13B NM_012452_bp294_R AGCTAAAAAGACAGCACCCTAAGCAATGTGTCTCTTGAACACATTGCTTAGGGTGCTGTCGG Hs.158341 1359
TNFRSF13B NM_012452_bp294_R AGCTAAAAAGACAGCACCCTAAGCAATGTGTCTCTTGAACACATTGCTTAGGGTGCTGTCGG Hs.158341 6735
TNFRSF13B NM_012452_bp294_R AGCTAAAAAGACAGCACCCTAAGCAATGTGTCTCTTGAACACATTGCTTAGGGTGCTGTCGG Hs.158341 12111
TNFRSF13B NM_012452_bp628_R AGCTAAAAAGGCCAAGTCTTCCCAGGATCATCTCTTGAATGATCCTGGGAAGACTTGGCCGG Hs.158341 2662
TNFRSF13B NM_012452_bp628_R AGCTAAAAAGGCCAAGTCTTCCCAGGATCATCTCTTGAATGATCCTGGGAAGACTTGGCCGG Hs.158341 8038
TNFRSF13B NM_012452_bp628_R AGCTAAAAAGGCCAAGTCTTCCCAGGATCATCTCTTGAATGATCCTGGGAAGACTTGGCCGG Hs.158341 13414
TNFRSF13C NM_052945_bp607_R AGCTAAAAAGCCAGGGGCTTGGAAATCAAATCTCTTGAATTTGATTTCCAAGCCCCTGGCGG Hs.344088 2683 -1.4886 0.21647687 0.000220209 -0.3202125 0.60588542 0.35506241
TNFRSF13C NM_052945_bp607_R AGCTAAAAAGCCAGGGGCTTGGAAATCAAATCTCTTGAATTTGATTTCCAAGCCCCTGGCGG Hs.344088 8059 -1.6172 0.26514936 0.000202713 -0.4343375 0.63103603 0.217102008
TNFRSF13C NM_052945_bp607_R AGCTAAAAAGCCAGGGGCTTGGAAATCAAATCTCTTGAATTTGATTTCCAAGCCCCTGGCGG Hs.344088 13435 -1.3582 0.49096029 0.002066352 -0.4627375 0.74001891 0.231672748
TNFRSF13C NM_052945_bp645_R AGCTAAAAAGCATGCACATGCCCTCTTTCTTCTCTTGAAAGAAAGAGGGCATGTGCATGCGG Hs.344088 2332 2.730416667 1.32525254 0.008456923 1.12025 3.54800104 0.413766765
TNFRSF13C NM_052945_bp645_R AGCTAAAAAGCATGCACATGCCCTCTTTCTTCTCTTGAAAGAAAGAGGGCATGTGCATGCGG Hs.344088 7708 2.150275 1.72585445 0.022577139 0.995616667 3.35189517 0.43906842
TNFRSF13C NM_052945_bp645_R AGCTAAAAAGCATGCACATGCCCTCTTTCTTCTCTTGAAAGAAAGAGGGCATGTGCATGCGG Hs.344088 13084 2.1428 1.70618462 0.02202234 1.035816667 3.38596471 0.426888971
TNFRSF14 AK124010_bp1846_R AGCTAAAAAGCTCCACAGTTGGCCTAATCATCTCTTGAATGATTAGGCCAACTGTGGAGCGG Hs.512898 4825 -0.0340625 0.26134265 0.843754315 -0.5417375 0.70623159 0.153568047
TNFRSF14 AK124010_bp1846_R AGCTAAAAAGCTCCACAGTTGGCCTAATCATCTCTTGAATGATTAGGCCAACTGTGGAGCGG Hs.512898 10201 -0.0061375 0.21380197 0.969647688 -0.5271125 0.70897136 0.163682904
TNFRSF14 AK124010_bp1846_R AGCTAAAAAGCTCCACAGTTGGCCTAATCATCTCTTGAATGATTAGGCCAACTGTGGAGCGG Hs.512898 15577 0.0509375 0.40816361 0.812771477 -0.5262125 0.71223519 0.165552764
TNFRSF14 AK124010_bp2462_R AGCTAAAAAGGCTGCAGTGTGGTGTTTAGTTCTCTTGAAACTAAACACCACACTGCAGCCGG Hs.512898 4827 -0.3535125 0.32159289 0.10569261 0.0663375 0.27540912 0.716005778
TNFRSF14 AK124010_bp2462_R AGCTAAAAAGGCTGCAGTGTGGTGTTTAGTTCTCTTGAAACTAAACACCACACTGCAGCCGG Hs.512898 10203 -0.2962125 0.40530201 0.204517103 0.1274375 0.30159633 0.510312899
TNFRSF14 AK124010_bp2462_R AGCTAAAAAGGCTGCAGTGTGGTGTTTAGTTCTCTTGAAACTAAACACCACACTGCAGCCGG Hs.512898 15579 -0.3857875 0.58868788 0.200419174 -0.1453875 0.49177538 0.571906451
TNFRSF14 AK124010_bp841_R AGCTAAAAAGGGCTAGCCATGAACAGAAGATCTCTTGAATCTTCTGTTCATGGCTAGCCCGG Hs.512898 4829 0.8426375 0.38027887 0.00763885 0.3622625 0.73974329 0.325563814
TNFRSF14 AK124010_bp841_R AGCTAAAAAGGGCTAGCCATGAACAGAAGATCTCTTGAATCTTCTGTTCATGGCTAGCCCGG Hs.512898 10205 0.8225625 0.30143535 0.005178748 0.2984125 0.79779112 0.437387025
TNFRSF14 AK124010_bp841_R AGCTAAAAAGGGCTAGCCATGAACAGAAGATCTCTTGAATCTTCTGTTCATGGCTAGCCCGG Hs.512898 15581 0.7437125 0.64167896 0.044851895 0.2129875 0.85554003 0.594768147
TNFRSF17 NM_001192_bp398_R AGCTAAAAAGGGACTGAGCTTAATAATTTCTCTCTTGAAGAAATTATTAAGCTCAGTCCCGG Hs.2556 1386 -0.295425 0.254886 0.192188122 0.2626625 0.25886476 0.182162917
TNFRSF17 NM_001192_bp398_R AGCTAAAAAGGGACTGAGCTTAATAATTTCTCTCTTGAAGAAATTATTAAGCTCAGTCCCGG Hs.2556 6762 -0.288025 0.27389441 0.216244135 0.5064125 0.25116393 0.032675105
TNFRSF17 NM_001192_bp398_R AGCTAAAAAGGGACTGAGCTTAATAATTTCTCTCTTGAAGAAATTATTAAGCTCAGTCCCGG Hs.2556 12138 -0.32545 0.27497924 0.162285716 0.3222375 0.35579578 0.148365304
TNFRSF17 NM_001192_bp538_R AGCTAAAAAGCAGGACTGGTGATGAAATTATCTCTTGAATAATTTCATCACCAGTCCTGCGG Hs.2556 2391 3.07125 2.34009215 0.017922863 0.1546125 0.99072457 0.632363351
TNFRSF17 NM_001192_bp538_R AGCTAAAAAGCAGGACTGGTGATGAAATTATCTCTTGAATAATTTCATCACCAGTCCTGCGG Hs.2556 7767 3.1858 2.31484955 0.0150162 0.640616667 0.44748138 0.058147366
TNFRSF17 NM_001192_bp538_R AGCTAAAAAGCAGGACTGGTGATGAAATTATCTCTTGAATAATTTCATCACCAGTCCTGCGG Hs.2556 13143 2.475625 1.60086422 0.009536749 0.1866125 0.79222549 0.515318134
TNFRSF17 NM_001192_bp738_R AGCTAAAAAGCTACGGAGATAGAGAAATCATCTCTTGAATGATTTCTCTATCTCCGTAGCGG Hs.2556 1387 0.49395 0.37676588 0.038987956 0.4972125 0.83884844 0.168206298
TNFRSF17 NM_001192_bp738_R AGCTAAAAAGCTACGGAGATAGAGAAATCATCTCTTGAATGATTTCTCTATCTCCGTAGCGG Hs.2556 6763 0.507625 0.24474947 0.018400446 0.5318625 0.84757667 0.148961332
TNFRSF17 NM_001192_bp738_R AGCTAAAAAGCTACGGAGATAGAGAAATCATCTCTTGAATGATTTCTCTATCTCCGTAGCGG Hs.2556 12139 0.484575 0.27990396 0.026585913 0.5185875 0.83278904 0.152561372
TNFRSF1A NM_001065_bp1001_R AGCTAAAAAGTCCAAGCTCTACTCCATTGTTCTCTTGAAACAATGGAGTAGAGCTTGGACGG Hs.279594 2329
TNFRSF1A NM_001065_bp1001_R AGCTAAAAAGTCCAAGCTCTACTCCATTGTTCTCTTGAAACAATGGAGTAGAGCTTGGACGG Hs.279594 7705
TNFRSF1A NM_001065_bp1001_R AGCTAAAAAGTCCAAGCTCTACTCCATTGTTCTCTTGAAACAATGGAGTAGAGCTTGGACGG Hs.279594 13081
TNFRSF1A NM_001065_bp330_R AGCTAAAAAGAGCTGTTGGTGGGAATATACTCTCTTGAAGTATATTCCCACCAACAGCTCGG Hs.279594 1361
TNFRSF1A NM_001065_bp330_R AGCTAAAAAGAGCTGTTGGTGGGAATATACTCTCTTGAAGTATATTCCCACCAACAGCTCGG Hs.279594 6737
TNFRSF1A NM_001065_bp330_R AGCTAAAAAGAGCTGTTGGTGGGAATATACTCTCTTGAAGTATATTCCCACCAACAGCTCGG Hs.279594 12113
TNFRSF1A NM_001065_bp784_R AGCTAAAAAGCCATGCAGGTTTCTTTCTAATCTCTTGAATTAGAAAGAAACCTGCATGGCGG Hs.279594 1360
TNFRSF1A NM_001065_bp784_R AGCTAAAAAGCCATGCAGGTTTCTTTCTAATCTCTTGAATTAGAAAGAAACCTGCATGGCGG Hs.279594 6736
TNFRSF1A NM_001065_bp784_R AGCTAAAAAGCCATGCAGGTTTCTTTCTAATCTCTTGAATTAGAAAGAAACCTGCATGGCGG Hs.279594 12112
TNFRSF1B NM_001066_bp856_R AGCTAAAAAGCGACTTCGCTCTTCCAGTTGTCTCTTGAACAACTGGAAGAGCGAAGTCGCGG Hs.256278 12140
TNFRSF1B NM_001066_bp856_R AGCTAAAAAGCGACTTCGCTCTTCCAGTTGTCTCTTGAACAACTGGAAGAGCGAAGTCGCGG Hs.256278 6764
TNFRSF1B NM_001066_bp856_R AGCTAAAAAGCGACTTCGCTCTTCCAGTTGTCTCTTGAACAACTGGAAGAGCGAAGTCGCGG Hs.256278 1388
TNFRSF1B NM_001066_bp897_R AGCTAAAAAGCCTTGGGTCTACTAATAATATCTCTTGAATATTATTAGTAGACCCAAGGCGG Hs.256278 2393
TNFRSF1B NM_001066_bp897_R AGCTAAAAAGCCTTGGGTCTACTAATAATATCTCTTGAATATTATTAGTAGACCCAAGGCGG Hs.256278 7769
TNFRSF1B NM_001066_bp897_R AGCTAAAAAGCCTTGGGTCTACTAATAATATCTCTTGAATATTATTAGTAGACCCAAGGCGG Hs.256278 13145
TNFRSF1B NM_001066_bp978_R AGCTAAAAAGAAGCCAAGGTGCCTCACTTGTCTCTTGAACAAGTGAGGCACCTTGGCTTCGG Hs.256278 1389
TNFRSF1B NM_001066_bp978_R AGCTAAAAAGAAGCCAAGGTGCCTCACTTGTCTCTTGAACAAGTGAGGCACCTTGGCTTCGG Hs.256278 6765
TNFRSF1B NM_001066_bp978_R AGCTAAAAAGAAGCCAAGGTGCCTCACTTGTCTCTTGAACAAGTGAGGCACCTTGGCTTCGG Hs.256278 12141
TNFRSF7 NM_001242_bp452_R AGCTAAAAAGCACTGTAACTCTGGTCTTCTTCTCTTGAAAGAAGACCAGAGTTACAGTGCGG Hs.355307 3240 -0.8085 0.41413485 0.026942797 -1.35375 0.77633254 0.029515517
TNFRSF7 NM_001242_bp452_R AGCTAAAAAGCACTGTAACTCTGGTCTTCTTCTCTTGAAAGAAGACCAGAGTTACAGTGCGG Hs.355307 8616 -0.722133333 0.34411249 0.02939645 -1.3113 0.77626182 0.03258926
TNFRSF7 NM_001242_bp452_R AGCTAAAAAGCACTGTAACTCTGGTCTTCTTCTCTTGAAAGAAGACCAGAGTTACAGTGCGG Hs.355307 13992 -0.7713 0.39040046 0.028518132 -0.8066 0.81412046 0.053556745
TNFRSF7 NM_001242_bp620_R AGCTAAAAAGCCCACCCACTTACCTTATGTTCTCTTGAAACATAAGGTAAGTGGGTGGGCGG Hs.355307 3236 -1.021766667 0.36353413 0.010096463 -0.661825 0.49960603 0.038383263
TNFRSF7 NM_001242_bp620_R AGCTAAAAAGCCCACCCACTTACCTTATGTTCTCTTGAAACATAAGGTAAGTGGGTGGGCGG Hs.355307 8612 -0.729133333 0.31301758 0.025390449 -0.545875 0.40816385 0.054779596
TNFRSF7 NM_001242_bp620_R AGCTAAAAAGCCCACCCACTTACCTTATGTTCTCTTGAAACATAAGGTAAGTGGGTGGGCGG Hs.355307 13988 -0.8876 0.39641615 0.018613464 -0.701375 0.35792591 0.018373966
TNFRSF7 NM_001242_bp838_R AGCTAAAAAGAAGGAAATATAGATCAAACATCTCTTGAATGTTTGATCTATATTTCCTTCGG Hs.355307 3238 1.229675 0.20410436 0.000453764 -0.839975 0.47947358 0.014037289
TNFRSF7 NM_001242_bp838_R AGCTAAAAAGAAGGAAATATAGATCAAACATCTCTTGAATGTTTGATCTATATTTCCTTCGG Hs.355307 8614 1.199675 0.21214903 0.000536139 -0.795425 0.52846624 0.021352357
TNFRSF7 NM_001242_bp838_R AGCTAAAAAGAAGGAAATATAGATCAAACATCTCTTGAATGTTTGATCTATATTTCCTTCGG Hs.355307 13990 0.995225 0.23935765 0.001510452 -0.7913 0.49089528 0.018825026
TNFRSF8 NM_001243_bp432_R AGCTAAAAAGCCTGACTACTACCTGGATGATCTCTTGAATCATCCAGGTAGTAGTCAGGCGG Hs.1314 3266 -0.12705 0.25951373 0.472654898 -0.244825 0.31465196 0.290028162
TNFRSF8 NM_001243_bp432_R AGCTAAAAAGCCTGACTACTACCTGGATGATCTCTTGAATCATCCAGGTAGTAGTCAGGCGG Hs.1314 8642 -0.164225 0.22445165 0.339814672 -0.276225 0.34823669 0.250844718
TNFRSF8 NM_001243_bp432_R AGCTAAAAAGCCTGACTACTACCTGGATGATCTCTTGAATCATCCAGGTAGTAGTCAGGCGG Hs.1314 14018 -0.157675 0.23039183 0.361313512 -0.27705 0.27301284 0.222707759
TNFRSF8 NM_001243_bp619_R AGCTAAAAAGCAGGGATGATTGTCAAGTTCTCTCTTGAAGAACTTGACAATCATCCCTGCGG Hs.1314 3268 1.02335 1.0399605 0.059766763 -0.602475 0.84674669 0.132930199
TNFRSF8 NM_001243_bp619_R AGCTAAAAAGCAGGGATGATTGTCAAGTTCTCTCTTGAAGAACTTGACAATCATCCCTGCGG Hs.1314 8644 1.298525 0.94259337 0.020064158 -0.503125 0.67209835 0.140242996
TNFRSF8 NM_001243_bp619_R AGCTAAAAAGCAGGGATGATTGTCAAGTTCTCTCTTGAAGAACTTGACAATCATCCCTGCGG Hs.1314 14020 1.197025 1.11213374 0.04444219 -0.255025 0.90745024 0.511511751
TNFRSF8 NM_001243_bp930_R AGCTAAAAAGTCTGGTGATTGCAGAAAGCATCTCTTGAATGCTTTCTGCAATCACCAGACGG Hs.1314 3270 0.8581 0.16698589 0.001915384 0.677525 0.29910273 0.017114844
TNFRSF8 NM_001243_bp930_R AGCTAAAAAGTCTGGTGATTGCAGAAAGCATCTCTTGAATGCTTTCTGCAATCACCAGACGG Hs.1314 8646 0.405175 0.31313382 0.070746396 0.30855 0.30460132 0.190501882
TNFRSF8 NM_001243_bp930_R AGCTAAAAAGTCTGGTGATTGCAGAAAGCATCTCTTGAATGCTTTCTGCAATCACCAGACGG Hs.1314 14022 0.685125 0.29993714 0.010848037 0.58465 0.23582476 0.025204896
TNFSF10 NM_003810_bp250_R AGCTAAAAAGTGGCATTGCTTGTTTCTTAATCTCTTGAATTAAGAAACAAGCAATGCCACGG Hs.478275 3011 -0.166925 0.68656585 0.596245115 0.253525 0.91826927 0.517550984
TNFSF10 NM_003810_bp250_R AGCTAAAAAGTGGCATTGCTTGTTTCTTAATCTCTTGAATTAAGAAACAAGCAATGCCACGG Hs.478275 8387 -0.303475 0.37734924 0.180144727 -0.011 0.97615646 0.978235617
TNFSF10 NM_003810_bp250_R AGCTAAAAAGTGGCATTGCTTGTTTCTTAATCTCTTGAATTAAGAAACAAGCAATGCCACGG Hs.478275 13763 0.330325 0.48307102 0.205532815 0.094875 1.15389163 0.837483641
TNFSF10 NM_003810_bp702_R AGCTAAAAAGACAAACAAATGGTCCAATATTCTCTTGAAATATTGGACCATTTGTTTGTCGG Hs.478275 3013 -0.6415 0.1036046 0.005116394 -0.7504 0.38055 0.015152415
TNFSF10 NM_003810_bp702_R AGCTAAAAAGACAAACAAATGGTCCAATATTCTCTTGAAATATTGGACCATTTGTTTGTCGG Hs.478275 8389 -0.705625 0.15075321 0.00416015 -0.49155 0.31777145 0.058828498
TNFSF10 NM_003810_bp702_R AGCTAAAAAGACAAACAAATGGTCCAATATTCTCTTGAAATATTGGACCATTTGTTTGTCGG Hs.478275 13765 -0.7158 0.0971271 0.003122652 -0.604 0.35332317 0.032280919
TNFSF10 NM_003810_bp747_R AGCTAAAAAGACCCTATATTGTTGATGAAATCTCTTGAATTTCATCAACAATATAGGGTCGG Hs.478275 3009 -0.198125 0.37167631 0.352342448 -0.6143 1.28796587 0.252953411
TNFSF10 NM_003810_bp747_R AGCTAAAAAGACCCTATATTGTTGATGAAATCTCTTGAATTTCATCAACAATATAGGGTCGG Hs.478275 8385 -0.457725 0.11907125 0.02058283 -0.4519 1.43069983 0.428928289
TNFSF10 NM_003810_bp747_R AGCTAAAAAGACCCTATATTGTTGATGAAATCTCTTGAATTTCATCAACAATATAGGGTCGG Hs.478275 13761 -0.468825 0.27777214 0.038368708 -0.49595 1.20623487 0.321853785
TNFSF11 NM_003701_bp346_R AGCTAAAAAGTCGCCCTGTTCTTCTATTTCTCTCTTGAAGAAATAGAAGAACAGGGCGACGG Hs.333791 1041 -0.9845125 0.38144153 0.004003686 -0.3787625 0.22183838 0.101152881
TNFSF11 NM_003701_bp346_R AGCTAAAAAGTCGCCCTGTTCTTCTATTTCTCTCTTGAAGAAATAGAAGAACAGGGCGACGG Hs.333791 6417 -0.6694125 0.35510094 0.016319817 -0.3537125 0.23047005 0.122742759
TNFSF11 NM_003701_bp346_R AGCTAAAAAGTCGCCCTGTTCTTCTATTTCTCTCTTGAAGAAATAGAAGAACAGGGCGACGG Hs.333791 11793 -0.7051125 0.44987551 0.022519555 -0.3802875 0.22584282 0.100837123
TNFSF11 NM_003701_bp735_R AGCTAAAAAGGCCAAGATCTCCAACATGACTCTCTTGAAGTCATGTTGGAGATCTTGGCCGG Hs.333791 2089 2.9658625 1.57457275 0.004996154 1.41715 1.85720069 0.101307856
TNFSF11 NM_003701_bp735_R AGCTAAAAAGGCCAAGATCTCCAACATGACTCTCTTGAAGTCATGTTGGAGATCTTGGCCGG Hs.333791 7465 3.0091625 1.5624048 0.004552175 1.518816667 2.17001355 0.121321577
TNFSF11 NM_003701_bp735_R AGCTAAAAAGGCCAAGATCTCCAACATGACTCTCTTGAAGTCATGTTGGAGATCTTGGCCGG Hs.333791 12841 3.1418875 1.80214806 0.006758603 1.767983333 2.33242357 0.098075407
TNFSF13B NM_006573_bp1033_R AGCTAAAAAGGAGATGAACTCCAACTTGCATCTCTTGAATGCAAGTTGGAGTTCATCTCCGG Hs.525157 1391 1.493 0.96086488 0.011553028 1.28705 2.36520639 0.191821467
TNFSF13B NM_006573_bp1033_R AGCTAAAAAGGAGATGAACTCCAACTTGCATCTCTTGAATGCAAGTTGGAGTTCATCTCCGG Hs.525157 6767 1.459225 0.98150092 0.013596159 1.218416667 2.44021496 0.223404532
TNFSF13B NM_006573_bp1033_R AGCTAAAAAGGAGATGAACTCCAACTTGCATCTCTTGAATGCAAGTTGGAGTTCATCTCCGG Hs.525157 12143 1.55785 1.00164447 0.011464932 1.42225 2.37351937 0.158371564
TNFSF13B NM_006573_bp299_R AGCTAAAAAGCCTTACTTCTTGCCTTAAGATCTCTTGAATCTTAAGGCAAGAAGTAAGGCGG Hs.525157 1390 -1.2924 0.12497374 0.000284239 -0.5550125 0.47330109 0.079996689
TNFSF13B NM_006573_bp299_R AGCTAAAAAGCCTTACTTCTTGCCTTAAGATCTCTTGAATCTTAAGGCAAGAAGTAAGGCGG Hs.525157 6766 -1.301025 0.1240769 0.000284276 -0.2860875 0.78183783 0.483684436
TNFSF13B NM_006573_bp299_R AGCTAAAAAGCCTTACTTCTTGCCTTAAGATCTCTTGAATCTTAAGGCAAGAAGTAAGGCGG Hs.525157 12142 -1.3885 0.25698279 0.000479882 -0.3754875 0.57783275 0.263136776
TNFSF13B NM_006573_bp945_R AGCTAAAAAGGTGACTTTGTTTCGATGTATTCTCTTGAAATACATCGAAACAAAGTCACCGG Hs.525157 2395 -0.596575 0.07277255 0.010392045 -0.3829125 0.99762521 0.421063734
TNFSF13B NM_006573_bp945_R AGCTAAAAAGGTGACTTTGTTTCGATGTATTCTCTTGAAATACATCGAAACAAAGTCACCGG Hs.525157 7771 -0.517875 0.13549299 0.024127552 -0.3911125 0.98148053 0.404862803
TNFSF13B NM_006573_bp945_R AGCTAAAAAGGTGACTTTGTTTCGATGTATTCTCTTGAAATACATCGAAACAAAGTCACCGG Hs.525157 13147 -0.54675 0.13526213 0.019196414 -0.4043625 0.94149434 0.373866068
TNFSF4 NM_003326_bp231_R AGCTAAAAAGCTGGTGGCCTCTGTAATTCATCTCTTGAATGAATTACAGAGGCCACCAGCGG Hs.181097 3119 -0.858375 0.33235119 0.005256137 -0.581925 0.93669494 0.170823278
TNFSF4 NM_003326_bp231_R AGCTAAAAAGCTGGTGGCCTCTGTAATTCATCTCTTGAATGAATTACAGAGGCCACCAGCGG Hs.181097 8495 -0.82425 0.26279607 0.004029073 -0.53625 1.02146187 0.229105284
TNFSF4 NM_003326_bp231_R AGCTAAAAAGCTGGTGGCCTCTGTAATTCATCTCTTGAATGAATTACAGAGGCCACCAGCGG Hs.181097 13871 -1.047925 0.67473755 0.015481437 -0.51915 1.0536434 0.253065561
TNFSF4 NM_003326_bp655_R AGCTAAAAAGGCGGAGAACTGATTCTTATCTCTCTTGAAGATAAGAATCAGTTCTCCGCCGG Hs.181097 3117 -1.2883 0.47469189 0.002229739 -0.7092 0.92979759 0.105050448
TNFSF4 NM_003326_bp655_R AGCTAAAAAGGCGGAGAACTGATTCTTATCTCTCTTGAAGATAAGAATCAGTTCTCCGCCGG Hs.181097 8493 -0.989275 0.38445599 0.003997492 -0.500525 0.87035784 0.207097048
TNFSF4 NM_003326_bp655_R AGCTAAAAAGGCGGAGAACTGATTCTTATCTCTCTTGAAGATAAGAATCAGTTCTCCGCCGG Hs.181097 13869 -0.964375 0.44871496 0.006613027 -0.458075 0.83814162 0.231763474
TNFSF7 NM_001252_bp454_R AGCTAAAAAGGCATCTACATGGTACACATCTCTCTTGAAGATGTGTACCATGTAGATGCCGG Hs.501497 4739 1.4455625 0.77487097 0.006780312
TNFSF7 NM_001252_bp454_R AGCTAAAAAGGCATCTACATGGTACACATCTCTCTTGAAGATGTGTACCATGTAGATGCCGG Hs.501497 10115 1.2819875 0.7700752 0.010794605 0.912833333 0.16148394 0.010660167
TNFSF7 NM_001252_bp454_R AGCTAAAAAGGCATCTACATGGTACACATCTCTCTTGAAGATGTGTACCATGTAGATGCCGG Hs.501497 15491 1.2171875 0.68066427 0.008844776 0.6169375 0.32730129 0.024609226
TNFSF7 NM_001252_bp591_R AGCTAAAAACCACCAAGGTTGTACCATTGCTCTCTTGAAGCAATGGTACAACCTTGGTGGGG Hs.501497 4737 -0.5891125 0.35000118 0.0253533 0.2560125 0.43194343 0.299713642
TNFSF7 NM_001252_bp591_R AGCTAAAAACCACCAAGGTTGTACCATTGCTCTCTTGAAGCAATGGTACAACCTTGGTGGGG Hs.501497 10113 -0.7073375 0.33099268 0.011483276 0.1045375 0.29191409 0.580462983
TNFSF7 NM_001252_bp591_R AGCTAAAAACCACCAAGGTTGTACCATTGCTCTCTTGAAGCAATGGTACAACCTTGGTGGGG Hs.501497 15489 -0.7081875 0.28877001 0.008894767 -0.0110875 0.25115347 0.949257897
TNFSF8 NM_001244_bp572_R AGCTAAAAAGGGAATCTGGTGATCCAATTCTCTCTTGAAGAATTGGATCACCAGATTCCCGG Hs.494901 4735 1.2699875 0.35025504 0.001046991 0.8236 1.13946087 0.202021707
TNFSF8 NM_001244_bp572_R AGCTAAAAAGGGAATCTGGTGATCCAATTCTCTCTTGAAGAATTGGATCACCAGATTCCCGG Hs.494901 10111 1.2776375 0.27897641 0.000622843 0.0609375 0.64516915 0.844514271
TNFSF8 NM_001244_bp572_R AGCTAAAAAGGGAATCTGGTGATCCAATTCTCTCTTGAAGAATTGGATCACCAGATTCCCGG Hs.494901 15487 1.3603625 0.22743141 0.000327032 0.3410875 0.56752635 0.260682037
TNFSF8 NM_001244_bp809_R AGCTAAAAAGTGGATACATTCCAGTACATATCTCTTGAATATGTACTGGAATGTATCCACGG Hs.494901 4642 1.4326875 0.67114939 0.004281137 0.3802625 0.55815756 0.212519674
TNFSF8 NM_001244_bp809_R AGCTAAAAAGTGGATACATTCCAGTACATATCTCTTGAATATGTACTGGAATGTATCCACGG Hs.494901 10018 1.5520625 0.97196459 0.011283413 0.4091375 0.69555462 0.252630955
TNFSF8 NM_001244_bp809_R AGCTAAAAAGTGGATACATTCCAGTACATATCTCTTGAATATGTACTGGAATGTATCCACGG Hs.494901 15394 1.7470625 1.26289751 0.017982652 0.5188125 0.79418871 0.203626782
TNFSF8 NM_001244_bp862_R AGCTAAAAAGTCCATCTTCTTATACAGTAATCTCTTGAATTACTGTATAAGAAGATGGACGG Hs.494901 4733 -0.5314875 0.23789702 0.020255831 -0.2853125 0.33792434 0.197745016
TNFSF8 NM_001244_bp862_R AGCTAAAAAGTCCATCTTCTTATACAGTAATCTCTTGAATTACTGTATAAGAAGATGGACGG Hs.494901 10109 -0.5607625 0.27962293 0.020758466 -0.4397375 0.26700131 0.053285445
TNFSF8 NM_001244_bp862_R AGCTAAAAAGTCCATCTTCTTATACAGTAATCTCTTGAATTACTGTATAAGAAGATGGACGG Hs.494901 15485 -0.5649875 0.3125555 0.024107615 -0.4981375 0.41537739 0.07238815



TNIK XM_039796_bp2043_R AGCTAAAAAGTCGGAGTCCTTCAGCATTAGTCTCTTGAACTAATGCTGAAGGACTCCGACGG 1992 -0.043675 0.35787775 0.82674721 -0.48045 0.52114708 0.117836784
TNIK XM_039796_bp2043_R AGCTAAAAAGTCGGAGTCCTTCAGCATTAGTCTCTTGAACTAATGCTGAAGGACTCCGACGG 7368 -0.5111 1.47462253 0.421918 -0.036925 0.32450197 0.850472934
TNIK XM_039796_bp2043_R AGCTAAAAAGTCGGAGTCCTTCAGCATTAGTCTCTTGAACTAATGCTGAAGGACTCCGACGG 12744 0.501025 0.64366371 0.133923489 -0.15725 1.01986023 0.734647407
TNIK XM_039796_bp4167_R AGCTAAAAAGGTGCTCCAATGGGGAGAAATTCTCTTGAAATTTCTCCCCATTGGAGCACCGG 828 -0.291075 0.35798918 0.184836259 -0.158233333 0.32541436 0.518431479
TNIK XM_039796_bp4167_R AGCTAAAAAGGTGCTCCAATGGGGAGAAATTCTCTTGAAATTTCTCCCCATTGGAGCACCGG 6204 -0.096825 0.2924751 0.597301154 -0.24405 0.73358545 0.491550224
TNIK XM_039796_bp4167_R AGCTAAAAAGGTGCTCCAATGGGGAGAAATTCTCTTGAAATTTCTCCCCATTGGAGCACCGG 11580 -0.355225 0.39582209 0.13627653 -0.546775 0.89785414 0.224682471
TNIP1 NM_006058_bp1280_R AGCTAAAAAGCTGGCTGATTTGCAGAAGCATCTCTTGAATGCTTCTGCAAATCAGCCAGCGG Hs.543850 2896 0.525275 0.08593945 0.01095918 -0.4273 0.18904291 0.067018963
TNIP1 NM_006058_bp1280_R AGCTAAAAAGCTGGCTGATTTGCAGAAGCATCTCTTGAATGCTTCTGCAAATCAGCCAGCGG Hs.543850 8272 0.45615 0.14622144 0.023055859 -0.4514 0.16827491 0.054092839
TNIP1 NM_006058_bp1280_R AGCTAAAAAGCTGGCTGATTTGCAGAAGCATCTCTTGAATGCTTCTGCAAATCAGCCAGCGG Hs.543850 13648 0.4566 0.15127536 0.023442708 -0.563575 0.21539564 0.027428219
TNIP1 NM_006058_bp1628_R AGCTAAAAAGCAGAATGAGTTGCTGAAACATCTCTTGAATGTTTCAGCAACTCATTCTGCGG Hs.543850 2894 2.13125 0.36698951 0.000101413 1.265125 0.40608069 0.001432542
TNIP1 NM_006058_bp1628_R AGCTAAAAAGCAGAATGAGTTGCTGAAACATCTCTTGAATGTTTCAGCAACTCATTCTGCGG Hs.543850 8270 2.10135 0.33947827 8.90E-05 0.935925 0.23298144 0.003097803
TNIP1 NM_006058_bp1628_R AGCTAAAAAGCAGAATGAGTTGCTGAAACATCTCTTGAATGTTTCAGCAACTCATTCTGCGG Hs.543850 13646 1.974 0.12106202 2.89E-05 1.15285 0.34054987 0.001692921
TNIP1 NM_006058_bp2068_R AGCTAAAAAGGGTTCGAAATCCAAATCAGATCTCTTGAATCTGATTTGGATTTCGAACCCGG Hs.543850 2898 -1.4911 0.27357162 0.001724856 -0.8984
TNIP1 NM_006058_bp2068_R AGCTAAAAAGGGTTCGAAATCCAAATCAGATCTCTTGAATCTGATTTGGATTTCGAACCCGG Hs.543850 8274 -1.472 0.51302292 0.005255533 -1.485 0.55083618 0.014670785
TNIP1 NM_006058_bp2068_R AGCTAAAAAGGGTTCGAAATCCAAATCAGATCTCTTGAATCTGATTTGGATTTCGAACCCGG Hs.543850 13650 -1.5814 0.5812223 0.00541305 -1.136 0.67302423 0.042367256
TNIP2 NM_024309_bp1135_R AGCTAAAAAGCCGACGCATTAGAGCTTATGTCTCTTGAACATAAGCTCTAATGCGTCGGCGG Hs.368551 8276 0.308625 0.45007278 0.213739856 0.91075 0.55980287 0.013874849
TNIP2 NM_024309_bp1135_R AGCTAAAAAGCCGACGCATTAGAGCTTATGTCTCTTGAACATAAGCTCTAATGCGTCGGCGG Hs.368551 13652 0.1571 0.56987579 0.56547138 1.091575 0.59541408 0.007261115
TNIP2 NM_024309_bp1135_R AGCTAAAAAGCCGACGCATTAGAGCTTATGTCTCTTGAACATAAGCTCTAATGCGTCGGCGG Hs.368551 2900 0.029175 0.53435918 0.909378138 1.0498 1.26677692 0.094509795
TNIP2 NM_024309_bp550_R AGCTAAAAAGCCAAGTGTCTGGATGAACGATCTCTTGAATCGTTCATCCAGACACTTGGCGG Hs.368551 2902 0.8429 0.36006103 0.006741408 1.13935 1.37928025 0.068862366
TNIP2 NM_024309_bp550_R AGCTAAAAAGCCAAGTGTCTGGATGAACGATCTCTTGAATCGTTCATCCAGACACTTGGCGG Hs.368551 8278 0.708325 0.39883068 0.016843377 0.666075 0.46056566 0.032702367
TNIP2 NM_024309_bp550_R AGCTAAAAAGCCAAGTGTCTGGATGAACGATCTCTTGAATCGTTCATCCAGACACTTGGCGG Hs.368551 13654 0.392125 0.30633454 0.075432878 0.7104 0.84135876 0.085087939
TNIP2 NM_024309_bp640_R AGCTAAAAAGTCCAGAGTGTTATTGAGAAGTCTCTTGAACTTCTCAATAACACTCTGGACGG Hs.368551 2904 -0.4573 0.33799027 0.055200568 -0.2017 0.69003232 0.528462318
TNIP2 NM_024309_bp640_R AGCTAAAAAGTCCAGAGTGTTATTGAGAAGTCTCTTGAACTTCTCAATAACACTCTGGACGG Hs.368551 8280 -0.7083 0.68583989 0.061417915 -0.1303 0.30487859 0.556597967
TNIP2 NM_024309_bp640_R AGCTAAAAAGTCCAGAGTGTTATTGAGAAGTCTCTTGAACTTCTCAATAACACTCTGGACGG Hs.368551 13656 -0.7509 0.30676805 0.007816099 -0.123825 0.32010519 0.580696379
TNK1 NM_003985_bp218_R AGCTAAAAAGCCAGGGCACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTGCCCTGGCGG Hs.203420 232 -0.207675 0.50349192 0.414833814 -0.5243375 0.31224443 0.038721004
TNK1 NM_003985_bp218_R AGCTAAAAAGCCAGGGCACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTGCCCTGGCGG Hs.203420 5608 -0.16425 0.5830249 0.55509388 -0.5454875 0.29878755 0.031875842
TNK1 NM_003985_bp218_R AGCTAAAAAGCCAGGGCACTTCGACTTTGTTCTCTTGAAACAAAGTCGAAGTGCCCTGGCGG Hs.203420 10984 -0.256075 0.59527935 0.376516845 -0.4997125 0.30431305 0.043252725
TNK1 NM_003985_bp614_R AGCTAAAAAGCGAGAGGTATCGGTCATGATTCTCTTGAAATCATGACCGATACCTCTCGCGG Hs.203420 1696 0.155 0.33612556 0.43636852 0.0298375 0.67811165 0.926394176
TNK1 NM_003985_bp614_R AGCTAAAAAGCGAGAGGTATCGGTCATGATTCTCTTGAAATCATGACCGATACCTCTCGCGG Hs.203420 7072 0.16755 0.34997448 0.411630803 -0.0993125 0.62751664 0.744817963
TNK1 NM_003985_bp614_R AGCTAAAAAGCGAGAGGTATCGGTCATGATTCTCTTGAAATCATGACCGATACCTCTCGCGG Hs.203420 12448 0.121275 0.37488093 0.559739571 0.0689875 0.66984124 0.829563265
TNK2 NM_005781_bp1624_R AGCTAAAAAGGCAGTCAGATCCTGCATAAGTCTCTTGAACTTATGCAGGATCTGACTGCCGG Hs.518513 435 3.43335 1.62544725 0.003033898 0.9142 2.19352739 0.407403278
TNK2 NM_005781_bp1624_R AGCTAAAAAGGCAGTCAGATCCTGCATAAGTCTCTTGAACTTATGCAGGATCTGACTGCCGG Hs.518513 5811 6.13045 3.16154686 0.004115136 1.0213 2.64686608 0.437727012
TNK2 NM_005781_bp1624_R AGCTAAAAAGGCAGTCAGATCCTGCATAAGTCTCTTGAACTTATGCAGGATCTGACTGCCGG Hs.518513 11187 5.474825 3.03247678 0.0055839 1.5761 3.18353318 0.331514623
TNK2 NM_005781_bp3576_R AGCTAAAAAGGCTGCCCAGTATCTGAAGGTTCTCTTGAAACCTTCAGATACTGGGCAGCCGG Hs.518513 436 0.5908 1.05593272 0.226100372 -1.059266667 3.5912712 0.543464882
TNK2 NM_005781_bp3576_R AGCTAAAAAGGCTGCCCAGTATCTGAAGGTTCTCTTGAAACCTTCAGATACTGGGCAGCCGG Hs.518513 5812 0.824775 1.0730439 0.116019976 -1.0134 4.26360763 0.620325232
TNK2 NM_005781_bp3576_R AGCTAAAAAGGCTGCCCAGTATCTGAAGGTTCTCTTGAAACCTTCAGATACTGGGCAGCCGG Hs.518513 11188 0.487675 0.98955786 0.28111568 -0.977066667 4.70915558 0.66375221
TNKS AF082557_bp1536_R AGCTAAAAAGGCGGACTTATGGAAATTTACTCTCTTGAAGTAAATTTCCATAAGTCCGCCGG Hs.370267 4794 0.1452875 0.41148967 0.510157748 -0.636016667 0.26729848 0.043492575
TNKS AF082557_bp1536_R AGCTAAAAAGGCGGACTTATGGAAATTTACTCTCTTGAAGTAAATTTCCATAAGTCCGCCGG Hs.370267 10170 -0.0171375 0.33390117 0.928916425 -0.5778625 0.32186776 0.029745391
TNKS AF082557_bp1536_R AGCTAAAAAGGCGGACTTATGGAAATTTACTCTCTTGAAGTAAATTTCCATAAGTCCGCCGG Hs.370267 15546 0.0768375 0.33259292 0.690991114 -0.4523375 0.3242446 0.063738442
TNKS AF082557_bp1906_R AGCTAAAAAGGTGGTTTAATTCCTCTTCATTCTCTTGAAATGAAGAGGAATTAAACCACCGG Hs.370267 4798 0.6845875 0.42283865 0.021758465 -0.5888625 0.7164939 0.13137966
TNKS AF082557_bp1906_R AGCTAAAAAGGTGGTTTAATTCCTCTTCATTCTCTTGAAATGAAGAGGAATTAAACCACCGG Hs.370267 10174 0.6288625 0.45644817 0.034702919 -0.6069375 0.77650632 0.142930027
TNKS AF082557_bp1906_R AGCTAAAAAGGTGGTTTAATTCCTCTTCATTCTCTTGAAATGAAGAGGAATTAAACCACCGG Hs.370267 15550 0.6253125 0.39812822 0.026436608 -0.4787625 0.60037804 0.151052717
TNKS AF082557_bp3158_R AGCTAAAAAGGCTGGCATATGCTGAATATGTCTCTTGAACATATTCAGCATATGCCAGCCGG Hs.370267 4796 1.0544625 0.2796678 0.001513808 -0.2308625 0.39566662 0.320278677
TNKS AF082557_bp3158_R AGCTAAAAAGGCTGGCATATGCTGAATATGTCTCTTGAACATATTCAGCATATGCCAGCCGG Hs.370267 10172 1.0965625 0.25011315 0.001040948 -0.2061125 0.62206882 0.505263949
TNKS AF082557_bp3158_R AGCTAAAAAGGCTGGCATATGCTGAATATGTCTCTTGAACATATTCAGCATATGCCAGCCGG Hs.370267 15548 1.0281875 0.28404978 0.001746455 -0.1241375 0.58457593 0.668565506
TNNI3K NM_015978_bp1243_R AGCTAAAAAGTCACACTCCTGAAGCATTATTCTCTTGAAATAATGCTTCAGGAGTGTGACGG Hs.480085 1680 1.971775 1.55527075 0.023744468 0.766066667 1.72630291 0.384808161
TNNI3K NM_015978_bp1243_R AGCTAAAAAGTCACACTCCTGAAGCATTATTCTCTTGAAATAATGCTTCAGGAGTGTGACGG Hs.480085 7056 1.99775 1.59891867 0.024909056 1.659633333 0.30474797 0.002574221
TNNI3K NM_015978_bp1243_R AGCTAAAAAGTCACACTCCTGAAGCATTATTCTCTTGAAATAATGCTTCAGGAGTGTGACGG Hs.480085 12432 1.91865 1.6407793 0.031282802 1.035266667 0.9514076 0.091611372
TNNI3K NM_015978_bp460_R AGCTAAAAAGCCCTCCATATTGCTACAATATCTCTTGAATATTGTAGCAATATGGAGGGCGG Hs.480085 544 -0.01605 0.34113577 0.934126933 0.05845 0.58244386 0.88246108
TNNI3K NM_015978_bp460_R AGCTAAAAAGCCCTCCATATTGCTACAATATCTCTTGAATATTGTAGCAATATGGAGGGCGG Hs.480085 5920 -0.226075 0.39873176 0.312138316 0.894166667 1.17829817 0.184107952
TNNI3K NM_015978_bp460_R AGCTAAAAAGCCCTCCATATTGCTACAATATCTCTTGAATATTGTAGCAATATGGAGGGCGG Hs.480085 11296 -0.451025 0.63967858 0.166859059 0.204566667 1.37436022 0.761454278
TOLLIP NM_019009_bp303_R AGCTAAAAAGGCCAAGAATTACGGCATGACTCTCTTGAAGTCATGCCGTAATTCTTGGCCGG Hs.368527 2637 -0.6493 0.45358647 0.036048047 0.0867125 0.2346781 0.535456814
TOLLIP NM_019009_bp303_R AGCTAAAAAGGCCAAGAATTACGGCATGACTCTCTTGAAGTCATGCCGTAATTCTTGGCCGG Hs.368527 8013 -0.504733333 0.45759774 0.147664826 -0.0259625 0.15912659 0.931451453
TOLLIP NM_019009_bp303_R AGCTAAAAAGGCCAAGAATTACGGCATGACTCTCTTGAAGTCATGCCGTAATTCTTGGCCGG Hs.368527 13389 -1.069 0.41554654 0.005011551 -0.0210125 0.17224029 0.912088029
TOLLIP NM_019009_bp700_R AGCTAAAAAGTTGGCTATGTGCCCATCACATCTCTTGAATGTGATGGGCACATAGCCAACGG Hs.368527 2639 0.676575 0.19547674 0.004687657 -0.1292375 0.40205177 0.71773783
TOLLIP NM_019009_bp700_R AGCTAAAAAGTTGGCTATGTGCCCATCACATCTCTTGAATGTGATGGGCACATAGCCAACGG Hs.368527 8015 0.702 0.30972312 0.008492146 -0.1960875 0.43279124 0.537958671
TOLLIP NM_019009_bp700_R AGCTAAAAAGTTGGCTATGTGCCCATCACATCTCTTGAATGTGATGGGCACATAGCCAACGG Hs.368527 13391 0.72185 0.2713975 0.005502783 -0.2315625 0.37639109 0.428743829
TOLLIP NM_019009_bp884_R AGCTAAAAAGGAACAAGGATGCCGCCATCATCTCTTGAATGATGGCGGCATCCTTGTTCCGG Hs.368527 2665 0.79045 0.65681717 0.055106876 -0.9414625 2.16300345 0.292269685
TOLLIP NM_019009_bp884_R AGCTAAAAAGGAACAAGGATGCCGCCATCATCTCTTGAATGATGGCGGCATCCTTGTTCCGG Hs.368527 8041 0.974216667 0.57676025 0.023608991 -0.8335625 2.08792702 0.33410079
TOLLIP NM_019009_bp884_R AGCTAAAAAGGAACAAGGATGCCGCCATCATCTCTTGAATGATGGCGGCATCCTTGTTCCGG Hs.368527 13417 0.555675 0.05773527 0.082984126 0.107016667 1.03165814 0.745080972
TOMM40L BX537951_bp603_R AGCTAAAAAGTTCCTGACATGGCAGTTTGATCTCTTGAATCAAACTGCCATGTCAGGAACGG Hs.321653 9634 0.10705 0.04633656 0.449457875 -0.500975 0.1235906 0.018356187 -0.73003333 0.23859653 0.029452497
TOMM40L BX537951_bp603_R AGCTAAAAAGTTCCTGACATGGCAGTTTGATCTCTTGAATCAAACTGCCATGTCAGGAACGG Hs.321653 4258 0.379975 0.33164976 0.091154592 -0.3074 0.78385225 0.418162545 -1.12105 0.86571083 0.059770802
TOMM40L BX537951_bp603_R AGCTAAAAAGTTCCTGACATGGCAGTTTGATCTCTTGAATCAAACTGCCATGTCAGGAACGG Hs.321653 15010 0.4353 0.28161211 0.049600974 0.233366667 0.69105624 0.541691954 -0.70725 0.19480792 0.088918355
TOMM40L BX537951_bp745_R AGCTAAAAAGGAGGAGAGCTAGTTTATCACTCTCTTGAAGTGATAAACTAGCTCTCCTCCGG Hs.321653 4260 0.426625 0.9331949 0.316200126 0.17055 0.28422533 0.375635366 0.381333333 0.10583527 0.158304793
TOMM40L BX537951_bp745_R AGCTAAAAAGGAGGAGAGCTAGTTTATCACTCTCTTGAAGTGATAAACTAGCTCTCCTCCGG Hs.321653 9636 0.4359 0.96050954 0.318002722 0.03565 0.51284424 0.891032913 0.2425 0.21904776 0.359668609
TOMM40L BX537951_bp745_R AGCTAAAAAGGAGGAGAGCTAGTTTATCACTCTCTTGAAGTGATAAACTAGCTCTCCTCCGG Hs.321653 15012 0.424075 0.92525127 0.315515724 0.10205 0.29343463 0.590047004 0.275466667 0.18067303 0.296269831
TOMM40L BX537951_bp905_R AGCTAAAAAGAGTGGAGTTTGAGGCAAACATCTCTTGAATGTTTGCCTCAAACTCCACTCGG Hs.321653 4256 -0.047975 0.39656175 0.820447245 -0.00545 0.60287488 0.985195649 1.811333333 1.90054626 0.053621897
TOMM40L BX537951_bp905_R AGCTAAAAAGAGTGGAGTTTGAGGCAAACATCTCTTGAATGTTTGCCTCAAACTCCACTCGG Hs.321653 9632 0.039425 0.45996938 0.864736799 -0.130675 0.58654992 0.653442351 1.871766667 1.90987403 0.049071829
TOMM40L BX537951_bp905_R AGCTAAAAAGAGTGGAGTTTGAGGCAAACATCTCTTGAATGTTTGCCTCAAACTCCACTCGG Hs.321653 15008 -0.06235 0.34806193 0.751863432 -0.083475 0.73335061 0.809239789 2.272866667 2.14748692 0.03695686
TOP1 NM_003286_bp1293_R AGCTAAAAAGATTGCTAACTTCAAGATAGATCTCTTGAATCTATCTTGAAGTTAGCAATCGG Hs.592136 1064 -0.0534125 0.2240279 0.745409916 -0.1631625 0.76740008 0.632257719
TOP1 NM_003286_bp1293_R AGCTAAAAAGATTGCTAACTTCAAGATAGATCTCTTGAATCTATCTTGAAGTTAGCAATCGG Hs.592136 6440 -0.0279875 0.21097052 0.861938653 -0.2292875 0.76295956 0.503688723
TOP1 NM_003286_bp1293_R AGCTAAAAAGATTGCTAACTTCAAGATAGATCTCTTGAATCTATCTTGAAGTTAGCAATCGG Hs.592136 11816 -0.0059125 0.20904308 0.970571325 -0.1967375 0.73204328 0.553423333
TOP1 NM_003286_bp1678_R AGCTAAAAAGCCCTGTACTTCATCGACAAGTCTCTTGAACTTGTCGATGAAGTACAGGGCGG Hs.592136 1062 -0.7661375 0.07524524 0.002158501 -1.1858625 0.4556204 0.002540003
TOP1 NM_003286_bp1678_R AGCTAAAAAGCCCTGTACTTCATCGACAAGTCTCTTGAACTTGTCGATGAAGTACAGGGCGG Hs.592136 6438 -0.7853875 0.08969579 0.002020863 -1.2175375 0.5083465 0.002875505
TOP1 NM_003286_bp1678_R AGCTAAAAAGCCCTGTACTTCATCGACAAGTCTCTTGAACTTGTCGATGAAGTACAGGGCGG Hs.592136 11814 -0.6990625 0.19513408 0.005444399 -1.1453875 0.53113339 0.004321399
TOP1 NM_003286_bp2328_R AGCTAAAAAGGAGGAACAGTTGATGAAGCTTCTCTTGAAAGCTTCATCAACTGTTCCTCCGG Hs.592136 1063 1.8846125 0.68487196 0.001369455 1.0768625 0.69642613 0.011823353
TOP1 NM_003286_bp2328_R AGCTAAAAAGGAGGAACAGTTGATGAAGCTTCTCTTGAAAGCTTCATCAACTGTTCCTCCGG Hs.592136 6439 2.0417625 0.79088677 0.001635034 1.1145875 0.73516902 0.011890338
TOP1 NM_003286_bp2328_R AGCTAAAAAGGAGGAACAGTTGATGAAGCTTCTCTTGAAAGCTTCATCAACTGTTCCTCCGG Hs.592136 11815 2.0281875 0.76859337 0.001510892 1.1241875 0.70565252 0.010170415
TOP2A NM_001067_bp3519_R AGCTAAAAAGCCCCTTTGGTATTTAACCAATCTCTTGAATTGGTTAAATACCAAAGGGGCGG Hs.156346 2095 -0.2827125 0.21013318 0.123204882 0.3659625 0.32596002 0.13647216
TOP2A NM_001067_bp3519_R AGCTAAAAAGCCCCTTTGGTATTTAACCAATCTCTTGAATTGGTTAAATACCAAAGGGGCGG Hs.156346 7471 -0.3615125 0.0662219 0.040553482 0.2352375 0.2794882 0.294534676
TOP2A NM_001067_bp3519_R AGCTAAAAAGCCCCTTTGGTATTTAACCAATCTCTTGAATTGGTTAAATACCAAAGGGGCGG Hs.156346 12847 -0.4002625 0.10461435 0.031621675 0.3855875 0.4521726 0.158653819
TOP2A NM_001067_bp558_R AGCTAAAAAGCTCCTAACTTCTAGTAACTATCTCTTGAATAGTTACTAGAAGTTAGGAGCGG Hs.156346 2097 0.1769875 1.73187462 0.805571158 -0.0440125 0.98259457 0.913566604
TOP2A NM_001067_bp558_R AGCTAAAAAGCTCCTAACTTCTAGTAACTATCTCTTGAATAGTTACTAGAAGTTAGGAGCGG Hs.156346 7473 0.1444875 1.76505596 0.843413176 0.0038625 0.97031933 0.992320739
TOP2A NM_001067_bp558_R AGCTAAAAAGCTCCTAACTTCTAGTAACTATCTCTTGAATAGTTACTAGAAGTTAGGAGCGG Hs.156346 12849 0.1424375 1.77409761 0.846344972 -0.0451125 1.02274505 0.914170035
TOP2A NM_001067_bp786_R AGCTAAAAAGCCTGATTTGTCTAAGTTTAATCTCTTGAATTAAACTTAGACAAATCAGGCGG Hs.156346 2093 -0.1763625 0.50695388 0.486390126 -0.1652875 0.59848188 0.571817182
TOP2A NM_001067_bp786_R AGCTAAAAAGCCTGATTTGTCTAAGTTTAATCTCTTGAATTAAACTTAGACAAATCAGGCGG Hs.156346 7469 -0.0651125 0.61028143 0.818389433 -0.0642125 0.5190092 0.810331947
TOP2A NM_001067_bp786_R AGCTAAAAAGCCTGATTTGTCTAAGTTTAATCTCTTGAATTAAACTTAGACAAATCAGGCGG Hs.156346 12845 -0.3179625 0.41587932 0.183819336 -0.0762625 0.64233274 0.8002811
TOX BX647462_bp2741_R AGCTAAAAAGGGTGTAATTTAAAGGTTTAATCTCTTGAATTAAACCTTTAAATTACACCCGG 4404 -0.218875 0.75996594 0.525616957 -0.500475 0.2695528 0.0362707 -1.0601 1.38578787 0.137791304
TOX BX647462_bp2741_R AGCTAAAAAGGGTGTAATTTAAAGGTTTAATCTCTTGAATTAAACCTTTAAATTACACCCGG 9780 -0.2545 0.81104113 0.486802273 -0.2947 0.06917924 0.082081249 -0.8632 0.69759271 0.051071649
TOX BX647462_bp2741_R AGCTAAAAAGGGTGTAATTTAAAGGTTTAATCTCTTGAATTAAACCTTTAAATTACACCCGG 15156 0.2443 0.15160369 0.389823649 -0.379825 0.5248287 0.195758763 -1.42895 0.62501168 0.018991875
TOX BX647462_bp3831_R AGCTAAAAAGGCGAAACTATGTCTCTACAATCTCTTGAATTGTAGAGACATAGTTTCGCCGG 9784 -0.02065 0.98364083 0.960990136 0.8151
TOX BX647462_bp3831_R AGCTAAAAAGGCGAAACTATGTCTCTACAATCTCTTGAATTGTAGAGACATAGTTTCGCCGG 15160 -0.427325 0.64106032 0.18677927 0.3319
TOX BX647462_bp3831_R AGCTAAAAAGGCGAAACTATGTCTCTACAATCTCTTGAATTGTAGAGACATAGTTTCGCCGG 4408 -0.549875 0.71530959 0.131425036
TOX BX647462_bp6092_R AGCTAAAAAGCGGACTTGCTTTCCCTTTCATCTCTTGAATGAAAGGGAAAGCAAGTCCGCGG 4406 -0.52435 0.64617678 0.121209541 0.044175 0.65855344 0.888667605 1.170566667 0.94477603 0.035099296
TOX BX647462_bp6092_R AGCTAAAAAGCGGACTTGCTTTCCCTTTCATCTCTTGAATGAAAGGGAAAGCAAGTCCGCGG 9782 -0.644275 0.89937292 0.142820639 0.057733333 0.85637416 0.895812411 0.984033333 1.06949661 0.078969907
TOX BX647462_bp6092_R AGCTAAAAAGCGGACTTGCTTTCCCTTTCATCTCTTGAATGAAAGGGAAAGCAAGTCCGCGG 15158 -0.37115 0.96938751 0.392113657 0.309675 0.94682244 0.485273874 1.139533333 1.03500861 0.047430003
TP53 NM_000546_bp1107_R AGCTAAAAAGAAGAGAATCTCCGCAAGAAATCTCTTGAATTTCTTGCGGAGATTCTCTTCGG Hs.408312 2061 -0.5615375 0.54425349 0.071972842 -0.7686375 0.7611212 0.053730234
TP53 NM_000546_bp1107_R AGCTAAAAAGAAGAGAATCTCCGCAAGAAATCTCTTGAATTTCTTGCGGAGATTCTCTTCGG Hs.408312 7437 -0.5290375 0.60114738 0.103226603 -0.9146375 0.69048204 0.022700138
TP53 NM_000546_bp1107_R AGCTAAAAAGAAGAGAATCTCCGCAAGAAATCTCTTGAATTTCTTGCGGAGATTCTCTTCGG Hs.408312 12813 -0.4157375 0.74361382 0.244298818 -1.0006375 0.85521781 0.028381856
TP53 NM_000546_bp611_R AGCTAAAAAGTCTGTGACTTGCACGTACTCTCTCTTGAAGAGTACGTGCAAGTCACAGACGG Hs.408312 2063 0.3215375 0.93256453 0.439451624 -0.6265125 0.69674816 0.084033746
TP53 NM_000546_bp611_R AGCTAAAAAGTCTGTGACTTGCACGTACTCTCTCTTGAAGAGTACGTGCAAGTCACAGACGG Hs.408312 7439 0.2952875 1.04343037 0.516817002 -0.5478375 0.69644351 0.120502601
TP53 NM_000546_bp611_R AGCTAAAAAGTCTGTGACTTGCACGTACTCTCTCTTGAAGAGTACGTGCAAGTCACAGACGG Hs.408312 12815 0.3623375 1.00429418 0.416442399 -0.4225125 0.73258023 0.226279734
TP53 NM_000546_bp854_R AGCTAAAAAGCGTGTGGAGTATTTGGATGATCTCTTGAATCATCCAAATACTCCACACGCGG Hs.408312 1040 -0.4306625 0.39229947 0.08296861 0.3500875 0.05987148 0.101122935
TP53 NM_000546_bp854_R AGCTAAAAAGCGTGTGGAGTATTTGGATGATCTCTTGAATCATCCAAATACTCCACACGCGG Hs.408312 6416 -0.5310375 0.41084699 0.048553951 0.3863375 0.06733312 0.076945598
TP53 NM_000546_bp854_R AGCTAAAAAGCGTGTGGAGTATTTGGATGATCTCTTGAATCATCCAAATACTCCACACGCGG Hs.408312 11792 -0.5032125 0.40361929 0.055505969 0.3877875 0.07415235 0.076502764
TP53BP1 NM_005657_bp406_R AGCTAAAAAGTGGGTTCAATGAACATTTGATCTCTTGAATCAAATGTTCATTGAACCCACGG Hs.440968 1039 0.4882125 0.50112129 0.090077117 -0.1586375 0.63038637 0.598011716
TP53BP1 NM_005657_bp406_R AGCTAAAAAGTGGGTTCAATGAACATTTGATCTCTTGAATCAAATGTTCATTGAACCCACGG Hs.440968 6415 0.5506625 0.53253815 0.072766762 -0.2257125 0.71635441 0.492623203
TP53BP1 NM_005657_bp406_R AGCTAAAAAGTGGGTTCAATGAACATTTGATCTCTTGAATCAAATGTTCATTGAACCCACGG Hs.440968 11791 0.5787875 0.48956815 0.052730053 -0.2134625 0.70337694 0.510634345
TP53BP1 NM_005657_bp5221_R AGCTAAAAAGTCGCAAGTCTGCCACAGTAATCTCTTGAATTACTGTGGCAGACTTGCGACGG Hs.440968 2059 0.1267875 0.23610131 0.459426303 -1.4137625 0.26743197 0.000409538
TP53BP1 NM_005657_bp5221_R AGCTAAAAAGTCGCAAGTCTGCCACAGTAATCTCTTGAATTACTGTGGCAGACTTGCGACGG Hs.440968 7435 0.1261875 0.19648281 0.438442871 -1.3259125 0.16605118 0.00039596
TP53BP1 NM_005657_bp5221_R AGCTAAAAAGTCGCAAGTCTGCCACAGTAATCTCTTGAATTACTGTGGCAGACTTGCGACGG Hs.440968 12811 0.1308625 0.26242791 0.461990628 -1.4256375 0.28658344 0.000426095
TP53BP1 NM_005657_bp5690_R AGCTAAAAAGCTCCAGAACTACCGTAATTATCTCTTGAATAATTACGGTAGTTCTGGAGCGG Hs.440968 1038 -1.1254375 0.09345417 0.000389933 -0.3793875 0.39395469 0.145105739
TP53BP1 NM_005657_bp5690_R AGCTAAAAAGCTCCAGAACTACCGTAATTATCTCTTGAATAATTACGGTAGTTCTGGAGCGG Hs.440968 6414 -1.2660875 0.35887628 0.001126393 -0.3288375 0.36000398 0.184976593
TP53BP1 NM_005657_bp5690_R AGCTAAAAAGCTCCAGAACTACCGTAATTATCTCTTGAATAATTACGGTAGTTCTGGAGCGG Hs.440968 11790 -1.2091125 0.12596393 0.000318063 -0.3527125 0.40416998 0.174187877
TP53BP2 NM_005426_bp1749_R AGCTAAAAAGCGTCCGTTCTCAATGTTTGATCTCTTGAATCAAACATTGAGAACGGACGCGG Hs.523968 1035 -0.561183333 0.42899399 0.080689782 -0.3036125 0.40461493 0.233170585
TP53BP2 NM_005426_bp1749_R AGCTAAAAAGCGTCCGTTCTCAATGTTTGATCTCTTGAATCAAACATTGAGAACGGACGCGG Hs.523968 6411 -0.2265375 0.37613172 0.296799499 -0.3063875 0.40715215 0.230406582
TP53BP2 NM_005426_bp1749_R AGCTAAAAAGCGTCCGTTCTCAATGTTTGATCTCTTGAATCAAACATTGAGAACGGACGCGG Hs.523968 11787 -0.7052375 0.34215653 0.012402839 -0.4846875 0.474328 0.094847678
TP53BP2 NM_005426_bp1846_R AGCTAAAAAGATGCTCAGGTTGCAAATAAATCTCTTGAATTTATTTGCAACCTGAGCATCGG Hs.523968 1036 0.5530125 0.16718504 0.01223869 0.4311375 0.54415873 0.150926247
TP53BP2 NM_005426_bp1846_R AGCTAAAAAGATGCTCAGGTTGCAAATAAATCTCTTGAATTTATTTGCAACCTGAGCATCGG Hs.523968 6412 0.5828125 0.13859813 0.008737039 0.4100625 0.55055861 0.170868387
TP53BP2 NM_005426_bp1846_R AGCTAAAAAGATGCTCAGGTTGCAAATAAATCTCTTGAATTTATTTGCAACCTGAGCATCGG Hs.523968 11788 0.6998125 0.17747768 0.004930067 0.4737875 0.57608715 0.130030454
TP53BP2 NM_005426_bp3193_R AGCTAAAAAGAGGGAGAATTTGACCTTGTATCTCTTGAATACAAGGTCAAATTCTCCCTCGG Hs.523968 1037 -1.3786625 0.08523938 0.000143589 -0.2594875 0.42236173 0.308000467
TP53BP2 NM_005426_bp3193_R AGCTAAAAAGAGGGAGAATTTGACCTTGTATCTCTTGAATACAAGGTCAAATTCTCCCTCGG Hs.523968 6413 -1.4042125 0.15874956 0.000184208 -0.1011875 0.45521122 0.68873954
TP53BP2 NM_005426_bp3193_R AGCTAAAAAGAGGGAGAATTTGACCTTGTATCTCTTGAATACAAGGTCAAATTCTCCCTCGG Hs.523968 11789 -1.4262375 0.08253871 0.000120774 0.0223125 0.60962671 0.93897342
TP53RK NM_033550_bp2359_R AGCTAAAAAGACCCCTTGATTGTTTAGAAATCTCTTGAATTTCTAAACAATCAAGGGGTCGG Hs.440263 2037 -0.661975 0.14466576 0.005303701 -0.383825 0.18234371 0.054928432
TP53RK NM_033550_bp2359_R AGCTAAAAAGACCCCTTGATTGTTTAGAAATCTCTTGAATTTCTAAACAATCAAGGGGTCGG Hs.440263 7413 -1.115075 0.32992358 0.001648174 -0.221775 0.2723182 0.255627737
TP53RK NM_033550_bp2359_R AGCTAAAAAGACCCCTTGATTGTTTAGAAATCTCTTGAATTTCTAAACAATCAAGGGGTCGG Hs.440263 12789 -0.27405 0.32726257 0.19012305 -0.044575 0.4528805 0.851921133
TP73 NM_005427_bp1613_R AGCTAAAAAGTGTCCAAACTGCATCGAGTATCTCTTGAATACTCGATGCAGTTTGGACACGG Hs.192132 1034 0.1928875 0.58090117 0.49013936 -0.1501875 0.3515757 0.516912517
TP73 NM_005427_bp1613_R AGCTAAAAAGTGTCCAAACTGCATCGAGTATCTCTTGAATACTCGATGCAGTTTGGACACGG Hs.192132 6410 0.1221875 0.49454257 0.619190938 -0.2417875 0.36575311 0.315728113
TP73 NM_005427_bp1613_R AGCTAAAAAGTGTCCAAACTGCATCGAGTATCTCTTGAATACTCGATGCAGTTTGGACACGG Hs.192132 11786 0.0467625 0.43621814 0.834540219 -0.1507125 0.39571218 0.531879007
TP73 NM_005427_bp637_R AGCTAAAAAGGGCCATGCCTGTTTACAAGATCTCTTGAATCTTGTAAACAGGCATGGCCCGG Hs.192132 2057 3.8344625 1.05309599 0.000281825 -0.1123625 1.39113639 0.836095869
TP73 NM_005427_bp637_R AGCTAAAAAGGGCCATGCCTGTTTACAAGATCTCTTGAATCTTGTAAACAGGCATGGCCCGG Hs.192132 7433 0.4201875 0.40865481 0.094523019 -0.2691625 0.56177298 0.351882114
TP73 NM_005427_bp637_R AGCTAAAAAGGGCCATGCCTGTTTACAAGATCTCTTGAATCTTGTAAACAGGCATGGCCCGG Hs.192132 12809 2.6254375 0.95717348 0.001109565 0.1187375 1.00031591 0.77348106
TP73 NM_005427_bp765_R AGCTAAAAAGGCAATAATCTCTCGCAGTATTCTCTTGAAATACTGCGAGAGATTATTGCCGG Hs.192132 1033 -0.9437625 0.17973412 0.00133734 -0.7288125 0.32891766 0.014058354
TP73 NM_005427_bp765_R AGCTAAAAAGGCAATAATCTCTCGCAGTATTCTCTTGAAATACTGCGAGAGATTATTGCCGG Hs.192132 6409 -0.9714125 0.21460003 0.001442515 -0.7190625 0.36155683 0.016818718
TP73 NM_005427_bp765_R AGCTAAAAAGGCAATAATCTCTCGCAGTATTCTCTTGAAATACTGCGAGAGATTATTGCCGG Hs.192132 11785 -1.0376375 0.1900126 0.000919289 -0.7576375 0.38273145 0.014678799
TP73L NM_003722_bp1799_R AGCTAAAAAGACCACCATCTATCAGATTGATCTCTTGAATCAATCTGATAGATGGTGGTCGG Hs.137569 1020 -0.4238875 0.33774521 0.069063899 -0.3066875 0.85243658 0.413120899
TP73L NM_003722_bp1799_R AGCTAAAAAGACCACCATCTATCAGATTGATCTCTTGAATCAATCTGATAGATGGTGGTCGG Hs.137569 6396 -0.5895375 0.1939758 0.010855424 -0.1665125 0.90547039 0.664301157
TP73L NM_003722_bp1799_R AGCTAAAAAGACCACCATCTATCAGATTGATCTCTTGAATCAATCTGATAGATGGTGGTCGG Hs.137569 11772 -0.4757375 0.30737219 0.042213909 -0.2829125 0.822722 0.437169758
TP73L NM_003722_bp2060_R AGCTAAAAAGTGGAATGACTTCAACTTTGATCTCTTGAATCAAAGTTGAAGTCATTCCACGG Hs.137569 2055 -0.6865875 0.52959809 0.036340029 0.0326125 0.44685515 0.89579836



TP73L NM_003722_bp2060_R AGCTAAAAAGTGGAATGACTTCAACTTTGATCTCTTGAATCAAAGTTGAAGTCATTCCACGG Hs.137569 7431 -0.6432375 0.60891418 0.06188431 0.0037375 0.42172212 0.987722819
TP73L NM_003722_bp2060_R AGCTAAAAAGTGGAATGACTTCAACTTTGATCTCTTGAATCAAAGTTGAAGTCATTCCACGG Hs.137569 12807 -0.5974875 0.58051825 0.069059117 -0.0099875 0.44421104 0.96790232
TP73L NM_003722_bp299_R AGCTAAAAAGCCCATTGACTTGAACTTTGTTCTCTTGAAACAAAGTTCAAGTCAATGGGCGG Hs.137569 2053 -1.3544875 0.22033687 0.000318635 0.0318125 0.23730596 0.877846446
TP73L NM_003722_bp299_R AGCTAAAAAGCCCATTGACTTGAACTTTGTTCTCTTGAAACAAAGTTCAAGTCAATGGGCGG Hs.137569 7429 -1.1570375 0.13940003 0.000418193 0.0978625 0.63739066 0.744754791
TP73L NM_003722_bp299_R AGCTAAAAAGCCCATTGACTTGAACTTTGTTCTCTTGAAACAAAGTTCAAGTCAATGGGCGG Hs.137569 12805 -1.2685375 0.3058457 0.000774952 0.0328375 0.27791995 0.877842731
TRADD NM_153425_bp1016_R AGCTAAAAAGAGGATGCGCTGCGAAATCTGTCTCTTGAACAGATTTCGCAGCGCATCCTCGG Hs.460996 2625
TRADD NM_153425_bp1016_R AGCTAAAAAGAGGATGCGCTGCGAAATCTGTCTCTTGAACAGATTTCGCAGCGCATCCTCGG Hs.460996 8001
TRADD NM_153425_bp1016_R AGCTAAAAAGAGGATGCGCTGCGAAATCTGTCTCTTGAACAGATTTCGCAGCGCATCCTCGG Hs.460996 13377
TRAF1 NM_005658_bp253_R AGCTAAAAAGGGGAAGACCTCCAGTCTATATCTCTTGAATATAGACTGGAGGTCTTCCCCGG Hs.531251 858 -0.0737625 0.57932052 0.786916849 -1.128975 0.06622055 0.021498615
TRAF1 NM_005658_bp253_R AGCTAAAAAGGGGAAGACCTCCAGTCTATATCTCTTGAATATAGACTGGAGGTCTTCCCCGG Hs.531251 6234 -0.0941875 0.76220123 0.781517754 -0.97178333 0.47266076 0.018444476
TRAF1 NM_005658_bp253_R AGCTAAAAAGGGGAAGACCTCCAGTCTATATCTCTTGAATATAGACTGGAGGTCTTCCCCGG Hs.531251 11610 0.0956875 0.59936139 0.733133074 -0.919375 0.00194454 0.040536998
TRAF1 NM_005658_bp432_R AGCTAAAAAGCTGTTGGGGTTCATGAAACATCTCTTGAATGTTTCATGAACCCCAACAGCGG Hs.531251 2216
TRAF1 NM_005658_bp432_R AGCTAAAAAGCTGTTGGGGTTCATGAAACATCTCTTGAATGTTTCATGAACCCCAACAGCGG Hs.531251 7592
TRAF1 NM_005658_bp432_R AGCTAAAAAGCTGTTGGGGTTCATGAAACATCTCTTGAATGTTTCATGAACCCCAACAGCGG Hs.531251 12968
TRAF2 NM_021138_bp1267_R AGCTAAAAAGGAACACACCTGTCCCTCTTCTCTCTTGAAGAAGAGGGACAGGTGTGTTCCGG Hs.522506 1456 -0.772566667 0.52991488 0.062655279 0.5528 0.95629121 0.265818697
TRAF2 NM_021138_bp1267_R AGCTAAAAAGGAACACACCTGTCCCTCTTCTCTCTTGAAGAAGAGGGACAGGTGTGTTCCGG Hs.522506 6832 -0.681933333 0.77722529 0.164949753 0.6423 0.68066099 0.157172202
TRAF2 NM_021138_bp1267_R AGCTAAAAAGGAACACACCTGTCCCTCTTCTCTCTTGAAGAAGAGGGACAGGTGTGTTCCGG Hs.522506 12208 -0.71315 0.74741187 0.203164565 0.080383333 0.92599522 0.77409126
TRAF2 NM_021138_bp2242_R AGCTAAAAAGACAGAGTTATTAAACCATTCTCTCTTGAAGAATGGTTTAATAACTCTGTCGG Hs.522506 2479 2.4605 1.16987862 0.002796822 1.1995 1.82603255 0.153344559
TRAF2 NM_021138_bp2242_R AGCTAAAAAGACAGAGTTATTAAACCATTCTCTCTTGAAGAATGGTTTAATAACTCTGTCGG Hs.522506 7855 2.1268 0.77011362 0.001010778 1.64525 2.07882323 0.097810026
TRAF2 NM_021138_bp2242_R AGCTAAAAAGACAGAGTTATTAAACCATTCTCTCTTGAAGAATGGTTTAATAACTCTGTCGG Hs.522506 13231 2.219433333 0.42324208 0.000588588 1.20045 1.93740187 0.168895485
TRAF2 NM_021138_bp692_R AGCTAAAAAGTCGAGTCCCTTGCAGATTCCTCTCTTGAAGGAATCTGCAAGGGACTCGACGG Hs.522506 1455 -1.5256 0.332505 0.000510394 0.1259375 0.44764709 0.503575047
TRAF2 NM_021138_bp692_R AGCTAAAAAGTCGAGTCCCTTGCAGATTCCTCTCTTGAAGGAATCTGCAAGGGACTCGACGG Hs.522506 6831 -1.547325 0.38130145 0.000652829 -0.1247625 0.34495072 0.718710345
TRAF2 NM_021138_bp692_R AGCTAAAAAGTCGAGTCCCTTGCAGATTCCTCTCTTGAAGGAATCTGCAAGGGACTCGACGG Hs.522506 12207 -1.466025 0.3187739 0.00056901 0.2528125 0.20773824 0.177248267
TRAF3 NM_145725_bp494_R AGCTAAAAAGGAGGACAAGTACAAGTGTGATCTCTTGAATCACACTTGTACTTGTCCTCCGG Hs.510528 935 4.7460375 1.2495194 0.000215989 2.2708625 1.58041471 0.007806457 0.423825 0.22179396 0.031535076 0.97365 0.5607215 0.04026321
TRAF3 NM_145725_bp494_R AGCTAAAAAGGAGGACAAGTACAAGTGTGATCTCTTGAATCACACTTGTACTTGTCCTCCGG Hs.510528 6311 4.7746875 1.26408279 0.000221013 2.1991375 1.58857633 0.009212728 0.708025 0.52541293 0.074091843 1.0436 0.47902753 0.02233978
TRAF3 NM_145725_bp494_R AGCTAAAAAGGAGGACAAGTACAAGTGTGATCTCTTGAATCACACTTGTACTTGTCCTCCGG Hs.510528 11687 4.8500375 1.31581053 0.000245436 2.3898875 1.78068087 0.010123388 0.78435 0.65126312 0.095127644 1.174325 0.58695935 0.027983099
TRAF3 NM_145725_bp630_R AGCTAAAAAGAGAGCATCGTTAAAGATAAGTCTCTTGAACTTATCTTTAACGATGCTCTCGG Hs.510528 936 0.1814625 0.42874227 0.427453773 -0.0626375 0.98001847 0.877050822 0.298125 0.43617022 0.265045512 0.8554 0.34759289 0.016070758
TRAF3 NM_145725_bp630_R AGCTAAAAAGAGAGCATCGTTAAAGATAAGTCTCTTGAACTTATCTTTAACGATGCTCTCGG Hs.510528 6312 0.1579375 0.42261695 0.482605605 -0.0835125 1.02830548 0.842717932 0.3568 0.53971815 0.277880205 0.864025 0.38052772 0.019994181
TRAF3 NM_145725_bp630_R AGCTAAAAAGAGAGCATCGTTAAAGATAAGTCTCTTGAACTTATCTTTAACGATGCTCTCGG Hs.510528 11688 0.1313375 0.4224317 0.556044271 -0.0928125 1.03204746 0.826037001 0.348625 0.4819088 0.24373626 0.892175 0.33540991 0.012974776
TRAF3 NM_145725_bp744_R AGCTAAAAAGGACATCTGCTGGTGCATTTATCTCTTGAATAAATGCACCAGCAGATGTCCGG Hs.510528 1953 -1.2264875 0.10188055 0.000267692 1.2550375 0.32192018 0.000996858 0.36765 0.4344409 0.189123251 2.201325 0.25532354 0.000424979
TRAF3 NM_145725_bp744_R AGCTAAAAAGGACATCTGCTGGTGCATTTATCTCTTGAATAAATGCACCAGCAGATGTCCGG Hs.510528 7329 -1.2128875 0.23815667 0.000602856 1.2302125 0.32622762 0.00113003 0.352475 0.53820374 0.28152991 2.134325 0.29876379 0.000742979
TRAF3 NM_145725_bp744_R AGCTAAAAAGGACATCTGCTGGTGCATTTATCTCTTGAATAAATGCACCAGCAGATGTCCGG Hs.510528 12705 -1.2126375 0.27113595 0.000752875 1.1972625 0.32858543 0.001317029 0.381975 0.60643907 0.296853219 2.147875 0.26497789 0.000510582
TRAF3IP2 NM_147686_bp1667_R AGCTAAAAAGAGGCATTGATATCATTAAATTCTCTTGAAATTTAATGATATCAATGCCTCGG Hs.571184 2732 1.328675 0.60741401 0.004228119 0.274725 0.48922294 0.311333863
TRAF3IP2 NM_147686_bp1667_R AGCTAAAAAGAGGCATTGATATCATTAAATTCTCTTGAAATTTAATGATATCAATGCCTCGG Hs.571184 8108 1.39635 0.70285234 0.005591429 0.184275 0.62897005 0.541380566
TRAF3IP2 NM_147686_bp1667_R AGCTAAAAAGAGGCATTGATATCATTAAATTCTCTTGAAATTTAATGATATCAATGCCTCGG Hs.571184 13484 1.595725 0.69639003 0.003055469 0.059225 0.9596838 0.881784327
TRAF3IP2 NM_147686_bp1693_R AGCTAAAAAGAGCGCTACCTTAGGGATAAGTCTCTTGAACTTATCCCTAAGGTAGCGCTCGG Hs.571184 2734 -1.831125 0.86513102 0.003718976 0.003675 1.04863772 0.99313029
TRAF3IP2 NM_147686_bp1693_R AGCTAAAAAGAGCGCTACCTTAGGGATAAGTCTCTTGAACTTATCCCTAAGGTAGCGCTCGG Hs.571184 8110 -1.253333333 0.56808626 0.011658689 0.029 0.97693312 0.942710242
TRAF3IP2 NM_147686_bp1693_R AGCTAAAAAGAGCGCTACCTTAGGGATAAGTCTCTTGAACTTATCCCTAAGGTAGCGCTCGG Hs.571184 13486 -1.2263 1.02341433 0.031929126 0.03315 1.00569829 0.936010517
TRAF3IP3 NM_025228_bp1521_R AGCTAAAAAGAGAAACTCTTAACAAAGAAATCTCTTGAATTTCTTTGTTAAGAGTTTCTCGG Hs.147434 2660 -0.57205 0.20650874 0.076739958
TRAF3IP3 NM_025228_bp1521_R AGCTAAAAAGAGAAACTCTTAACAAAGAAATCTCTTGAATTTCTTTGTTAAGAGTTTCTCGG Hs.147434 13412 0.801433333 0.10983518 0.007691637 -0.39745 0.29607635 0.215004484
TRAF3IP3 NM_025228_bp1521_R AGCTAAAAAGAGAAACTCTTAACAAAGAAATCTCTTGAATTTCTTTGTTAAGAGTTTCTCGG Hs.147434 8036 0.63115 -0.506675 0.39071185 0.238993272
TRAF3IP3 NM_025228_bp1562_R AGCTAAAAAGAGTCCAAAGTCCTTCCCTAATCTCTTGAATTAGGGAAGGACTTTGGACTCGG Hs.147434 1358 0.803625 0.35411972 0.005562392 -0.8902625 0.88827838 0.056400693
TRAF3IP3 NM_025228_bp1562_R AGCTAAAAAGAGTCCAAAGTCCTTCCCTAATCTCTTGAATTAGGGAAGGACTTTGGACTCGG Hs.147434 6734 0.8219 0.37564324 0.005844842 -0.9434625 0.90933683 0.048986654
TRAF3IP3 NM_025228_bp1562_R AGCTAAAAAGAGTCCAAAGTCCTTCCCTAATCTCTTGAATTAGGGAAGGACTTTGGACTCGG Hs.147434 12110 0.845125 0.34578128 0.004318098 -0.9445625 0.91436958 0.049483861
TRAF3IP3 NM_025228_bp744_R AGCTAAAAAGGACCAACAATTAAGAACGATTCTCTTGAAATCGTTCTTAATTGTTGGTCCGG Hs.147434 2658 -0.015875 0.37275134 0.942858074
TRAF3IP3 NM_025228_bp744_R AGCTAAAAAGGACCAACAATTAAGAACGATTCTCTTGAAATCGTTCTTAATTGTTGGTCCGG Hs.147434 8034 0.042475 0.20806617 0.80485033
TRAF3IP3 NM_025228_bp744_R AGCTAAAAAGGACCAACAATTAAGAACGATTCTCTTGAAATCGTTCTTAATTGTTGGTCCGG Hs.147434 13410 -0.011875 0.18296388 0.930018211
TRAF4 NM_004295_bp1912_R AGCTAAAAAGTGCCCCCTCTGGTTATTTATTCTCTTGAAATAAATAACCAGAGGGGGCACGG Hs.8375 2587 -0.5042 0.18858728 0.027677766 -0.4321125 0.35695918 0.123948069
TRAF4 NM_004295_bp1912_R AGCTAAAAAGTGCCCCCTCTGGTTATTTATTCTCTTGAAATAAATAACCAGAGGGGGCACGG Hs.8375 7963 -0.53085 0.18307498 0.022160397 -0.4436625 0.39867304 0.126809024
TRAF4 NM_004295_bp1912_R AGCTAAAAAGTGCCCCCTCTGGTTATTTATTCTCTTGAAATAAATAACCAGAGGGGGCACGG Hs.8375 13339 -0.458175 0.13798107 0.033671905 -0.3609125 0.38538406 0.204777463
TRAF4 NM_004295_bp296_R AGCTAAAAAGAGCTGGAAGTACAAGTATTGTCTCTTGAACAATACTTGTACTTCCAGCTCGG Hs.8375 2583 3.16455 0.96082011 0.000467997 4.0126625 1.70202132 0.000588732
TRAF4 NM_004295_bp296_R AGCTAAAAAGAGCTGGAAGTACAAGTATTGTCTCTTGAACAATACTTGTACTTCCAGCTCGG Hs.8375 13335 3.25375 1.04982358 0.00059367 4.0367375 1.80922676 0.000774573
TRAF4 NM_004295_bp296_R AGCTAAAAAGAGCTGGAAGTACAAGTATTGTCTCTTGAACAATACTTGTACTTCCAGCTCGG Hs.8375 7959 3.249375 1.04731912 0.000589905 4.1002625 1.83277714 0.000759188
TRAF4 NM_004295_bp685_R AGCTAAAAAGGAGTTCGTCTTTGACACCATTCTCTTGAAATGGTGTCAAAGACGAACTCCGG Hs.8375 2585 -0.710775 0.21344392 0.00667084 -0.2624375 0.45241466 0.396636703
TRAF4 NM_004295_bp685_R AGCTAAAAAGGAGTTCGTCTTTGACACCATTCTCTTGAAATGGTGTCAAAGACGAACTCCGG Hs.8375 7961 -0.797975 0.22450028 0.004204974 -0.2736125 0.39910211 0.35153722
TRAF4 NM_004295_bp685_R AGCTAAAAAGGAGTTCGTCTTTGACACCATTCTCTTGAAATGGTGTCAAAGACGAACTCCGG Hs.8375 13337 -0.792025 0.2023641 0.003857991 -0.1618625 0.54796781 0.667680827
TRAF5 NM_004619_bp777_R AGCTAAAAAGTCCCAACAATTGTGCGAAGATCTCTTGAATCTTCGCACAATTGTTGGGACGG Hs.523930 2214 -0.3596125 0.11807688 0.046837313 -0.1992625 1.07141816 0.649372433
TRAF5 NM_004619_bp777_R AGCTAAAAAGTCCCAACAATTGTGCGAAGATCTCTTGAATCTTCGCACAATTGTTGGGACGG Hs.523930 7590 -0.3804625 0.13606307 0.041389126 -0.1617125 1.08570834 0.714240169
TRAF5 NM_004619_bp777_R AGCTAAAAAGTCCCAACAATTGTGCGAAGATCTCTTGAATCTTCGCACAATTGTTGGGACGG Hs.523930 12966 -0.3826375 0.14796169 0.042353076 -0.2443875 1.08656563 0.583044537
TRAF5 NM_004619_bp875_R AGCTAAAAAGGCTGTGCTGTAACGGATAAATCTCTTGAATTTATCCGTTACAGCACAGCCGG Hs.523930 857 -0.7284875 0.27767371 0.007417732 -0.1425625 0.3116242 0.523617478
TRAF5 NM_004619_bp875_R AGCTAAAAAGGCTGTGCTGTAACGGATAAATCTCTTGAATTTATCCGTTACAGCACAGCCGG Hs.523930 6233 -0.6926375 0.27921276 0.009190032 -0.1138375 0.30889276 0.607451783
TRAF5 NM_004619_bp875_R AGCTAAAAAGGCTGTGCTGTAACGGATAAATCTCTTGAATTTATCCGTTACAGCACAGCCGG Hs.523930 11609 -0.7417375 0.28046788 0.007005152 -0.1092875 0.27977961 0.613153129
TRAF6 NM_145803_bp1169_R AGCTAAAAAGTTCATAGTTTGAGCGTTATATCTCTTGAATATAACGCTCAAACTATGAACGG Hs.591983 949 -0.7759375 0.56304795 0.027855317 -0.75558333 0.16210087 0.022999952 0.00825 0.38586361 0.968578768 -0.2494 0.81530334 0.583917207
TRAF6 NM_145803_bp1169_R AGCTAAAAAGTTCATAGTTTGAGCGTTATATCTCTTGAATATAACGCTCAAACTATGAACGG Hs.591983 6325 -0.8259875 0.57183594 0.023243501 -0.84345 0.11350803 0.014330235 0.04695 0.42840002 0.840569813 -0.22745 0.76652854 0.594645821
TRAF6 NM_145803_bp1169_R AGCTAAAAAGTTCATAGTTTGAGCGTTATATCTCTTGAATATAACGCTCAAACTATGAACGG Hs.591983 11701 -0.7977625 0.61316356 0.031621609 -0.83468333 0.12043193 0.015033802 0.099525 0.38728058 0.642736452 -0.1856 0.80223095 0.675069494
TRAF6 NM_145803_bp1247_R AGCTAAAAAGAGGGTCGCCTTGTAAGACAATCTCTTGAATTGTCTTACAAGGCGACCCTCGG Hs.591983 1955 0.1477125 0.10258176 0.324505135 -0.2939125 0.23079282 0.186625685 0.3458 0.50638193 0.265393134 0.15845 0.36552704 0.449741905
TRAF6 NM_145803_bp1247_R AGCTAAAAAGAGGGTCGCCTTGTAAGACAATCTCTTGAATTGTCTTACAAGGCGACCCTCGG Hs.591983 7331 0.2426375 0.17330327 0.156447555 -0.3353875 0.43212574 0.203551428 0.36255 0.46072559 0.213592482 0.257825 0.35922471 0.246661924
TRAF6 NM_145803_bp1247_R AGCTAAAAAGAGGGTCGCCTTGTAAGACAATCTCTTGAATTGTCTTACAAGGCGACCCTCGG Hs.591983 12707 0.1987125 0.17025286 0.22903172 -0.3248375 0.45408072 0.224869106 0.3592 0.52223478 0.262652841 0.272075 0.38190453 0.249422131
TRAF6 NM_145803_bp906_R AGCTAAAAAGTGACAACTGTGCTGCATCAATCTCTTGAATTGATGCAGCACAGTTGTCACGG Hs.591983 1957 -0.1981625 0.73827578 0.554896205 0.7499 1.24380083 0.231849057 0.015675 0.39621685 0.94191679 0.0234 0.1656949 0.795966789
TRAF6 NM_145803_bp906_R AGCTAAAAAGTGACAACTGTGCTGCATCAATCTCTTGAATTGATGCAGCACAGTTGTCACGG Hs.591983 7333 -0.1535375 0.65122209 0.610780702 0.79415 1.2541953 0.212118909 -0.00365 0.3427862 0.984346723 0.084025 0.09368697 0.17074756
TRAF6 NM_145803_bp906_R AGCTAAAAAGTGACAACTGTGCTGCATCAATCTCTTGAATTGATGCAGCACAGTTGTCACGG Hs.591983 12709 -0.1356875 0.654402 0.653106811 0.7788 1.23969961 0.21655243 -0.023925 0.34522468 0.898542958 0.1095 0.128339 0.186471203
TRAF7 NM_032271_bp1164_R AGCTAAAAAGCGGGACGCATCCATGTTAAATCTCTTGAATTTAACATGGATGCGTCCCGCGG Hs.334479 2796 0.22045 0.6752367 0.387523497 -0.3787125 0.86230978 0.374047012
TRAF7 NM_032271_bp1164_R AGCTAAAAAGCGGGACGCATCCATGTTAAATCTCTTGAATTTAACATGGATGCGTCCCGCGG Hs.334479 8172 0.1894 0.68715379 0.445003639 -0.6473875 0.65861808 0.083646745
TRAF7 NM_032271_bp1164_R AGCTAAAAAGCGGGACGCATCCATGTTAAATCTCTTGAATTTAACATGGATGCGTCCCGCGG Hs.334479 13548 0.185625 0.63396188 0.424108798 -0.6490375 0.66434002 0.084334578
TRAF7 NM_032271_bp1367_R AGCTAAAAAGGGACACATGTACCACCTACATCTCTTGAATGTAGGTGGTACATGTGTCCCGG Hs.334479 2800 0.342875 0.97677789 0.365337472 0.0663625 0.96678032 0.786604003
TRAF7 NM_032271_bp1367_R AGCTAAAAAGGGACACATGTACCACCTACATCTCTTGAATGTAGGTGGTACATGTGTCCCGG Hs.334479 8176 0.380816667 1.21795667 0.464879419 0.42045 0.91375927 0.296905127
TRAF7 NM_032271_bp1367_R AGCTAAAAAGGGACACATGTACCACCTACATCTCTTGAATGTAGGTGGTACATGTGTCCCGG Hs.334479 13552 0.32765 0.9620081 0.376429569 0.1827375 0.76246378 0.512096861
TRAF7 NM_032271_bp1976_R AGCTAAAAAGGGTCTGGAGTATGGACAACATCTCTTGAATGTTGTCCATACTCCAGACCCGG Hs.334479 2798 -0.29945
TRAF7 NM_032271_bp1976_R AGCTAAAAAGGGTCTGGAGTATGGACAACATCTCTTGAATGTTGTCCATACTCCAGACCCGG Hs.334479 8174 -0.19265
TRAF7 NM_032271_bp1976_R AGCTAAAAAGGGTCTGGAGTATGGACAACATCTCTTGAATGTTGTCCATACTCCAGACCCGG Hs.334479 13550 -0.28965
TRAP1 BX648257_bp1217_R AGCTAAAAAGGCGTTCTCGTATATCTGAAATCTCTTGAATTTCAGATATACGAGAACGCCGG 4656 0.0374375 0.13926319 0.799926607 0.0065625 0.58418121 0.981731566
TRAP1 BX648257_bp1217_R AGCTAAAAAGGCGTTCTCGTATATCTGAAATCTCTTGAATTTCAGATATACGAGAACGCCGG 10032 -0.1696125 0.06493982 0.254138489 -0.1001125 0.4158482 0.660646602
TRAP1 BX648257_bp1217_R AGCTAAAAAGGCGTTCTCGTATATCTGAAATCTCTTGAATTTCAGATATACGAGAACGCCGG 15408 -0.3276375 2.26337936 0.726259077
TRAP1 BX648257_bp1750_R AGCTAAAAAGTAGCCAAACTCCAAGATTAATCTCTTGAATTAATCTTGGAGTTTGGCTACGG 4654 0.8532875 0.2806739 0.00388499 1.2217625 0.50072165 0.00525979
TRAP1 BX648257_bp1750_R AGCTAAAAAGTAGCCAAACTCCAAGATTAATCTCTTGAATTAATCTTGGAGTTTGGCTACGG 10030 0.8839625 0.29348162 0.003619627 1.2952875 0.49148569 0.003960328
TRAP1 BX648257_bp1750_R AGCTAAAAAGTAGCCAAACTCCAAGATTAATCTCTTGAATTAATCTTGGAGTTTGGCTACGG 15406 0.9221125 0.31712909 0.003510724 1.3223625 0.51047959 0.004063258
TRAP1 BX648257_bp4237_R AGCTAAAAAGCGGACATTATTCGGCTATGATCTCTTGAATCATAGCCGAATAATGTCCGCGG 4682 -0.2078375 0.20370215 0.228090593 -0.0193625 0.25840444 0.912534529
TRAP1 BX648257_bp4237_R AGCTAAAAAGCGGACATTATTCGGCTATGATCTCTTGAATCATAGCCGAATAATGTCCGCGG 10058 -0.2542375 0.26854909 0.18570314 -0.0368625 0.20561589 0.821292793
TRAP1 BX648257_bp4237_R AGCTAAAAAGCGGACATTATTCGGCTATGATCTCTTGAATCATAGCCGAATAATGTCCGCGG 15434 -0.1016625 0.25323358 0.558264954 -0.1073375 0.25695638 0.550152487
TRFP AK097385_bp1366_R AGCTAAAAAGCACAACTGGTTTGATAGTTATCTCTTGAATAACTATCAAACCAGTTGTGCGG Hs.278434 4084 0.3080875 0.40886101 0.191657944 0.02645 0.75957677 0.937114737
TRFP AK097385_bp1366_R AGCTAAAAAGCACAACTGGTTTGATAGTTATCTCTTGAATAACTATCAAACCAGTTGTGCGG Hs.278434 9460 0.0974875 0.76891949 0.775731726 0.211125 0.48084413 0.424759558
TRFP AK097385_bp1366_R AGCTAAAAAGCACAACTGGTTTGATAGTTATCTCTTGAATAACTATCAAACCAGTTGTGCGG Hs.278434 14836 0.3725625 0.40467701 0.125735056 0.512875 0.62359092 0.119656251
TRFP AK097385_bp2428_R AGCTAAAAAGGTGGTCATGTTTCCCTTCTATCTCTTGAATAGAAGGGAAACATGACCACCGG Hs.278434 4082 -0.6077875 0.4599424 0.039515019 -0.256675 0.14352116 0.218443935
TRFP AK097385_bp2428_R AGCTAAAAAGGTGGTCATGTTTCCCTTCTATCTCTTGAATAGAAGGGAAACATGACCACCGG Hs.278434 9458 -0.5631875 0.41927764 0.041856282 -0.266825 0.17268193 0.209288195
TRFP AK097385_bp2428_R AGCTAAAAAGGTGGTCATGTTTCCCTTCTATCTCTTGAATAGAAGGGAAACATGACCACCGG Hs.278434 14834 -0.5641125 0.44646942 0.047228866 -0.2126 0.12858917 0.295337458
TRIB1 NM_025195_bp1235_R AGCTAAAAAGAACCCAGCTTAGACTAGAAATCTCTTGAATTTCTAGTCTAAGCTGGGTTCGG Hs.444947 1933 -1.0136 0.26351474 0.001626507 -0.2257 0.35912324 0.305579688
TRIB1 NM_025195_bp1235_R AGCTAAAAAGAACCCAGCTTAGACTAGAAATCTCTTGAATTTCTAGTCTAAGCTGGGTTCGG Hs.444947 7309 -1.049766667 0.20356847 0.004829952 0.052 0.35758582 0.801383046
TRIB1 NM_025195_bp1235_R AGCTAAAAAGAACCCAGCTTAGACTAGAAATCTCTTGAATTTCTAGTCTAAGCTGGGTTCGG Hs.444947 12685 -0.49765 0.42609668 0.063325964 0.190175 0.34186878 0.367871981
TRIB1 NM_025195_bp1624_R AGCTAAAAAGACTCAGAAATAGGAACTTCATCTCTTGAATGAAGTTCCTATTTCTGAGTCGG Hs.444947 705 -0.275625 0.32919408 0.189070925 1.822475 1.08516979 0.013388762
TRIB1 NM_025195_bp1624_R AGCTAAAAAGACTCAGAAATAGGAACTTCATCTCTTGAATGAAGTTCCTATTTCTGAGTCGG Hs.444947 6081 -0.474425 0.93368319 0.270822066 1.971525 0.97944875 0.007020694
TRIB1 NM_025195_bp1624_R AGCTAAAAAGACTCAGAAATAGGAACTTCATCTCTTGAATGAAGTTCCTATTTCTGAGTCGG Hs.444947 11457 -0.0126 0.27311811 0.942764072 1.320875 0.71981886 0.011513909
TRIB1 NM_025195_bp938_R AGCTAAAAAGCAAGGTGTTTCCCATTAAACTCTCTTGAAGTTTAATGGGAAACACCTTGCGG Hs.444947 1935 0.81445 0.29185333 0.005085303 0.403125 0.12074884 0.037572682
TRIB1 NM_025195_bp938_R AGCTAAAAAGCAAGGTGTTTCCCATTAAACTCTCTTGAAGTTTAATGGGAAACACCTTGCGG Hs.444947 7311 0.12695 1.19946614 0.80253694 0.611075 0.16831955 0.010868635
TRIB1 NM_025195_bp938_R AGCTAAAAAGCAAGGTGTTTCCCATTAAACTCTCTTGAAGTTTAATGGGAAACACCTTGCGG Hs.444947 12687 1.167966667 0.52263039 0.012369022 0.747875 0.17231311 0.00511943
TRIB2 NM_021643_bp1395_R AGCTAAAAAGCGTTTCTTGTATCGGGAAATTCTCTTGAAATTTCCCGATACAAGAAACGCGG Hs.467751 676 -0.4906 0.01739483 0.12864203 -0.460266667 0.2518849 0.094040427
TRIB2 NM_021643_bp1395_R AGCTAAAAAGCGTTTCTTGTATCGGGAAATTCTCTTGAAATTTCCCGATACAAGAAACGCGG Hs.467751 6052 -0.31755 0.08308505 0.274381145 -0.13535 0.36830573 0.528178024
TRIB2 NM_021643_bp1395_R AGCTAAAAAGCGTTTCTTGTATCGGGAAATTCTCTTGAAATTTCCCGATACAAGAAACGCGG Hs.467751 11428 -0.20725 0.07643824 0.447488085 0.0282 0.41015023 0.915074084
TRIB2 NM_021643_bp1542_R AGCTAAAAAGCCTGTCTGCTCATAGTAACATCTCTTGAATGTTACTATGAGCAGACAGGCGG Hs.467751 677 -0.98425 0.20598021 0.029015309 0.50475 0.08322647 0.152454308
TRIB2 NM_021643_bp1542_R AGCTAAAAAGCCTGTCTGCTCATAGTAACATCTCTTGAATGTTACTATGAGCAGACAGGCGG Hs.467751 6053 -0.79495 0.15846263 0.047101758 0.290066667 0.19676561 0.210631031
TRIB2 NM_021643_bp1542_R AGCTAAAAAGCCTGTCTGCTCATAGTAACATCTCTTGAATGTTACTATGAGCAGACAGGCGG Hs.467751 11429 -0.47905 0.11221785 0.139664336 0.2719 0.25915587 0.17067025
TRIB2 NM_021643_bp1975_R AGCTAAAAAGCGGTACCCTTTCCATGACATTCTCTTGAAATGTCATGGAAAGGGTACCGCGG Hs.467751 678 -0.404775 0.17652156 0.039324505 -0.13795 0.31180924 0.484638536
TRIB2 NM_021643_bp1975_R AGCTAAAAAGCGGTACCCTTTCCATGACATTCTCTTGAAATGTCATGGAAAGGGTACCGCGG Hs.467751 6054 -0.399025 0.11463918 0.032938768 -0.05195 0.29528116 0.781728286
TRIB2 NM_021643_bp1975_R AGCTAAAAAGCGGTACCCTTTCCATGACATTCTCTTGAAATGTCATGGAAAGGGTACCGCGG Hs.467751 11430 -0.26645 0.10561596 0.106470386 -0.125875 0.19106701 0.44593214
TRIB3 NM_021158_bp1557_R AGCTAAAAAGACAGAGAAGTGGTTCTGTATTCTCTTGAAATACAGAACCACTTCTCTGTCGG Hs.516826 6051 -0.214725 0.26053391 0.247038235 0.242175 0.24543414 0.204713974
TRIB3 NM_021158_bp1557_R AGCTAAAAAGACAGAGAAGTGGTTCTGTATTCTCTTGAAATACAGAACCACTTCTCTGTCGG Hs.516826 11427 -0.109275 0.23434502 0.519665317 0.35505 0.27410574 0.098487566
TRIB3 NM_021158_bp1557_R AGCTAAAAAGACAGAGAAGTGGTTCTGTATTCTCTTGAAATACAGAACCACTTCTCTGTCGG Hs.516826 675 -0.265025 0.17435428 0.128694239 0.192466667 0.37517368 0.465452907
TRIB3 NM_021158_bp557_R AGCTAAAAAGCGGTTGGAGTTGGATGACAATCTCTTGAATTGTCATCCAACTCCAACCGCGG Hs.516826 12624 1.455733333 0.09839504 0.001041092 0.1483 0.39777998 0.578018308
TRIB3 NM_021158_bp557_R AGCTAAAAAGCGGTTGGAGTTGGATGACAATCTCTTGAATTGTCATCCAACTCCAACCGCGG Hs.516826 7248 0.8499
TRIB3 NM_021158_bp557_R AGCTAAAAAGCGGTTGGAGTTGGATGACAATCTCTTGAATTGTCATCCAACTCCAACCGCGG Hs.516826 1872
TRIM22 BC035582_bp1317_R AGCTAAAAAGATCCAAGTGTAAATTATTCATCTCTTGAATGAATAATTTACACTTGGATCGG Hs.501778 4579 -0.551825 0.2285438 0.01677777 -0.8581 0.31974681 0.007119684 0.185033333 0.58541382 0.577232346
TRIM22 BC035582_bp1317_R AGCTAAAAAGATCCAAGTGTAAATTATTCATCTCTTGAATGAATAATTTACACTTGGATCGG Hs.501778 9955 -0.413375 0.39102947 0.092166202 -0.873525 0.51414902 0.019670142 0.208233333 0.5043158 0.50671534
TRIM22 BC035582_bp1317_R AGCTAAAAAGATCCAAGTGTAAATTATTCATCTCTTGAATGAATAATTTACACTTGGATCGG Hs.501778 15331 -0.277375 0.68327695 0.388885122 -0.775525 0.28754014 0.00862592 0.069633333 0.38274442 0.804043841
TRIM22 BC035582_bp1579_R AGCTAAAAAGACCTGCTTATCCGTATTTCATCTCTTGAATGAAATACGGATAAGCAGGTCGG Hs.501778 4581 -0.5895 0.28702893 0.017969065 -0.1042 0.14257538 0.498277807 1.0789 1.14642353 0.070605252
TRIM22 BC035582_bp1579_R AGCTAAAAAGACCTGCTTATCCGTATTTCATCTCTTGAATGAAATACGGATAAGCAGGTCGG Hs.501778 9957 -0.71165 0.40162945 0.016807565 0.134925 0.20414339 0.424234697 0.8815 1.23432922 0.137984509
TRIM22 BC035582_bp1579_R AGCTAAAAAGACCTGCTTATCCGTATTTCATCTCTTGAATGAAATACGGATAAGCAGGTCGG Hs.501778 15333 -0.598025 0.14539957 0.008106921 0.16425 0.22758138 0.353979226 0.841533333 1.11221799 0.127378084
TRIM22 BC035582_bp722_R AGCTAAAAAGAGAGTCATCTTGGACAATGATCTCTTGAATCATTGTCCAAGATGACTCTCGG Hs.501778 4583 0.391625 0.38940082 0.10533378 0.4379 0.64394669 0.20148145 1.565566667 2.13802694 0.10889264
TRIM22 BC035582_bp722_R AGCTAAAAAGAGAGTCATCTTGGACAATGATCTCTTGAATCATTGTCCAAGATGACTCTCGG Hs.501778 9959 0.47015 0.36137907 0.056425956 0.4809 0.55653397 0.131604283 1.487433333 2.04567718 0.111839024
TRIM22 BC035582_bp722_R AGCTAAAAAGAGAGTCATCTTGGACAATGATCTCTTGAATCATTGTCCAAGATGACTCTCGG Hs.501778 15335 0.240675 0.3754605 0.270566077 0.329325 0.45475918 0.211348349 1.013966667 1.64495793 0.17145923
TRIM34 AB039902_bp1563_R AGCTAAAAAGCCTGTTTATCCATATTTCAATCTCTTGAATTGAAATATGGATAAACAGGCGG Hs.125300 4965 -0.3525625 0.30573469 0.100195117 0.2478875 1.6863813 0.739441394 -0.070575 0.69180952 0.851386734 0.0389 0.43029486 0.86804457
TRIM34 AB039902_bp1563_R AGCTAAAAAGCCTGTTTATCCATATTTCAATCTCTTGAATTGAAATATGGATAAACAGGCGG Hs.125300 10341 -0.7022125 0.44900758 0.022754938 -0.9375125 1.23112636 0.137180351 -0.069125 0.70344786 0.85675417 0.0062 0.43721073 0.979154959
TRIM34 AB039902_bp1563_R AGCTAAAAAGCCTGTTTATCCATATTTCAATCTCTTGAATTGAAATATGGATAAACAGGCGG Hs.125300 15717 0.5425375 0.76010996 0.151725966 -0.2791125 1.45813259 0.668122282 -0.063775 0.73335263 0.872996943 0.020625 0.47179439 0.935837101
TRIM34 AB039902_bp677_R AGCTAAAAACCTGGAAGTATCAGGTACAAATCTCTTGAATTTGTACCTGATACTTCCAGGGG Hs.125300 4963 -0.3680375 0.56074523 0.204526051 -0.4050375 0.44972951 0.13747862 0.440225 0.41056388 0.121337343 0.122075 0.40721678 0.591060379
TRIM34 AB039902_bp677_R AGCTAAAAACCTGGAAGTATCAGGTACAAATCTCTTGAATTTGTACCTGATACTTCCAGGGG Hs.125300 10339 -0.4834875 0.3859503 0.057901527 -0.2509875 0.33475598 0.245402001 0.46045 0.45832997 0.138083465 0.155025 0.28388478 0.354618496
TRIM34 AB039902_bp677_R AGCTAAAAACCTGGAAGTATCAGGTACAAATCTCTTGAATTTGTACCTGATACTTCCAGGGG Hs.125300 15715 -0.2635875 0.36566177 0.227206049 -0.3303125 0.39715096 0.178315077 0.395 0.34966273 0.108994445 0.240625 0.31410743 0.22301409
TRIM34 AB039902_bp881_R AGCTAAAAAGTCGGAGTCAGTGGTCAACAATCTCTTGAATTGTTGACCACTGACTCCGACGG Hs.125300 4961 0.5974875 0.46483473 0.04273313 -0.1286625 0.50393493 0.621392776 0.219625 0.3224675 0.266405483 0.030625 0.46196737 0.902914725
TRIM34 AB039902_bp881_R AGCTAAAAAGTCGGAGTCAGTGGTCAACAATCTCTTGAATTGTTGACCACTGACTCCGACGG Hs.125300 10337 0.3229875 0.19997223 0.084764311 -0.6177875 0.49976277 0.056036495 0.2916 0.31854181 0.164531506 0.087225 0.48737385 0.744092054
TRIM34 AB039902_bp881_R AGCTAAAAAGTCGGAGTCAGTGGTCAACAATCTCTTGAATTGTTGACCACTGACTCCGACGG Hs.125300 15713 0.5367875 0.27309837 0.023491528 -0.598416667 0.89224428 0.241108233 0.292475 0.28596823 0.133338523 0.119125 0.42320807 0.612791228
TRIM38 NM_006355_bp1227_R AGCTAAAAAGGCTGTCTCCTTGGAACTTCATCTCTTGAATGAAGTTCCAAGGAGACAGCCGG Hs.584851 2780 0.678625 0.23982069 0.007925342 0.9381 0.9834036 0.051990271
TRIM38 NM_006355_bp1227_R AGCTAAAAAGGCTGTCTCCTTGGAACTTCATCTCTTGAATGAAGTTCCAAGGAGACAGCCGG Hs.584851 8156 0.76875 0.20203197 0.003774484 0.738125 0.8203708 0.072053119



TRIM38 NM_006355_bp1227_R AGCTAAAAAGGCTGTCTCCTTGGAACTTCATCTCTTGAATGAAGTTCCAAGGAGACAGCCGG Hs.584851 13532 0.6906 0.13007313 0.004150678 0.633775 0.76114861 0.096031465
TRIM38 NM_006355_bp1254_R AGCTAAAAAGTGCAATGTTTCCAAGCTTTATCTCTTGAATAAAGCTTGGAAACATTGCACGG Hs.584851 2778 1.8713 0.34218121 0.000158986 -0.273325 1.22441159 0.578534129
TRIM38 NM_006355_bp1254_R AGCTAAAAAGTGCAATGTTTCCAAGCTTTATCTCTTGAATAAAGCTTGGAAACATTGCACGG Hs.584851 8154 1.993275 0.40762866 0.00018718 -0.22685 1.22222102 0.642873295
TRIM38 NM_006355_bp1254_R AGCTAAAAAGTGCAATGTTTCCAAGCTTTATCTCTTGAATAAAGCTTGGAAACATTGCACGG Hs.584851 13530 1.44785 0.2559313 0.000294698 -0.25955 1.11410247 0.568317762
TRIM38 NM_006355_bp623_R AGCTAAAAAGGGCTCCATTTCATATGGATATCTCTTGAATATCCATATGAAATGGAGCCCGG Hs.584851 2782 -0.201675 0.18859101 0.23225308 -0.443275 1.08848834 0.333769443
TRIM38 NM_006355_bp623_R AGCTAAAAAGGGCTCCATTTCATATGGATATCTCTTGAATATCCATATGAAATGGAGCCCGG Hs.584851 8158 -0.393425 0.29143694 0.070173788 -0.59365 1.12746235 0.220378968
TRIM38 NM_006355_bp623_R AGCTAAAAAGGGCTCCATTTCATATGGATATCTCTTGAATATCCATATGAAATGGAGCCCGG Hs.584851 13534 -0.1158 0.20014207 0.476883573 -0.33795 1.04587176 0.439661282
TRIM44 NM_017583_bp1136_R AGCTAAAAAGCCCTTCATCTAGTGGACATCTCTCTTGAAGATGTCCACTAGATGAAGGGCGG Hs.591987 3406 -0.607875 0.22491996 0.011334968 0.3640375 0.46680037 0.184826724 0.198625 0.46965017 0.459768976 0.300125 0.35831981 0.192492494
TRIM44 NM_017583_bp1136_R AGCTAAAAAGCCCTTCATCTAGTGGACATCTCTCTTGAAGATGTCCACTAGATGAAGGGCGG Hs.591987 8782 -0.52305 0.22921506 0.020541437 0.1936625 0.34082505 0.404506679 0.22785 0.46468908 0.399078625 0.340625 0.35950324 0.154394497
TRIM44 NM_017583_bp1136_R AGCTAAAAAGCCCTTCATCTAGTGGACATCTCTCTTGAAGATGTCCACTAGATGAAGGGCGG Hs.591987 14158 -0.407025 0.12500544 0.031833874 0.2162875 0.57228992 0.452892721 0.28505 0.53070257 0.36143029 0.3503 0.36891989 0.153774371
TRIM44 NM_017583_bp854_R AGCTAAAAAGGGCTTGATTTGAGTACCTATTCTCTTGAAATAGGTACTCAAATCAAGCCCGG Hs.591987 3404 0.234325 0.12416178 0.14996124 -0.4047875 0.4770695 0.150164378 0.310675 0.52576473 0.322429658 0.335425 0.41018754 0.200466349
TRIM44 NM_017583_bp854_R AGCTAAAAAGGGCTTGATTTGAGTACCTATTCTCTTGAAATAGGTACTCAAATCAAGCCCGG Hs.591987 8780 0.2362 0.09400251 0.138851597 -0.3867125 0.39938743 0.140442073 0.4178 0.58788528 0.250330396 0.341425 0.39368234 0.181236928
TRIM44 NM_017583_bp854_R AGCTAAAAAGGGCTTGATTTGAGTACCTATTCTCTTGAAATAGGTACTCAAATCAAGCCCGG Hs.591987 14156 0.154025 0.07761263 0.298215301 -0.3452625 0.45265711 0.199924903 0.405225 0.53779225 0.22891162 0.325 0.37766724 0.183716914
TRIM44 NM_017583_bp953_R AGCTAAAAAGACGAAGCCTTTGAAGAATTATCTCTTGAATAATTCTTCAAAGGCTTCGTCGG Hs.591987 3402 0.413875 0.35857161 0.080652548 1.2678125 0.60765585 0.003783479 0.39755 0.35690856 0.112231924 1.2041 0.50174205 0.017211257
TRIM44 NM_017583_bp953_R AGCTAAAAAGACGAAGCCTTTGAAGAATTATCTCTTGAATAATTCTTCAAAGGCTTCGTCGG Hs.591987 8778 0.300975 0.3616698 0.174747223 0.8182625 0.63343253 0.028339629 0.4715 0.34010168 0.069411882 1.294025 0.5159583 0.015258135
TRIM44 NM_017583_bp953_R AGCTAAAAAGACGAAGCCTTTGAAGAATTATCTCTTGAATAATTCTTCAAAGGCTTCGTCGG Hs.591987 14154 0.164275 0.62767605 0.576230592 1.1121125 0.36136699 0.002239507 0.4839 0.37789632 0.083140237 1.316575 0.46596739 0.010969704
TRIM59 BX537987_bp1088_R AGCTAAAAAGAACAGAAATTGGACAAATTATCTCTTGAATAATTTGTCCAATTTCTGTTCGG Hs.212957 4266 0.145225 0.84343913 0.696033903 0.3363 0.44110443 0.195895472 1.3109 1.61204367 0.089523209
TRIM59 BX537987_bp1088_R AGCTAAAAAGAACAGAAATTGGACAAATTATCTCTTGAATAATTTGTCCAATTTCTGTTCGG Hs.212957 9642 0.8163 0.20470029 0.011814761 0.338233333 0.35927085 0.226023812 0.853766667 1.07604849 0.115897822
TRIM59 BX537987_bp1088_R AGCTAAAAAGAACAGAAATTGGACAAATTATCTCTTGAATAATTTGTCCAATTTCTGTTCGG Hs.212957 15018 -0.0167 1.08701794 0.971173615 0.035 0.79571781 0.924561457 1.519466667 1.76385759 0.074069888
TRIM59 BX537987_bp381_R AGCTAAAAAGTGCCCTAATTGCAGAAGTATTCTCTTGAAATACTTCTGCAATTAGGGCACGG Hs.212957 15014 0.033433333 0.49138639 0.904102665 -0.1538 0.60571046 0.607677711 -0.7535 0.29896475 0.081741309
TRIM59 BX537987_bp381_R AGCTAAAAAGTGCCCTAATTGCAGAAGTATTCTCTTGAAATACTTCTGCAATTAGGGCACGG Hs.212957 4262 -0.224 0.78994881 0.529363764 0.8388 0.82887057 0.173725869 -1.11385 0.54426009 0.036727813
TRIM59 BX537987_bp381_R AGCTAAAAAGTGCCCTAATTGCAGAAGTATTCTCTTGAAATACTTCTGCAATTAGGGCACGG Hs.212957 9638 -0.0689 0.73066512 0.849824443 0.9867
TRIM59 BX537987_bp686_R AGCTAAAAAGGACAGATCTTACCCATCTTATCTCTTGAATAAGATGGGTAAGATCTGTCCGG Hs.212957 4264 2.1634 1.87491649 0.032221088 1.176225 0.86975401 0.030518807 0.2737
TRIM59 BX537987_bp686_R AGCTAAAAAGGACAGATCTTACCCATCTTATCTCTTGAATAAGATGGGTAAGATCTGTCCGG Hs.212957 9640 2.313625 1.89615771 0.026513117 1.091975 0.85664243 0.037137884 1.224
TRIM59 BX537987_bp686_R AGCTAAAAAGGACAGATCTTACCCATCTTATCTCTTGAATAAGATGGGTAAGATCTGTCCGG Hs.212957 15016 2.154375 1.82414857 0.029835277 1.1474 0.90216376 0.036708972 -0.4548
TRIO NM_007118_bp8101_R AGCTAAAAAGGGGAGACCGTTGTTCTTAGATCTCTTGAATCTAAGAACAACGGTCTCCCCGG Hs.130031 560 7.19145
TRIO NM_007118_bp8101_R AGCTAAAAAGGGGAGACCGTTGTTCTTAGATCTCTTGAATCTAAGAACAACGGTCTCCCCGG Hs.130031 5936 2.682025 4.18022398 0.158857895 2.055533333 1.64833319 0.057904844
TRIO NM_007118_bp8101_R AGCTAAAAAGGGGAGACCGTTGTTCTTAGATCTCTTGAATCTAAGAACAACGGTCTCCCCGG Hs.130031 11312 2.41375 3.77395634 0.160173346 2.0999 1.39176604 0.03560642
TRIO NM_007118_bp8418_R AGCTAAAAAGGGCAGATTCTCTGTCGTTAATCTCTTGAATTAACGACAGAGAATCTGCCCGG Hs.130031 561 0.008675 0.16130299 0.954156059 1.6767
TRIO NM_007118_bp8418_R AGCTAAAAAGGGCAGATTCTCTGTCGTTAATCTCTTGAATTAACGACAGAGAATCTGCCCGG Hs.130031 5937 -0.695975 0.55131927 0.038256738 -0.597566667 0.9377846 0.257959928
TRIO NM_007118_bp8418_R AGCTAAAAAGGGCAGATTCTCTGTCGTTAATCTCTTGAATTAACGACAGAGAATCTGCCCGG Hs.130031 11313 -0.014875 0.78740079 0.965869371 0.123366667 0.41023572 0.646206407
TRIO NM_007118_bp8472_R AGCTAAAAAGGCCACTAAGTTTGTGAACAATCTCTTGAATTGTTCACAAACTTAGTGGCCGG Hs.130031 562 0.4771 0.66553847 0.158340454
TRIO NM_007118_bp8472_R AGCTAAAAAGGCCACTAAGTTTGTGAACAATCTCTTGAATTGTTCACAAACTTAGTGGCCGG Hs.130031 5938 0.6359 0.48067426 0.037490137 0.71115 0.24670956 0.093561181
TRIO NM_007118_bp8472_R AGCTAAAAAGGCCACTAAGTTTGTGAACAATCTCTTGAATTGTTCACAAACTTAGTGGCCGG Hs.130031 11314 0.303133333 0.58851837 0.35784378 -0.154033333 1.44437436 0.826620507
TSC BQ935360_bp169_R AGCTAAAAAGACCGGCTTCTCATCGGATCATCTCTTGAATGATCCGATGAGAAGCCGGTCGG Hs.525709 5003 -1.1377625 1.23586857 0.069768234 0.0928625 0.26200366 0.605995801
TSC BQ935360_bp169_R AGCTAAAAAGACCGGCTTCTCATCGGATCATCTCTTGAATGATCCGATGAGAAGCCGGTCGG Hs.525709 10379 0.1667375 0.56303141 0.539270939 0.1738875 0.2090689 0.317469436
TSC BQ935360_bp169_R AGCTAAAAAGACCGGCTTCTCATCGGATCATCTCTTGAATGATCCGATGAGAAGCCGGTCGG Hs.525709 15755 -0.5919375 1.85752489 0.454074724 0.2098625 0.73213896 0.550660976
TSC BQ935360_bp835_R AGCTAAAAAACCACGTGTGTCCCCTTACAATCTCTTGAATTGTAAGGGGACACACGTGGTGG Hs.525709 5005 -1.4706125 1.54681089 0.061219992 -1.0542625 0.76078095 0.029845057
TSC BQ935360_bp835_R AGCTAAAAAACCACGTGTGTCCCCTTACAATCTCTTGAATTGTAAGGGGACACACGTGGTGG Hs.525709 10381 -0.8363125 0.40403048 0.009081026 -0.9732875 0.69182711 0.029852442
TSC BQ935360_bp835_R AGCTAAAAAACCACGTGTGTCCCCTTACAATCTCTTGAATTGTAAGGGGACACACGTGGTGG Hs.525709 15757 -1.5908875 1.16168635 0.019086414 -1.0188625 0.64347406 0.020956181
TSC BQ935360_bp840_R AGCTAAAAAGTGTGTCCCCTTACAAACACTTCTCTTGAAAGTGTTTGTAAGGGGACACACGG Hs.525709 5001 -0.6587125 0.82273861 0.113022032 0.1339875 0.14605265 0.393759585
TSC BQ935360_bp840_R AGCTAAAAAGTGTGTCCCCTTACAAACACTTCTCTTGAAAGTGTTTGTAAGGGGACACACGG Hs.525709 10377 -0.2686375 0.22138676 0.143616021 0.1051625 0.25453649 0.556513636
TSC BQ935360_bp840_R AGCTAAAAAGTGTGTCCCCTTACAAACACTTCTCTTGAAAGTGTTTGTAAGGGGACACACGG Hs.525709 15753 -0.6645875 1.19639515 0.224915396 0.1888875 0.12328117 0.236960623
TSPAN6 NM_003270_bp588_R AGCTAAAAAGGACAGATACTAATTATTACTTCTCTTGAAAGTAATAATTAGTATCTGTCCGG Hs.43233 2730 -0.9385 0.27349992 0.00244862 -0.269825 0.60531572 0.3695688
TSPAN6 NM_003270_bp588_R AGCTAAAAAGGACAGATACTAATTATTACTTCTCTTGAAAGTAATAATTAGTATCTGTCCGG Hs.43233 8106 -0.6776 0.90814506 0.129771047 -0.1218 0.65482432 0.690898103
TSPAN6 NM_003270_bp588_R AGCTAAAAAGGACAGATACTAATTATTACTTCTCTTGAAAGTAATAATTAGTATCTGTCCGG Hs.43233 13482 -0.685 0.36920689 0.016197042 -0.097375 0.63881909 0.746301095
TSPAN6 NM_003270_bp633_R AGCTAAAAAGCTGTAAACTTGAAGATTGTATCTCTTGAATACAATCTTCAAGTTTACAGCGG Hs.43233 2728 -0.07205 0.2106764 0.657155372 0.1031 0.31002481 0.641379255
TSPAN6 NM_003270_bp633_R AGCTAAAAAGCTGTAAACTTGAAGATTGTATCTCTTGAATACAATCTTCAAGTTTACAGCGG Hs.43233 8104 -0.075125 0.22463669 0.649958526 0.085375 0.32864998 0.703441007
TSPAN6 NM_003270_bp633_R AGCTAAAAAGCTGTAAACTTGAAGATTGTATCTCTTGAATACAATCTTCAAGTTTACAGCGG Hs.43233 13480 -0.1116 0.22043874 0.503384445 0.076475 0.3459305 0.736689231
TSPAN6 NM_003270_bp798_R AGCTAAAAAGCCTCTCTCGTGCCATAACAATCTCTTGAATTGTTATGGCACGAGAGAGGCGG Hs.43233 2726 0.859825 0.4067444 0.008249228 0.345366667 0.43224052 0.265460248
TSPAN6 NM_003270_bp798_R AGCTAAAAAGCCTCTCTCGTGCCATAACAATCTCTTGAATTGTTATGGCACGAGAGAGGCGG Hs.43233 8102 1.141125 0.71027887 0.013095341 0.4544 0.49165306 0.175488312
TSPAN6 NM_003270_bp798_R AGCTAAAAAGCCTCTCTCGTGCCATAACAATCTCTTGAATTGTTATGGCACGAGAGAGGCGG Hs.43233 13478 0.75025 0.30718814 0.007863846 0.4296 0.31563194 0.151329471
TTBK1 XM_166453_bp1752_R AGCTAAAAAGGAGGAGGATTTCGACAGCAATCTCTTGAATTGCTGTCGAAATCCTCCTCCGG 7408 0.5978
TTBK1 XM_166453_bp1752_R AGCTAAAAAGGAGGAGGATTTCGACAGCAATCTCTTGAATTGCTGTCGAAATCCTCCTCCGG 12784 0.3162
TTBK1 XM_166453_bp411_R AGCTAAAAAGGACCATGTGTGCAGGTTCATTCTCTTGAAATGAACCTGCACACATGGTCCGG 849 1.56025 0.5436944 0.016777247 -0.056533333 0.67311329 0.876729514
TTBK1 XM_166453_bp411_R AGCTAAAAAGGACCATGTGTGCAGGTTCATTCTCTTGAAATGAACCTGCACACATGGTCCGG 6225 4.136566667 1.90466184 0.006395847 -0.23595 1.07883282 0.697725611
TTBK1 XM_166453_bp411_R AGCTAAAAAGGACCATGTGTGCAGGTTCATTCTCTTGAAATGAACCTGCACACATGGTCCGG 11601 1.247066667 0.50442368 0.009148319 -0.13745 0.91676394 0.79571864
TTBK1 XM_166453_bp62_R AGCTAAAAAGCAGGATGTCTAGATGCAAGATCTCTTGAATCTTGCATCTAGACATCCTGCGG 850 0.23435 0.91036978 0.55936988 0.31805 0.27439686 0.128286101
TTBK1 XM_166453_bp62_R AGCTAAAAAGCAGGATGTCTAGATGCAAGATCTCTTGAATCTTGCATCTAGACATCCTGCGG 6226 0.30465 0.91979012 0.45726799 0.46525 0.28520708 0.049044138
TTBK1 XM_166453_bp62_R AGCTAAAAAGCAGGATGTCTAGATGCAAGATCTCTTGAATCTTGCATCTAGACATCCTGCGG 11602 0.41365 1.02919823 0.368160009 0.472275 0.3566312 0.065184305
TTBK2 NM_173500_bp1786_R AGCTAAAAAGCTGGAGTCTTCCCTGAAAGATCTCTTGAATCTTTCAGGGAAGACTCCAGCGG Hs.511837 744 -0.898533333 0.34528597 0.014535907 -0.250725 0.94839244 0.568785935
TTBK2 NM_173500_bp1786_R AGCTAAAAAGCTGGAGTCTTCCCTGAAAGATCTCTTGAATCTTTCAGGGAAGACTCCAGCGG Hs.511837 6120 -0.3361 0.25936677 0.283873238 -0.01255 0.8614756 0.974715179
TTBK2 NM_173500_bp1786_R AGCTAAAAAGCTGGAGTCTTCCCTGAAAGATCTCTTGAATCTTTCAGGGAAGACTCCAGCGG Hs.511837 11496 -0.30405 0.159594 0.301818979 0.203225 0.65052427 0.525215343
TTBK2 NM_173500_bp792_R AGCTAAAAAGTCGCTTTCCTAGTACATGTATCTCTTGAATACATGTACTAGGAAAGCGACGG Hs.511837 757 -0.739925 0.25123561 0.005930936 0.0781 0.2429374 0.653771121
TTBK2 NM_173500_bp792_R AGCTAAAAAGTCGCTTTCCTAGTACATGTATCTCTTGAATACATGTACTAGGAAAGCGACGG Hs.511837 6133 -0.551725 0.58498748 0.087616426 0.210475 0.20752835 0.237046554
TTBK2 NM_173500_bp792_R AGCTAAAAAGTCGCTTTCCTAGTACATGTATCTCTTGAATACATGTACTAGGAAAGCGACGG Hs.511837 11509 -0.5003 0.5042256 0.085323159 0.2166 0.25947999 0.257099045
TTK NM_003318_bp1684_R AGCTAAAAAGCAAGGTATTTCAGGTGTTAATCTCTTGAATTAACACCTGAAATACCTTGCGG Hs.169840 339 -0.11265 0.35129394 0.574201913 -0.1661375 0.17504968 0.316561139
TTK NM_003318_bp1684_R AGCTAAAAAGCAAGGTATTTCAGGTGTTAATCTCTTGAATTAACACCTGAAATACCTTGCGG Hs.169840 5715 -0.08805 0.34804755 0.6569222 -0.1662625 0.12364636 0.289571782
TTK NM_003318_bp1684_R AGCTAAAAAGCAAGGTATTTCAGGTGTTAATCTCTTGAATTAACACCTGAAATACCTTGCGG Hs.169840 11091 -0.03315 0.40641851 0.876973685 -0.1578375 0.1173803 0.308876895
TTK NM_003318_bp2432_R AGCTAAAAAGGCTCATCCCTATGTTCAAATTCTCTTGAAATTTGAACATAGGGATGAGCCGG Hs.169840 1588 -0.006725 0.47880233 0.97739294 -0.6815875 0.3305881 0.017756036 -0.039
TTK NM_003318_bp2432_R AGCTAAAAAGGCTCATCCCTATGTTCAAATTCTCTTGAAATTTGAACATAGGGATGAGCCGG Hs.169840 6964 0.0368 0.46502267 0.874532698 -0.7089625 0.37012739 0.019236535
TTK NM_003318_bp2432_R AGCTAAAAAGGCTCATCCCTATGTTCAAATTCTCTTGAAATTTGAACATAGGGATGAGCCGG Hs.169840 12340 0.06395 0.45113106 0.780182466 -0.6788375 0.3647499 0.021718581
TTK NM_003318_bp96_R AGCTAAAAAGGCAGAGAATTGACAATTGATTCTCTTGAAATCAATTGTCAATTCTCTGCCGG Hs.169840 1590 0.742433333 2.2320252 0.466820329 4.1758 4.16005062 0.130330845 -2.0439
TTK NM_003318_bp96_R AGCTAAAAAGGCAGAGAATTGACAATTGATTCTCTTGAAATCAATTGTCAATTCTCTGCCGG Hs.169840 6966 0.805666667 2.4065938 0.463201025 3.8514 3.75445417 0.125679516
TTK NM_003318_bp96_R AGCTAAAAAGGCAGAGAATTGACAATTGATTCTCTTGAAATCAATTGTCAATTCTCTGCCGG Hs.169840 12342 0.712033333 2.38366616 0.509788191 5.880666667 3.61740125 0.026290312
TTN NM_133378_bp10629_R AGCTAAAAAGCGCCGAACTTCAATTATCTATCTCTTGAATAGATAATTGAAGTTCGGCGCGG Hs.134602 6000 -0.3192 0.3379535 0.142868747 -0.13135 0.542034 0.632340665
TTN NM_133378_bp10629_R AGCTAAAAAGCGCCGAACTTCAATTATCTATCTCTTGAATAGATAATTGAAGTTCGGCGCGG Hs.134602 11376 -0.067775 0.25176975 0.692769039 -0.029775 0.40915105 0.893931935
TTN NM_133378_bp10629_R AGCTAAAAAGCGCCGAACTTCAATTATCTATCTCTTGAATAGATAATTGAAGTTCGGCGCGG Hs.134602 624 -0.55745 0.2148213 0.015029444 -0.395
TTN NM_133378_bp37314_R AGCTAAAAAGGCCCTCACCTACTTGTGAAATCTCTTGAATTTCACAAGTAGGTGAGGGCCGG Hs.134602 637 0.0207 0.45381094 0.928024337 -0.358675 0.18759459 0.068062891
TTN NM_133378_bp37314_R AGCTAAAAAGGCCCTCACCTACTTGTGAAATCTCTTGAATTTCACAAGTAGGTGAGGGCCGG Hs.134602 6013 0.157225 0.46199412 0.507692797 -0.165625 0.18027746 0.320928115
TTN NM_133378_bp37314_R AGCTAAAAAGGCCCTCACCTACTTGTGAAATCTCTTGAATTTCACAAGTAGGTGAGGGCCGG Hs.134602 11389 0.0976 0.44384489 0.668685594 -0.010275 0.21759196 0.950525525
TTN NM_133378_bp959_R AGCTAAAAAGGGCAACAGCTGCCACATAAATCTCTTGAATTTATGTGGCAGCTGTTGCCCGG Hs.134602 2113 0.150266667 6.57918354 0.958055767 1.023166667 2.57947968 0.426420161
TTN NM_133378_bp959_R AGCTAAAAAGGGCAACAGCTGCCACATAAATCTCTTGAATTTATGTGGCAGCTGTTGCCCGG Hs.134602 7489 0.284566667 6.69840624 0.92210151 1.0484 2.66029281 0.42885906
TTN NM_133378_bp959_R AGCTAAAAAGGGCAACAGCTGCCACATAAATCTCTTGAATTTATGTGGCAGCTGTTGCCCGG Hs.134602 12865 0.131933333 6.28998635 0.961483045 0.706125 2.24952253 0.484469771
TWIST1 NM_000474_bp1162_R AGCTAAAAAGGGATCAAACTGGCCTGCAAATCTCTTGAATTTGCAGGCCAGTTTGATCCCGG Hs.66744 1016 -0.5048375 0.57018579 0.105065067 0.7843875 0.9556568 0.084317169
TWIST1 NM_000474_bp1162_R AGCTAAAAAGGGATCAAACTGGCCTGCAAATCTCTTGAATTTGCAGGCCAGTTTGATCCCGG Hs.66744 6392 -0.4911125 0.68868133 0.157842808 0.8020875 0.79246081 0.051217598
TWIST1 NM_000474_bp1162_R AGCTAAAAAGGGATCAAACTGGCCTGCAAATCTCTTGAATTTGCAGGCCAGTTTGATCCCGG Hs.66744 11768 -0.4903875 0.47642582 0.081078713 0.7050625 1.00299864 0.124107737
TWIST1 NM_000474_bp1307_R AGCTAAAAAGGTGTCTAAATGCATTCATATTCTCTTGAAATATGAATGCATTTAGACACCGG Hs.66744 1015 0.7034625 0.59873385 0.045138786 0.4665125 0.56620375 0.131905516
TWIST1 NM_000474_bp1307_R AGCTAAAAAGGTGTCTAAATGCATTCATATTCTCTTGAAATATGAATGCATTTAGACACCGG Hs.66744 6391 0.5462125 0.52534982 0.072437695 0.6264375 0.65049949 0.074009492
TWIST1 NM_000474_bp1307_R AGCTAAAAAGGTGTCTAAATGCATTCATATTCTCTTGAAATATGAATGCATTTAGACACCGG Hs.66744 11767 0.6586625 0.57579905 0.050617233 0.4332125 0.55116349 0.151615088
TWIST1 NM_000474_bp726_R AGCTAAAAAGACCTAGATGTCATTGTTTCCTCTCTTGAAGGAAACAATGACATCTAGGTCGG Hs.66744 1017 -0.4634625 0.60992036 0.145302064 -0.1856625 1.55083335 0.756877068
TWIST1 NM_000474_bp726_R AGCTAAAAAGACCTAGATGTCATTGTTTCCTCTCTTGAAGGAAACAATGACATCTAGGTCGG Hs.66744 6393 -0.6405625 0.33988205 0.017681297 -0.2094875 1.47489198 0.715262477
TWIST1 NM_000474_bp726_R AGCTAAAAAGACCTAGATGTCATTGTTTCCTCTCTTGAAGGAAACAATGACATCTAGGTCGG Hs.66744 11769 -0.3818625 0.56702201 0.193696394 -0.2241125 1.57550891 0.713043047
TXK NM_003328_bp1556_R AGCTAAAAAGGCACCAATGTCCATATATGATCTCTTGAATCATATATGGACATTGGTGCCGG Hs.479669 340 2.41 0.9033646 0.001298324 0.4929875 0.3122791 0.046850748 -0.34665 0.08439706 0.003775657 -0.13453333 0.08912779 0.120435239
TXK NM_003328_bp1556_R AGCTAAAAAGGCACCAATGTCCATATATGATCTCTTGAATCATATATGGACATTGGTGCCGG Hs.479669 5716 2.527875 0.99690369 0.001555824 0.5769125 0.29288101 0.02568232 -0.15265 0.11307456 0.073786766 -0.00075 0.12731516 0.991339415
TXK NM_003328_bp1556_R AGCTAAAAAGGCACCAATGTCCATATATGATCTCTTGAATCATATATGGACATTGGTGCCGG Hs.479669 11092 2.56395 0.89966301 0.000961676 0.5088875 0.25697823 0.032284288 -0.10695 0.19533108 0.353530494 -0.0203 0.19259957 0.84654987
TXK NM_003328_bp233_R AGCTAAAAAGCTCAGCCAATTGTCAAATAATCTCTTGAATTATTTGACAATTGGCTGAGCGG Hs.479669 1592 0.4168 -0.2899125 0.58690493 0.340625966 -0.296 0.21006781 0.066841196 -0.1895 0.17153816 0.114163255
TXK NM_003328_bp233_R AGCTAAAAAGCTCAGCCAATTGTCAAATAATCTCTTGAATTATTTGACAATTGGCTGAGCGG Hs.479669 6968 0.5918 -0.1863625 0.63106546 0.549383795 -0.33935 0.27825621 0.092572981 -0.21335 0.12899118 0.045460899
TXK NM_003328_bp233_R AGCTAAAAAGCTCAGCCAATTGTCAAATAATCTCTTGAATTATTTGACAATTGGCTGAGCGG Hs.479669 12344 0.5114 -0.1911625 0.61085038 0.529508265 -0.384375 0.26272916 0.061197404 -0.2288 0.28251873 0.203732876
TXLNA NM_175852_bp1021_R AGCTAAAAAGCGAGGAGCATATCGACAAAGTCTCTTGAACTTTGTCGATATGCTCCTCGCGG Hs.17987 2890 -0.855675 0.39879812 0.00802283 1.1056 0.87498405 0.020564413
TXLNA NM_175852_bp1021_R AGCTAAAAAGCGAGGAGCATATCGACAAAGTCTCTTGAACTTTGTCGATATGCTCCTCGCGG Hs.17987 8266 -0.0424 0.30424576 0.817983244 0.525 0.98535767 0.226103711
TXLNA NM_175852_bp1021_R AGCTAAAAAGCGAGGAGCATATCGACAAAGTCTCTTGAACTTTGTCGATATGCTCCTCGCGG Hs.17987 13642 -0.6981 0.28175874 0.009039283 0.0503 0.83693744 0.888647681
TXLNA NM_175852_bp575_R AGCTAAAAAGGAGATCACGTTGCTGATGCATCTCTTGAATGCATCAGCAACGTGATCTCCGG Hs.17987 2892 1.496225 0.26965116 0.000277088 -0.33465 0.46707671 0.217888038
TXLNA NM_175852_bp575_R AGCTAAAAAGGAGATCACGTTGCTGATGCATCTCTTGAATGCATCAGCAACGTGATCTCCGG Hs.17987 8268 1.6166 0.24537832 0.000161697 -0.40815 0.72062433 0.236018325
TXLNA NM_175852_bp575_R AGCTAAAAAGGAGATCACGTTGCTGATGCATCTCTTGAATGCATCAGCAACGTGATCTCCGG Hs.17987 13644 1.5672 0.37219609 0.000458186 -0.393375 0.30066526 0.107818958
TXLNA NM_175852_bp632_R AGCTAAAAAGGCTGCTCTGTGCAAGAAGTATCTCTTGAATACTTCTTGCACAGAGCAGCCGG Hs.17987 8264 0.389625 0.38138886 0.103550046 0.541375 1.06594526 0.239382581
TXLNA NM_175852_bp632_R AGCTAAAAAGGCTGCTCTGTGCAAGAAGTATCTCTTGAATACTTCTTGCACAGAGCAGCCGG Hs.17987 13640 -0.17605 0.36842527 0.402049456 0.903775 0.69147505 0.023873735
TXLNA NM_175852_bp632_R AGCTAAAAAGGCTGCTCTGTGCAAGAAGTATCTCTTGAATACTTCTTGCACAGAGCAGCCGG Hs.17987 2888 0.0628 0.45429873 0.784948934 -0.312
TXN NM_003329_bp217_R AGCTAAAAAGTGATATTCCTTGAAGTAGATTCTCTTGAAATCTACTTCAAGGAATATCACGG Hs.435136 1014 1.1363375 0.19650247 0.000626941 1.4323875 0.42311166 0.000810936
TXN NM_003329_bp217_R AGCTAAAAAGTGATATTCCTTGAAGTAGATTCTCTTGAAATCTACTTCAAGGAATATCACGG Hs.435136 6390 1.0736375 0.1528558 0.000636777 1.4194375 0.44760544 0.000964657
TXN NM_003329_bp217_R AGCTAAAAAGTGATATTCCTTGAAGTAGATTCTCTTGAAATCTACTTCAAGGAATATCACGG Hs.435136 11766 1.0726625 0.14578193 0.000616403 1.4327125 0.33946091 0.000532378
TXN NM_003329_bp252_R AGCTAAAAAGGATGTTGCTTCAGAGTGTGATCTCTTGAATCACACTCTGAAGCAACATCCGG Hs.435136 1013 0.2599375 0.3102469 0.200419083 0.5875625 0.70043419 0.101418508
TXN NM_003329_bp252_R AGCTAAAAAGGATGTTGCTTCAGAGTGTGATCTCTTGAATCACACTCTGAAGCAACATCCGG Hs.435136 6389 0.3528625 0.34630707 0.116362425 0.5498625 0.69613038 0.119300637
TXN NM_003329_bp252_R AGCTAAAAAGGATGTTGCTTCAGAGTGTGATCTCTTGAATCACACTCTGAAGCAACATCCGG Hs.435136 11765 0.3867625 0.4032367 0.114320515 0.6198125 0.69806293 0.086958432
TXN NM_003329_bp355_R AGCTAAAAAGAAGCCACCATTAATGAATTATCTCTTGAATAATTCATTAATGGTGGCTTCGG Hs.435136 1012 0.9997625 0.36910919 0.003461764 0.6104625 0.41701655 0.038517652
TXN NM_003329_bp355_R AGCTAAAAAGAAGCCACCATTAATGAATTATCTCTTGAATAATTCATTAATGGTGGCTTCGG Hs.435136 6388 1.0115625 0.37185319 0.003348635 0.7161625 0.40596623 0.020237464
TXN NM_003329_bp355_R AGCTAAAAAGAAGCCACCATTAATGAATTATCTCTTGAATAATTCATTAATGGTGGCTTCGG Hs.435136 11764 1.0963625 0.42306909 0.003275153 0.7460625 0.43223113 0.018985817
TYK2 NM_003331_bp1844_R AGCTAAAAAGCTCCGAAAGTTCCCCATTGATCTCTTGAATCAATGGGGAACTTTCGGAGCGG Hs.75516 11093 1.45665 3.19944605 0.351197326 0.0202875 0.84462337 0.9584262
TYK2 NM_003331_bp1844_R AGCTAAAAAGCTCCGAAAGTTCCCCATTGATCTCTTGAATCAATGGGGAACTTTCGGAGCGG Hs.75516 341 -0.8317 0.119883333 0.88009419 0.791263449
TYK2 NM_003331_bp1844_R AGCTAAAAAGCTCCGAAAGTTCCCCATTGATCTCTTGAATCAATGGGGAACTTTCGGAGCGG Hs.75516 5717 -0.8283 -0.228666667 0.57946609 0.499635329
TYK2 NM_003331_bp2247_R AGCTAAAAAGAGCTACGAGTGGTGCTCAAATCTCTTGAATTTGAGCACCACTCGTAGCTCGG Hs.75516 11094 0.3943 0.37801929 0.2933677 0.259625 0.08581998 0.00905661 0.086375 0.1124952 0.222205455
TYK2 NM_003331_bp2247_R AGCTAAAAAGAGCTACGAGTGGTGCTCAAATCTCTTGAATTTGAGCACCACTCGTAGCTCGG Hs.75516 342 -0.0624 0.1298 0.13435185 0.148839046 -0.031875 0.18169145 0.748879398
TYK2 NM_003331_bp2247_R AGCTAAAAAGAGCTACGAGTGGTGCTCAAATCTCTTGAATTTGAGCACCACTCGTAGCTCGG Hs.75516 5718 0.2122 0.194925 0.1320271 0.059889442 0.08385 0.08698293 0.149464421
TYK2 NM_003331_bp627_R AGCTAAAAAGATGCAAGCCTGATGCTATATTCTCTTGAAATATAGCATCAGGCTTGCATCGG Hs.75516 343 0.324333333 0.04254754 0.125108807 0.9838375 0.41877616 0.007618986 0.04165 0.08739109 0.410815996 0.01785 0.23351713 0.888197061
TYK2 NM_003331_bp627_R AGCTAAAAAGATGCAAGCCTGATGCTATATTCTCTTGAAATATAGCATCAGGCTTGCATCGG Hs.75516 5719 0.5175 0.20244231 0.049607049 1.1114875 0.25847507 0.001714811 0.125725 0.15718016 0.207956858 0.0791 0.11269135 0.254978377
TYK2 NM_003331_bp627_R AGCTAAAAAGATGCAAGCCTGATGCTATATTCTCTTGAAATATAGCATCAGGCTTGCATCGG Hs.75516 11095 0.500233333 0.16065075 0.049072725 1.1182875 0.27835657 0.001901222 0.1368 0.1009342 0.073122643 0.0464 0.08768231 0.367565112
TYRO3 NM_006293_bp2381_R AGCTAAAAAGGTGACCATGTGGGAGATCATTCTCTTGAAATGATCTCCCACATGGTCACCGG Hs.381282 512 0.08985 0.24066891 0.59708737 -2.4743 3.361164 0.179353455
TYRO3 NM_006293_bp2381_R AGCTAAAAAGGTGACCATGTGGGAGATCATTCTCTTGAAATGATCTCCCACATGGTCACCGG Hs.381282 5888 0.173275 0.41006176 0.435621832 -4.064466667 4.06991438 0.094584129
TYRO3 NM_006293_bp2381_R AGCTAAAAAGGTGACCATGTGGGAGATCATTCTCTTGAAATGATCTCCCACATGGTCACCGG Hs.381282 11264 -0.25265 0.53601791 0.348326954 -3.743333333 4.56275254 0.14460945
TYRO3 NM_006293_bp2624_R AGCTAAAAAGGACCCCTTATACATCAACATTCTCTTGAAATGTTGATGTATAAGGGGTCCGG Hs.381282 5889 3.252625 3.40481414 0.057165778 1.127166667 1.2689756 0.133622718
TYRO3 NM_006293_bp2624_R AGCTAAAAAGGACCCCTTATACATCAACATTCTCTTGAAATGTTGATGTATAAGGGGTCCGG Hs.381282 11265 2.61065 2.45235377 0.041251433 0.9672 1.33317622 0.195783654
TYRO3 NM_006293_bp2624_R AGCTAAAAAGGACCCCTTATACATCAACATTCTCTTGAAATGTTGATGTATAAGGGGTCCGG Hs.381282 513 5.2259
TYRO3 NM_006293_bp2830_R AGCTAAAAAGTCCCCTCAATGAGACACAGATCTCTTGAATCTGTGTCTCATTGAGGGGACGG Hs.381282 514 -0.845275 0.87033316 0.065847007 -2.149733333 1.85813241 0.069092163
TYRO3 NM_006293_bp2830_R AGCTAAAAAGTCCCCTCAATGAGACACAGATCTCTTGAATCTGTGTCTCATTGAGGGGACGG Hs.381282 5890 -0.736225 0.62162948 0.042785646 -3.253566667 3.83196552 0.135217274
TYRO3 NM_006293_bp2830_R AGCTAAAAAGTCCCCTCAATGAGACACAGATCTCTTGAATCTGTGTCTCATTGAGGGGACGG Hs.381282 11266 -0.414275 0.5612062 0.161766371 -3.858866667 3.10899744 0.055770009
TZFP NM_014383_bp285_R AGCTAAAAAGCCAGCACTCTGTGATACTCTTCTCTTGAAAGAGTATCACAGAGTGCTGGCGG Hs.99430 5093 -0.4122625 0.16129864 0.034814274 -0.1034625 0.18883242 0.525171693
TZFP NM_014383_bp285_R AGCTAAAAAGCCAGCACTCTGTGATACTCTTCTCTTGAAAGAGTATCACAGAGTGCTGGCGG Hs.99430 10469 -0.1472125 0.17768918 0.360787006 -0.0356625 0.18432675 0.821817659
TZFP NM_014383_bp285_R AGCTAAAAAGCCAGCACTCTGTGATACTCTTCTCTTGAAAGAGTATCACAGAGTGCTGGCGG Hs.99430 15845 -0.0478875 0.17815975 0.757011601 0.0123375 0.13588198 0.933786967
TZFP NM_014383_bp429_R AGCTAAAAAGCTCCTGAACTTTGTGTATGGTCTCTTGAACCATACACAAAGTTCAGGAGCGG Hs.99430 5097 -0.3628125 0.20420813 0.061892244 0.0665375 0.21496231 0.689494142



TZFP NM_014383_bp429_R AGCTAAAAAGCTCCTGAACTTTGTGTATGGTCTCTTGAACCATACACAAAGTTCAGGAGCGG Hs.99430 10473 -0.2493375 0.08884964 0.121266022 0.0882625 0.21844055 0.600561506
TZFP NM_014383_bp429_R AGCTAAAAAGCTCCTGAACTTTGTGTATGGTCTCTTGAACCATACACAAAGTTCAGGAGCGG Hs.99430 15849 -0.0720625 0.04477066 0.604460148 0.7121875 1.08503826 0.189801616
TZFP NM_014383_bp571_R AGCTAAAAAGATCCAGGCCTGAAGAAACATTCTCTTGAAATGTTTCTTCAGGCCTGGATCGG Hs.99430 5095 -0.5878875 0.28183126 0.017641158 -0.0249875 0.30698889 0.895538329
TZFP NM_014383_bp571_R AGCTAAAAAGATCCAGGCCTGAAGAAACATTCTCTTGAAATGTTTCTTCAGGCCTGGATCGG Hs.99430 10471 -0.4786875 0.2240748 0.027510625 -0.0789625 0.39659631 0.720300357
TZFP NM_014383_bp571_R AGCTAAAAAGATCCAGGCCTGAAGAAACATTCTCTTGAAATGTTTCTTCAGGCCTGGATCGG Hs.99430 15847 -0.4580875 0.29752094 0.045475366 0.0561125 0.52376156 0.832101029
UBA2 AK124730_bp1136_R AGCTAAAAAGACCAGCAGGTTCTAGATGTATCTCTTGAATACATCTAGAACCTGCTGGTCGG Hs.511739 4634 -0.7833875 0.32818306 0.007490808 -0.7491625 0.34644429 0.013847526
UBA2 AK124730_bp1136_R AGCTAAAAAGACCAGCAGGTTCTAGATGTATCTCTTGAATACATCTAGAACCTGCTGGTCGG Hs.511739 10010 -0.8531875 0.32175514 0.005043573 -0.7554875 0.31729554 0.011344178
UBA2 AK124730_bp1136_R AGCTAAAAAGACCAGCAGGTTCTAGATGTATCTCTTGAATACATCTAGAACCTGCTGGTCGG Hs.511739 15386 -0.7283375 0.34547093 0.011143825 -0.6631125 0.25693132 0.012926975
UBA2 AK124730_bp2611_R AGCTAAAAAGATGGCACTATGTATATTAATTCTCTTGAAATTAATATACATAGTGCCATCGG Hs.511739 4764 0.6506625 0.37280014 0.020016341 -0.1474125 0.58020461 0.61077082
UBA2 AK124730_bp2611_R AGCTAAAAAGATGGCACTATGTATATTAATTCTCTTGAAATTAATATACATAGTGCCATCGG Hs.511739 10140 0.6308125 0.44579382 0.032614622 -0.0429125 0.49026149 0.864851699
UBA2 AK124730_bp2611_R AGCTAAAAAGATGGCACTATGTATATTAATTCTCTTGAAATTAATATACATAGTGCCATCGG Hs.511739 15516 0.6694375 0.35922941 0.016701019 -0.1568875 0.34451511 0.452520615
UBA2 AK124730_bp2672_R AGCTAAAAAGCCTGGTATGTCTGTGTAAGATCTCTTGAATCTTACACAGACATACCAGGCGG Hs.511739 4762 3.0174375 0.39785295 2.32E-05 0.6352625 0.78204968 0.130919561
UBA2 AK124730_bp2672_R AGCTAAAAAGCCTGGTATGTCTGTGTAAGATCTCTTGAATCTTACACAGACATACCAGGCGG Hs.511739 10138 2.8515625 0.34814697 2.13E-05 0.3864875 0.64949205 0.252974339
UBA2 AK124730_bp2672_R AGCTAAAAAGCCTGGTATGTCTGTGTAAGATCTCTTGAATCTTACACAGACATACCAGGCGG Hs.511739 15514 3.0582625 0.33464913 1.36E-05 0.4491125 0.76914133 0.249184947
UBE1 BC009900_bp1671_R AGCTAAAAAGGTGGAGAAATCATCGTTACATCTCTTGAATGTAACGATGATTTCTCCACCGG Hs.533273 4279 2.888033333 1.67806409 0.014689888 2.484325 0.63403163 0.000589409 2.889833333 2.60165223 0.03000826
UBE1 BC009900_bp1671_R AGCTAAAAAGGTGGAGAAATCATCGTTACATCTCTTGAATGTAACGATGATTTCTCCACCGG Hs.533273 9655 4.585375 3.41902232 0.018109101 2.46075 0.67132699 0.000747942 3.425166667 3.03150379 0.027554433
UBE1 BC009900_bp1671_R AGCTAAAAAGGTGGAGAAATCATCGTTACATCTCTTGAATGTAACGATGATTTCTCCACCGG Hs.533273 15031 3.621125 1.9350835 0.004979314 2.676575 0.70689436 0.000626841 3.048066667 2.56791074 0.023780721
UBE1 BC009900_bp2592_R AGCTAAAAAGGCGTCAAGATCCATGTTTCTTCTCTTGAAAGAAACATGGATCTTGACGCCGG Hs.533273 4281 0.090225 1.37478844 0.875453934 0.798975 0.5815655 0.036055743 -0.94293333 1.39809536 0.148912364
UBE1 BC009900_bp2592_R AGCTAAAAAGGCGTCAAGATCCATGTTTCTTCTCTTGAAAGAAACATGGATCTTGACGCCGG Hs.533273 9657 0.450325 1.13218065 0.369062454 0.93835 1.03998617 0.094341383 -0.8106 1.23950704 0.166948117
UBE1 BC009900_bp2592_R AGCTAAAAAGGCGTCAAGATCCATGTTTCTTCTCTTGAAAGAAACATGGATCTTGACGCCGG Hs.533273 15033 0.3001 0.86760582 0.441841559 0.6617 0.28782774 0.015514474 -0.73436667 1.57193335 0.283509369
UBE1 BC009900_bp2746_R AGCTAAAAAGCAACTTTCATATGGATTTCATCTCTTGAATGAAATCCATATGAAAGTTGCGG Hs.533273 4283 0.27535 0.78821693 0.443388734 0.01665 0.32479141 0.932172677 0.621466667 0.86960975 0.169418637
UBE1 BC009900_bp2746_R AGCTAAAAAGCAACTTTCATATGGATTTCATCTCTTGAATGAAATCCATATGAAAGTTGCGG Hs.533273 9659 -0.4961 1.01854703 0.284892726 -0.14375 0.37175319 0.506343834 -0.1965 0.42713796 0.506458526
UBE1 BC009900_bp2746_R AGCTAAAAAGCAACTTTCATATGGATTTCATCTCTTGAATGAAATCCATATGAAAGTTGCGG Hs.533273 15035 0.030025 0.3508532 0.878983257 0.128475 0.2870913 0.497786861 -0.24506667 0.46281426 0.424757407
UBE2A BC042021_bp1965_R AGCTAAAAAGAAGGAGGCATGGGAGCTAAATCTCTTGAATTTAGCTCCCATGCCTCCTTCGG Hs.379466 4328 0.37485 0.29617176 0.081976024 -0.502275 0.34117862 0.050815014 -0.3656 0.39808958 0.231726558
UBE2A BC042021_bp1965_R AGCTAAAAAGAAGGAGGCATGGGAGCTAAATCTCTTGAATTTAGCTCCCATGCCTCCTTCGG Hs.379466 9704 0.3282 0.32209369 0.126923017 -0.514025 0.36416038 0.052816206 -0.0491 0.46173559 0.868639115
UBE2A BC042021_bp1965_R AGCTAAAAAGAAGGAGGCATGGGAGCTAAATCTCTTGAATTTAGCTCCCATGCCTCCTTCGG Hs.379466 15080 0.0024 0.53869314 0.992567418 -0.63175 0.61564725 0.081606808 -0.10493333 0.37190351 0.707538625
UBE2A BC042021_bp286_R AGCTAAAAAGGACATAATCTCTTCATATCATCTCTTGAATGATATGAAGAGATTATGTCCGG Hs.379466 4330 0.442375 0.16586109 0.027844216 0.2073 0.83592037 0.597152284 1.0604 0.83043008 0.036680047
UBE2A BC042021_bp286_R AGCTAAAAAGGACATAATCTCTTCATATCATCTCTTGAATGATATGAAGAGATTATGTCCGG Hs.379466 9706 0.619 0.35323308 0.048157054 0.92335 0.64717724 0.029669364 0.974433333 1.23437165 0.108538319
UBE2A BC042021_bp286_R AGCTAAAAAGGACATAATCTCTTCATATCATCTCTTGAATGATATGAAGAGATTATGTCCGG Hs.379466 15082 0.5993 0.45568082 0.040562919 0.2534 0.33813846 0.455113536 1.7302 1.12698679 0.025213836
UBE2A BC042021_bp576_R AGCTAAAAAGAGCCATACTTAAGGGTTTCTTCTCTTGAAAGAAACCCTTAAGTATGGCTCGG Hs.379466 4326 0.342675 0.20470755 0.073187419 -0.942175 0.76908722 0.043945058 0.792033333 1.01027593 0.124252547
UBE2A BC042021_bp576_R AGCTAAAAAGAGCCATACTTAAGGGTTTCTTCTCTTGAAAGAAACCCTTAAGTATGGCTCGG Hs.379466 9702 0.4567 0.25086015 0.036759552 -0.463075 0.47844098 0.111244306 0.877 1.31585521 0.156436259
UBE2A BC042021_bp576_R AGCTAAAAAGAGCCATACTTAAGGGTTTCTTCTCTTGAAAGAAACCCTTAAGTATGGCTCGG Hs.379466 15078 0.8043 0.37717076 0.064298997 -0.82365 0.58188945 0.032745862 0.866566667 1.49993062 0.199925256
UBE2C BC032677_bp1329_R AGCTAAAAAGCAAGAAACCTACTCAAAGCATCTCTTGAATGCTTTGAGTAGGTTTCTTGCGG Hs.93002 4567 -0.3788 0.59649037 0.211259198 -0.54415 0.36717927 0.045143445 -0.49746667 0.2761867 0.100732832
UBE2C BC032677_bp1329_R AGCTAAAAAGCAAGAAACCTACTCAAAGCATCTCTTGAATGCTTTGAGTAGGTTTCTTGCGG Hs.93002 9943 -0.254 0.38091965 0.251457353 -0.581675 0.31193473 0.027632041 -0.25286667 0.10941647 0.322700077
UBE2C BC032677_bp1329_R AGCTAAAAAGCAAGAAACCTACTCAAAGCATCTCTTGAATGCTTTGAGTAGGTTTCTTGCGG Hs.93002 15319 -0.3112 0.45468838 0.213073433 -0.5783 0.30853424 0.027672518 -0.19876667 0.27647794 0.459620692
UBE2C BC032677_bp1511_R AGCTAAAAAGGTTGAGCCCTTGTATATTAATCTCTTGAATTAATATACAAGGGCTCAACCGG Hs.93002 4565 0.064775 0.76796278 0.849346788 1.291575 0.07534925 0.000343619 0.672 1.06498675 0.192544269
UBE2C BC032677_bp1511_R AGCTAAAAAGGTTGAGCCCTTGTATATTAATCTCTTGAATTAATATACAAGGGCTCAACCGG Hs.93002 9941 0.086075 0.98707159 0.839280141 0.84845 0.46572231 0.01705101 0.5996 1.29240197 0.300253724
UBE2C BC032677_bp1511_R AGCTAAAAAGGTTGAGCCCTTGTATATTAATCTCTTGAATTAATATACAAGGGCTCAACCGG Hs.93002 15317 0.607775 1.41235605 0.328133204 1.000233333 1.40667266 0.201408713 1.101666667 1.39289295 0.101989835
UBE2C BC032677_bp640_R AGCTAAAAAGGCCAGCAACTAATATTCTAATCTCTTGAATTAGAATATTAGTTGCTGGCCGG Hs.93002 4563 0.401075 0.65823714 0.218876157 -0.209575 0.19900763 0.233879864 -0.17113333 0.15554775 0.497571043
UBE2C BC032677_bp640_R AGCTAAAAAGGCCAGCAACTAATATTCTAATCTCTTGAATTAGAATATTAGTTGCTGGCCGG Hs.93002 9939 0.191625 0.40943387 0.391473515 -0.18615 0.37264838 0.398145681 -0.2562 0.21983376 0.335682268
UBE2C BC032677_bp640_R AGCTAAAAAGGCCAGCAACTAATATTCTAATCTCTTGAATTAGAATATTAGTTGCTGGCCGG Hs.93002 15315 0.462975 0.56354644 0.127064972 -0.10615 0.48846725 0.675683059 -0.19673333 0.24315584 0.456050976
UBE2F BC039435_bp643_R AGCTAAAAAGTCTGCCATTTGCTAATTAGATCTCTTGAATCTAATTAGCAAATGGCAGACGG Hs.471785 4282 0.0811 0.60976009 0.775080055 2.711975 0.34021486 6.38E-05 -0.4914 0.33351583 0.113700852
UBE2F BC039435_bp643_R AGCTAAAAAGTCTGCCATTTGCTAATTAGATCTCTTGAATCTAATTAGCAAATGGCAGACGG Hs.471785 15034 0.3617 0.64089944 0.307750167 1.8632 0.32397286 0.000295339 0.058866667 0.10889694 0.808785325
UBE2F BC039435_bp643_R AGCTAAAAAGTCTGCCATTTGCTAATTAGATCTCTTGAATCTAATTAGCAAATGGCAGACGG Hs.471785 9658 0.208125 0.87935175 0.591941979 1.883625 0.57423245 0.001368833 -0.41735 0.37116035 0.281773555
UBE2F BC039435_bp70_R AGCTAAAAAGCCCCCTGATTCTCAACAAGATCTCTTGAATCTTGTTGAGAATCAGGGGGCGG Hs.471785 4280 -0.300125 0.47728915 0.240250293 -0.548675 0.22859193 0.021711746 0.231533333 0.65365784 0.511543672
UBE2F BC039435_bp70_R AGCTAAAAAGCCCCCTGATTCTCAACAAGATCTCTTGAATCTTGTTGAGAATCAGGGGGCGG Hs.471785 9656 -0.6366 0.31601953 0.015825086 -0.29435 0.36977638 0.204769647 0.478066667 0.25979766 0.108820957
UBE2F BC039435_bp70_R AGCTAAAAAGCCCCCTGATTCTCAACAAGATCTCTTGAATCTTGTTGAGAATCAGGGGGCGG Hs.471785 15032 -0.488075 0.30236906 0.037883525 -0.722625 0.20851509 0.007121939 0.415633333 0.42819517 0.190493762
UBE2F BC039435_bp92_R AGCTAAAAAGGCTGAGCAGTGTGAAGATAATCTCTTGAATTATCTTCACACTGCTCAGCCGG Hs.471785 15030 0.0351 0.37903732 0.864519364 0.54835 0.39136239 0.049424832 -0.1358 0.53650203 0.668549471
UBE2F BC039435_bp92_R AGCTAAAAAGGCTGAGCAGTGTGAAGATAATCTCTTGAATTATCTTCACACTGCTCAGCCGG Hs.471785 4278 0.0971 0.79306055 0.802624128 0.6931 0.06915504 0.083176826 -0.00045 0.11306637 0.998921712
UBE2F BC039435_bp92_R AGCTAAAAAGGCTGAGCAGTGTGAAGATAATCTCTTGAATTATCTTCACACTGCTCAGCCGG Hs.471785 9654 0.1813 0.45025167 0.505129261 0.694666667 0.48279811 0.070640729 0.8332 0.47588286 0.075997651
UBE2I BC069256_bp15_R AGCTAAAAAGGAGGGAGATTGACGAGTTGATCTCTTGAATCAACTCGTCAATCTCCCTCCGG Hs.302903 4259 0.3316 0.83827862 0.385534002 0.547625 0.47417347 0.071028213 1.71715 0.91209704 0.017472739
UBE2I BC069256_bp15_R AGCTAAAAAGGAGGGAGATTGACGAGTTGATCTCTTGAATCAACTCGTCAATCTCCCTCCGG Hs.302903 9635 0.39835 0.74489173 0.262565407 0.785375 0.22474389 0.005659016 1.2437 1.00663721 0.055786439
UBE2I BC069256_bp15_R AGCTAAAAAGGAGGGAGATTGACGAGTTGATCTCTTGAATCAACTCGTCAATCTCCCTCCGG Hs.302903 15011 0.3765 0.79955075 0.312125065 0.515125 0.3778315 0.055883567 1.7443 0.62395102 0.00956974
UBE2I BC069256_bp1630_R AGCTAAAAAGCGCGTTGGCTTTCTGGTAATTCTCTTGAAATTACCAGAAAGCCAACGCGCGG Hs.302903 4257 -1.1768 0.56235618 0.005531191 1.01125 0.58545294 0.016558348 -0.40016667 0.50939529 0.229083268
UBE2I BC069256_bp1630_R AGCTAAAAAGCGCGTTGGCTTTCTGGTAATTCTCTTGAAATTACCAGAAAGCCAACGCGCGG Hs.302903 9633 -0.928666667 0.37453353 0.014654221 0.84345 0.64949403 0.040034482 -0.38726667 0.64818397 0.288392807
UBE2I BC069256_bp1630_R AGCTAAAAAGCGCGTTGGCTTTCTGGTAATTCTCTTGAAATTACCAGAAAGCCAACGCGCGG Hs.302903 15009 -0.959375 0.57036589 0.013184202 0.6314 0.92195646 0.179915454 -0.2706 0.42753387 0.369833049
UBE2J1 NM_016021_bp357_R AGCTAAAAAGTCCGGCTGTTAAACGTTTAATCTCTTGAATTAAACGTTTAACAGCCGGACGG Hs.163776 3350 -0.881625 0.37313348 0.00606494 -0.6129875 0.26973461 0.023212301 0.47095 0.451789 0.128409752 -0.334525 1.13374815 0.596610165
UBE2J1 NM_016021_bp357_R AGCTAAAAAGTCCGGCTGTTAAACGTTTAATCTCTTGAATTAAACGTTTAACAGCCGGACGG Hs.163776 8726 -0.726975 0.40434641 0.015743073 -0.5560125 0.23311113 0.030269175 0.39175 0.44310184 0.175180569 -0.37935 1.14589119 0.555222709
UBE2J1 NM_016021_bp357_R AGCTAAAAAGTCCGGCTGTTAAACGTTTAATCTCTTGAATTAAACGTTTAACAGCCGGACGG Hs.163776 14102 -0.671575 0.17030667 0.071422727 -0.5429875 0.26053294 0.035646946 0.486475 0.50543535 0.149903659 -0.29915 1.15848011 0.641195191
UBE2J1 NM_016021_bp386_R AGCTAAAAAGCGGCAGAATTGAAAGATCCATCTCTTGAATGGATCTTTCAATTCTGCCGCGG Hs.163776 3354 -0.084833333 0.15500566 0.659202811 0.129 0.149125 0.61836553 0.66258196 0.81915 0.52822887 0.053233325
UBE2J1 NM_016021_bp386_R AGCTAAAAAGCGGCAGAATTGAAAGATCCATCTCTTGAATGGATCTTTCAATTCTGCCGCGG Hs.163776 8730 -0.025 0.2574994 0.90518036 0.2252 0.058275 0.43419542 0.805770264 0.808225 0.44790883 0.03653244
UBE2J1 NM_016021_bp386_R AGCTAAAAAGCGGCAGAATTGAAAGATCCATCTCTTGAATGGATCTTTCAATTCTGCCGCGG Hs.163776 14106 -0.208433333 0.26226615 0.352024442 0.1724 0.240975 0.51225393 0.416194218 0.80605 0.42695507 0.032536427
UBE2J1 NM_016021_bp802_R AGCTAAAAAGGATGTCCTGTTGCCTTTAAATCTCTTGAATTTAAAGGCAACAGGACATCCGG Hs.163776 3352 0.378275 0.14812558 0.043974073 -0.2430125 0.02268503 0.225788397 0.513375 0.20520953 0.01536359 0.49465 0.77350139 0.290861139
UBE2J1 NM_016021_bp802_R AGCTAAAAAGGATGTCCTGTTGCCTTTAAATCTCTTGAATTTAAAGGCAACAGGACATCCGG Hs.163776 8728 0.192325 0.58882996 0.495542113 -0.2357875 0.0562993 0.240339687 0.529 0.19273747 0.011893657 0.7633 0.59150941 0.081719175
UBE2J1 NM_016021_bp802_R AGCTAAAAAGGATGTCCTGTTGCCTTTAAATCTCTTGAATTTAAAGGCAACAGGACATCCGG Hs.163776 14104 1.219666667 0.5934984 0.014130428 -0.2374625 0.05735816 0.237482134 0.60745 0.22794389 0.012908069 0.89545 0.63948431 0.067822626
UBE2L3 AK125396_bp1242_R AGCTAAAAAGTGGTCTAGGTAACCTGTAAATCTCTTGAATTTACAGGTTACCTAGACCACGG Hs.108104 3877 1.2140875 0.47614038 0.002923301 0.9553 0.45238781 0.007080601
UBE2L3 AK125396_bp1242_R AGCTAAAAAGTGGTCTAGGTAACCTGTAAATCTCTTGAATTTACAGGTTACCTAGACCACGG Hs.108104 9253 1.7431625 1.47802261 0.030863367 0.50225 0.1655374 0.037333581
UBE2L3 AK125396_bp1242_R AGCTAAAAAGTGGTCTAGGTAACCTGTAAATCTCTTGAATTTACAGGTTACCTAGACCACGG Hs.108104 14629 1.1810875 0.34499374 0.001406894 0.691425 0.08020488 0.008806221
UBE2L3 AK125396_bp2968_R AGCTAAAAAGTCCCATTGCTTCGTATTTCTTCTCTTGAAAGAAATACGAAGCAATGGGACGG Hs.108104 3873 -0.473966667 0.61036596 0.188411569 -0.9744 0.15211533 0.001953225
UBE2L3 AK125396_bp2968_R AGCTAAAAAGTCCCATTGCTTCGTATTTCTTCTCTTGAAAGAAATACGAAGCAATGGGACGG Hs.108104 9249 -0.490233333 0.78280122 0.244627811 -0.831475 0.14679638 0.004233887
UBE2L3 AK125396_bp2968_R AGCTAAAAAGTCCCATTGCTTCGTATTTCTTCTCTTGAAAGAAATACGAAGCAATGGGACGG Hs.108104 14625 -0.8898 0.14127994 0.034812871 -0.877225 0.05471632 0.002760831
UBE2L3 AK125396_bp347_R AGCTAAAAAGAGGGCGTCGTTAATGTGAGATCTCTTGAATCTCACATTAACGACGCCCTCGG Hs.108104 3875 -0.2264625 0.15403407 0.17240936 -0.196075 0.19494908 0.347660392
UBE2L3 AK125396_bp347_R AGCTAAAAAGAGGGCGTCGTTAATGTGAGATCTCTTGAATCTCACATTAACGACGCCCTCGG Hs.108104 9251 -0.2166875 0.089396 0.166257788 -0.167775 0.18853808 0.415180671
UBE2L3 AK125396_bp347_R AGCTAAAAAGAGGGCGTCGTTAATGTGAGATCTCTTGAATCTCACATTAACGACGCCCTCGG Hs.108104 14627 -0.1635875 0.09828696 0.278936767 -0.1651 0.19714964 0.424666713
UBE2L6 AK093462_bp1294_R AGCTAAAAAGAGGGTACCCTATTTACAACTTCTCTTGAAAGTTGTAAATAGGGTACCCTCGG Hs.425777 3856 -0.3627375 0.34979705 0.11012343 -0.447025 0.30578438 0.076349966
UBE2L6 AK093462_bp1294_R AGCTAAAAAGAGGGTACCCTATTTACAACTTCTCTTGAAAGTTGTAAATAGGGTACCCTCGG Hs.425777 9232 -0.0819875 0.56879803 0.760917245 -0.40025 0.44667274 0.144020458
UBE2L6 AK093462_bp1294_R AGCTAAAAAGAGGGTACCCTATTTACAACTTCTCTTGAAAGTTGTAAATAGGGTACCCTCGG Hs.425777 14608 -0.1083125 0.21081087 0.51019058 -0.395825 0.29321955 0.104315067
UBE2L6 AK093462_bp1321_R AGCTAAAAAGCCAAGCCACTGATGGGAATATCTCTTGAATATTCCCATCAGTGGCTTGGCGG Hs.425777 3854 -0.5022375 0.2247155 0.023270115 -0.162 0.47496752 0.533387771
UBE2L6 AK093462_bp1321_R AGCTAAAAAGCCAAGCCACTGATGGGAATATCTCTTGAATATTCCCATCAGTGGCTTGGCGG Hs.425777 9230 -0.6831125 0.29547702 0.010691027 0.0178 0.860451 0.961245907
UBE2L6 AK093462_bp1321_R AGCTAAAAAGCCAAGCCACTGATGGGAATATCTCTTGAATATTCCCATCAGTGGCTTGGCGG Hs.425777 14606 -0.2599375 0.36476547 0.232255241 -0.055525 0.87395367 0.880999769
UBE2L6 AK093462_bp1473_R AGCTAAAAAGGCCTCAGACTGTGAAGTATATCTCTTGAATATACTTCACAGTCTGAGGCCGG Hs.425777 3852 -0.2972375 0.5813007 0.30344028 -0.258 0.52405949 0.354424836
UBE2L6 AK093462_bp1473_R AGCTAAAAAGGCCTCAGACTGTGAAGTATATCTCTTGAATATACTTCACAGTCTGAGGCCGG Hs.425777 9228 -0.1675375 0.38819007 0.436259481 -0.098 0.24513796 0.64071462
UBE2L6 AK093462_bp1473_R AGCTAAAAAGGCCTCAGACTGTGAAGTATATCTCTTGAATATACTTCACAGTCTGAGGCCGG Hs.425777 14604 -0.1693375 0.40434946 0.441894966 0.011325 0.33189968 0.959589921
UBE2N NM_003348_bp1711_R AGCTAAAAAGCCCTGAGCATGCATAAAGCATCTCTTGAATGCTTTATGCATGCTCAGGGCGG Hs.524630 2487
UBE2N NM_003348_bp1711_R AGCTAAAAAGCCCTGAGCATGCATAAAGCATCTCTTGAATGCTTTATGCATGCTCAGGGCGG Hs.524630 7863
UBE2N NM_003348_bp1711_R AGCTAAAAAGCCCTGAGCATGCATAAAGCATCTCTTGAATGCTTTATGCATGCTCAGGGCGG Hs.524630 13239
UBE2N NM_003348_bp1870_R AGCTAAAAAGACTGACATGTAGGACTTTCATCTCTTGAATGAAAGTCCTACATGTCAGTCGG Hs.524630 2489
UBE2N NM_003348_bp1870_R AGCTAAAAAGACTGACATGTAGGACTTTCATCTCTTGAATGAAAGTCCTACATGTCAGTCGG Hs.524630 7865
UBE2N NM_003348_bp1870_R AGCTAAAAAGACTGACATGTAGGACTTTCATCTCTTGAATGAAAGTCCTACATGTCAGTCGG Hs.524630 13241
UBE2N NM_003348_bp615_R AGCTAAAAAGGGAAGAATATGTTTAGATATTCTCTTGAAATATCTAAACATATTCTTCCCGG Hs.524630 1463
UBE2N NM_003348_bp615_R AGCTAAAAAGGGAAGAATATGTTTAGATATTCTCTTGAAATATCTAAACATATTCTTCCCGG Hs.524630 6839
UBE2N NM_003348_bp615_R AGCTAAAAAGGGAAGAATATGTTTAGATATTCTCTTGAAATATCTAAACATATTCTTCCCGG Hs.524630 12215
UBE2T BF690859_bp157_R AGCTAAAAAGCATCACATGTAGGCAAGATATCTCTTGAATATCTTGCCTACATGTGATGCGG Hs.5199 15109 -0.821566667 0.19072316 0.011037291 0.2149 0.55837803 0.453324626 -0.2754
UBE2T BF690859_bp157_R AGCTAAAAAGCATCACATGTAGGCAAGATATCTCTTGAATATCTTGCCTACATGTGATGCGG Hs.5199 4357 -0.99365 0.02665793 0.024249005 0.3275
UBE2T BF690859_bp157_R AGCTAAAAAGCATCACATGTAGGCAAGATATCTCTTGAATATCTTGCCTACATGTGATGCGG Hs.5199 9733 -0.85385 0.16440233 0.039653708 0.62275 0.04357694 0.006529521
UBE2T BF690859_bp579_R AGCTAAAAAGGGAAAGAGATGCTTGATAATTCTCTTGAAATTATCAAGCATCTCTTTCCCGG Hs.5199 4355 -0.331425 0.24197981 0.092324588 -0.295225 0.3137268 0.171866864 1.832666667 1.18767862 0.012622958
UBE2T BF690859_bp579_R AGCTAAAAAGGGAAAGAGATGCTTGATAATTCTCTTGAAATTATCAAGCATCTCTTTCCCGG Hs.5199 9731 -0.299025 0.31881331 0.154879136 -0.35335 0.18739914 0.070889159 1.953133333 0.82619141 0.003296373
UBE2T BF690859_bp579_R AGCTAAAAAGGGAAAGAGATGCTTGATAATTCTCTTGAAATTATCAAGCATCTCTTTCCCGG Hs.5199 15107 -0.04285 0.20713613 0.789438597 -0.271125 0.21084448 0.147448984 1.8806 1.35210854 0.017064459
UBE2T BF690859_bp615_R AGCTAAAAAGATCCCGAAGTACACCAATCATCTCTTGAATGATTGGTGTACTTCGGGATCGG Hs.5199 4359 0.1729 0.67198051 0.577237448 -0.443975 0.31435426 0.064284133 0.120166667 1.73300026 0.864017475
UBE2T BF690859_bp615_R AGCTAAAAAGATCCCGAAGTACACCAATCATCTCTTGAATGATTGGTGTACTTCGGGATCGG Hs.5199 9735 0.0797 0.66139402 0.792036418 -0.644125 0.39782964 0.030779968 -0.40393333 1.07860056 0.41160258
UBE2T BF690859_bp615_R AGCTAAAAAGATCCCGAAGTACACCAATCATCTCTTGAATGATTGGTGTACTTCGGGATCGG Hs.5199 15111 0.087 0.62273472 0.763088053 -0.4324 0.1002331 0.028039558 -0.56286667 1.1915008 0.299625821
UBE2V1 NM_199203_bp1250_R AGCTAAAAACAGTCTTCATTTTCCACAGTATCTCTTGAATACTGTGGAAAATGAAGACTGGG Hs.420529 2346
UBE2V1 NM_199203_bp1250_R AGCTAAAAACAGTCTTCATTTTCCACAGTATCTCTTGAATACTGTGGAAAATGAAGACTGGG Hs.420529 7722
UBE2V1 NM_199203_bp1250_R AGCTAAAAACAGTCTTCATTTTCCACAGTATCTCTTGAATACTGTGGAAAATGAAGACTGGG Hs.420529 13098
UBE2V1 NM_199203_bp764_R AGCTAAAAACTGCATCACCACAGGAGTAAATCTCTTGAATTTACTCCTGTGGTGATGCAGGG Hs.420529 2344
UBE2V1 NM_199203_bp764_R AGCTAAAAACTGCATCACCACAGGAGTAAATCTCTTGAATTTACTCCTGTGGTGATGCAGGG Hs.420529 13096
UBE2V1 NM_199203_bp764_R AGCTAAAAACTGCATCACCACAGGAGTAAATCTCTTGAATTTACTCCTGTGGTGATGCAGGG Hs.420529 7720
UBE2V1 NM_199203_bp915_R AGCTAAAAAGGGCCTCCAAGAACAATTTATTCTCTTGAAATAAATTGTTCTTGGAGGCCCGG Hs.420529 2348
UBE2V1 NM_199203_bp915_R AGCTAAAAAGGGCCTCCAAGAACAATTTATTCTCTTGAAATAAATTGTTCTTGGAGGCCCGG Hs.420529 13100
UBE2V1 NM_199203_bp915_R AGCTAAAAAGGGCCTCCAAGAACAATTTATTCTCTTGAAATAAATTGTTCTTGGAGGCCCGG Hs.420529 7724
UBR2 BX647467_bp1213_R AGCTAAAAAGCCCTGTGGCTTCAGATATGATCTCTTGAATCATATCTGAAGCCACAGGGCGG Hs.529925 4414 -0.1641 0.57122941 0.549589384 -0.87345 0.80628765 0.062033575 0.0276 0.51603439 0.928882059
UBR2 BX647467_bp1213_R AGCTAAAAAGCCCTGTGGCTTCAGATATGATCTCTTGAATCATATCTGAAGCCACAGGGCGG Hs.529925 9790 -0.5201 0.78515666 0.175653886 -0.890875 0.4578862 0.013732385 -0.20213333 0.35289129 0.472998666
UBR2 BX647467_bp1213_R AGCTAAAAAGCCCTGTGGCTTCAGATATGATCTCTTGAATCATATCTGAAGCCACAGGGCGG Hs.529925 15166 -0.5132 1.42496159 0.47230483 -1.6357 -0.27703333 0.24964483 0.308321847
UBR2 BX647467_bp2433_R AGCTAAAAAGGCTGTCATTTATGTAAATTATCTCTTGAATAATTTACATAAATGACAGCCGG Hs.529925 15162
UBR2 BX647467_bp2433_R AGCTAAAAAGGCTGTCATTTATGTAAATTATCTCTTGAATAATTTACATAAATGACAGCCGG Hs.529925 9786
UBR2 BX647467_bp7181_R AGCTAAAAAGGTGGCATAATTCATGTTTATTCTCTTGAAATAAACATGAATTATGCCACCGG Hs.529925 4412 0.83645 0.65510136 0.032099371 -0.476025 0.34043766 0.059269137 1.040866667 0.54777021 0.017745335
UBR2 BX647467_bp7181_R AGCTAAAAAGGTGGCATAATTCATGTTTATTCTCTTGAAATAAACATGAATTATGCCACCGG Hs.529925 9788 1.27005 0.59022203 0.032329945 -0.40205 0.26144662 0.06723525 1.5373 0.88511332 0.010879873
UBR2 BX647467_bp7181_R AGCTAAAAAGGTGGCATAATTCATGTTTATTCTCTTGAAATAAACATGAATTATGCCACCGG Hs.529925 15164 0.76425 0.77403291 0.065890648 -0.5745 1.27275 1.33452263 0.084265082
UCHL1 AK055249_bp1381_R AGCTAAAAAGTACCTAGAATATCAGGTAAATCTCTTGAATTTACCTGATATTCTAGGTACGG Hs.518731 3985 -0.2741125 0.38573745 0.223490266 -0.2637 0.40530273 0.293749543
UCHL1 AK055249_bp1381_R AGCTAAAAAGTACCTAGAATATCAGGTAAATCTCTTGAATTTACCTGATATTCTAGGTACGG Hs.518731 9361 -0.2962125 0.47863285 0.246381328 -0.328325 0.40617883 0.202186551
UCHL1 AK055249_bp1381_R AGCTAAAAAGTACCTAGAATATCAGGTAAATCTCTTGAATTTACCTGATATTCTAGGTACGG Hs.518731 14737 -0.2988375 0.4257473 0.212629126 -0.32575 0.39356942 0.200605861
UCHL1 AK055249_bp2068_R AGCTAAAAAGGGTGAACTTTGAGCATTAATTCTCTTGAAATTAATGCTCAAAGTTCACCCGG Hs.518731 9333 -0.71676667 0.43851867 0.048395045
UCHL1 AK055249_bp2068_R AGCTAAAAAGGGTGAACTTTGAGCATTAATTCTCTTGAAATTAATGCTCAAAGTTCACCCGG Hs.518731 14709 -0.71913333 0.5044881 0.056016266
UCHL1 AK055249_bp2068_R AGCTAAAAAGGGTGAACTTTGAGCATTAATTCTCTTGAAATTAATGCTCAAAGTTCACCCGG Hs.518731 3957 -0.7352 0.84414408 0.159916298
UCHL1 AK055249_bp228_R AGCTAAAAAGTCACATGAGTAGAATTTATATCTCTTGAATATAAATTCTACTCATGTGACGG Hs.518731 3959 -0.6405875 0.35500923 0.019228228 -0.227125 0.257762 0.302332663
UCHL1 AK055249_bp228_R AGCTAAAAAGTCACATGAGTAGAATTTATATCTCTTGAATATAAATTCTACTCATGTGACGG Hs.518731 9335 -0.7186375 0.41652112 0.017584813 0.058375 0.07041616 0.758942107
UCHL1 AK055249_bp228_R AGCTAAAAAGTCACATGAGTAGAATTTATATCTCTTGAATATAAATTCTACTCATGTGACGG Hs.518731 14711 -0.6610625 0.42952684 0.025544229 -0.0234 0.07317828 0.901831851
UCHL3 BF217744_bp558_R AGCTAAAAAGGGGCATCTCTATGAATTAGATCTCTTGAATCTAATTCATAGAGATGCCCCGG Hs.162241 4305 0.42325 0.48424956 0.121807988 0.714825 0.38859994 0.020658457 0.3377 0.73823542 0.379373548
UCHL3 BF217744_bp558_R AGCTAAAAAGGGGCATCTCTATGAATTAGATCTCTTGAATCTAATTCATAGAGATGCCCCGG Hs.162241 9681 0.421225 0.36072633 0.077496799 0.9773 0.88820866 0.091449067 -0.11205 0.84053783 0.806056464
UCHL3 BF217744_bp558_R AGCTAAAAAGGGGCATCTCTATGAATTAGATCTCTTGAATCTAATTCATAGAGATGCCCCGG Hs.162241 15057 0.1805 0.32089844 0.359973373 0.5426 0.54378654 0.094505691 0.334666667 0.61487124 0.340366391
UCHL3 BF217744_bp581_R AGCTAAAAAGCGGAGCCATTCCAATTACCATCTCTTGAATGGTAATTGGAATGGCTCCGCGG Hs.162241 4307 0.340475 0.72056538 0.317992193 -0.8005
UCHL3 BF217744_bp581_R AGCTAAAAAGCGGAGCCATTCCAATTACCATCTCTTGAATGGTAATTGGAATGGCTCCGCGG Hs.162241 9683 -0.163133333 0.58331688 0.604168733 0.3185
UCHL3 BF217744_bp581_R AGCTAAAAAGCGGAGCCATTCCAATTACCATCTCTTGAATGGTAATTGGAATGGCTCCGCGG Hs.162241 15059 -0.2096 0.2982976 0.280367259 -0.279425 0.41135107 0.250264215 0.92025 0.95127075 0.111788554
UCHL3 BF217744_bp776_R AGCTAAAAAGTGCTGTGGCTCAATCTACTATCTCTTGAATAGTAGATTGAGCCACAGCACGG Hs.162241 4309 0.064925 0.38364777 0.754814584 0.05715 0.65611549 0.855969668 -0.2434 0.69827553 0.505632568
UCHL3 BF217744_bp776_R AGCTAAAAAGTGCTGTGGCTCAATCTACTATCTCTTGAATAGTAGATTGAGCCACAGCACGG Hs.162241 9685 0.5652 0.91129657 0.192299232 -0.245466667 0.36963677 0.360541559 -0.09733333 0.21719448 0.702430165
UCHL3 BF217744_bp776_R AGCTAAAAAGTGCTGTGGCTCAATCTACTATCTCTTGAATAGTAGATTGAGCCACAGCACGG Hs.162241 15061 -0.0347 0.14538115 0.895534697 0.3146 0.13732014 0.316849576 -0.17803333 0.48089403 0.561078078
UCHL5 AK123655_bp1509_R AGCTAAAAAGGGAGTTCACTGTTGGAACTATCTCTTGAATAGTTCCAACAGTGAACTCCCGG 4148 0.2181875 0.10323672 0.167685279 0.67295 0.12548003 0.010706448
UCHL5 AK123655_bp1509_R AGCTAAAAAGGGAGTTCACTGTTGGAACTATCTCTTGAATAGTTCCAACAGTGAACTCCCGG 9524 0.3786875 0.09293986 0.036923273 0.488475 0.21594659 0.046001998
UCHL5 AK123655_bp1509_R AGCTAAAAAGGGAGTTCACTGTTGGAACTATCTCTTGAATAGTTCCAACAGTGAACTCCCGG 14900 0.3456125 0.11988798 0.053305619 0.522875 0.34892339 0.052665601



UCHL5 AK123655_bp1573_R AGCTAAAAAGAACCTGCTGTAACACTTAATTCTCTTGAAATTAAGTGTTACAGCAGGTTCGG 4150 0.0441875 0.32522709 0.816198516 0.031175 0.65238948 0.918220728
UCHL5 AK123655_bp1573_R AGCTAAAAAGAACCTGCTGTAACACTTAATTCTCTTGAAATTAAGTGTTACAGCAGGTTCGG 9526 0.0629625 0.34290354 0.747681226 -0.182725 0.6878583 0.566008356
UCHL5 AK123655_bp1573_R AGCTAAAAAGAACCTGCTGTAACACTTAATTCTCTTGAAATTAAGTGTTACAGCAGGTTCGG 14902 0.0034875 0.36266715 0.986119237 0.195525 0.49284579 0.463037332
UCHL5 AK123655_bp998_R AGCTAAAAAGCCTGTAACGTTAACATTTCATCTCTTGAATGAAATGTTAACGTTACAGGCGG 4146 -0.6320875 0.14268315 0.006377273 -0.279675 0.12350664 0.181252512
UCHL5 AK123655_bp998_R AGCTAAAAAGCCTGTAACGTTAACATTTCATCTCTTGAATGAAATGTTAACGTTACAGGCGG 9522 -0.5601375 0.08643405 0.008485004 -0.2068 0.07769655 0.299103117
UCHL5 AK123655_bp998_R AGCTAAAAAGCCTGTAACGTTAACATTTCATCTCTTGAATGAAATGTTAACGTTACAGGCGG 14898 -0.5980875 0.04680877 0.005901262 -0.170775 0.1650706 0.401138891
UGCG AJ420423_bp1006_R AGCTAAAAAGCAACATATCTATAAGTATGTTCTCTTGAAACATACTTATAGATATGTTGCGG Hs.593014 3828 0.3527375 0.29510888 0.096055523 1.28615 0.78489613 0.007684431
UGCG AJ420423_bp1006_R AGCTAAAAAGCAACATATCTATAAGTATGTTCTCTTGAAACATACTTATAGATATGTTGCGG Hs.593014 9204 0.3847125 0.24049093 0.060318095 0.526425 0.1512848 0.030563209
UGCG AJ420423_bp1006_R AGCTAAAAAGCAACATATCTATAAGTATGTTCTCTTGAAACATACTTATAGATATGTTGCGG Hs.593014 14580 0.6355625 0.32234187 0.016501873 0.882 0.59825402 0.018499268
UGCG AJ420423_bp107_R AGCTAAAAAGGTTCTGTCTTGAACCATTGTTCTCTTGAAACAATGGTTCAAGACAGAACCGG Hs.593014 3830 -0.3717625 0.13454492 0.044372515 -0.08115 0.09740546 0.673397464
UGCG AJ420423_bp107_R AGCTAAAAAGGTTCTGTCTTGAACCATTGTTCTCTTGAAACAATGGTTCAAGACAGAACCGG Hs.593014 9206 -0.3543125 0.10793749 0.047682602 -0.030025 0.15921173 0.878681041
UGCG AJ420423_bp107_R AGCTAAAAAGGTTCTGTCTTGAACCATTGTTCTCTTGAAACAATGGTTCAAGACAGAACCGG Hs.593014 14582 -0.3584875 0.0995867 0.044920939 0.03035 0.11181176 0.874589647
UGCG AJ420423_bp1483_R AGCTAAAAAGTGGAGTATTTCCTTAATGTATCTCTTGAATACATTAAGGAAATACTCCACGG Hs.593014 3826 0.7843625 0.33020638 0.007545664 0.47365 0.21601632 0.051037055
UGCG AJ420423_bp1483_R AGCTAAAAAGTGGAGTATTTCCTTAATGTATCTCTTGAATACATTAAGGAAATACTCCACGG Hs.593014 9202 0.7250625 0.35285899 0.01184639 0.431975 0.19185282 0.065157369
UGCG AJ420423_bp1483_R AGCTAAAAAGTGGAGTATTTCCTTAATGTATCTCTTGAATACATTAAGGAAATACTCCACGG Hs.593014 14578 0.5554375 0.36173911 0.033056257 0.4392 0.16665891 0.058929791
UGT2B17 U59209_bp1553_R AGCTAAAAAGCGTGGCAACTATGATATTTATCTCTTGAATAAATATCATAGTTGCCACGCGG Hs.183596 4865 -0.5733375 0.23682057 0.015167081 0.0421375 0.36154577 0.839246771 0.122575 0.34316836 0.526565307 0.579225 0.42256873 0.07125168
UGT2B17 U59209_bp1553_R AGCTAAAAAGCGTGGCAACTATGATATTTATCTCTTGAATAAATATCATAGTTGCCACGCGG Hs.183596 10241 -0.6766375 0.14096258 0.004753076 -0.0414125 0.32334253 0.832345985 0.1377 0.32107176 0.454092019 0.5433 0.40764878 0.075979337
UGT2B17 U59209_bp1553_R AGCTAAAAAGCGTGGCAACTATGATATTTATCTCTTGAATAAATATCATAGTTGCCACGCGG Hs.183596 15617 -0.5436875 0.20787888 0.015949387 0.1432375 0.35742148 0.498705097 0.08755 0.31747979 0.619691555 0.569975 0.41011334 0.069013835
UGT2B17 U59209_bp338_R AGCTAAAAAGATGGACATATAGTATTTCAATCTCTTGAATTGAAATACTATATGTCCATCGG Hs.183596 4869 -0.1935875 0.13613077 0.224078369 0.0579625 0.39818796 0.792447632 0.841075 0.29826859 0.011030734 1.004475 0.45980592 0.022176773
UGT2B17 U59209_bp338_R AGCTAAAAAGATGGACATATAGTATTTCAATCTCTTGAATTGAAATACTATATGTCCATCGG Hs.183596 10245 -0.2333375 0.15726469 0.163265987 -0.0231375 0.44004558 0.921203632 0.85035 0.28241908 0.009178086 0.97835 0.43623098 0.020669278
UGT2B17 U59209_bp338_R AGCTAAAAAGATGGACATATAGTATTTCAATCTCTTGAATTGAAATACTATATGTCCATCGG Hs.183596 15621 -0.1681875 0.19892866 0.314345547 0.0346125 0.4198281 0.878841686 0.80315 0.27730674 0.010236059 0.983125 0.43544727 0.020302178
UGT2B17 U59209_bp404_R AGCTAAAAAGGGAATATTCTGACTATAATATCTCTTGAATATTATAGTCAGAATATTCCCGG Hs.183596 4867 0.3510875 0.31758326 0.105931618 -0.3452875 0.39690286 0.162950178 0.24895 0.50641433 0.398012934 0.9309 0.32968576 0.010989984
UGT2B17 U59209_bp404_R AGCTAAAAAGGGAATATTCTGACTATAATATCTCTTGAATATTATAGTCAGAATATTCCCGG Hs.183596 10243 0.2343875 0.39060571 0.291372296 -0.3099125 0.33422364 0.166345381 0.26555 0.42562345 0.300624235 0.92705 0.3010484 0.008614381
UGT2B17 U59209_bp404_R AGCTAAAAAGGGAATATTCTGACTATAATATCTCTTGAATATTATAGTCAGAATATTCCCGG Hs.183596 15619 0.2204375 0.36977958 0.304505956 -0.2977875 0.42256764 0.231638364 0.292725 0.46330294 0.295625365 0.924175 0.2917629 0.007953563
UHMK1 NM_175866_bp1070_R AGCTAAAAAGCCCCTCATATTGAAGATCTGTCTCTTGAACAGATCTTCAATATGAGGGGCGG Hs.127310 1922 -7.9019
UHMK1 NM_175866_bp1070_R AGCTAAAAAGCCCCTCATATTGAAGATCTGTCTCTTGAACAGATCTTCAATATGAGGGGCGG Hs.127310 7298 -7.5108
UHMK1 NM_175866_bp1070_R AGCTAAAAAGCCCCTCATATTGAAGATCTGTCTCTTGAACAGATCTTCAATATGAGGGGCGG Hs.127310 12674 -6.3181
UHMK1 NM_175866_bp1332_R AGCTAAAAAGGAAGTTTGTTGTGGCTACATTCTCTTGAAATGTAGCCACAACAAACTTCCGG Hs.127310 764 -0.628075 0.22361541 0.009885177 -0.2403 0.16610794 0.166698597
UHMK1 NM_175866_bp1332_R AGCTAAAAAGGAAGTTTGTTGTGGCTACATTCTCTTGAAATGTAGCCACAACAAACTTCCGG Hs.127310 6140 -0.660125 0.09444774 0.00438943 0.0649 0.1021881 0.654628691
UHMK1 NM_175866_bp1332_R AGCTAAAAAGGAAGTTTGTTGTGGCTACATTCTCTTGAAATGTAGCCACAACAAACTTCCGG Hs.127310 11516 -0.8249 0.65075242 0.033056282 0.0642 0.23609234 0.708429311
UHMK1 NM_175866_bp898_R AGCTAAAAAGGCAAACAGTTCTGCTATTATTCTCTTGAAATAATAGCAGAACTGTTTGCCGG Hs.127310 765 -0.408625 0.58813965 0.178889565 0.41135 1.09054059 0.419849805
UHMK1 NM_175866_bp898_R AGCTAAAAAGGCAAACAGTTCTGCTATTATTCTCTTGAAATAATAGCAGAACTGTTTGCCGG Hs.127310 6141 -0.613025 1.0240878 0.200930954 0.692525 1.10794132 0.207288238
UHMK1 NM_175866_bp898_R AGCTAAAAAGGCAAACAGTTCTGCTATTATTCTCTTGAAATAATAGCAGAACTGTTTGCCGG Hs.127310 11517 -0.09995 0.51412837 0.690891309 0.5815 0.90262073 0.202966083
UHRF1 AK074377_bp3441_R AGCTAAAAAGGGAACCGTTTGAGCCTTATATCTCTTGAATATAAGGCTCAAACGGTTCCCGG Hs.108106 4087 0.7080125 0.44703243 0.021862079 2.555475 1.90265573 0.009879184
UHRF1 AK074377_bp3441_R AGCTAAAAAGGGAACCGTTTGAGCCTTATATCTCTTGAATATAAGGCTCAAACGGTTCCCGG Hs.108106 9463 0.5695375 0.16911955 0.01100135 2.976475 2.03126026 0.006532561
UHRF1 AK074377_bp3441_R AGCTAAAAAGGGAACCGTTTGAGCCTTATATCTCTTGAATATAAGGCTCAAACGGTTCCCGG Hs.108106 14839 0.5051125 0.16844884 0.017412932 1.117 0.36987664 0.002278842
UHRF1 AK074377_bp948_R AGCTAAAAAGGGGGATGATTCTCTGAACGATCTCTTGAATCGTTCAGAGAATCATCCCCCGG Hs.108106 4091 0.3343125 0.25788407 0.095814319 0.522875 0.29595754 0.045061278
UHRF1 AK074377_bp948_R AGCTAAAAAGGGGGATGATTCTCTGAACGATCTCTTGAATCGTTCAGAGAATCATCCCCCGG Hs.108106 9467 0.3680625 0.18398128 0.054765375 0.490125 0.34960529 0.064921409
UHRF1 AK074377_bp948_R AGCTAAAAAGGGGGATGATTCTCTGAACGATCTCTTGAATCGTTCAGAGAATCATCCCCCGG Hs.108106 14843 0.3898125 0.20919281 0.050777671 0.541475 0.30910883 0.041508376
UHRF1 AK074377_bp987_R AGCTAAAAAGGACGAAGTCTTCAAGATTGATCTCTTGAATCAATCTTGAAGACTTCGTCCGG Hs.108106 4089 0.4452625 0.4261137 0.086697447 1.773575 0.35391081 0.000175333
UHRF1 AK074377_bp987_R AGCTAAAAAGGACGAAGTCTTCAAGATTGATCTCTTGAATCAATCTTGAAGACTTCGTCCGG Hs.108106 9465 0.4808125 0.53377346 0.105200207 1.847275 0.32300652 0.000119043
UHRF1 AK074377_bp987_R AGCTAAAAAGGACGAAGTCTTCAAGATTGATCTCTTGAATCAATCTTGAAGACTTCGTCCGG Hs.108106 14841 0.4989375 0.41857535 0.060836248 1.92065 0.33893392 0.000103338
ULK1 NM_003565_bp1308_R AGCTAAAAAGCAAGGACTCTTCCTGTGACATCTCTTGAATGTCACAGGAAGAGTCCTTGCGG Hs.47061 11113 -0.2852 1.06019375 0.571172134 -1.1243625 0.67142364 0.016746695 -0.82135 0.18321118 0.002927777 -0.8727 0.19334651 0.002870349
ULK1 NM_003565_bp1308_R AGCTAAAAAGCAAGGACTCTTCCTGTGACATCTCTTGAATGTCACAGGAAGAGTCCTTGCGG Hs.47061 361 -0.88425 0.80518249 0.115845912 -1.1444125 0.70901006 0.018444409 -0.796475 0.27087194 0.009810698 -0.9115 0.025173 0.01243049
ULK1 NM_003565_bp1308_R AGCTAAAAAGCAAGGACTCTTCCTGTGACATCTCTTGAATGTCACAGGAAGAGTCCTTGCGG Hs.47061 5737 -0.92095 0.61836488 0.075302661 -1.1611125 0.79850055 0.024849468 -0.649475 0.0438649 8.46E-05 -0.929675 0.22884353 0.00389774
ULK1 NM_003565_bp3078_R AGCTAAAAAGCAGGCTGAATGAGCTGTACATCTCTTGAATGTACAGCTCATTCAGCCTGCGG Hs.47061 362 0.5419 0.34332539 0.032741814 0.6534375 1.00903229 0.196945573 0.29085 0.62232468 0.628193168
ULK1 NM_003565_bp3078_R AGCTAAAAAGCAGGCTGAATGAGCTGTACATCTCTTGAATGTACAGCTCATTCAGCCTGCGG Hs.47061 5738 0.5933 0.35889303 0.02591546 0.6540875 1.05672195 0.212403132
ULK1 NM_003565_bp3078_R AGCTAAAAAGCAGGCTGAATGAGCTGTACATCTCTTGAATGTACAGCTCATTCAGCCTGCGG Hs.47061 11114 0.361725 0.30091318 0.091970266 0.6479625 0.83232895 0.141288264
ULK1 NM_003565_bp841_R AGCTAAAAAGGTCATCATGTCCCAGCACTATCTCTTGAATAGTGCTGGGACATGATGACCGG Hs.47061 1602
ULK1 NM_003565_bp841_R AGCTAAAAAGGTCATCATGTCCCAGCACTATCTCTTGAATAGTGCTGGGACATGATGACCGG Hs.47061 6978
ULK1 NM_003565_bp841_R AGCTAAAAAGGTCATCATGTCCCAGCACTATCTCTTGAATAGTGCTGGGACATGATGACCGG Hs.47061 12354
ULK2 NM_014683_bp768_R AGCTAAAAAGGTGGAGACCTCGCAGATTATTCTCTTGAAATAATCTGCGAGGTCTCCACCGG Hs.168762 495 -0.339866667 3.24417748 0.811178904 0.35855 7.3047666 0.921055729
ULK2 NM_014683_bp768_R AGCTAAAAAGGTGGAGACCTCGCAGATTATTCTCTTGAAATAATCTGCGAGGTCTCCACCGG Hs.168762 5871 -0.53775 4.87352136 0.805211991 0.94885 9.30969717 0.837396205
ULK2 NM_014683_bp768_R AGCTAAAAAGGTGGAGACCTCGCAGATTATTCTCTTGAAATAATCTGCGAGGTCTCCACCGG Hs.168762 11247 -0.47525 4.99783073 0.831397244 1.5014 10.3388911 0.771018409
ULK3 NM_015518_bp142_R AGCTAAAAAGTGGTAGCCATAAAGTGTGTATCTCTTGAATACACACTTTATGGCTACCACGG Hs.513034 12430 4.584375 0.69971752 0.00110272 -6.9065 0.59538391 0.000901436
ULK3 NM_015518_bp142_R AGCTAAAAAGTGGTAGCCATAAAGTGTGTATCTCTTGAATACACACTTTATGGCTACCACGG Hs.513034 1678 -4.6982 3.01892169 0.054989615
ULK3 NM_015518_bp142_R AGCTAAAAAGTGGTAGCCATAAAGTGTGTATCTCTTGAATACACACTTTATGGCTACCACGG Hs.513034 7054 -5.8548 0.18285781 0.000587343
ULK3 NM_015518_bp2660_R AGCTAAAAAGGAGGCTGAGTGTAAAGAGTATCTCTTGAATACTCTTTACACTCAGCCTCCGG Hs.513034 527 1.717225 1.88094487 0.067505017 0.323
ULK3 NM_015518_bp2660_R AGCTAAAAAGGAGGCTGAGTGTAAAGAGTATCTCTTGAATACTCTTTACACTCAGCCTCCGG Hs.513034 5903 2.33545 2.36505035 0.052469674 0.898233333 1.50636778 0.265695806
ULK3 NM_015518_bp2660_R AGCTAAAAAGGAGGCTGAGTGTAAAGAGTATCTCTTGAATACTCTTTACACTCAGCCTCCGG Hs.513034 11279 2.77405 3.27603659 0.081092842 0.746733333 1.28321478 0.280022552
ULK3 NM_015518_bp364_R AGCTAAAAAGCGCGTGTCTTCATGCAGCAATCTCTTGAATTGCTGCATGAAGACACGCGCGG Hs.513034 528 -0.079175 0.49374993 0.745266444 0.7565
ULK3 NM_015518_bp364_R AGCTAAAAAGCGCGTGTCTTCATGCAGCAATCTCTTGAATTGCTGCATGAAGACACGCGCGG Hs.513034 5904 0.27005 0.26338958 0.161644576 0.466866667 0.61401557 0.224435704
ULK3 NM_015518_bp364_R AGCTAAAAAGCGCGTGTCTTCATGCAGCAATCTCTTGAATTGCTGCATGAAGACACGCGCGG Hs.513034 11280 0.084875 0.22238894 0.608146993 0.803966667 0.36958144 0.032452195
ULK4 NM_017886_bp150_R AGCTAAAAAGAAGCAAGACTGTTGTCTATATCTCTTGAATATAGACAACAGTCTTGCTTCGG Hs.326883 7142 0.4299 0.42107213 0.093359911 0.29385 0.17656732 0.109895996
ULK4 NM_017886_bp150_R AGCTAAAAAGAAGCAAGACTGTTGTCTATATCTCTTGAATATAGACAACAGTCTTGCTTCGG Hs.326883 12518
ULK4 NM_017886_bp432_R AGCTAAAAAGTGGATTACATCATCTTCATATCTCTTGAATATGAAGATGATGTAATCCACGG Hs.326883 580 0.2509 0.38654032 0.260006434 -0.25455 0.57108285 0.387992929
ULK4 NM_017886_bp432_R AGCTAAAAAGTGGATTACATCATCTTCATATCTCTTGAATATGAAGATGATGTAATCCACGG Hs.326883 5956 0.15265 0.5513311 0.567097163 -0.235825 0.5946828 0.43442707
ULK4 NM_017886_bp432_R AGCTAAAAAGTGGATTACATCATCTTCATATCTCTTGAATATGAAGATGATGTAATCCACGG Hs.326883 11332 -0.006475 0.86176092 0.986245839 -0.23175 0.59666078 0.442957087
ULK4 NM_017886_bp987_R AGCTAAAAAGCGTCGAAGATCTCAGTCTCATCTCTTGAATGAGACTGAGATCTTCGACGCGG Hs.326883 1768 0.2366
ULK4 NM_017886_bp987_R AGCTAAAAAGCGTCGAAGATCTCAGTCTCATCTCTTGAATGAGACTGAGATCTTCGACGCGG Hs.326883 7144 0.4938
ULK4 NM_017886_bp987_R AGCTAAAAAGCGTCGAAGATCTCAGTCTCATCTCTTGAATGAGACTGAGATCTTCGACGCGG Hs.326883 12520 0.4985
UNC93B1 NM_030930_bp2229_R AGCTAAAAAGAGCGCACTTTGCACCTCCTATCTCTTGAATAGGAGGTGCAAAGTGCGCTCGG Hs.502989 3671 -0.573925 0.21254376 0.013278832 0.0343875 0.68285008 0.912371922
UNC93B1 NM_030930_bp2229_R AGCTAAAAAGAGCGCACTTTGCACCTCCTATCTCTTGAATAGGAGGTGCAAAGTGCGCTCGG Hs.502989 9047 -0.63345 0.19784475 0.008304487 0.0748375 0.71371211 0.816308657
UNC93B1 NM_030930_bp2229_R AGCTAAAAAGAGCGCACTTTGCACCTCCTATCTCTTGAATAGGAGGTGCAAAGTGCGCTCGG Hs.502989 14423 -0.61055 0.1993095 0.009708601 -0.0593375 0.71225114 0.853548018
UNC93B1 NM_030930_bp545_R AGCTAAAAAGGAGCGCTACTACACGCTTGTTCTCTTGAAACAAGCGTGTAGTAGCGCTCCGG Hs.502989 3669 -0.54205 0.28680149 0.024383913 0.2152375 1.08428229 0.627178871
UNC93B1 NM_030930_bp545_R AGCTAAAAAGGAGCGCTACTACACGCTTGTTCTCTTGAAACAAGCGTGTAGTAGCGCTCCGG Hs.502989 9045 -0.469 0.35714517 0.055766888 -0.9909875 0.71609197 0.018107505
UNC93B1 NM_030930_bp545_R AGCTAAAAAGGAGCGCTACTACACGCTTGTTCTCTTGAAACAAGCGTGTAGTAGCGCTCCGG Hs.502989 14421 -0.41865 0.39092546 0.089073859 -0.9464375 0.82670841 0.031865666
UNC93B1 NM_030930_bp638_R AGCTAAAAAGGCGCAGAAGTACCATGAGTATCTCTTGAATACTCATGGTACTTCTGCGCCGG Hs.502989 3667 0.80715 0.57690811 0.02583952 0.6391375 0.58065995 0.056451852
UNC93B1 NM_030930_bp638_R AGCTAAAAAGGCGCAGAAGTACCATGAGTATCTCTTGAATACTCATGGTACTTCTGCGCCGG Hs.502989 9043 0.607875 0.69631696 0.097301975 0.5187375 0.47705131 0.078777667
UNC93B1 NM_030930_bp638_R AGCTAAAAAGGCGCAGAAGTACCATGAGTATCTCTTGAATACTCATGGTACTTCTGCGCCGG Hs.502989 14419 0.587875 0.77177076 0.130311693 0.5122125 0.41173627 0.06774204
USP1 BC050525_bp1911_R AGCTAAAAAGACCCTGAGATGGGCAATTTCTCTCTTGAAGAAATTGCCCATCTCAGGGTCGG Hs.35086 4432 0.222775 0.96222517 0.59606274 0.54365 0.3478599 0.041232052 1.121533333 1.10893907 0.058429496
USP1 BC050525_bp1911_R AGCTAAAAAGACCCTGAGATGGGCAATTTCTCTCTTGAAGAAATTGCCCATCTCAGGGTCGG Hs.35086 9808 0.05345 1.07652432 0.907169792 0.586225 0.43511324 0.049423622 1.6849 0.7330072 0.004573806
USP1 BC050525_bp1911_R AGCTAAAAAGACCCTGAGATGGGCAATTTCTCTCTTGAAGAAATTGCCCATCTCAGGGTCGG Hs.35086 15184 0.009875 0.99508755 0.981530293 0.60785 0.3877987 0.035309896 1.0022 0.65609496 0.027862246
USP1 BC050525_bp2360_R AGCTAAAAAGGGGTGTGGTTGAGAATTATATCTCTTGAATATAATTCTCAACCACACCCCGG Hs.35086 4430 0.78125 0.78290821 0.06354184 1.3811 0.25315996 0.000663734 1.378366667 0.44420626 0.004090352
USP1 BC050525_bp2360_R AGCTAAAAAGGGGTGTGGTTGAGAATTATATCTCTTGAATATAATTCTCAACCACACCCCGG Hs.35086 9806 0.7224 0.63083478 0.047152262 1.230225 0.53444689 0.006162305 1.358633333 0.56992707 0.006585857
USP1 BC050525_bp2360_R AGCTAAAAAGGGGTGTGGTTGAGAATTATATCTCTTGAATATAATTCTCAACCACACCCCGG Hs.35086 15182 0.883175 0.73975762 0.037270116 1.2428 0.37638093 0.002324468 1.214966667 0.77166547 0.01929413
USP10 AK055375_bp1085_R AGCTAAAAAGGGCTGCTGCTTATGAAACTATCTCTTGAATAGTTTCATAAGCAGCAGCCCGG Hs.136778 3989 0.0057125 0.24756764 0.973048473 -0.079525 0.14871107 0.686157791
USP10 AK055375_bp1085_R AGCTAAAAAGGGCTGCTGCTTATGAAACTATCTCTTGAATAGTTTCATAAGCAGCAGCCCGG Hs.136778 9365 0.0508125 0.25930034 0.768662914 -0.09865 0.13482091 0.615138781
USP10 AK055375_bp1085_R AGCTAAAAAGGGCTGCTGCTTATGAAACTATCTCTTGAATAGTTTCATAAGCAGCAGCCCGG Hs.136778 14741 0.0001875 0.30032837 0.999180891 -0.075875 0.12690265 0.696652327
USP10 AK055375_bp2155_R AGCTAAAAAGTCCCGTGTCTTTAGGATAGATCTCTTGAATCTATCCTAAAGACACGGGACGG Hs.136778 3987 -0.4361625 0.31047083 0.056255478 -0.147875 0.34519124 0.520838624
USP10 AK055375_bp2155_R AGCTAAAAAGTCCCGTGTCTTTAGGATAGATCTCTTGAATCTATCCTAAAGACACGGGACGG Hs.136778 9363 -0.4933875 0.50524674 0.088916444 -0.113975 0.3402263 0.61661797
USP10 AK055375_bp2155_R AGCTAAAAAGTCCCGTGTCTTTAGGATAGATCTCTTGAATCTATCCTAAAGACACGGGACGG Hs.136778 14739 -0.4237875 0.29547096 0.057369567 -0.069675 0.35712449 0.761489932
USP10 AK055375_bp3567_R AGCTAAAAAGATGGGTGATTGTAACTTTATTCTCTTGAAATAAAGTTACAATCACCCATCGG Hs.136778 3991 -0.28945 0.42506045 0.261487831
USP10 AK055375_bp3567_R AGCTAAAAAGATGGGTGATTGTAACTTTATTCTCTTGAAATAAAGTTACAATCACCCATCGG Hs.136778 9367 -0.3046 0.38066833 0.222599786
USP10 AK055375_bp3567_R AGCTAAAAAGATGGGTGATTGTAACTTTATTCTCTTGAAATAAAGTTACAATCACCCATCGG Hs.136778 14743 -0.30905 0.37543664 0.214763132
USP11 NM_004651_bp1134_R AGCTAAAAAGCCACATGTGTTCAAGAACAATCTCTTGAATTGTTCTTGAACACATGTGGCGG Hs.171501 3255 -0.1701 0.59289471 0.546537509 0.2163625 0.32939276 0.35059477 0.2408 0.10527463 0.019601971 0.049375 0.45592106 0.842417121
USP11 NM_004651_bp1134_R AGCTAAAAAGCCACATGTGTTCAAGAACAATCTCTTGAATTGTTCTTGAACACATGTGGCGG Hs.171501 8631 -0.333525 0.11299465 0.058262443 0.1024875 0.27532913 0.633757766 0.186825 0.17421409 0.12130467 0.064625 0.48510742 0.807166975
USP11 NM_004651_bp1134_R AGCTAAAAAGCCACATGTGTTCAAGAACAATCTCTTGAATTGTTCTTGAACACATGTGGCGG Hs.171501 14007 -0.369925 0.25637418 0.07225789 0.3399875 0.16427749 0.121680702 0.221525 0.19324774 0.105698541 0.1019 0.55034173 0.735747875
USP11 NM_004651_bp1403_R AGCTAAAAAGCCCCGATTGTGGCAATGTATTCTCTTGAAATACATTGCCACAATCGGGGCGG Hs.171501 3253 -0.9426 0.18017231 0.001348205 0.1204125 0.21155138 0.559005167 0.533375 0.59017266 0.168407404 0.5845 0.2912064 0.027747323
USP11 NM_004651_bp1403_R AGCTAAAAAGCCCCGATTGTGGCAATGTATTCTCTTGAAATACATTGCCACAATCGGGGCGG Hs.171501 8629 -0.8274 0.08575233 0.001578446 0.2125375 0.4034063 0.388910437 0.52365 0.48612339 0.120209156 0.629075 0.26806645 0.018290135
USP11 NM_004651_bp1403_R AGCTAAAAAGCCCCGATTGTGGCAATGTATTCTCTTGAAATACATTGCCACAATCGGGGCGG Hs.171501 14005 -0.638566667 0.08878579 0.019989866 0.1022125 0.31466707 0.645502073 0.537125 0.49065818 0.116319055 0.607225 0.25600433 0.017767338
USP11 NM_004651_bp573_R AGCTAAAAAGGTCGAAGTGTACCCAGTAGATCTCTTGAATCTACTGGGTACACTTCGACCGG Hs.171501 3257 0.0502 -0.17885 0.21015598 0.187296528 -0.02845 0.2930613 0.858456208
USP11 NM_004651_bp573_R AGCTAAAAAGGTCGAAGTGTACCCAGTAGATCTCTTGAATCTACTGGGTACACTTCGACCGG Hs.171501 8633 -0.160875 0.1618921 0.55792319 -0.0062 -0.269833333 0.04544671 0.009323637 -0.067525 0.22642545 0.592888001
USP11 NM_004651_bp573_R AGCTAAAAAGGTCGAAGTGTACCCAGTAGATCTCTTGAATCTACTGGGTACACTTCGACCGG Hs.171501 14009 0.5591 0.0568 -0.16475 0.24703836 0.274489499 -0.1988 0.2568688 0.219402074
USP12 AF022789_bp1051_R AGCTAAAAAGAGGCCATTATATTGCAATAGTCTCTTGAACTATTGCAATATAATGGCCTCGG Hs.42400 3484 -0.0906625 0.25730425 0.602335994 0.175525 0.19518356 0.397094551
USP12 AF022789_bp1051_R AGCTAAAAAGAGGCCATTATATTGCAATAGTCTCTTGAACTATTGCAATATAATGGCCTCGG Hs.42400 8860 0.0199375 0.23547133 0.904585341 0.1896 0.15204374 0.351354112
USP12 AF022789_bp1051_R AGCTAAAAAGAGGCCATTATATTGCAATAGTCTCTTGAACTATTGCAATATAATGGCCTCGG Hs.42400 14236 0.0414375 0.25423486 0.808791701 0.14585 0.19925342 0.478598903
USP12 AF022789_bp559_R AGCTAAAAAGTCGTTTACCTAATGGTAATATCTCTTGAATATTACCATTAGGTAAACGACGG Hs.42400 3839 -0.709725 0.17691242 0.009540266
USP12 AF022789_bp559_R AGCTAAAAAGTCGTTTACCTAATGGTAATATCTCTTGAATATTACCATTAGGTAAACGACGG Hs.42400 9215 -0.6627 0.13142838 0.011585273
USP12 AF022789_bp559_R AGCTAAAAAGTCGTTTACCTAATGGTAATATCTCTTGAATATTACCATTAGGTAAACGACGG Hs.42400 14591 -0.67105 0.20577876 0.013196046
USP12 AF022789_bp782_R AGCTAAAAAGTGCAGTGAATACAAGTATTATCTCTTGAATAATACTTGTATTCACTGCACGG Hs.42400 3482 1.7234 0.42118472 0.001942946 0.07815 0.49888924 0.766111613
USP12 AF022789_bp782_R AGCTAAAAAGTGCAGTGAATACAAGTATTATCTCTTGAATAATACTTGTATTCACTGCACGG Hs.42400 8858 1.7521875 0.4518707 0.000468796 0.123 0.5435881 0.655549327
USP12 AF022789_bp782_R AGCTAAAAAGTGCAGTGAATACAAGTATTATCTCTTGAATAATACTTGTATTCACTGCACGG Hs.42400 14234 1.9615125 0.38587908 0.000173347 0.1388 0.5257562 0.609507039
USP14 AK095516_bp1619_R AGCTAAAAAGCTCCAATAATTGTGGATACTTCTCTTGAAAGTATCCACAATTATTGGAGCGG 3948 -0.4625875 0.20373812 0.028155415 0.082775 0.30587901 0.706522545
USP14 AK095516_bp1619_R AGCTAAAAAGCTCCAATAATTGTGGATACTTCTCTTGAAAGTATCCACAATTATTGGAGCGG 9324 -0.4147625 0.14192182 0.031678757 -0.08815 0.39997635 0.712648531
USP14 AK095516_bp1619_R AGCTAAAAAGCTCCAATAATTGTGGATACTTCTCTTGAAAGTATCCACAATTATTGGAGCGG 14700 -0.3739375 0.2354693 0.06424975 0.031325 0.33039287 0.888477776
USP14 AK095516_bp286_R AGCTAAAAAGGAGGAACGCTAAAGGATGATTCTCTTGAAATCATCCTTTAGCGTTCCTCCGG 3950 0.1267875 0.69924802 0.689809219 -0.04825 0.14344454 0.804957907
USP14 AK095516_bp286_R AGCTAAAAAGGAGGAACGCTAAAGGATGATTCTCTTGAAATCATCCTTTAGCGTTCCTCCGG 9326 0.1229625 0.70364995 0.699996255 -0.048025 0.14322843 0.805823862
USP14 AK095516_bp286_R AGCTAAAAAGGAGGAACGCTAAAGGATGATTCTCTTGAAATCATCCTTTAGCGTTCCTCCGG 14702 0.0621125 0.65512725 0.835742977 -0.00415 0.19732559 0.983533436
USP14 AK095516_bp993_R AGCTAAAAAGCCTGCTTACTTGACCATTCATCTCTTGAATGAATGGTCAAGTAAGCAGGCGG 3946 0.1276875 0.40362377 0.556304287 0.00585 0.17158327 0.976417184
USP14 AK095516_bp993_R AGCTAAAAAGCCTGCTTACTTGACCATTCATCTCTTGAATGAATGGTCAAGTAAGCAGGCGG 9322 0.0727125 0.39223187 0.730137114 -0.09875 0.18141324 0.623529817
USP14 AK095516_bp993_R AGCTAAAAAGCCTGCTTACTTGACCATTCATCTCTTGAATGAATGGTCAAGTAAGCAGGCGG 14698 0.1405375 0.34311736 0.482244014 -0.1322 0.27779378 0.542236734
USP15 AF106069_bp1030_R AGCTAAAAAGCACCTCAGTTCTCTGGATATTCTCTTGAAATATCCAGAGAACTGAGGTGCGG Hs.434951 3546 0.7327125 0.62333729 0.043749354 -0.319725 0.53498382 0.264524676
USP15 AF106069_bp1030_R AGCTAAAAAGCACCTCAGTTCTCTGGATATTCTCTTGAAATATCCAGAGAACTGAGGTGCGG Hs.434951 8922 0.7615875 0.76182702 0.064012242 -0.269675 0.51921401 0.332559366
USP15 AF106069_bp1030_R AGCTAAAAAGCACCTCAGTTCTCTGGATATTCTCTTGAAATATCCAGAGAACTGAGGTGCGG Hs.434951 14298 0.7757625 0.72754938 0.053976542 -0.075125 0.46903758 0.768457449
USP15 AF106069_bp674_R AGCTAAAAAGGGGTCCTTCTACTCCTAATGTCTCTTGAACATTAGGAGTAGAAGGACCCCGG Hs.434951 3544 0.1207625 0.10134687 0.412332042 0.898675 0.28357916 0.004574938
USP15 AF106069_bp674_R AGCTAAAAAGGGGTCCTTCTACTCCTAATGTCTCTTGAACATTAGGAGTAGAAGGACCCCGG Hs.434951 8920 0.2130125 0.22308114 0.22875773 0.577525 0.31616443 0.033699819
USP15 AF106069_bp674_R AGCTAAAAAGGGGTCCTTCTACTCCTAATGTCTCTTGAACATTAGGAGTAGAAGGACCCCGG Hs.434951 14296 0.1795625 0.27986136 0.335507897 1.327875 1.129857 0.022121851
USP15 AF106069_bp949_R AGCTAAAAAGCCGAACTGATCAAGCAAATGTCTCTTGAACATTTGCTTGATCAGTTCGGCGG Hs.434951 3548 0.4709625 0.33853786 0.050537248 0.45725 0.34747302 0.079594426
USP15 AF106069_bp949_R AGCTAAAAAGCCGAACTGATCAAGCAAATGTCTCTTGAACATTTGCTTGATCAGTTCGGCGG Hs.434951 8924 0.4344375 0.42265628 0.091360005 0.47345 0.24226691 0.054413466
USP15 AF106069_bp949_R AGCTAAAAAGCCGAACTGATCAAGCAAATGTCTCTTGAACATTTGCTTGATCAGTTCGGCGG Hs.434951 14300 0.4213875 0.46465517 0.115164515 0.622375 0.28305863 0.022817969
USP16 NM_006447_bp1272_R AGCTAAAAAGCATCTTTGGTGGTGAACTAATCTCTTGAATTAGTTCACCACCAAAGATGCGG Hs.99819 3112 0.25235 0.74762124 0.461596486 -0.1741375 0.93129257 0.656997134 0.544025 0.74775399 0.241644591 -0.430375 0.3427892 0.086859721
USP16 NM_006447_bp1272_R AGCTAAAAAGCATCTTTGGTGGTGAACTAATCTCTTGAATTAGTTCACCACCAAAGATGCGG Hs.99819 8488 0.150075 0.72183168 0.646232308 -0.1661875 0.77557684 0.62856363 0.5546 0.76641438 0.243632151 -0.42725 0.33510565 0.083947138
USP16 NM_006447_bp1272_R AGCTAAAAAGCATCTTTGGTGGTGAACTAATCTCTTGAATTAGTTCACCACCAAAGATGCGG Hs.99819 13864 0.010675 0.16674507 0.943968776 0.1722625 0.28180707 0.433598776 0.5298 0.76138126 0.258254977 -0.4439 0.28268612 0.051640087
USP16 NM_006447_bp568_R AGCTAAAAAGGTCCAGTATTGTAGTTCAAATCTCTTGAATTTGAACTACAATACTGGACCGG Hs.99819 3108 0.317975 0.50340839 0.23159136 -0.3338875 0.44338636 0.209614474 0.547725 0.77327966 0.251577282 0.071825 0.37891272 0.72984739
USP16 NM_006447_bp568_R AGCTAAAAAGGTCCAGTATTGTAGTTCAAATCTCTTGAATTTGAACTACAATACTGGACCGG Hs.99819 8484 0.1803 0.4486308 0.442556324 0.1387625 0.53198911 0.611718152 0.631575 0.78769513 0.207135342 0.0872 0.28030135 0.577902321
USP16 NM_006447_bp568_R AGCTAAAAAGGTCCAGTATTGTAGTTCAAATCTCTTGAATTTGAACTACAATACTGGACCGG Hs.99819 13860 0.797325 0.80492385 0.064140173 -0.3602625 0.51285899 0.206198683 0.630425 0.74812118 0.190507196 0.119025 0.31044144 0.499013022
USP16 NM_006447_bp792_R AGCTAAAAAGACTCAGTAATTTGGGAAACATCTCTTGAATGTTTCCCAAATTACTGAGTCGG Hs.99819 3110 1.43655 1.21226327 0.031608081 0.5645875 0.51778155 0.068824819 1.1643 0.51940986 0.020697809 0.95875 0.19734284 0.002315325
USP16 NM_006447_bp792_R AGCTAAAAAGACTCAGTAATTTGGGAAACATCTCTTGAATGTTTCCCAAATTACTGAGTCGG Hs.99819 8486 0.8679 0.41222167 0.008204942 0.5159125 0.43465402 0.070854245 1.1582 0.44379525 0.013676408 0.9366 0.21742191 0.003288184



USP16 NM_006447_bp792_R AGCTAAAAAGACTCAGTAATTTGGGAAACATCTCTTGAATGTTTCCCAAATTACTGAGTCGG Hs.99819 13862 0.717675 0.95047832 0.124645839 0.3733375 0.55961444 0.210102122 1.14915 0.47213655 0.016562137 0.97065 0.26769528 0.005409497
USP18 NM_017414_bp1411_R AGCTAAAAAGGCAGGAAACTGCATATCTTCTCTCTTGAAGAAGATATGCAGTTTCCTGCCGG Hs.38260 3400 1.0228 0.58228901 0.010902028 0.7553875 0.44220276 0.018768947 0.6614 0.50038337 0.077418566 1.683275 0.53640832 0.008167106
USP18 NM_017414_bp1411_R AGCTAAAAAGGCAGGAAACTGCATATCTTCTCTCTTGAAGAAGATATGCAGTTTCCTGCCGG Hs.38260 8776 0.972075 0.51209025 0.00920091 0.7709125 0.40094016 0.014662344 0.6117 0.4530975 0.073780971 1.67955 0.58302964 0.010391309
USP18 NM_017414_bp1411_R AGCTAAAAAGGCAGGAAACTGCATATCTTCTCTCTTGAAGAAGATATGCAGTTTCCTGCCGG Hs.38260 14152 0.9595 0.63756826 0.018213888 0.7997625 0.50454438 0.019028101 0.601325 0.4779582 0.086463072 1.686675 0.51899397 0.007395215
USP18 NM_017414_bp362_R AGCTAAAAAGAGGCAAATCTGTCAGTCCATTCTCTTGAAATGGACTGACAGATTTGCCTCGG Hs.38260 3398 0.567 0.09076186 0.008181391 0.2129625 1.04967137 0.621847635 0.4955 0.58792014 0.190459145 0.9124 0.39562165 0.019171574
USP18 NM_017414_bp362_R AGCTAAAAAGAGGCAAATCTGTCAGTCCATTCTCTTGAAATGGACTGACAGATTTGCCTCGG Hs.38260 14150 0.751425 0.7023035 0.054458871 0.1749875 0.66902485 0.575601435 0.6486 0.59358486 0.11676015 0.90895 0.43430839 0.0248549
USP18 NM_017414_bp362_R AGCTAAAAAGAGGCAAATCTGTCAGTCCATTCTCTTGAAATGGACTGACAGATTTGCCTCGG Hs.38260 8774 1.2217 0.66747585 0.008175982 -0.0151 0.1609375 0.964126169 0.61035 0.62901184 0.147615893 0.842875 0.45641009 0.034432841
USP19 AB020698_bp1360_R AGCTAAAAAGTCCAACCCCTCTGGATTCAATCTCTTGAATTGAATCCAGAGGGGTTGGACGG Hs.255596 3627 0.487225 0.26049328 0.030955566 0.1101 0.17538315 0.660451072
USP19 AB020698_bp1360_R AGCTAAAAAGTCCAACCCCTCTGGATTCAATCTCTTGAATTGAATCCAGAGGGGTTGGACGG Hs.255596 14379 0.02175 0.05095281 0.874446999 -0.1708375 0.30478943 0.445577289
USP19 AB020698_bp1360_R AGCTAAAAAGTCCAACCCCTCTGGATTCAATCTCTTGAATTGAATCCAGAGGGGTTGGACGG Hs.255596 9003 0.42755 0.41936555 0.094098249 0.00915 0.22766157 0.971279364
USP19 AB020698_bp3596_R AGCTAAAAAGCTGCCCAGCTACGATCTATATCTCTTGAATATAGATCGTAGCTGGGCAGCGG Hs.255596 3625 -0.749025 0.14059489 0.003061988 -0.1451625 0.07359916 0.455093391
USP19 AB020698_bp3596_R AGCTAAAAAGCTGCCCAGCTACGATCTATATCTCTTGAATATAGATCGTAGCTGGGCAGCGG Hs.255596 9001 -0.672575 0.2320922 0.007863202 -0.1632625 0.23620143 0.441417487
USP19 AB020698_bp3596_R AGCTAAAAAGCTGCCCAGCTACGATCTATATCTCTTGAATATAGATCGTAGCTGGGCAGCGG Hs.255596 14377 -0.6386 0.17168025 0.007016578 -0.1094875 0.14559285 0.579786658
USP19 AB020698_bp652_R AGCTAAAAAGTGTCTTCTATGCTGAGATAATCTCTTGAATTATCTCAGCATAGAAGACACGG Hs.255596 3629 0.77675 0.32627466 0.007666343 0.6796125 0.25254775 0.014437082
USP19 AB020698_bp652_R AGCTAAAAAGTGTCTTCTATGCTGAGATAATCTCTTGAATTATCTCAGCATAGAAGACACGG Hs.255596 9005 0.794875 0.42286369 0.012390274 0.8469875 0.49259317 0.014303532
USP19 AB020698_bp652_R AGCTAAAAAGTGTCTTCTATGCTGAGATAATCTCTTGAATTATCTCAGCATAGAAGACACGG Hs.255596 14381 0.83435 0.32019846 0.005487394 0.8037875 0.28010657 0.007607162
USP20 NM_006676_bp1560_R AGCTAAAAAGTGGAAACGTTCCAGGACTTATCTCTTGAATAAGTCCTGGAACGTTTCCACGG Hs.5452 3146 -0.355925 0.36204303 0.120617278 0.0532875 0.25147202 0.799299255 0.007 0.4157961 0.975254984 1.172625 0.5255127 0.02095253
USP20 NM_006676_bp1560_R AGCTAAAAAGTGGAAACGTTCCAGGACTTATCTCTTGAATAAGTCCTGGAACGTTTCCACGG Hs.5452 8522 -0.40095 0.52539963 0.15664041 0.4922875 0.86345453 0.211354958 0.02905 0.34067387 0.875435269 1.1468 0.56468476 0.026905858
USP20 NM_006676_bp1560_R AGCTAAAAAGTGGAAACGTTCCAGGACTTATCTCTTGAATAAGTCCTGGAACGTTTCCACGG Hs.5452 13898 -0.223 0.28548487 0.246511988 -0.1190125 0.24873082 0.573602794 0.025825 0.4745002 0.920192728 1.15025 0.53901593 0.023605168
USP20 NM_006676_bp2381_R AGCTAAAAAGCCCCACAAATACCACTACATTCTCTTGAAATGTAGTGGTATTTGTGGGGCGG Hs.5452 3120 -0.937525 0.24547974 0.002054342 -0.0775125 0.52634816 0.773860543 -0.3238 0.55926063 0.330695898 0.10795 0.29121829 0.512230588
USP20 NM_006676_bp2381_R AGCTAAAAAGCCCCACAAATACCACTACATTCTCTTGAAATGTAGTGGTATTTGTGGGGCGG Hs.5452 8496 -0.920175 0.2146805 0.001842814 -0.3552125 0.31602475 0.143428722 -0.314875 0.64501649 0.400905281 0.23625 0.27165079 0.180351512
USP20 NM_006676_bp2381_R AGCTAAAAAGCCCCACAAATACCACTACATTCTCTTGAAATGTAGTGGTATTTGTGGGGCGG Hs.5452 13872 -0.17505 0.60340159 0.54060962 -0.1307625 0.14568872 0.51081056 -0.66875 0.67026652 0.392506584 0.1969
USP20 NM_006676_bp940_R AGCTAAAAAGGGACTCAGATTCGAGTGACATCTCTTGAATGTCACTCGAATCTGAGTCCCGG Hs.5452 3148 0.57425 0.13466207 0.009121756 -0.3003875 0.10317301 0.152521941 -0.149725 0.49481003 0.587770215 0.449825 0.20607176 0.022223123
USP20 NM_006676_bp940_R AGCTAAAAAGGGACTCAGATTCGAGTGACATCTCTTGAATGTCACTCGAATCTGAGTCCCGG Hs.5452 8524 0.3633 0.72295579 0.29111166 -0.3132375 0.07876761 0.135777909 -0.05505 0.41047859 0.805913299 0.517825 0.19342667 0.012745727
USP20 NM_006676_bp940_R AGCTAAAAAGGGACTCAGATTCGAGTGACATCTCTTGAATGTCACTCGAATCTGAGTCCCGG Hs.5452 13900 0.7176 0.2397813 0.006295283 -0.2867625 0.09234812 0.167546209 -0.0547 0.41225952 0.807917038 0.4859 0.17884776 0.012235384
USP21 NM_012475_bp1186_R AGCTAAAAAGCTCCACCGATACTTGCCAATTCTCTTGAAATTGGCAAGTATCGGTGGAGCGG Hs.8015 3164 -0.947875 0.48404995 0.053598925 -0.4727 0.02404163 0.201649369 0.155875 0.41118814 0.503470906 0.6079 0.3371314 0.036598808
USP21 NM_012475_bp1186_R AGCTAAAAAGCTCCACCGATACTTGCCAATTCTCTTGAAATTGGCAAGTATCGGTGGAGCGG Hs.8015 13916 -0.772433333 0.17825046 0.013111114 -0.5416 0.03846661 0.155194715 0.341275 0.37967369 0.170066483 0.539775 0.41181967 0.07890535
USP21 NM_012475_bp1186_R AGCTAAAAAGCTCCACCGATACTTGCCAATTCTCTTGAAATTGGCAAGTATCGGTGGAGCGG Hs.8015 8540 -0.801366667 0.27882956 0.016420714 -0.5223 0.3097 0.22822055 0.072915125 0.64555 0.35439086 0.03566288
USP21 NM_012475_bp1252_R AGCTAAAAAGAACCTGAGTTAAGTGATGATTCTCTTGAAATCATCACTTAACTCAGGTTCGG Hs.8015 3162 1.464 0.49950141 0.00146719 -0.0057875 0.58262541 0.983735041 0.6023 0.34747541 0.040442424 0.7258 0.53246409 0.07217167
USP21 NM_012475_bp1252_R AGCTAAAAAGAACCTGAGTTAAGTGATGATTCTCTTGAAATCATCACTTAACTCAGGTTCGG Hs.8015 8538 2.4569 1.28130931 0.004851333 0.2878625 0.22185911 0.192118402 0.702075 0.31038689 0.020200945 0.7386 0.37970729 0.030114002
USP21 NM_012475_bp1252_R AGCTAAAAAGAACCTGAGTTAAGTGATGATTCTCTTGAAATCATCACTTAACTCAGGTTCGG Hs.8015 13914 1.710525 0.75388191 0.003001358 0.7620375 0.37843924 0.014084744 0.614825 0.25689727 0.017340056 0.76585 0.41836484 0.035216605
USP21 NM_012475_bp1864_R AGCTAAAAAGGCTACGTGCTGTTCTACCAATCTCTTGAATTGGTAGAACAGCACGTAGCCGG Hs.8015 3166 -1.206075 0.51491618 0.003800612 -0.5837375 0.45120468 0.050308478 0.11695 0.27625018 0.459359882 0.0452 0.64706887 0.897743566
USP21 NM_012475_bp1864_R AGCTAAAAAGGCTACGTGCTGTTCTACCAATCTCTTGAATTGGTAGAACAGCACGTAGCCGG Hs.8015 8542 -0.716275 0.32903795 0.010802763 -0.4079625 0.42796485 0.131905156 0.16925 0.30177365 0.34367396 0.021525 0.59489342 0.946865258
USP21 NM_012475_bp1864_R AGCTAAAAAGGCTACGTGCTGTTCTACCAATCTCTTGAATTGGTAGAACAGCACGTAGCCGG Hs.8015 13918 -0.7606 1.04521668 0.171385241 -0.5328125 0.53970354 0.086955612 0.141525 0.25849329 0.353554673 0.0262 0.62259859 0.938228246
USP22 XM_042698_bp1812_R AGCTAAAAAGTGCAGCGGTTGCCATAGCTATCTCTTGAATAGCTATGGCAACCGCTGCACGG 9126 -1.060425 0.06984872 0.000478192 0.1984125 0.16348676 0.333865397
USP22 XM_042698_bp1812_R AGCTAAAAAGTGCAGCGGTTGCCATAGCTATCTCTTGAATAGCTATGGCAACCGCTGCACGG 14502 -0.687475 0.1273703 0.004183298 0.0409625 0.23301912 0.842734639
USP22 XM_042698_bp1812_R AGCTAAAAAGTGCAGCGGTTGCCATAGCTATCTCTTGAATAGCTATGGCAACCGCTGCACGG 3750 -0.3262
USP22 XM_042698_bp2033_R AGCTAAAAAGTCTCAACAATGACAACAAGTTCTCTTGAAACTTGTTGTCATTGTTGAGACGG 3748 1.48785 0.5005054 0.001372065 0.8878625 0.48363573 0.011255762
USP22 XM_042698_bp2033_R AGCTAAAAAGTCTCAACAATGACAACAAGTTCTCTTGAAACTTGTTGTCATTGTTGAGACGG 9124 1.855725 0.59375025 0.00088008 1.0492875 0.7196392 0.014480036
USP22 XM_042698_bp2033_R AGCTAAAAAGTCTCAACAATGACAACAAGTTCTCTTGAAACTTGTTGTCATTGTTGAGACGG 14500 1.7483 0.910061 0.005472219 0.6623375 0.43960687 0.030984382
USP22 XM_042698_bp2197_R AGCTAAAAAGAAGGGTACTTGCTGTTCTATTCTCTTGAAATAGAACAGCAAGTACCCTTCGG 3746 -1.1184 0.0992645 0.000410533 0.3545625 0.20860605 0.117367527
USP22 XM_042698_bp2197_R AGCTAAAAAGAAGGGTACTTGCTGTTCTATTCTCTTGAAATAGAACAGCAAGTACCCTTCGG 9122 -1.0426 0.41077736 0.003767872 0.3157375 0.21068888 0.15535865
USP22 XM_042698_bp2197_R AGCTAAAAAGAAGGGTACTTGCTGTTCTATTCTCTTGAAATAGAACAGCAAGTACCCTTCGG 14498 -1.181225 0.39871653 0.002014329 0.0975875 0.17820145 0.62688045
USP24 AL832370_bp3466_R AGCTAAAAAGGGCGGATCGTGTATTTCTCATCTCTTGAATGAGAAATACACGATCCGCCCGG Hs.477009 4024 0.7493 1.2137 0.18876925 0.003557746
USP24 AL832370_bp3466_R AGCTAAAAAGGGCGGATCGTGTATTTCTCATCTCTTGAATGAGAAATACACGATCCGCCCGG Hs.477009 14776 0.8979 1.0433 0.32463153 0.009247179
USP24 AL832370_bp3466_R AGCTAAAAAGGGCGGATCGTGTATTTCTCATCTCTTGAATGAGAAATACACGATCCGCCCGG Hs.477009 9400 1.1197 1.273 0.45679098 0.021098578
USP24 AL832370_bp5578_R AGCTAAAAAGAGCAGGAATTGCACAATTAATCTCTTGAATTAATTGTGCAATTCCTGCTCGG Hs.477009 4022 0.2956125 0.51085851 0.26577514 0.43265 0.44683185 0.119313195
USP24 AL832370_bp5578_R AGCTAAAAAGAGCAGGAATTGCACAATTAATCTCTTGAATTAATTGTGCAATTCCTGCTCGG Hs.477009 9398 0.319883333 0.53096694 0.306450556 -0.0755 0.44430843 0.761923591
USP24 AL832370_bp5578_R AGCTAAAAAGAGCAGGAATTGCACAATTAATCTCTTGAATTAATTGTGCAATTCCTGCTCGG Hs.477009 14774 0.199416667 0.71083772 0.58279252 0.086925 0.55538464 0.754253403
USP25 AL833500_bp1309_R AGCTAAAAAGCTGCGTAGTTGAGGAACTAATCTCTTGAATTAGTTCCTCAACTACGCAGCGG 4154 -0.123425 0.98882233 0.772056184 -0.0927 0.47394631 0.708449024 0.0491 0.37178205 0.859831123
USP25 AL833500_bp1309_R AGCTAAAAAGCTGCGTAGTTGAGGAACTAATCTCTTGAATTAGTTCCTCAACTACGCAGCGG 9530 -0.1589 0.7347634 0.63233401 -0.1808 0.57076994 0.530678926 -0.1592 1.12514296 0.746522854
USP25 AL833500_bp1309_R AGCTAAAAAGCTGCGTAGTTGAGGAACTAATCTCTTGAATTAGTTCCTCAACTACGCAGCGG 14906 -0.174575 0.48540637 0.478217616 -0.046533333 0.67951519 0.899057288 0.176433333 0.2534388 0.503724231
USP25 AL833500_bp3308_R AGCTAAAAAGGCCAACTGTTAATGTATTCATCTCTTGAATGAATACATTAACAGTTGGCCGG 4128 -0.438225 0.62843629 0.172089289 0.007875 0.38283222 0.970675175 -0.50533333 0.77541158 0.219790891
USP25 AL833500_bp3308_R AGCTAAAAAGGCCAACTGTTAATGTATTCATCTCTTGAATGAATACATTAACAGTTGGCCGG 9504 -0.392825 0.55209464 0.176162493 0.095175 0.3714984 0.655045973 -0.3522 0.75480257 0.366591754
USP25 AL833500_bp3308_R AGCTAAAAAGGCCAACTGTTAATGTATTCATCTCTTGAATGAATACATTAACAGTTGGCCGG 14880 -0.54715 0.6817948 0.121274908 0.0549 0.67216753 0.864226081 -0.47073333 0.59752443 0.193006315
USP25 AL833500_bp3963_R AGCTAAAAAGGTTGCAAACTACAGTTTAAATCTCTTGAATTTAAACTGTAGTTTGCAACCGG 4126 -0.8396 0.47475149 0.070139285 -0.7502 -0.1783 1.35749531 0.755036221
USP25 AL833500_bp3963_R AGCTAAAAAGGTTGCAAACTACAGTTTAAATCTCTTGAATTTAAACTGTAGTTTGCAACCGG 14878 -0.8957 0.41041813 0.019108882 -0.188033333 0.28841682 0.429341308 -0.6584 0.71732884 0.113774938
USP25 AL833500_bp3963_R AGCTAAAAAGGTTGCAAACTACAGTTTAAATCTCTTGAATTTAAACTGTAGTTTGCAACCGG 9502 -0.6667 0.27443761 0.029238496 -0.177666667 0.42874368 0.525126835 -1.0403
USP26 BC069073_bp1516_R AGCTAAAAAGCAGAAGAGCTTGAGTATAAATCTCTTGAATTTATACTCAAGCTCTTCTGCGG Hs.333137 15003 0.27515 0.52394097 0.303980449 -0.3104
USP26 BC069073_bp1516_R AGCTAAAAAGCAGAAGAGCTTGAGTATAAATCTCTTGAATTTATACTCAAGCTCTTCTGCGG Hs.333137 4251 0.289375 0.32620647 0.169914856
USP26 BC069073_bp1516_R AGCTAAAAAGCAGAAGAGCTTGAGTATAAATCTCTTGAATTTATACTCAAGCTCTTCTGCGG Hs.333137 9627 0.536725 0.57514141 0.09115536
USP26 BC069073_bp680_R AGCTAAAAAGTTCGAGGTGTGTAAGCTATATCTCTTGAATATAGCTTACACACCTCGAACGG Hs.333137 4255 0.493175 0.47534283 0.079484664 1.38795 0.26943964 0.000723863 -1.46506667 0.9312659 0.015030443
USP26 BC069073_bp680_R AGCTAAAAAGTTCGAGGTGTGTAAGCTATATCTCTTGAATATAGCTTACACACCTCGAACGG Hs.333137 9631 0.134625 1.04277251 0.763354708 1.477625 0.49038896 0.00230937 -1.60466667 0.46462963 0.002238255
USP26 BC069073_bp680_R AGCTAAAAAGTTCGAGGTGTGTAAGCTATATCTCTTGAATATAGCTTACACACCTCGAACGG Hs.333137 15007 0.827525 0.415452 0.010130367 1.58685 0.65669007 0.03599133 -1.2172 0.51873354 0.026805382
USP26 BC069073_bp99_R AGCTAAAAAGACTGGGATATCTAAGTCAAATCTCTTGAATTTGACTTAGATATCCCAGTCGG Hs.333137 4253 0.4334 0.81949026 0.261027665 0.690575 0.51229082 0.042296518 -0.69713333 0.66471652 0.088172906
USP26 BC069073_bp99_R AGCTAAAAAGACTGGGATATCTAAGTCAAATCTCTTGAATTTGACTTAGATATCCCAGTCGG Hs.333137 9629 0.07565 0.21911073 0.645276865 0.5538 0.27054356 0.026186292 -0.72996667 0.83795092 0.111139337
USP26 BC069073_bp99_R AGCTAAAAAGACTGGGATATCTAAGTCAAATCTCTTGAATTTGACTTAGATATCCCAGTCGG Hs.333137 15005 0.30995 0.37239582 0.170003089 0.5952 0.41348087 0.042708744 -0.5459 0.64312947 0.153337063
USP28 NM_020886_bp1235_R AGCTAAAAAGCAAGGAGCTTATTCGAAATATCTCTTGAATATTTCGAATAAGCTCCTTGCGG Hs.503891 3527 -0.358425 0.38384237 0.128113405 -0.2647875 0.33608902 0.264213805
USP28 NM_020886_bp1235_R AGCTAAAAAGCAAGGAGCTTATTCGAAATATCTCTTGAATATTTCGAATAAGCTCCTTGCGG Hs.503891 8903 -0.35135 0.11144212 0.049437922 -0.3259875 0.4617454 0.226457443
USP28 NM_020886_bp1235_R AGCTAAAAAGCAAGGAGCTTATTCGAAATATCTCTTGAATATTTCGAATAAGCTCCTTGCGG Hs.503891 14279 -0.3103 0.24400416 0.110125471 -0.3393375 0.33028347 0.163559194
USP28 NM_020886_bp2079_R AGCTAAAAAGGAGGATAACTGGCGGTTTGATCTCTTGAATCAAACCGCCAGTTATCCTCCGG Hs.503891 8929 0.38275 0.46432479 0.144051815 -0.42356667 0.25172146 0.143522275
USP28 NM_020886_bp2079_R AGCTAAAAAGGAGGATAACTGGCGGTTTGATCTCTTGAATCAAACCGCCAGTTATCCTCCGG Hs.503891 14305 0.296625 0.33317982 0.164924871 -0.1959875 0.37682542 0.413768365
USP28 NM_020886_bp2079_R AGCTAAAAAGGAGGATAACTGGCGGTTTGATCTCTTGAATCAAACCGCCAGTTATCCTCCGG Hs.503891 3553 0.13525 0.18362508 0.401218335 0.028983333 0.53631133 0.926502217
USP28 NM_020886_bp2990_R AGCTAAAAAGCATTCACCTTATCATTAATATCTCTTGAATATTAATGATAAGGTGAATGCGG Hs.503891 3555 0.6165 0.63031573 0.075579556 1.1505375 0.66177011 0.007624834
USP28 NM_020886_bp2990_R AGCTAAAAAGCATTCACCTTATCATTAATATCTCTTGAATATTAATGATAAGGTGAATGCGG Hs.503891 8931 0.74305 0.52136904 0.026671707 0.7439375 1.17006477 0.147433128
USP28 NM_020886_bp2990_R AGCTAAAAAGCATTCACCTTATCATTAATATCTCTTGAATATTAATGATAAGGTGAATGCGG Hs.503891 14307 0.2086 0.30905955 0.289243807 1.0620875 0.57960653 0.007674922
USP29 AF229438_bp2583_R AGCTAAAAAGCAGGCCTGGTTCACATACAATCTCTTGAATTGTATGTGAACCAGGCCTGCGG Hs.515632 3634 0.6848875 0.80204896 0.096909828 0.86345 0.77944639 0.038197135
USP29 AF229438_bp2583_R AGCTAAAAAGCAGGCCTGGTTCACATACAATCTCTTGAATTGTATGTGAACCAGGCCTGCGG Hs.515632 9010 0.5081125 0.71202444 0.155523882 1.08125 0.36085604 0.002574101
USP29 AF229438_bp2583_R AGCTAAAAAGCAGGCCTGGTTCACATACAATCTCTTGAATTGTATGTGAACCAGGCCTGCGG Hs.515632 14386 0.8239625 0.85896814 0.068599463 0.753775 0.38701491 0.015251134
USP29 AF229438_bp2649_R AGCTAAAAAGAGGCTTCACTCTGGGTATATTCTCTTGAAATATACCCAGAGTGAAGCCTCGG Hs.515632 3632 0.402116667 0.421214 0.168017601 1.501025 0.56575278 0.001314998
USP29 AF229438_bp2649_R AGCTAAAAAGAGGCTTCACTCTGGGTATATTCTCTTGAAATATACCCAGAGTGAAGCCTCGG Hs.515632 9008 0.9930375 0.79595744 0.03087421 0.834375 0.16293574 0.004341416
USP29 AF229438_bp2649_R AGCTAAAAAGAGGCTTCACTCTGGGTATATTCTCTTGAAATATACCCAGAGTGAAGCCTCGG Hs.515632 14384 0.462216667 0.20774819 0.068698156 0.7074 0.4509586 0.025168051
USP29 AF229438_bp621_R AGCTAAAAAGACAGATTCCTTGAAATATATTCTCTTGAAATATATTTCAAGGAATCTGTCGG Hs.515632 3636 0.4628625 0.55733884 0.124708139 0.60655 0.42389484 0.040326893
USP29 AF229438_bp621_R AGCTAAAAAGACAGATTCCTTGAAATATATTCTCTTGAAATATATTTCAAGGAATCTGTCGG Hs.515632 9012 0.1110625 0.2998265 0.550593463 0.596075 0.41717467 0.041909664
USP29 AF229438_bp621_R AGCTAAAAAGACAGATTCCTTGAAATATATTCTCTTGAAATATATTTCAAGGAATCTGTCGG Hs.515632 14388 0.07135 0.3596347 0.76403559 0.650475 0.49633065 0.040345143
USP3 BX647760_bp2310_R AGCTAAAAAGTCCTGCAAATACAAGAATTATCTCTTGAATAATTCTTGTATTTGCAGGACGG Hs.593497 4500 0.3333 0.54663129 0.236221136 0.2595 0.29539051 0.208050038 0.7736 1.00496299 0.130185099
USP3 BX647760_bp2310_R AGCTAAAAAGTCCTGCAAATACAAGAATTATCTCTTGAATAATTCTTGTATTTGCAGGACGG Hs.593497 9876 0.56095 0.61293346 0.092165784 0.0821 0.42350043 0.761733009 0.764666667 0.8133298 0.094007227
USP3 BX647760_bp2310_R AGCTAAAAAGTCCTGCAAATACAAGAATTATCTCTTGAATAATTCTTGTATTTGCAGGACGG Hs.593497 15252 0.589225 0.40005308 0.032801765 -0.0693 0.70930774 0.836561122 1.182433333 0.63404153 0.014158647
USP3 BX647760_bp4018_R AGCTAAAAAGGGAGATGTGTGCTTAAATTATCTCTTGAATAATTTAAGCACACATCTCCCGG Hs.593497 4498 -0.57475 0.53412065 0.064702843 -0.631833333 0.57458076 0.114868954 0.8529 0.30811577 0.019443376
USP3 BX647760_bp4018_R AGCTAAAAAGGGAGATGTGTGCTTAAATTATCTCTTGAATAATTTAAGCACACATCTCCCGG Hs.593497 9874 -0.616775 0.46543308 0.038629986 -0.310525 0.76077442 0.402751891 0.931266667 0.19980314 0.011016237
USP3 BX647760_bp4018_R AGCTAAAAAGGGAGATGTGTGCTTAAATTATCTCTTGAATAATTTAAGCACACATCTCCCGG Hs.593497 15250 -0.50835 0.43556785 0.061926203 -0.461725 0.58961097 0.15826588 0.8229 0.32618598 0.02313708
USP3 BX647760_bp4978_R AGCTAAAAAGGGGCATATTTATTTCTTAAATCTCTTGAATTTAAGAAATAAATATGCCCCGG Hs.593497 4496 -0.3493 0.45099011 0.168377664 -0.6219 0.2056031 0.012323846 -0.0301 0.53061548 0.923341279
USP3 BX647760_bp4978_R AGCTAAAAAGGGGCATATTTATTTCTTAAATCTCTTGAATTTAAGAAATAAATATGCCCCGG Hs.593497 9872 -0.288533333 0.26534657 0.220131529 -0.74035 0.30133641 0.011136227 0.0432 0.3866628 0.877756576
USP3 BX647760_bp4978_R AGCTAAAAAGGGGCATATTTATTTCTTAAATCTCTTGAATTTAAGAAATAAATATGCCCCGG Hs.593497 15248 -0.808233333 0.55499029 0.044989655 -0.8211 -0.36233333 1.56529204 0.578223339
USP30 AL834278_bp12_R AGCTAAAAAGTGGGTTCATTTCAGCAGGTATCTCTTGAATACCTGCTGAAATGAACCCACGG Hs.486434 4172 0.794025 1.01457202 0.112429234 0.258075 0.5434962 0.365737298 0.0344 1.15098776 0.944986276
USP30 AL834278_bp12_R AGCTAAAAAGTGGGTTCATTTCAGCAGGTATCTCTTGAATACCTGCTGAAATGAACCCACGG Hs.486434 9548 0.85965 0.91111702 0.070432625 -0.139325 0.21784207 0.419044838 -0.5757 0.31812226 0.072649432
USP30 AL834278_bp12_R AGCTAAAAAGTGGGTTCATTTCAGCAGGTATCTCTTGAATACCTGCTGAAATGAACCCACGG Hs.486434 14924 0.931033333 0.87645757 0.07723901 -0.089475 0.34952675 0.663557153 -0.52543333 0.23452796 0.081861589
USP30 AL834278_bp2597_R AGCTAAAAAGGGCTGAGCCTTGGAATATATTCTCTTGAAATATATTCCAAGGCTCAGCCCGG Hs.486434 4168 1.297825 1.03279327 0.026994153 0.16315 0.5069236 0.536367031 -0.63603333 1.35585422 0.291682296
USP30 AL834278_bp2597_R AGCTAAAAAGGGCTGAGCCTTGGAATATATTCTCTTGAAATATATTCCAAGGCTCAGCCCGG Hs.486434 9544 1.308475 1.00040323 0.023676255 0.347425 0.42739428 0.176803021 -0.64563333 1.14149372 0.228344164
USP30 AL834278_bp2597_R AGCTAAAAAGGGCTGAGCCTTGGAATATATTCTCTTGAAATATATTCCAAGGCTCAGCCCGG Hs.486434 14920 1.56415 1.04913187 0.014310295 0.29295 0.17525147 0.110240709 -0.43443333 1.03093306 0.365059513
USP30 AL834278_bp43_R AGCTAAAAAGCCAATTGTGTGCCGCTATAATCTCTTGAATTATAGCGGCACACAATTGGCGG Hs.486434 4170 0.2638 0.63304178 0.384286984 0.598525 0.28543624 0.021777504 0.5049 0.67140673 0.188780989
USP30 AL834278_bp43_R AGCTAAAAAGCCAATTGTGTGCCGCTATAATCTCTTGAATTATAGCGGCACACAATTGGCGG Hs.486434 9546 -0.072125 0.89355764 0.852677591 0.5272 0.26179736 0.029472718 -0.0244 0.05002839 0.91896418
USP30 AL834278_bp43_R AGCTAAAAAGCCAATTGTGTGCCGCTATAATCTCTTGAATTATAGCGGCACACAATTGGCGG Hs.486434 14922 0.019625 0.92824977 0.960962039 0.58555 0.2112061 0.015787259 -0.00913333 0.3378133 0.973140248
USP31 AB033029_bp1797_R AGCTAAAAAGGGGCTGTCCTTCTTCAAATCTCTCTTGAAGATTTGAAGAAGGACAGCCCCGG Hs.592034 3683 -0.4079 0.08324801 0.027966096 -0.0598625 0.40499335 0.802793814
USP31 AB033029_bp1797_R AGCTAAAAAGGGGCTGTCCTTCTTCAAATCTCTCTTGAAGATTTGAAGAAGGACAGCCCCGG Hs.592034 9059 0.07245 0.51051966 0.771186053 -0.4143625 0.41916643 0.124383237
USP31 AB033029_bp1797_R AGCTAAAAAGGGGCTGTCCTTCTTCAAATCTCTCTTGAAGATTTGAAGAAGGACAGCCCCGG Hs.592034 14435 -0.176475 0.21550506 0.303109917 -0.1450125 0.16843677 0.472993393
USP31 AB033029_bp1892_R AGCTAAAAAGGAGCTCTGTTAAGTCTGTCTTCTCTTGAAAGACAGACTTAACAGAGCTCCGG Hs.592034 3687 -0.085725 0.38755162 0.682955514 -0.0362375 0.23149417 0.860472226
USP31 AB033029_bp1892_R AGCTAAAAAGGAGCTCTGTTAAGTCTGTCTTCTCTTGAAAGACAGACTTAACAGAGCTCCGG Hs.592034 9063 -0.20165 0.37677923 0.347926822 -0.2762125 0.43111119 0.284231438
USP31 AB033029_bp1892_R AGCTAAAAAGGAGCTCTGTTAAGTCTGTCTTCTCTTGAAAGACAGACTTAACAGAGCTCCGG Hs.592034 14439 -0.0735 0.5572108 0.781630337 -0.1529375 0.3505455 0.509167047
USP31 AB033029_bp870_R AGCTAAAAAGCGGAACCTTTCTAGCAGTTATCTCTTGAATAACTGCTAGAAAGGTTCCGCGG Hs.592034 3685 -0.66965 0.36287465 0.017025571 -0.1063875 0.24391301 0.612680272
USP31 AB033029_bp870_R AGCTAAAAAGCGGAACCTTTCTAGCAGTTATCTCTTGAATAACTGCTAGAAAGGTTCCGCGG Hs.592034 9061 -0.9012 0.07765032 0.001042662 -0.0382875 1.01974608 0.92693488
USP31 AB033029_bp870_R AGCTAAAAAGCGGAACCTTTCTAGCAGTTATCTCTTGAATAACTGCTAGAAAGGTTCCGCGG Hs.592034 14437 -0.6218 0.14922435 0.007030857 -0.4561375 0.83251448 0.231494809
USP32 NM_032582_bp1074_R AGCTAAAAAGACCCCTGGCTGAAAGACAAATCTCTTGAATTTGTCTTTCAGCCAGGGGTCGG Hs.599102 3745 -0.37745 0.11732892 0.039982213 -0.1084625 0.28065059 0.61602317
USP32 NM_032582_bp1074_R AGCTAAAAAGACCCCTGGCTGAAAGACAAATCTCTTGAATTTGTCTTTCAGCCAGGGGTCGG Hs.599102 9121 -0.315225 0.0910577 0.065249694 -0.1092375 0.24403231 0.603443348
USP32 NM_032582_bp1074_R AGCTAAAAAGACCCCTGGCTGAAAGACAAATCTCTTGAATTTGTCTTTCAGCCAGGGGTCGG Hs.599102 14497 -0.337125 0.12232516 0.057911567 -0.2098 0.30695661 0.444484022
USP32 NM_032582_bp1495_R AGCTAAAAAGTGGCAACAGTGGAAAGAATATCTCTTGAATATTCTTTCCACTGTTGCCACGG Hs.599102 3747 1.2262 0.4044121 0.001768927 1.3760625 0.68851099 0.003686855
USP32 NM_032582_bp1495_R AGCTAAAAAGTGGCAACAGTGGAAAGAATATCTCTTGAATATTCTTTCCACTGTTGCCACGG Hs.599102 9123 1.292225 0.39010834 0.001268169 1.3325375 0.61209652 0.003025805
USP32 NM_032582_bp1495_R AGCTAAAAAGTGGCAACAGTGGAAAGAATATCTCTTGAATATTCTTTCCACTGTTGCCACGG Hs.599102 14499 1.199075 0.48449435 0.003248551 1.3382125 0.58262806 0.002572188
USP32 NM_032582_bp506_R AGCTAAAAAGGGCTGCACTTCAATAATTTATCTCTTGAATAAATTATTGAAGTGCAGCCCGG Hs.599102 3719 -0.9867 0.68067314 0.01991033 -0.5434125 0.60435815 0.097971226
USP32 NM_032582_bp506_R AGCTAAAAAGGGCTGCACTTCAATAATTTATCTCTTGAATAAATTATTGAAGTGCAGCCCGG Hs.599102 9095 -0.841675 0.48222322 0.013789796 -0.5921375 0.5672391 0.06891627
USP32 NM_032582_bp506_R AGCTAAAAAGGGCTGCACTTCAATAATTTATCTCTTGAATAAATTATTGAAGTGCAGCCCGG Hs.599102 14471 -0.551725 0.30614606 0.025359335 -0.5217875 0.5711938 0.100285056
USP33 NM_015017_bp1321_R AGCTAAAAAGCAACAGTGATAGAGCAGAAATCTCTTGAATTTCTGCTCTATCACTGTTGCGG Hs.480597 3300 -0.774375 0.2547148 0.005002022 -0.2128875 0.22138319 0.318981122 0.5448 0.45804374 0.097722592 0.486625 0.18129711 0.012653578
USP33 NM_015017_bp1321_R AGCTAAAAAGCAACAGTGATAGAGCAGAAATCTCTTGAATTTCTGCTCTATCACTGTTGCGG Hs.480597 8676 -1.020675 0.24555664 0.001401965 -0.1514125 0.14447152 0.448970469 0.43 0.39296282 0.11641756 0.4362 0.19087991 0.01965161
USP33 NM_015017_bp1321_R AGCTAAAAAGCAACAGTGATAGAGCAGAAATCTCTTGAATTTCTGCTCTATCACTGTTGCGG Hs.480597 14052 0.056725 0.4011501 0.790023771 -0.2679625 0.31967351 0.252940667 0.51265 0.39561534 0.080957725 0.523275 0.16753146 0.00827559
USP33 NM_015017_bp2380_R AGCTAAAAAGCCGAAACAATCTAAATAATCTCTCTTGAAGATTATTTAGATTGTTTCGGCGG Hs.480597 3298 -0.23425 0.17908198 0.171015589 0.3635625 0.43697832 0.17456337 0.584175 0.33452356 0.039692867 0.5222 0.22047396 0.017836653
USP33 NM_015017_bp2380_R AGCTAAAAAGCCGAAACAATCTAAATAATCTCTCTTGAAGATTATTTAGATTGTTTCGGCGG Hs.480597 8674 -0.0654 0.3904364 0.755460063 0.1104875 0.20281066 0.588843844 0.565925 0.29686638 0.031730764 0.55395 0.1632545 0.006540589
USP33 NM_015017_bp2380_R AGCTAAAAAGCCGAAACAATCTAAATAATCTCTCTTGAAGATTATTTAGATTGTTTCGGCGG Hs.480597 14050 0.014875 0.37652429 0.942066828 -0.0124125 0.15720559 0.949586694 0.605525 0.29094914 0.025224873 0.59305 0.21802117 0.012194038
USP33 NM_015017_bp2578_R AGCTAAAAAGACAGTGGCTTAATAAATTTATCTCTTGAATAAATTTATTAAGCCACTGTCGG Hs.480597 3296 -0.681725 0.23817705 0.00770569 -0.2850875 0.24756425 0.203248534 -0.007025 0.60095013 0.98281559 0.3868 0.14253456 0.01227434
USP33 NM_015017_bp2578_R AGCTAAAAAGACAGTGGCTTAATAAATTTATCTCTTGAATAAATTTATTAAGCCACTGTCGG Hs.480597 8672 -0.31255 -0.2928125 0.48187772 0.280185433 -0.141625 0.58114274 0.659369463 0.404 0.2512114 0.048717222
USP33 NM_015017_bp2578_R AGCTAAAAAGACAGTGGCTTAATAAATTTATCTCTTGAATAAATTTATTAAGCCACTGTCGG Hs.480597 14048 -0.314325 0.97739835 0.545341963 -0.1829375 0.36308886 0.438379266 -0.0986 0.58836833 0.759569406 0.4365 0.14071439 0.008438111
USP34 AB011142_bp1282_R AGCTAAAAAGGCGACTGAGTACTCAACATATCTCTTGAATATGTTGAGTACTCAGTCGCCGG Hs.435667 3549 1.77525 0.756553 0.002582892 1.6171375 0.1179753 0.000113769
USP34 AB011142_bp1282_R AGCTAAAAAGGCGACTGAGTACTCAACATATCTCTTGAATATGTTGAGTACTCAGTCGCCGG Hs.435667 8925 1.23135 0.60626215 0.005799266 1.7451875 0.43920527 0.000300537
USP34 AB011142_bp1282_R AGCTAAAAAGGCGACTGAGTACTCAACATATCTCTTGAATATGTTGAGTACTCAGTCGCCGG Hs.435667 14301 1.44155 0.65772365 0.003890571 2.6409625 0.37468669 1.97E-05
USP34 AB011142_bp1825_R AGCTAAAAAGTGGGCATAGTGATGGATCTATCTCTTGAATAGATCCATCACTATGCCCACGG Hs.435667 3551 -0.505225 0.38551866 0.050497136 0.5335125 0.99068512 0.221274755
USP34 AB011142_bp1825_R AGCTAAAAAGTGGGCATAGTGATGGATCTATCTCTTGAATAGATCCATCACTATGCCCACGG Hs.435667 8927 0.245225 0.4298964 0.296665945 0.1429125 0.54062397 0.604331336
USP34 AB011142_bp1825_R AGCTAAAAAGTGGGCATAGTGATGGATCTATCTCTTGAATAGATCCATCACTATGCCCACGG Hs.435667 14303 0.814975 0.90266934 0.079984129 0.0488375 0.54083776 0.858018793
USP34 AB011142_bp942_R AGCTAAAAAGCTCGTAACATGGCTGACTTATCTCTTGAATAAGTCAGCCATGTTACGAGCGG Hs.435667 3577 0.3586 0.17793048 0.057926103 1.5230125 0.60530487 0.001487026
USP34 AB011142_bp942_R AGCTAAAAAGCTCGTAACATGGCTGACTTATCTCTTGAATAAGTCAGCCATGTTACGAGCGG Hs.435667 8953 0.13495 0.38728964 0.525446808 1.1578375 0.44205657 0.002681357
USP34 AB011142_bp942_R AGCTAAAAAGCTCGTAACATGGCTGACTTATCTCTTGAATAAGTCAGCCATGTTACGAGCGG Hs.435667 14329 0.047425 0.54502276 0.855424932 1.1981125 0.29284252 0.001116441



USP35 AB037793_bp1434_R AGCTAAAAAGGCACAAGGATCTGCCAGAAATCTCTTGAATTTCTGGCAGATCCTTGTGCCGG Hs.531249 3725 0.7845 0.29629481 0.006118316 -0.0522375 0.10377343 0.785680018
USP35 AB037793_bp1434_R AGCTAAAAAGGCACAAGGATCTGCCAGAAATCTCTTGAATTTCTGGCAGATCCTTGTGCCGG Hs.531249 9101 0.955075 0.40690219 0.005345086 0.152716667 0.27179292 0.564384045
USP35 AB037793_bp1434_R AGCTAAAAAGGCACAAGGATCTGCCAGAAATCTCTTGAATTTCTGGCAGATCCTTGTGCCGG Hs.531249 14477 1.02285 0.31291614 0.00216547 -0.0841125 0.42571725 0.731445512
USP35 AB037793_bp2776_R AGCTAAAAAGGAGGGGCTTTGATGAAGACATCTCTTGAATGTCTTCATCAAAGCCCCTCCGG Hs.531249 3727 0.095975 0.35697247 0.63339657 0.0749625 0.18874571 0.709449844
USP35 AB037793_bp2776_R AGCTAAAAAGGAGGGGCTTTGATGAAGACATCTCTTGAATGTCTTCATCAAAGCCCCTCCGG Hs.531249 9103 0.172725 0.34971546 0.398190891 0.3035375 0.21984565 0.171692529
USP35 AB037793_bp2776_R AGCTAAAAAGGAGGGGCTTTGATGAAGACATCTCTTGAATGTCTTCATCAAAGCCCCTCCGG Hs.531249 14479 -0.013725 0.29352734 0.939509771 0.2318875 0.22264313 0.281730922
USP36 AB040886_bp3288_R AGCTAAAAAGTCCAGGAACTGCTCAAATACTCTCTTGAAGTATTTGAGCAGTTCCTGGACGG Hs.464243 3743 0.448425 0.50254171 0.112591663 -0.5494375 0.15798461 0.026358418
USP36 AB040886_bp3288_R AGCTAAAAAGTCCAGGAACTGCTCAAATACTCTCTTGAAGTATTTGAGCAGTTCCTGGACGG Hs.464243 9119 0.315075 0.5980936 0.287639753 -0.5378375 0.13901852 0.027538508
USP36 AB040886_bp3288_R AGCTAAAAAGTCCAGGAACTGCTCAAATACTCTCTTGAAGTATTTGAGCAGTTCCTGGACGG Hs.464243 14495 0.4736 0.6975769 0.174041371 -0.4752375 0.15059341 0.044042359
USP36 AB040886_bp374_R AGCTAAAAAGCTGGAGGCCTTAAAGAGCAATCTCTTGAATTGCTCTTTAAGGCCTCCAGCGG Hs.464243 3741 -0.43475 0.49931554 0.120106343 -0.0254875 0.13854314 0.895766344
USP36 AB040886_bp374_R AGCTAAAAAGCTGGAGGCCTTAAAGAGCAATCTCTTGAATTGCTCTTTAAGGCCTCCAGCGG Hs.464243 9117 0.129825 0.70636174 0.685323971 0.2398375 0.55865639 0.40193129
USP36 AB040886_bp374_R AGCTAAAAAGCTGGAGGCCTTAAAGAGCAATCTCTTGAATTGCTCTTTAAGGCCTCCAGCGG Hs.464243 14493 0.070675 0.6377761 0.809727201 0.3987625 0.5532564 0.182183686
USP36 AB040886_bp927_R AGCTAAAAAGCTACTACCTTGGTCCATCAATCTCTTGAATTGATGGACCAAGGTAGTAGCGG Hs.464243 3739 -0.13755 0.34805682 0.494169992 0.3133125 0.25421943 0.169421041
USP36 AB040886_bp927_R AGCTAAAAAGCTACTACCTTGGTCCATCAATCTCTTGAATTGATGGACCAAGGTAGTAGCGG Hs.464243 9115 -0.01945 0.45453229 0.932425852 0.4044625 0.50553041 0.160070877
USP36 AB040886_bp927_R AGCTAAAAAGCTACTACCTTGGTCCATCAATCTCTTGAATTGATGGACCAAGGTAGTAGCGG Hs.464243 14491 0.05135 0.18768466 0.743199559 0.2538625 0.83463535 0.487828784
USP37 BX538024_bp1969_R AGCTAAAAAGCCGAAGAACTGGAGTATTCTTCTCTTGAAAGAATACTCCAGTTCTTCGGCGG Hs.166068 4302 0.369525 0.59963872 0.222542418 -0.299725 0.09544522 0.082807756 -0.1322 0.34856232 0.632631592
USP37 BX538024_bp1969_R AGCTAAAAAGCCGAAGAACTGGAGTATTCTTCTCTTGAAAGAATACTCCAGTTCTTCGGCGG Hs.166068 9678 -0.026875 0.68293183 0.930714723 0.36085 0.95985371 0.426066451 -0.0128 0.63673096 0.96997643
USP37 BX538024_bp1969_R AGCTAAAAAGCCGAAGAACTGGAGTATTCTTCTCTTGAAAGAATACTCCAGTTCTTCGGCGG Hs.166068 15054 0.29955 0.39612487 0.195161605 -0.423425 0.51475328 0.153184609 -0.17353333 0.55865719 0.592864039
USP37 BX538024_bp2048_R AGCTAAAAAGGGTCCTCATTCTCCATTTGATCTCTTGAATCAAATGGAGAATGAGGACCCGG Hs.166068 4298 0.006533333 0.70158602 0.985194323 0.474125 0.61584852 0.16080083 0.191066667 0.32419954 0.488513382
USP37 BX538024_bp2048_R AGCTAAAAAGGGTCCTCATTCTCCATTTGATCTCTTGAATCAAATGGAGAATGAGGACCCGG Hs.166068 9674 -0.12125 0.80071037 0.732558425 0.900833333 0.47552283 0.034556958 -0.04053333 0.86649403 0.920678987
USP37 BX538024_bp2048_R AGCTAAAAAGGGTCCTCATTCTCCATTTGATCTCTTGAATCAAATGGAGAATGAGGACCCGG Hs.166068 15050 -0.21045 0.72051162 0.52362645 1.020475 0.4959185 0.010213491 0.1715 0.88261068 0.714971428
USP37 BX538024_bp2366_R AGCTAAAAAGCCAGAGACTTTGTGAAATGTTCTCTTGAAACATTTCACAAAGTCTCTGGCGG Hs.166068 4300 -0.243575 0.35959704 0.255679168 0.0285 0.51556852 0.913086553 0.2219 1.14190751 0.65756574
USP37 BX538024_bp2366_R AGCTAAAAAGCCAGAGACTTTGTGAAATGTTCTCTTGAAACATTTCACAAAGTCTCTGGCGG Hs.166068 9676 -0.26035 0.42747698 0.269666168 0.071725 0.1935207 0.657611494 0.1183 0.38633514 0.676002602
USP37 BX538024_bp2366_R AGCTAAAAAGCCAGAGACTTTGTGAAATGTTCTCTTGAAACATTTCACAAAGTCTCTGGCGG Hs.166068 15052 -0.3578 0.2436097 0.0753963 0.065125 0.50938966 0.801955898 -0.33803333 0.52613703 0.305355693
USP38 NM_032557_bp1692_R AGCTAAAAAGAACCTATTCTGGAGGCAATATCTCTTGAATATTGCCTCCAGAATAGGTTCGG Hs.480848 3715 0.993425 0.46420244 0.006407773 1.7833375 0.51201076 0.000393974
USP38 NM_032557_bp1692_R AGCTAAAAAGAACCTATTCTGGAGGCAATATCTCTTGAATATTGCCTCCAGAATAGGTTCGG Hs.480848 9091 0.980825 0.6179191 0.015295587 1.434433333 0.99492409 0.019401142
USP38 NM_032557_bp1692_R AGCTAAAAAGAACCTATTCTGGAGGCAATATCTCTTGAATATTGCCTCCAGAATAGGTTCGG Hs.480848 14467 1.291425 0.79629074 0.011725298 0.860325 0.01983435 0.049280148
USP38 NM_032557_bp1901_R AGCTAAAAAGGCCACAGATTTCAGGAGACATCTCTTGAATGTCTCCTGAAATCTGTGGCCGG Hs.480848 3717 -1.259525 0.2039271 0.000404767 -0.3522375 0.29337083 0.139797562
USP38 NM_032557_bp1901_R AGCTAAAAAGGCCACAGATTTCAGGAGACATCTCTTGAATGTCTCCTGAAATCTGTGGCCGG Hs.480848 9093 -1.2623 0.34902337 0.004460654 -0.3871375 0.2543247 0.101770577
USP38 NM_032557_bp1901_R AGCTAAAAAGGCCACAGATTTCAGGAGACATCTCTTGAATGTCTCCTGAAATCTGTGGCCGG Hs.480848 14469 -1.045475 0.26341959 0.001412984 -0.5411375 0.14158223 0.027035141
USP38 NM_032557_bp2248_R AGCTAAAAAGTGAGAAGACTTTAATAGAAATCTCTTGAATTTCTATTAAAGTCTTCTCACGG Hs.480848 3713 -1.245425 0.41029065 0.001714592 -0.3717125 0.26075858 0.114734493
USP38 NM_032557_bp2248_R AGCTAAAAAGTGAGAAGACTTTAATAGAAATCTCTTGAATTTCTATTAAAGTCTTCTCACGG Hs.480848 9089 -1.0133 0.22653787 0.001282809 -0.1049625 0.63484864 0.726505904
USP38 NM_032557_bp2248_R AGCTAAAAAGTGAGAAGACTTTAATAGAAATCTCTTGAATTTCTATTAAAGTCTTCTCACGG Hs.480848 14465 -1.038225 0.33567687 0.002357026 -0.2004625 0.43362975 0.42746137
USP39 AK057698_bp2827_R AGCTAAAAAGCCAGTAACTTCGCTCTGTTATCTCTTGAATAACAGAGCGAAGTTACTGGCGG Hs.469173 4041 2.4640125 1.0685723 0.002311772 1.713325 0.26579416 0.00013898
USP39 AK057698_bp2827_R AGCTAAAAAGCCAGTAACTTCGCTCTGTTATCTCTTGAATAACAGAGCGAAGTTACTGGCGG Hs.469173 9417 2.4507375 1.11710253 0.002832183 1.71035 0.24281687 0.000126874
USP39 AK057698_bp2827_R AGCTAAAAAGCCAGTAACTTCGCTCTGTTATCTCTTGAATAACAGAGCGAAGTTACTGGCGG Hs.469173 14793 2.5038625 1.08704886 0.002307609 1.7787 0.28266698 0.000121417
USP39 AK057698_bp374_R AGCTAAAAAGCCTCTGTCTTAATCTAGAAATCTCTTGAATTTCTAGATTAAGACAGAGGCGG Hs.469173 4039 -0.99595 0.4363556 0.042982315 -0.607325 0.31467789 0.027810223
USP39 AK057698_bp374_R AGCTAAAAAGCCTCTGTCTTAATCTAGAAATCTCTTGAATTTCTAGATTAAGACAGAGGCGG Hs.469173 9415 -0.9345 0.56016999 0.064804008 -0.61705 0.29994567 0.024930996
USP39 AK057698_bp374_R AGCTAAAAAGCCTCTGTCTTAATCTAGAAATCTCTTGAATTTCTAGATTAAGACAGAGGCGG Hs.469173 14791 -1.3207 -0.54625 0.31654159 0.041169365
USP39 AK057698_bp834_R AGCTAAAAAGCCAGGAATGTCCATATTTAGTCTCTTGAACTAAATATGGACATTCCTGGCGG Hs.469173 4043 -0.1415625 1.20965373 0.782195095 -0.488775 0.34790377 0.06516782
USP39 AK057698_bp834_R AGCTAAAAAGCCAGGAATGTCCATATTTAGTCTCTTGAACTAAATATGGACATTCCTGGCGG Hs.469173 9419 -0.8263125 0.250131 0.003684007 -0.717925 0.45675879 0.024290203
USP39 AK057698_bp834_R AGCTAAAAAGCCAGGAATGTCCATATTTAGTCTCTTGAACTAAATATGGACATTCCTGGCGG Hs.469173 14795 -0.7999125 0.35408837 0.008057102 -1.048125 0.55701279 0.007377529
USP4 NM_003363_bp151_R AGCTAAAAAGGCGCAGTGGTATCTTATTGATCTCTTGAATCAATAAGATACCACTGCGCCGG Hs.77500 3145 -0.8198 0.07730688 0.001603 -0.947325 0.80268566 0.029354612
USP4 NM_003363_bp151_R AGCTAAAAAGGCGCAGTGGTATCTTATTGATCTCTTGAATCAATAAGATACCACTGCGCCGG Hs.77500 8521 -0.800425 0.09894259 0.001917468 -0.948325 0.78497211 0.027551344
USP4 NM_003363_bp151_R AGCTAAAAAGGCGCAGTGGTATCTTATTGATCTCTTGAATCAATAAGATACCACTGCGCCGG Hs.77500 13897 -0.744175 0.14523017 0.00321958 -0.903225 0.82007703 0.036981954
USP4 NM_003363_bp931_R AGCTAAAAAGCCACCATCCTCTCATATACATCTCTTGAATGTATATGAGAGGATGGTGGCGG Hs.77500 3147 1.89715 0.29930355 0.000109239 2.3988 1.05277476 0.001057668
USP4 NM_003363_bp931_R AGCTAAAAAGCCACCATCCTCTCATATACATCTCTTGAATGTATATGAGAGGATGGTGGCGG Hs.77500 8523 1.88465 0.28360884 0.000100783 2.4881 0.97189416 0.000619508
USP4 NM_003363_bp931_R AGCTAAAAAGCCACCATCCTCTCATATACATCTCTTGAATGTATATGAGAGGATGGTGGCGG Hs.77500 13899 1.910625 0.29425562 0.000101794 2.44305 1.02870746 0.000869819
USP40 AJ583821_bp3495_R AGCTAAAAAGGCACCGTATTACTTGAAAGATCTCTTGAATCTTTCAAGTAATACGGTGCCGG Hs.96513 3836 0.3736625 0.29629062 0.082731785 0.7122 0.16577579 0.009124522
USP40 AJ583821_bp3495_R AGCTAAAAAGGCACCGTATTACTTGAAAGATCTCTTGAATCTTTCAAGTAATACGGTGCCGG Hs.96513 9212 0.4590375 0.25318669 0.036544441 0.89135 0.2560713 0.004280093
USP40 AJ583821_bp3495_R AGCTAAAAAGGCACCGTATTACTTGAAAGATCTCTTGAATCTTTCAAGTAATACGGTGCCGG Hs.96513 14588 0.4806875 0.67075292 0.157917376 0.704775 0.20148982 0.010539057
USP40 AJ583821_bp404_R AGCTAAAAAGGACCAGTAATGAGGAAATGATCTCTTGAATCATTTCCTCATTACTGGTCCGG Hs.96513 3834 -0.0332625 0.69886528 0.915901324 0.03875 0.55764467 0.888879183
USP40 AJ583821_bp404_R AGCTAAAAAGGACCAGTAATGAGGAAATGATCTCTTGAATCATTTCCTCATTACTGGTCCGG Hs.96513 9210 0.0934125 0.61675586 0.74457386 -0.0686 0.45760038 0.785644615
USP40 AJ583821_bp404_R AGCTAAAAAGGACCAGTAATGAGGAAATGATCTCTTGAATCATTTCCTCATTACTGGTCCGG Hs.96513 14586 0.0032625 0.63643769 0.991089404 0.02715 0.41856465 0.910778301
USP40 AJ583821_bp947_R AGCTAAAAAGCCATTACCATGTATATATTATCTCTTGAATAATATATACATGGTAATGGCGG Hs.96513 3832 -0.5569625 0.56079529 0.078336112 0.022275 0.39539093 0.925114158
USP40 AJ583821_bp947_R AGCTAAAAAGCCATTACCATGTATATATTATCTCTTGAATAATATATACATGGTAATGGCGG Hs.96513 9208 -0.5610125 0.43752993 0.046140727 0.0121 0.41508484 0.96001987
USP40 AJ583821_bp947_R AGCTAAAAAGCCATTACCATGTATATATTATCTCTTGAATAATATATACATGGTAATGGCGG Hs.96513 14584 -0.4373875 0.57651577 0.150251937 -0.006325 0.36306527 0.978049492
USP41 XM_036729_bp115_R AGCTAAAAAGGCTCATCAGTGTCACTCTGTTCTCTTGAAACAGAGTGACACTGATGAGCCGG 3712 0.1382 1.15108876 0.777539048 0.0138875 0.82207553 0.968736917
USP41 XM_036729_bp115_R AGCTAAAAAGGCTCATCAGTGTCACTCTGTTCTCTTGAAACAGAGTGACACTGATGAGCCGG 9088 -0.247625 0.78202077 0.4853166 -0.2097625 0.42603057 0.404296087
USP41 XM_036729_bp115_R AGCTAAAAAGGCTCATCAGTGTCACTCTGTTCTCTTGAAACAGAGTGACACTGATGAGCCGG 14464 0.186125 0.73938477 0.578820542 0.0653375 0.82619159 0.854428933
USP41 XM_036729_bp439_R AGCTAAAAAGTGCCCCTGTTTGTCCAACATTCTCTTGAAATGTTGGACAAACAGGGGCACGG 3710 2.50115 1.09313669 0.002371799 1.4216875 0.43054687 0.000876701
USP41 XM_036729_bp439_R AGCTAAAAAGTGCCCCTGTTTGTCCAACATTCTCTTGAAATGTTGGACAAACAGGGGCACGG 9086 2.43205 0.34632354 4.59E-05 0.8109875 0.54800687 0.02132117
USP41 XM_036729_bp439_R AGCTAAAAAGTGCCCCTGTTTGTCCAACATTCTCTTGAAATGTTGGACAAACAGGGGCACGG 14462 2.3765 0.53416222 0.000189448 0.9482125 0.0813087 0.001929033
USP41 XM_036729_bp48_R AGCTAAAAAGGTCCAGTTGTGGCTGTGTGTTCTCTTGAAACACACAGCCACAACTGGACCGG 3714 0.327633333 0.24895283 0.168449859 -0.12903333 0.25653277 0.621629015
USP41 XM_036729_bp48_R AGCTAAAAAGGTCCAGTTGTGGCTGTGTGTTCTCTTGAAACACACAGCCACAACTGGACCGG 9090 -0.204766667 0.04719175 0.28961621 0.0973
USP41 XM_036729_bp48_R AGCTAAAAAGGTCCAGTTGTGGCTGTGTGTTCTCTTGAAACACACAGCCACAACTGGACCGG 14466 -0.245233333 0.08975888 0.224252215 0.1608
USP42 XM_374396_bp1147_R AGCTAAAAAGATCCATATCTTGATATAACATCTCTTGAATGTTATATCAAGATATGGATCGG Hs.31856 3491 -3.26045
USP42 XM_374396_bp1147_R AGCTAAAAAGATCCATATCTTGATATAACATCTCTTGAATGTTATATCAAGATATGGATCGG Hs.31856 8867 -3.30045
USP42 XM_374396_bp1147_R AGCTAAAAAGATCCATATCTTGATATAACATCTCTTGAATGTTATATCAAGATATGGATCGG Hs.31856 14243 -3.47155
USP42 XM_374396_bp4162_R AGCTAAAAAGTCGGACCTTTCCGTGAGAAATCTCTTGAATTTCTCACGGAAAGGTCCGACGG Hs.31856 3487 -1.18045 0.87895334 0.022689548 -0.3440375 0.26624477 0.140246443
USP42 XM_374396_bp4162_R AGCTAAAAAGTCGGACCTTTCCGTGAGAAATCTCTTGAATTTCTCACGGAAAGGTCCGACGG Hs.31856 8863 -1.4989 0.4919299 0.001256768 -0.2954875 0.32376371 0.213999706
USP42 XM_374396_bp4162_R AGCTAAAAAGTCGGACCTTTCCGTGAGAAATCTCTTGAATTTCTCACGGAAAGGTCCGACGG Hs.31856 14239 -1.190575 0.62117728 0.007208234 -0.2920125 0.42391253 0.257255034
USP42 XM_374396_bp896_R AGCTAAAAAGGGACGTTATTAAACCAATGTTCTCTTGAAACATTGGTTTAATAACGTCCCGG Hs.31856 3489 -0.285625 0.16607218 0.104650451 0.2728875 0.75634928 0.427134296
USP42 XM_374396_bp896_R AGCTAAAAAGGGACGTTATTAAACCAATGTTCTCTTGAAACATTGGTTTAATAACGTCCCGG Hs.31856 8865 -0.244875 0.24511417 0.187056476 0.6432375 0.12621784 0.013038052
USP42 XM_374396_bp896_R AGCTAAAAAGGGACGTTATTAAACCAATGTTCTCTTGAAACATTGGTTTAATAACGTCCCGG Hs.31856 14241 0.156075 0.40615722 0.477531599 0.4832125 0.13912709 0.040733432
USP43 BX648526_bp1460_R AGCTAAAAAGGGGCTTATATCCTGTTCTATTCTCTTGAAATAGAACAGGATATAAGCCCCGG Hs.232270 4586 -0.8223 0.4308408 0.011351181 -0.250225 0.21468272 0.176093198 0.1603 0.45741206 0.593135656
USP43 BX648526_bp1460_R AGCTAAAAAGGGGCTTATATCCTGTTCTATTCTCTTGAAATAGAACAGGATATAAGCCCCGG Hs.232270 9962 -0.7424 0.63668376 0.044228585 -0.140875 0.33048856 0.488159499 0.073633333 0.66768003 0.833064375
USP43 BX648526_bp1460_R AGCTAAAAAGGGGCTTATATCCTGTTCTATTCTCTTGAAATAGAACAGGATATAAGCCCCGG Hs.232270 15338 -1.02375 1.11899648 0.139464277 -0.1819 0.145566667 0.7662893 0.701401899
USP43 BX648526_bp2983_R AGCTAAAAAGGGTCAGTATTACCAGTTTCATCTCTTGAATGAAACTGGTAATACTGACCCGG Hs.232270 4588 0.461975 0.54520919 0.120561742 -0.8145 0.17463728 0.003693501 -0.44516667 1.08498005 0.370931362
USP43 BX648526_bp2983_R AGCTAAAAAGGGTCAGTATTACCAGTTTCATCTCTTGAATGAAACTGGTAATACTGACCCGG Hs.232270 9964 0.58735 0.24460797 0.014425725 -0.935925 0.41880937 0.009210462 -0.2393 1.07553975 0.617930804
USP43 BX648526_bp2983_R AGCTAAAAAGGGTCAGTATTACCAGTTTCATCTCTTGAATGAAACTGGTAATACTGACCCGG Hs.232270 15340 0.277225 0.62772906 0.359594766 -0.9155 0.70965237 0.124228812 -0.25506667 1.13896919 0.610868315
USP43 BX648526_bp871_R AGCTAAAAAGTGGGATAGCTCTGTCAAGGATCTCTTGAATCCTTGACAGAGCTATCCCACGG Hs.232270 4590 0.635875 0.33867813 0.018051189 0.045466667 0.49236599 0.877084573 0.2892 1.37178716 0.63893876
USP43 BX648526_bp871_R AGCTAAAAAGTGGGATAGCTCTGTCAAGGATCTCTTGAATCCTTGACAGAGCTATCCCACGG Hs.232270 9966 0.5624 0.22678975 0.041842254 -0.11295 0.36302222 0.59303047 -0.24515 1.22916372 0.66747881
USP43 BX648526_bp871_R AGCTAAAAAGTGGGATAGCTCTGTCAAGGATCTCTTGAATCCTTGACAGAGCTATCCCACGG Hs.232270 15342 0.497775 0.79627723 0.196101355 -0.108775 0.56865543 0.700958574 -0.09285 1.10952125 0.860744016
USP44 AK027434_bp499_R AGCTAAAAAGTGCCCAATCTCTGCTTCAAATCTCTTGAATTTGAAGCAGAGATTGGGCACGG Hs.506394 3949 0.5359125 0.37820383 0.040409047 0.553175 0.46581959 0.062687091
USP44 AK027434_bp499_R AGCTAAAAAGTGCCCAATCTCTGCTTCAAATCTCTTGAATTTGAAGCAGAGATTGGGCACGG Hs.506394 9325 0.6758625 0.41203283 0.021527208 0.234475 0.60693843 0.432385695
USP44 AK027434_bp499_R AGCTAAAAAGTGCCCAATCTCTGCTTCAAATCTCTTGAATTTGAAGCAGAGATTGGGCACGG Hs.506394 14701 0.5228875 0.31061262 0.031303321 0.508575 0.44540333 0.076295365
USP44 AK027434_bp748_R AGCTAAAAAGCTCGCTCAGTCGACCATAATTCTCTTGAAATTATGGTCGACTGAGCGAGCGG Hs.506394 3947 -0.2886125 0.41017068 0.217351929 -0.15565 0.11577416 0.43121318
USP44 AK027434_bp748_R AGCTAAAAAGCTCGCTCAGTCGACCATAATTCTCTTGAAATTATGGTCGACTGAGCGAGCGG Hs.506394 9323 -0.2065625 0.33941295 0.313048865 -0.062775 0.1185059 0.745636687
USP44 AK027434_bp748_R AGCTAAAAAGCTCGCTCAGTCGACCATAATTCTCTTGAAATTATGGTCGACTGAGCGAGCGG Hs.506394 14699 -0.0998 0.18581224 0.614876849 -0.076325 0.17727106 0.702506254
USP45 AL832030_bp1032_R AGCTAAAAAGGGGAAGCATTTGAGGTCTTATCTCTTGAATAAGACCTCAAATGCTTCCCCGG Hs.50678 4012 1.357316667 0.64655542 0.012027582 0.8617 0.37483559 0.00809854
USP45 AL832030_bp1032_R AGCTAAAAAGGGGAAGCATTTGAGGTCTTATCTCTTGAATAAGACCTCAAATGCTTCCCCGG Hs.50678 9388 1.385216667 0.8405191 0.021890296 0.77985 0.35426301 0.01159524
USP45 AL832030_bp1032_R AGCTAAAAAGGGGAAGCATTTGAGGTCTTATCTCTTGAATAAGACCTCAAATGCTTCCCCGG Hs.50678 14764 1.570183333 0.70258331 0.008958509 0.60845 0.355538 0.031652749
USP45 AL832030_bp497_R AGCTAAAAAGTGGCAATGTTACTATAGAAATCTCTTGAATTTCTATAGTAACATTGCCACGG Hs.50678 3984 -0.8179875 0.30770298 0.005514307 0.266425 0.22029718 0.222337379
USP45 AL832030_bp497_R AGCTAAAAAGTGGCAATGTTACTATAGAAATCTCTTGAATTTCTATAGTAACATTGCCACGG Hs.50678 9360 -0.7909125 0.33548477 0.007532532 0.25525 0.20054635 0.234395424
USP45 AL832030_bp497_R AGCTAAAAAGTGGCAATGTTACTATAGAAATCTCTTGAATTTCTATAGTAACATTGCCACGG Hs.50678 14736 -0.8546875 0.36957613 0.006749313 0.21135 0.22540944 0.323478074
USP45 AL832030_bp713_R AGCTAAAAAGCCCTACTGATGACAGTGAAATCTCTTGAATTTCACTGTCATCAGTAGGGCGG Hs.50678 4010 0.6135875 0.60797552 0.070766289 0.57595 0.35650531 0.038739255
USP45 AL832030_bp713_R AGCTAAAAAGCCCTACTGATGACAGTGAAATCTCTTGAATTTCACTGTCATCAGTAGGGCGG Hs.50678 9386 0.5691875 0.78540481 0.145063168 0.571675 0.43237436 0.05077105
USP45 AL832030_bp713_R AGCTAAAAAGCCCTACTGATGACAGTGAAATCTCTTGAATTTCACTGTCATCAGTAGGGCGG Hs.50678 14762 0.4668125 0.32759797 0.049366472 0.814675 0.20831358 0.005563194
USP46 NM_022832_bp1010_R AGCTAAAAAGGACCGCATGTATGACTTGGTTCTCTTGAAACCAAGTCATACATGCGGTCCGG Hs.331478 3571 0.935175 0.59361536 0.016308919 0.5757375 1.08449423 0.219841196
USP46 NM_022832_bp1010_R AGCTAAAAAGGACCGCATGTATGACTTGGTTCTCTTGAAACCAAGTCATACATGCGGTCCGG Hs.331478 8947 0.539525 0.77859961 0.160385537 0.7417375 0.70828492 0.051529026
USP46 NM_022832_bp1010_R AGCTAAAAAGGACCGCATGTATGACTTGGTTCTCTTGAAACCAAGTCATACATGCGGTCCGG Hs.331478 14323 0.8248 0.81654568 0.060157241 0.6486625 0.7408796 0.085468545
USP46 NM_022832_bp1057_R AGCTAAAAAGTCCTAATCGTGGGCATTATATCTCTTGAATATAATGCCCACGATTAGGACGG Hs.331478 3569 0.6098 0.30499318 0.017491719 -0.1135875 0.1937544 0.576507919
USP46 NM_022832_bp1057_R AGCTAAAAAGTCCTAATCGTGGGCATTATATCTCTTGAATATAATGCCCACGATTAGGACGG Hs.331478 8945 1.08575 1.13542129 0.063617381 0.0017875 0.17228289 0.992795894
USP46 NM_022832_bp1057_R AGCTAAAAAGTCCTAATCGTGGGCATTATATCTCTTGAATATAATGCCCACGATTAGGACGG Hs.331478 14321 0.9598 0.77169006 0.031716638 -0.0735625 0.3252155 0.741754204
USP46 NM_022832_bp923_R AGCTAAAAAGCTGCACAGATACACCAAGCTTCTCTTGAAAGCTTGGTGTATCTGTGCAGCGG Hs.331478 3573 -0.316533333 0.24241556 0.177692753 -0.2658875 0.17924407 0.212257402
USP46 NM_022832_bp923_R AGCTAAAAAGCTGCACAGATACACCAAGCTTCTCTTGAAAGCTTGGTGTATCTGTGCAGCGG Hs.331478 8949 -0.516925 0.19162611 0.017794048 -0.2657375 0.24867124 0.23195679
USP46 NM_022832_bp923_R AGCTAAAAAGCTGCACAGATACACCAAGCTTCTCTTGAAAGCTTGGTGTATCTGTGCAGCGG Hs.331478 14325 -0.551075 0.18906963 0.01378441 -0.3132125 0.19390321 0.154274657
USP47 AK074076_bp1883_R AGCTAAAAAGGTGGAAGCCTTCAGAGATGATCTCTTGAATCATCTCTGAAGGCTTCCACCGG Hs.577256 4083 -0.4426125 0.39696711 0.078412194 -0.0543 0.33442051 0.808934918
USP47 AK074076_bp1883_R AGCTAAAAAGGTGGAAGCCTTCAGAGATGATCTCTTGAATCATCTCTGAAGGCTTCCACCGG Hs.577256 9459 -0.4481125 0.19515657 0.030231906 0.042075 0.31632229 0.848872564
USP47 AK074076_bp1883_R AGCTAAAAAGGTGGAAGCCTTCAGAGATGATCTCTTGAATCATCTCTGAAGGCTTCCACCGG Hs.577256 14835 -0.3365375 0.24735361 0.090470113 0.196325 0.43361707 0.436556658
USP47 AK074076_bp1958_R AGCTAAAAAGAGAGAAGCTTAGTGAAATCATCTCTTGAATGATTTCACTAAGCTTCTCTCGG Hs.577256 4085 0.638933333 0.32430329 0.039679573 -0.5307 0.40170572 0.058829459
USP47 AK074076_bp1958_R AGCTAAAAAGAGAGAAGCTTAGTGAAATCATCTCTTGAATGATTTCACTAAGCTTCTCTCGG Hs.577256 9461 0.629833333 0.40697163 0.055161767 -0.48185 0.38937937 0.076433969
USP47 AK074076_bp1958_R AGCTAAAAAGAGAGAAGCTTAGTGAAATCATCTCTTGAATGATTTCACTAAGCTTCTCTCGG Hs.577256 14837 0.6629 0.29873214 0.032430205 -0.441975 0.3790133 0.095162673
USP47 AK074076_bp480_R AGCTAAAAAGCTGGAACGCTGCTACAATGATCTCTTGAATCATTGTAGCAGCGTTCCAGCGG Hs.577256 4081 0.126133333 0.45084889 0.637945575 -0.185075 0.47159366 0.4775746
USP47 AK074076_bp480_R AGCTAAAAAGCTGGAACGCTGCTACAATGATCTCTTGAATCATTGTAGCAGCGTTCCAGCGG Hs.577256 9457 0.089433333 0.34139434 0.701624056 -0.1142 0.43517565 0.645617934
USP47 AK074076_bp480_R AGCTAAAAAGCTGGAACGCTGCTACAATGATCTCTTGAATCATTGTAGCAGCGTTCCAGCGG Hs.577256 14833 0.181466667 0.29642069 0.42795318 -0.034875 0.44033779 0.887931114
USP48 AF502942_bp1110_R AGCTAAAAAGAGCCTTATGTGGAACATAAATCTCTTGAATTTATGTTCCACATAAGGCTCGG Hs.467524 3744 3.1475625 0.56794952 6.04E-05 1.13225 0.38368128 0.002270392
USP48 AF502942_bp1110_R AGCTAAAAAGAGCCTTATGTGGAACATAAATCTCTTGAATTTATGTTCCACATAAGGCTCGG Hs.467524 9120 3.0603625 0.63036351 0.000101832 1.13955 0.35540953 0.001924736
USP48 AF502942_bp1110_R AGCTAAAAAGAGCCTTATGTGGAACATAAATCTCTTGAATTTATGTTCCACATAAGGCTCGG Hs.467524 14496 2.9910875 0.61696305 0.000104942 1.093875 0.29649609 0.001820013
USP48 AF502942_bp2183_R AGCTAAAAAGGCTCCTGAGTTTCCAAGTTATCTCTTGAATAACTTGGAAACTCAGGAGCCGG Hs.467524 3772 -0.09775 0.33778491 0.743929254 -0.2632 0.17966823 0.216441034
USP48 AF502942_bp2183_R AGCTAAAAAGGCTCCTGAGTTTCCAAGTTATCTCTTGAATAACTTGGAAACTCAGGAGCCGG Hs.467524 9148 -0.09805 0.21941523 0.723285689 -0.2444 0.18100389 0.247358188
USP48 AF502942_bp2183_R AGCTAAAAAGGCTCCTGAGTTTCCAAGTTATCTCTTGAATAACTTGGAAACTCAGGAGCCGG Hs.467524 14524 -0.1514 0.40559645 0.635233324 -0.20115 0.10375196 0.315190066
USP48 AF502942_bp2396_R AGCTAAAAAGTGGCGGAAATTTGTTAGAAATCTCTTGAATTTCTAACAAATTTCCGCCACGG Hs.467524 3770 -0.2293625 0.40129046 0.307508739 -0.1298 0.33729756 0.568819548
USP48 AF502942_bp2396_R AGCTAAAAAGTGGCGGAAATTTGTTAGAAATCTCTTGAATTTCTAACAAATTTCCGCCACGG Hs.467524 9146 -0.1838625 0.46584693 0.444680542 0.0611 0.13244023 0.753623335
USP48 AF502942_bp2396_R AGCTAAAAAGTGGCGGAAATTTGTTAGAAATCTCTTGAATTTCTAACAAATTTCCGCCACGG Hs.467524 14522 -0.2068625 0.43398145 0.37358012 -0.254925 0.28769805 0.262574781
USP49 NM_018561_bp1676_R AGCTAAAAAGGTTTGTCCCTTTGAATCAAATCTCTTGAATTTGATTCAAAGGGACAAACCGG Hs.591793 3463 -0.9437 0.43215824 0.006553825 -0.0059875 0.76213887 0.985779861 0.5083 0.26996376 0.03276218 0.389225 0.39590498 0.143971318
USP49 NM_018561_bp1676_R AGCTAAAAAGGTTTGTCCCTTTGAATCAAATCTCTTGAATTTGATTCAAAGGGACAAACCGG Hs.591793 8839 -0.92605 0.384311 0.005290472 -0.3068875 0.17837032 0.158010939 0.50855 0.11435505 0.002997277 0.4373 0.37674693 0.102947559
USP49 NM_018561_bp1676_R AGCTAAAAAGGTTTGTCCCTTTGAATCAAATCTCTTGAATTTGATTCAAAGGGACAAACCGG Hs.591793 14215 -0.871675 0.33682333 0.005066759 0.3667625 0.22365364 0.110528141 0.4866 0.17260577 0.011038568 0.45785 0.37747258 0.093675249
USP49 NM_018561_bp1864_R AGCTAAAAAGTTCTCCGGCTGCACCTTAAATCTCTTGAATTTAAGGTGCAGCCGGAGAACGG Hs.591793 14213 -1.315216667 0.21218216 0.002162854 -0.8751125 0.35496554 0.006942715 0.2744 0.48293226 0.338355512 0.5457 0.51745729 0.125467261
USP49 NM_018561_bp1864_R AGCTAAAAAGTTCTCCGGCTGCACCTTAAATCTCTTGAATTTAAGGTGCAGCCGGAGAACGG Hs.591793 3461 -1.3123 0.1372712 0.0002274 0.122083333 0.62525847 0.718992034 -0.1573 0.46458141 0.546841787 0.168975 0.42286096 0.482599121
USP49 NM_018561_bp1864_R AGCTAAAAAGTTCTCCGGCTGCACCTTAAATCTCTTGAATTTAAGGTGCAGCCGGAGAACGG Hs.591793 8837 -1.11505 0.40528462 0.002714734 0.2043 0.39722972 0.379334879 0.463 0.46916054 0.142925624
USP49 NM_018561_bp1901_R AGCTAAAAAGCCGTAATCATCGAGAGAAGATCTCTTGAATCTTCTCTCGATGATTACGGCGG Hs.591793 3459 0.728 1.75274383 0.339528296 0.6394125 0.72112698 0.084560278 -0.20405 0.65036239 0.574846843 1.029 0.14395687 0.00074171
USP49 NM_018561_bp1901_R AGCTAAAAAGCCGTAATCATCGAGAGAAGATCTCTTGAATCTTCTCTCGATGATTACGGCGG Hs.591793 8835 0.0668 0.22109668 0.684444517 0.4084375 0.49292705 0.152375821 0.276 0.58020604 0.411596298 1.415525 0.33460346 0.003465768
USP49 NM_018561_bp1901_R AGCTAAAAAGCCGTAATCATCGAGAGAAGATCTCTTGAATCTTCTCTCGATGATTACGGCGG Hs.591793 14211 0.0002 0.44678878 0.999296293 1.0417125 0.13686262 0.001329723 0.2201 0.6467742 0.544941832 1.343425 0.31006918 0.00323353
USP50 XM_375200_bp515_R AGCTAAAAAGGAAGTGGATTACCACTGAGATCTCTTGAATCTCAGTGGTAATCCACTTCCGG 4947 -0.6916 -0.0273
USP50 XM_375200_bp515_R AGCTAAAAAGGAAGTGGATTACCACTGAGATCTCTTGAATCTCAGTGGTAATCCACTTCCGG 10323 -0.7963 0.2211
USP50 XM_375200_bp515_R AGCTAAAAAGGAAGTGGATTACCACTGAGATCTCTTGAATCTCAGTGGTAATCCACTTCCGG 15699 -1.2452 0.68264089 0.04163472 -0.5607 1.3788462 0.427225828
USP50 XM_375200_bp564_R AGCTAAAAAGCAGCTCAATTATAGCATCGTTCTCTTGAAACGATGCTATAATTGAGCTGCGG 4919 -0.4345375 0.51275175 0.12566585 0.0378 0.58592942 0.908619788 0.101733333 0.23065577 0.52472332 -0.29386667 1.00783099 0.663686763



USP50 XM_375200_bp564_R AGCTAAAAAGCAGCTCAATTATAGCATCGTTCTCTTGAAACGATGCTATAATTGAGCTGCGG 10295 -0.4034125 0.5568567 0.168982131 -0.034033333 0.55526994 0.914606468 -0.0888 0.09666661 0.163486 -0.1787 1.20157609 0.820802673
USP50 XM_375200_bp564_R AGCTAAAAAGCAGCTCAATTATAGCATCGTTCTCTTGAAACGATGCTATAATTGAGCTGCGG 15671 -0.3851375 0.60125364 0.207193056 0.086133333 0.48320866 0.768069545 -0.0493 0.16102437 0.583607642 -0.139875 0.76364811 0.738427065
USP50 XM_375200_bp818_R AGCTAAAAAGGTTTGACATTCAGGGTACAATCTCTTGAATTGTACCCTGAATGTCAAACCGG 4945 -0.2789375 0.34704276 0.194550368 -0.709383333 0.84834416 0.166545804 0.290025 0.58967908 0.397809629 0.249525 0.30918856 0.204919185
USP50 XM_375200_bp818_R AGCTAAAAAGGTTTGACATTCAGGGTACAATCTCTTGAATTGTACCCTGAATGTCAAACCGG 10321 -0.4486875 0.2137222 0.032756012 -0.9958125 0.90523335 0.05701545 0.319175 0.60922225 0.371701092 0.3532 0.3741493 0.155458692
USP50 XM_375200_bp818_R AGCTAAAAAGGTTTGACATTCAGGGTACAATCTCTTGAATTGTACCCTGAATGTCAAACCGG 15697 -0.0684125 0.38336876 0.742142641 -0.7533875 0.91056614 0.120198736 0.27545 0.6130371 0.435071021 0.31705 0.34896984 0.166809167
USP51 AJ583823_bp1354_R AGCTAAAAAGAGTTCCTTATTGCAATATTATCTCTTGAATAATATTGCAATAAGGAACTCGG Hs.134289 3840 -0.6872125 0.45141206 0.024891746 1.270575 0.70281038 0.005754714
USP51 AJ583823_bp1354_R AGCTAAAAAGAGTTCCTTATTGCAATATTATCTCTTGAATAATATTGCAATAAGGAACTCGG Hs.134289 9216 -0.5683375 0.55434811 0.072254228 1.18435 0.44362049 0.002411884
USP51 AJ583823_bp1354_R AGCTAAAAAGAGTTCCTTATTGCAATATTATCTCTTGAATAATATTGCAATAAGGAACTCGG Hs.134289 14592 -0.5095125 0.49223626 0.0775288 1.065625 0.14956888 0.001221186
USP51 AJ583823_bp767_R AGCTAAAAAGCTGCTTCACTGAGAAACATATCTCTTGAATATGTTTCTCAGTGAAGCAGCGG Hs.134289 3838 0.5280375 0.97499169 0.242380018 0.46385 0.6443471 0.15902865
USP51 AJ583823_bp767_R AGCTAAAAAGCTGCTTCACTGAGAAACATATCTCTTGAATATGTTTCTCAGTGAAGCAGCGG Hs.134289 9214 -0.1683125 0.40542833 0.445172468 0.68825 0.79520383 0.082964246
USP51 AJ583823_bp767_R AGCTAAAAAGCTGCTTCACTGAGAAACATATCTCTTGAATATGTTTCTCAGTGAAGCAGCGG Hs.134289 14590 -0.2210375 0.61828658 0.452969312 0.461925 0.36323341 0.080574458
USP52 BX648106_bp4137_R AGCTAAAAAGGGTCACAGATGGTGCTATTATCTCTTGAATAATAGCACCATCTGTGACCCGG Hs.273397 4502 -1.002733333 1.26103363 0.136724628 -0.30345 0.57955613 0.316719552 -0.6926 1.26187119 0.231728579
USP52 BX648106_bp4137_R AGCTAAAAAGGGTCACAGATGGTGCTATTATCTCTTGAATAATAGCACCATCTGTGACCCGG Hs.273397 9878 -0.90345 0.79174528 0.041717078 0.258066667 0.74144848 0.523914822 -0.81215 2.01914341 0.350598941
USP52 BX648106_bp4137_R AGCTAAAAAGGGTCACAGATGGTGCTATTATCTCTTGAATAATAGCACCATCTGTGACCCGG Hs.273397 15254 -0.99905 0.79596227 0.030239693 0.050475 0.65428349 0.872297477 -0.5544 1.79039437 0.471142864
USP52 BX648106_bp609_R AGCTAAAAAGGAGCGCTACTCATCCTTTCATCTCTTGAATGAAAGGATGAGTAGCGCTCCGG Hs.273397 4506 -0.36635 0.90372132 0.37053365 0.789625 0.41636793 0.016926567 -0.4676 0.39018152 0.239014762
USP52 BX648106_bp609_R AGCTAAAAAGGAGCGCTACTCATCCTTTCATCTCTTGAATGAAAGGATGAGTAGCGCTCCGG Hs.273397 9882 -0.275725 0.75356101 0.426521541 0.91475 0.30627465 0.005110927 -0.51515 0.33269374 0.19409821
USP52 BX648106_bp609_R AGCTAAAAAGGAGCGCTACTCATCCTTTCATCTCTTGAATGAAAGGATGAGTAGCGCTCCGG Hs.273397 15258 -0.1063 0.94647111 0.812707087 0.8744 0.56229893 0.050303214 -0.3701
USP52 BX648106_bp721_R AGCTAAAAAGGGGGCCTCATTATATTTGATTCTCTTGAAATCAAATATAATGAGGCCCCCGG Hs.273397 4504 1.094025 0.69060598 0.014107443 -0.10435 0.36796479 0.623224978 0.2872 0.9028799 0.502502936
USP52 BX648106_bp721_R AGCTAAAAAGGGGGCCTCATTATATTTGATTCTCTTGAAATCAAATATAATGAGGCCCCCGG Hs.273397 15256 1.2601 0.50960914 0.003044632 0.168033333 0.48043658 0.571055961 0.45685 1.29506607 0.451360534
USP52 BX648106_bp721_R AGCTAAAAAGGGGGCCTCATTATATTTGATTCTCTTGAAATCAAATATAATGAGGCCCCCGG Hs.273397 9880 1.067666667 1.0374541 0.078313078 -0.176825 0.177807 0.291555228 0.5003 1.50147054 0.457321584
USP53 BX648339_bp1728_R AGCTAAAAAGTCGAGCTTCTGCACAAATAATCTCTTGAATTATTTGTGCAGAAGCTCGACGG Hs.599154 4560 1.17015 0.58225144 0.006311656 0.770525 0.79173761 0.083780165 0.86885 0.43621417 0.064771421
USP53 BX648339_bp1728_R AGCTAAAAAGTCGAGCTTCTGCACAAATAATCTCTTGAATTATTTGTGCAGAAGCTCGACGG Hs.599154 9936 1.3292 0.77350124 0.009485844 0.59535 0.28070025 0.021618639 0.54845 1.56419091 0.43150478
USP53 BX648339_bp1728_R AGCTAAAAAGTCGAGCTTCTGCACAAATAATCTCTTGAATTATTTGTGCAGAAGCTCGACGG Hs.599154 15312 1.048 0.87224836 0.033616482 0.862575 0.64681083 0.036914786 0.22235 0.47623642 0.561920534
USP53 BX648339_bp1971_R AGCTAAAAAGTCCAAGACATAAACCAAATATCTCTTGAATATTTGGTTTATGTCTTGGACGG Hs.599154 4558 0.0886 0.4538241 0.739962931 0.357075 0.5166775 0.214645599 1.055033333 1.77797001 0.181788541
USP53 BX648339_bp1971_R AGCTAAAAAGTCCAAGACATAAACCAAATATCTCTTGAATATTTGGTTTATGTCTTGGACGG Hs.599154 9934 -0.032866667 0.49521039 0.906146022 0.217375 0.70415316 0.524314308 1.189166667 1.52776469 0.102383205
USP53 BX648339_bp1971_R AGCTAAAAAGTCCAAGACATAAACCAAATATCTCTTGAATATTTGGTTTATGTCTTGGACGG Hs.599154 15310 0.0385 0.26956396 0.825866727 0.2927 0.67943113 0.387307838 0.906 1.29253901 0.140998794
USP53 BX648339_bp2783_R AGCTAAAAAGCTCCTCTCATCCAGCAACAATCTCTTGAATTGTTGCTGGATGAGAGGAGCGG Hs.599154 4556 -0.516175 0.8322397 0.19666321 -0.817475 0.35621509 0.010633703 0.4178 0.99333413 0.370443937
USP53 BX648339_bp2783_R AGCTAAAAAGCTCCTCTCATCCAGCAACAATCTCTTGAATTGTTGCTGGATGAGAGGAGCGG Hs.599154 9932 -0.472925 0.76599887 0.20308667 -0.658625 0.07869712 0.005691409 0.7936 0.45339687 0.083886393
USP53 BX648339_bp2783_R AGCTAAAAAGCTCCTCTCATCCAGCAACAATCTCTTGAATTGTTGCTGGATGAGAGGAGCGG Hs.599154 15308 -0.520525 0.73184668 0.155011532 -0.765625 0.29082804 0.009233672 0.350233333 0.5019632 0.281993315
USP54 AK127081_bp2351_R AGCTAAAAAGCCTAGGCTGTAGTCCTTCAATCTCTTGAATTGAAGGACTACAGCCTAGGCGG Hs.434502 3983 -0.3757125 0.40570971 0.123693363 0.008125 0.85849794 0.982273662
USP54 AK127081_bp2351_R AGCTAAAAAGCCTAGGCTGTAGTCCTTCAATCTCTTGAATTGAAGGACTACAGCCTAGGCGG Hs.434502 9359 -0.5582375 0.35798365 0.031880892 0.14785 0.34865896 0.522165606
USP54 AK127081_bp2351_R AGCTAAAAAGCCTAGGCTGTAGTCCTTCAATCTCTTGAATTGAAGGACTACAGCCTAGGCGG Hs.434502 14735 -0.4382625 0.36496744 0.070525692 0.204675 0.31258139 0.368827316
USP54 AK127081_bp3135_R AGCTAAAAAGCAGGAGACCTCAGAATTGGATCTCTTGAATCCAATTCTGAGGTCTCCTGCGG Hs.434502 4009 0.3362875 0.37269973 0.142766931 0.081325 0.24318386 0.697275429
USP54 AK127081_bp3135_R AGCTAAAAAGCAGGAGACCTCAGAATTGGATCTCTTGAATCCAATTCTGAGGTCTCCTGCGG Hs.434502 9385 0.4169375 0.34713625 0.075344828 0.088525 0.22226932 0.667668765
USP54 AK127081_bp3135_R AGCTAAAAAGCAGGAGACCTCAGAATTGGATCTCTTGAATCCAATTCTGAGGTCTCCTGCGG Hs.434502 14761 0.3632875 0.35912901 0.113555794 0.11245 0.23698784 0.591188834
USP54 AK127081_bp4030_R AGCTAAAAAGAGGGGTTTCTGTTTGTTCTATCTCTTGAATAGAACAAACAGAAACCCCTCGG Hs.434502 3981 0.072 0.26445794 0.799201799 -0.843725 0.36374059 0.008504862
USP54 AK127081_bp4030_R AGCTAAAAAGAGGGGTTTCTGTTTGTTCTATCTCTTGAATAGAACAAACAGAAACCCCTCGG Hs.434502 9357 0.1421 0.45311403 0.667365771 -0.814475 0.61008818 0.02649651
USP54 AK127081_bp4030_R AGCTAAAAAGAGGGGTTTCTGTTTGTTCTATCTCTTGAATAGAACAAACAGAAACCCCTCGG Hs.434502 14733 0.0181 0.19388868 0.94654698 -0.524575 0.22228553 0.036404039
USP6 BX647719_bp106_R AGCTAAAAAGGGCGACAAGTTACAGTTGCTTCTCTTGAAAGCAACTGTAACTTGTCGCCCGG Hs.448851 4494 0.2326 0.69331159 0.46980229 1.6402 0.42824534 0.001020745 1.7072 1.98612153 0.086769839
USP6 BX647719_bp106_R AGCTAAAAAGGGCGACAAGTTACAGTTGCTTCTCTTGAAAGCAACTGTAACTTGTCGCCCGG Hs.448851 15246 0.302825 0.59566723 0.30336636 1.640425 0.41475522 0.000935585 1.8272 1.40947651 0.021594562
USP6 BX647719_bp106_R AGCTAAAAAGGGCGACAAGTTACAGTTGCTTCTCTTGAAAGCAACTGTAACTTGTCGCCCGG Hs.448851 9870 0.075775 0.73630114 0.818131223 1.81415 0.49908761 0.001035853 2.59105 0.7397044 0.002824238
USP6 BX647719_bp1095_R AGCTAAAAAGCCCAGTCTGTGGTACTGTAATCTCTTGAATTACAGTACCACAGACTGGGCGG Hs.448851 4490 -0.015325 0.61968174 0.957290883 -0.390833333 0.11837797 0.101137691 0.4419 0.4685752 0.179153058
USP6 BX647719_bp1095_R AGCTAAAAAGCCCAGTCTGTGGTACTGTAATCTCTTGAATTACAGTACCACAGACTGGGCGG Hs.448851 9866 -0.01435 0.66334771 0.962087198 -0.8047 0.55870447 0.031924936 -0.30153333 0.11195009 0.247911398
USP6 BX647719_bp1095_R AGCTAAAAAGCCCAGTCTGTGGTACTGTAATCTCTTGAATTACAGTACCACAGACTGGGCGG Hs.448851 15242 0.214933333 0.25101811 0.333609632 -0.6804 0.35400327 0.020327612 -0.3456 0.58597084 0.316249223
USP6 BX647719_bp2471_R AGCTAAAAAGCTGGGAGAATGGGAGACATATCTCTTGAATATGTCTCCCATTCTCCCAGCGG Hs.448851 4492 0.588825 0.88598027 0.168568072 0.56665 0.46181132 0.061334837 1.954333333 3.49643466 0.187943752
USP6 BX647719_bp2471_R AGCTAAAAAGCTGGGAGAATGGGAGACATATCTCTTGAATATGTCTCCCATTCTCCCAGCGG Hs.448851 9868 0.56785 0.8348611 0.163245189 0.610275 0.30880698 0.023118747 2.324933333 3.73332568 0.149444269
USP6 BX647719_bp2471_R AGCTAAAAAGCTGGGAGAATGGGAGACATATCTCTTGAATATGTCTCCCATTCTCCCAGCGG Hs.448851 15244 0.642825 0.75483266 0.100010633 0.535875 0.39628533 0.054128948 2.156533333 3.21273223 0.127335454
USP6NL D13644_bp1697_R AGCTAAAAAGCAACGCCACTTCAAATATCATCTCTTGAATGATATTTGAAGTGGCGTTGCGG Hs.498661 4757 -0.262525 0.50171216 0.311155592 0.4919 0.45469717 0.087666275 -0.2843 0.84110574 0.487532132
USP6NL D13644_bp1697_R AGCTAAAAAGCAACGCCACTTCAAATATCATCTCTTGAATGATATTTGAAGTGGCGTTGCGG Hs.498661 10133 -0.51725 0.25646184 0.024599426 0.576125 0.37968427 0.040194702 -0.14713333 0.70383976 0.684273159
USP6NL D13644_bp1697_R AGCTAAAAAGCAACGCCACTTCAAATATCATCTCTTGAATGATATTTGAAGTGGCGTTGCGG Hs.498661 15509 -0.29795 0.55376916 0.286926622 0.43655 0.58951568 0.177314161 -0.32386667 1.0222671 0.488863018
USP6NL D13644_bp325_R AGCTAAAAAGCTGAAATAGTTGCTAAATATTCTCTTGAAATATTTAGCAACTATTTCAGCGG Hs.498661 4755 -0.7561 0.79026585 0.105169505 0.75945 0.24163502 0.007115471 0.8401
USP6NL D13644_bp325_R AGCTAAAAAGCTGAAATAGTTGCTAAATATTCTCTTGAAATATTTAGCAACTATTTCAGCGG Hs.498661 10131 -0.46845 0.54003076 0.114617741 0.479525 0.57239365 0.138927096 -0.29555 1.29025774 0.61761315
USP6NL D13644_bp325_R AGCTAAAAAGCTGAAATAGTTGCTAAATATTCTCTTGAAATATTTAGCAACTATTTCAGCGG Hs.498661 15507 -0.334725 0.47440406 0.195895707 0.602475 0.2541351 0.017954818 -0.62523333 1.31749006 0.288944722
USP6NL D13644_bp650_R AGCTAAAAAGGGACCTGTATAGTAAATTAATCTCTTGAATTAATTTACTATACAGGTCCCGG Hs.498661 4753 -0.444475 0.26387529 0.042738283 0.6352 0.16831892 0.009404709 -0.0264 0.31914912 0.921557891
USP6NL D13644_bp650_R AGCTAAAAAGGGACCTGTATAGTAAATTAATCTCTTGAATTAATTTACTATACAGGTCCCGG Hs.498661 10129 -0.454175 0.23684161 0.035030419 0.7474 0.19685728 0.005858079 0.070866667 0.36158482 0.797790533
USP6NL D13644_bp650_R AGCTAAAAAGGGACCTGTATAGTAAATTAATCTCTTGAATTAATTTACTATACAGGTCCCGG Hs.498661 15505 -0.358075 0.54518005 0.207147054 0.310875 0.79696714 0.419480887 0.4584 1.18269627 0.387027015
USP7 NM_003470_bp1148_R AGCTAAAAAGAGGGCACCATACCCAAATTATCTCTTGAATAATTTGGGTATGGTGCCCTCGG Hs.386939 3155 -0.120075 0.71149384 0.709095508 -0.14595 0.70061566 0.648774251
USP7 NM_003470_bp1148_R AGCTAAAAAGAGGGCACCATACCCAAATTATCTCTTGAATAATTTGGGTATGGTGCCCTCGG Hs.386939 8531 -0.295425 0.64990459 0.343634427 -0.18195 0.49601213 0.49461314
USP7 NM_003470_bp1148_R AGCTAAAAAGAGGGCACCATACCCAAATTATCTCTTGAATAATTTGGGTATGGTGCCCTCGG Hs.386939 13907 0.0602 0.57380524 0.823938222 -0.13225 0.75202095 0.693146714
USP7 NM_003470_bp3097_R AGCTAAAAAGAGCCGGACGTTTCGAATAGATCTCTTGAATCTATTCGAAACGTCCGGCTCGG Hs.386939 3159 -0.06915 0.40604086 0.747670192 0.272825 0.28321199 0.232426905
USP7 NM_003470_bp3097_R AGCTAAAAAGAGCCGGACGTTTCGAATAGATCTCTTGAATCTATTCGAAACGTCCGGCTCGG Hs.386939 8535 -0.025875 0.40843247 0.904056594 0.304125 0.28859258 0.190862308
USP7 NM_003470_bp3097_R AGCTAAAAAGAGCCGGACGTTTCGAATAGATCTCTTGAATCTATTCGAAACGTCCGGCTCGG Hs.386939 13911 0.0434 0.26709121 0.803576059 0.2823 0.31607526 0.229833428
USP7 NM_003470_bp3465_R AGCTAAAAAGTCGCTACACTTACCTTGAAATCTCTTGAATTTCAAGGTAAGTGTAGCGACGG Hs.386939 3157 -0.73715 0.21883425 0.004975118 -0.01285 0.44831547 0.958875007
USP7 NM_003470_bp3465_R AGCTAAAAAGTCGCTACACTTACCTTGAAATCTCTTGAATTTCAAGGTAAGTGTAGCGACGG Hs.386939 8533 -0.66315 0.14629043 0.005303776 0.448275 1.10130501 0.333046902
USP7 NM_003470_bp3465_R AGCTAAAAAGTCGCTACACTTACCTTGAAATCTCTTGAATTTCAAGGTAAGTGTAGCGACGG Hs.386939 13909 -0.21215 0.26909658 0.257169563 0.1651 0.67188257 0.59778436
USP8 D29956_bp2709_R AGCTAAAAAGCTCCACATTTGGCTGATTATTCTCTTGAAATAATCAGCCAAATGTGGAGCGG Hs.569446 4763 0.20275 0.44327521 0.38827277 0.0908 0.5187504 0.730888363 0.244033333 0.77892134 0.529935496
USP8 D29956_bp2709_R AGCTAAAAAGCTCCACATTTGGCTGATTATTCTCTTGAAATAATCAGCCAAATGTGGAGCGG Hs.569446 10139 0.150625 0.53654917 0.564710297 0.038725 0.51280867 0.881718537 0.224233333 0.76138448 0.557425662
USP8 D29956_bp2709_R AGCTAAAAAGCTCCACATTTGGCTGATTATTCTCTTGAAATAATCAGCCAAATGTGGAGCGG Hs.569446 15515 0.714636518 0.620746056
USP8 D29956_bp2795_R AGCTAAAAAGGCAGAAGAATTTGGTATAATTCTCTTGAAATTATACCAAATTCTTCTGCCGG Hs.569446 4761 -0.0918 0.70354728 0.772792232 0.2221 0.38453797 0.329536563 0.109833333 0.6678095 0.753930393
USP8 D29956_bp2795_R AGCTAAAAAGGCAGAAGAATTTGGTATAATTCTCTTGAAATTATACCAAATTCTTCTGCCGG Hs.569446 10137 -0.07745 0.64679205 0.794231723 0.281225 0.2404827 0.149917755 0.182433333 0.42173481 0.534517778
USP8 D29956_bp2795_R AGCTAAAAAGGCAGAAGAATTTGGTATAATTCTCTTGAAATTATACCAAATTCTTCTGCCGG Hs.569446 15513 -0.0774 0.66160216 0.797913062 0.475 0.26680549 0.042162076 0.051633333 0.41625505 0.857250224
USP8 D29956_bp927_R AGCTAAAAAGCTCGAAGAATGCAGGATTATTCTCTTGAAATAATCCTGCATTCTTCGAGCGG Hs.569446 4759 0.9914 0.39090681 0.012562699 0.662025 0.41345086 0.030434571 0.391733333 0.03711554 0.145314036
USP8 D29956_bp927_R AGCTAAAAAGCTCGAAGAATGCAGGATTATTCTCTTGAAATAATCCTGCATTCTTCGAGCGG Hs.569446 10135 0.891075 0.44551469 0.008966285 0.765966667 0.44875299 0.049110041 0.217066667 0.2176342 0.407990301
USP8 D29956_bp927_R AGCTAAAAAGCTCGAAGAATGCAGGATTATTCTCTTGAAATAATCCTGCATTCTTCGAGCGG Hs.569446 15511 0.823225 0.33626166 0.00641634 0.683675 0.1882361 0.007883427 0.2752 0.16252732 0.29353014
USP9X NM_004652_bp2580_R AGCTAAAAAGTTCGAATGGTTCGAGTATTATCTCTTGAATAATACTCGAACCATTCGAACGG Hs.77578 3261 0.612825 0.32438902 0.019125431 0.5346375 0.44175017 0.064846619 1.001475 0.6023055 0.044870451 1.237125 0.57015482 0.022581689
USP9X NM_004652_bp2580_R AGCTAAAAAGTTCGAATGGTTCGAGTATTATCTCTTGAATAATACTCGAACCATTCGAACGG Hs.77578 8637 0.449925 0.4939449 0.10841096 0.8638125 0.734742 0.03295464 1.045575 0.57664395 0.036084236 1.242025 0.59993162 0.025578034
USP9X NM_004652_bp2580_R AGCTAAAAAGTTCGAATGGTTCGAGTATTATCTCTTGAATAATACTCGAACCATTCGAACGG Hs.77578 14013 0.366875 0.14421364 0.047815311 1.35865 0.83118285 0.015040351 1.0639 0.53066592 0.027831791 1.2277 0.56520158 0.02251685
USP9X NM_004652_bp2744_R AGCTAAAAAGGAGGTATGGTCTCATACAAATCTCTTGAATTTGTATGAGACCATACCTCCGG Hs.77578 3263 0.590575 0.40688322 0.033675004 0.5810125 0.09984166 0.019040211 1.722125 0.42597646 0.003953039 1.4288 0.57595112 0.015721567
USP9X NM_004652_bp2744_R AGCTAAAAAGGAGGTATGGTCTCATACAAATCTCTTGAATTTGTATGAGACCATACCTCCGG Hs.77578 8639 0.754566667 0.59598391 0.062337736 1.2752625 0.73942126 0.006618094 1.73515 0.40991998 0.003459962 1.471325 0.53253969 0.011677146
USP9X NM_004652_bp2744_R AGCTAAAAAGGAGGTATGGTCTCATACAAATCTCTTGAATTTGTATGAGACCATACCTCCGG Hs.77578 14015 1.328466667 0.13210788 0.001602205 1.1267875 0.38730605 0.002366566 1.713525 0.43472756 0.004253613 1.6039 0.46054944 0.026400278
USP9X NM_004652_bp6552_R AGCTAAAAAGGGCGTCATTTACAGCAGTATTCTCTTGAAATACTGCTGTAAATGACGCCCGG Hs.77578 8635 0.710566667 1.17941809 0.234710046 -0.2391125 0.12054499 0.243207223 0.575975 0.60969472 0.155248249 1.254 0.97924987 0.083131248
USP9X NM_004652_bp6552_R AGCTAAAAAGGGCGTCATTTACAGCAGTATTCTCTTGAAATACTGCTGTAAATGACGCCCGG Hs.77578 14011 0.401275 0.48574698 0.138606912 -0.2730375 0.01532728 0.179881433 0.619 0.68010393 0.166269137 1.190025 0.96605684 0.090571386
USP9X NM_004652_bp6552_R AGCTAAAAAGGGCGTCATTTACAGCAGTATTCTCTTGAAATACTGCTGTAAATGACGCCCGG Hs.77578 3259 0.074175 0.49543437 0.826432758 -0.306425 0.25233106 0.395645656 0.629775 0.63200336 0.140281935 1.118675 0.90599631 0.090105061
USP9Y NM_004654_bp3595_R AGCTAAAAAGGCAAACACCTCTCTCTTATATCTCTTGAATATAAGAGAGAGGTGTTTGCCGG Hs.165856 3289 -0.823566667 0.42672252 0.026680901 -0.8676625 0.46764543 0.011628355 0.521666667 0.22321508 0.055956161 0.0034 0.74651696 0.994422005
USP9Y NM_004654_bp3595_R AGCTAAAAAGGCAAACACCTCTCTCTTATATCTCTTGAATATAAGAGAGAGGTGTTTGCCGG Hs.165856 8665 -0.854833333 0.39782861 0.021163056 -0.8520875 0.48873955 0.01372483 0.498233333 0.14690583 0.027777716 0.0647 0.68827245 0.885625252
USP9Y NM_004654_bp3595_R AGCTAAAAAGGCAAACACCTCTCTCTTATATCTCTTGAATATAAGAGAGAGGTGTTTGCCGG Hs.165856 14041 -0.6203 0.35631401 0.048381704 -0.8179 0.40016237 0.028351663 0.641166667 0.04133308 0.001382392 0.251766667 0.80512751 0.642349467
USP9Y NM_004654_bp3757_R AGCTAAAAAGGTGGTGAGCTGATAGATTCTTCTCTTGAAAGAATCTATCAGCTCACCACCGG Hs.165856 3293 0.942825 0.6500393 0.020558805 0.082333333 0.42449889 0.776136532 0.877975 0.22560339 0.004413133 0.487125 0.76630259 0.293218297
USP9Y NM_004654_bp3757_R AGCTAAAAAGGTGGTGAGCTGATAGATTCTTCTCTTGAAAGAATCTATCAGCTCACCACCGG Hs.165856 8669 0.17335 0.12296306 0.263754811 0.3417875 0.31071324 0.154990873 0.965275 0.28284477 0.006434137 0.45445 0.8311583 0.354104888
USP9Y NM_004654_bp3757_R AGCTAAAAAGGTGGTGAGCTGATAGATTCTTCTCTTGAAAGAATCTATCAGCTCACCACCGG Hs.165856 14045 0.80675 0.41334307 0.011069399 0.1157875 0.28873517 0.595362268 0.922675 0.22622196 0.003853255 0.49645 0.77020946 0.287756782
USP9Y NM_004654_bp7462_R AGCTAAAAAGGACATCATTTACAGCAATATTCTCTTGAAATATTGCTGTAAATGATGTCCGG Hs.165856 3291 1.32225 0.81715374 0.011655533 -0.0982875 0.25532844 0.642313115 0.469825 0.38348287 0.091654551 0.1389 0.51085594 0.624392732
USP9Y NM_004654_bp7462_R AGCTAAAAAGGACATCATTTACAGCAATATTCTCTTGAAATATTGCTGTAAATGATGTCCGG Hs.165856 8667 1.21475 0.58108107 0.005363087 -0.2054125 0.29766222 0.361521614 0.5087 0.40587112 0.087189913 0.200575 0.53064107 0.504609043
USP9Y NM_004654_bp7462_R AGCTAAAAAGGACATCATTTACAGCAATATTCTCTTGAAATATTGCTGTAAATGATGTCCGG Hs.165856 14043 0.887425 0.1692978 0.001667673 -0.1114125 0.23748903 0.594665608 0.4797 0.38527371 0.088470186 0.198675 0.50949893 0.492332425
USPL1 AL832776_bp241_R AGCTAAAAAGGGCTCTAAATCACTTAATAATCTCTTGAATTATTAAGTGATTTAGAGCCCGG Hs.533831 4062 -0.3320875 0.09466063 0.056322839 -0.0096 0.38464223 0.967349701
USPL1 AL832776_bp241_R AGCTAAAAAGGGCTCTAAATCACTTAATAATCTCTTGAATTATTAAGTGATTTAGAGCCCGG Hs.533831 9438 -0.1590125 0.26317984 0.378163559 0.286175 0.23938753 0.199339631
USPL1 AL832776_bp241_R AGCTAAAAAGGGCTCTAAATCACTTAATAATCTCTTGAATTATTAAGTGATTTAGAGCCCGG Hs.533831 14814 -0.4183375 0.11407667 0.027937239 0.3627 0.33367101 0.141654601
USPL1 AL832776_bp5354_R AGCTAAAAAGCAGTAAGGCTAGTGTAATTATCTCTTGAATAATTACACTAGCCTTACTGCGG Hs.533831 4064 -0.6779875 0.3106223 0.012034974 0.966375 0.44099148 0.006381129
USPL1 AL832776_bp5354_R AGCTAAAAAGCAGTAAGGCTAGTGTAATTATCTCTTGAATAATTACACTAGCCTTACTGCGG Hs.533831 9440 -0.1062125 0.87265447 0.78059862 0.393875 0.28027852 0.10271517
USPL1 AL832776_bp5354_R AGCTAAAAAGCAGTAAGGCTAGTGTAATTATCTCTTGAATAATTACACTAGCCTTACTGCGG Hs.533831 14816 -0.3872125 0.4327018 0.126415884 0.463425 0.19350797 0.052189875
VAMP1 NM_199245_bp2298_R AGCTAAAAAGGGCTATTAATGTGGGATAAGTCTCTTGAACTTATCCCACATTAATAGCCCGG Hs.20021 3620 0.253825 0.8403589 0.500428732 -0.07468333 0.23650962 0.770876918
VAMP1 NM_199245_bp2298_R AGCTAAAAAGGGCTATTAATGTGGGATAAGTCTCTTGAACTTATCCCACATTAATAGCCCGG Hs.20021 14372 1.0267 0.32365804 0.002286974 0.0010375 0.29107183 0.996163132
VAMP1 NM_199245_bp2298_R AGCTAAAAAGGGCTATTAATGTGGGATAAGTCTCTTGAACTTATCCCACATTAATAGCCCGG Hs.20021 8996 0.66135 0.19320456 0.006789659 -0.04608333 0.31746927 0.863521325
VAMP1 NM_199245_bp279_R AGCTAAAAAGTGGACATCATACGTGTGAACTCTCTTGAAGTTCACACGTATGATGTCCACGG Hs.20021 3616 0.6932 0.1053315 0.003696966 -0.2742125 0.11012331 0.186565828
VAMP1 NM_199245_bp279_R AGCTAAAAAGTGGACATCATACGTGTGAACTCTCTTGAAGTTCACACGTATGATGTCCACGG Hs.20021 8992 1.0986 0.69304994 0.014036562 -0.2282125 0.20582017 0.283618658
VAMP1 NM_199245_bp279_R AGCTAAAAAGTGGACATCATACGTGTGAACTCTCTTGAAGTTCACACGTATGATGTCCACGG Hs.20021 14368 0.665825 0.20431491 0.007013082 -0.2722875 0.21099271 0.210952952
VAMP1 NM_199245_bp471_R AGCTAAAAAGTGGTAGTTATTGTAAGTAAGTCTCTTGAACTTACTTACAATAACTACCACGG Hs.20021 3618 1.95255 0.69648592 0.001240089 0.5165375 0.18557354 0.035232688
VAMP1 NM_199245_bp471_R AGCTAAAAAGTGGTAGTTATTGTAAGTAAGTCTCTTGAACTTACTTACAATAACTACCACGG Hs.20021 8994 1.9192 0.44778963 0.00029636 0.2901375 0.42371958 0.259924933
VAMP1 NM_199245_bp471_R AGCTAAAAAGTGGTAGTTATTGTAAGTAAGTCTCTTGAACTTACTTACAATAACTACCACGG Hs.20021 14370 1.712525 0.51443133 0.000785342 0.5062125 0.59497988 0.115364984
VANGL2 XM_049695_bp1065_R AGCTAAAAAGGTCTCCTACTGGCTCTTCTATCTCTTGAATAGAAGAGCCAGTAGGAGACCGG 3752 -0.152425 0.33604569 0.44350556 0.0217875 0.48803569 0.932967845
VANGL2 XM_049695_bp1065_R AGCTAAAAAGGTCTCCTACTGGCTCTTCTATCTCTTGAATAGAAGAGCCAGTAGGAGACCGG 9128 -0.013075 0.41706326 0.952011267 0.1909875 0.45426736 0.457065394
VANGL2 XM_049695_bp1065_R AGCTAAAAAGGTCTCCTACTGGCTCTTCTATCTCTTGAATAGAAGAGCCAGTAGGAGACCGG 14504 -0.102975 0.32997853 0.595271226 -0.0722875 0.34708218 0.750736117
VANGL2 XM_049695_bp1854_R AGCTAAAAAGGCCAAACAGTGGACATTGGTTCTCTTGAAACCAATGTCCACTGTTTGGCCGG 3754 -0.2873
VANGL2 XM_049695_bp1854_R AGCTAAAAAGGCCAAACAGTGGACATTGGTTCTCTTGAAACCAATGTCCACTGTTTGGCCGG 9130 -0.2824
VANGL2 XM_049695_bp1854_R AGCTAAAAAGGCCAAACAGTGGACATTGGTTCTCTTGAAACCAATGTCCACTGTTTGGCCGG 14506 -0.1734
VAPA NM_003574_bp387_R AGCTAAAAAGCGAAATCCATCGGATAGAAATCTCTTGAATTTCTATCCGATGGATTTCGCGG Hs.579374 2821 -1.196425 0.33878196 0.001271845 -0.227625 0.72952762 0.494148172
VAPA NM_003574_bp387_R AGCTAAAAAGCGAAATCCATCGGATAGAAATCTCTTGAATTTCTATCCGATGGATTTCGCGG Hs.579374 8197 -0.77645 0.09969315 0.002202181 -0.053725 0.59493693 0.85187282
VAPA NM_003574_bp387_R AGCTAAAAAGCGAAATCCATCGGATAGAAATCTCTTGAATTTCTATCCGATGGATTTCGCGG Hs.579374 13573 -0.886875 0.14069275 0.001443263 -0.160675 0.67707984 0.609118719
VAPA NM_003574_bp455_R AGCTAAAAAGGCCCAACAGTGGAATTATTGTCTCTTGAACAATAATTCCACTGTTGGGCCGG Hs.579374 2817 1.521675 0.46779971 0.001004512 -0.9091 0.23940294 0.003657575
VAPA NM_003574_bp455_R AGCTAAAAAGGCCCAACAGTGGAATTATTGTCTCTTGAACAATAATTCCACTGTTGGGCCGG Hs.579374 8193 1.50285 0.46996448 0.001078665 -0.92615 0.19876271 0.002900336
VAPA NM_003574_bp455_R AGCTAAAAAGGCCCAACAGTGGAATTATTGTCTCTTGAACAATAATTCCACTGTTGGGCCGG Hs.579374 13569 1.53485 0.46382455 0.000940719 -0.9099 0.2222384 0.003425856
VAPA NM_003574_bp481_R AGCTAAAAAGGGTCAACTGTGACTGTTTCATCTCTTGAATGAAACAGTCACAGTTGACCCGG Hs.579374 2819 -0.692125 0.41045305 0.01956478 0.745425 0.35392841 0.014053544
VAPA NM_003574_bp481_R AGCTAAAAAGGGTCAACTGTGACTGTTTCATCTCTTGAATGAAACAGTCACAGTTGACCCGG Hs.579374 8195 -0.655775 0.43737537 0.027351393 0.782975 0.37859631 0.012554956
VAPA NM_003574_bp481_R AGCTAAAAAGGGTCAACTGTGACTGTTTCATCTCTTGAATGAAACAGTCACAGTTGACCCGG Hs.579374 13571 -0.612325 0.43615936 0.034416518 0.824575 0.39059103 0.010525852
VAV2 NM_003371_bp1400_R AGCTAAAAAGTCCTACGGCTTCTACCTAATTCTCTTGAAATTAGGTAGAAGCCGTAGGACGG Hs.369921 4999 -2.8611375 1.72972464 0.008431949 0.4883375 0.31093298 0.047903691
VAV2 NM_003371_bp1400_R AGCTAAAAAGTCCTACGGCTTCTACCTAATTCTCTTGAAATTAGGTAGAAGCCGTAGGACGG Hs.369921 10375 -0.8876375 0.70448091 0.031999881 0.5192875 0.15757025 0.018612366
VAV2 NM_003371_bp1400_R AGCTAAAAAGTCCTACGGCTTCTACCTAATTCTCTTGAAATTAGGTAGAAGCCGTAGGACGG Hs.369921 15751 -1.4584875 1.85132521 0.101123787 0.5090875 0.14897623 0.01921897
VAV2 NM_003371_bp1499_R AGCTAAAAAGATGGCCATGTCAAACATCAATCTCTTGAATTGATGTTTGACATGGCCATCGG Hs.369921 4997 0.9229875 0.47567595 0.009248104 -0.5025875 0.46688394 0.086870198
VAV2 NM_003371_bp1499_R AGCTAAAAAGATGGCCATGTCAAACATCAATCTCTTGAATTGATGTTTGACATGGCCATCGG Hs.369921 10373 1.0688375 0.51508204 0.006346136 -0.4107375 0.41867354 0.119710562
VAV2 NM_003371_bp1499_R AGCTAAAAAGATGGCCATGTCAAACATCAATCTCTTGAATTGATGTTTGACATGGCCATCGG Hs.369921 15749 0.6143375 1.3795111 0.313750852 -0.3117875 0.35948093 0.177995542
VAV2 NM_003371_bp2084_R AGCTAAAAAGGCTGAGCGCTTTGCAATAAGTCTCTTGAACTTATTGCAAAGCGCTCAGCCGG Hs.369921 4995 -1.5696625 1.14991138 0.019372981 -0.6251625 0.2866589 0.018848822
VAV2 NM_003371_bp2084_R AGCTAAAAAGGCTGAGCGCTTTGCAATAAGTCTCTTGAACTTATTGCAAAGCGCTCAGCCGG Hs.369921 10371 -0.6010125 0.09353358 0.006496424 -0.5289375 0.24146235 0.02627021
VAV2 NM_003371_bp2084_R AGCTAAAAAGGCTGAGCGCTTTGCAATAAGTCTCTTGAACTTATTGCAAAGCGCTCAGCCGG Hs.369921 15747 -1.3090375 1.44525966 0.071188556 -0.5573625 0.21507549 0.019176185
VCL NM_014000_bp1574_R AGCTAAAAAGAGGGCAAGATTGAGCAAGCATCTCTTGAATGCTTGCTCAATCTTGCCCTCGG Hs.576882 3200 0.783375 0.31072059 0.006728617 -0.2295625 0.19491315 0.277921172 1.095825 0.33811691 0.007453217 0.991325 0.47728817 0.025360209
VCL NM_014000_bp1574_R AGCTAAAAAGAGGGCAAGATTGAGCAAGCATCTCTTGAATGCTTGCTCAATCTTGCCCTCGG Hs.576882 8576 0.64425 0.46163307 0.032786002 -0.2404375 0.1472044 0.246208519 1.16505 0.35020551 0.006919586 0.910325 0.48479079 0.03299077
VCL NM_014000_bp1574_R AGCTAAAAAGAGGGCAAGATTGAGCAAGCATCTCTTGAATGCTTGCTCAATCTTGCCCTCGG Hs.576882 13952 0.66805 0.34909489 0.015897485 -0.1436625 0.10934517 0.464677264 1.0686 0.434225 0.016070557 0.970425 0.48940334 0.028645354
VCL NM_014000_bp2858_R AGCTAAAAAGAGGTGGGTATAGGTGTTGTATCTCTTGAATACAACACCTATACCCACCTCGG Hs.576882 8574 0.994325 0.42731599 0.005113754 0.1159375 0.24421275 0.58202256 0.62245 0.5258359 0.098729846 0.2049 0.37391324 0.353188351
VCL NM_014000_bp2858_R AGCTAAAAAGAGGTGGGTATAGGTGTTGTATCTCTTGAATACAACACCTATACCCACCTCGG Hs.576882 13950 0.66905 0.35268469 0.016131831 0.2487625 0.33947967 0.292637699 0.678575 0.55914531 0.093565116 0.2044 0.40996551 0.39217944
VCL NM_014000_bp2858_R AGCTAAAAAGAGGTGGGTATAGGTGTTGTATCTCTTGAATACAACACCTATACCCACCTCGG Hs.576882 3198 0.788775 0.11038919 0.002138353 1.17125 0.00615183 0.018876345 0.59595 0.38949715 0.054988745 0.2018 0.47467636 0.457654348
VCL NM_014000_bp545_R AGCTAAAAAGTGGAGACTATGGAAGATTTGTCTCTTGAACAAATCTTCCATAGTCTCCACGG Hs.576882 3202 2.31675 0.5118881 0.000185165 0.8426375 0.2628347 0.00573391 1.0657 0.47421348 0.020556639 1.150075 0.76984645 0.058232671
VCL NM_014000_bp545_R AGCTAAAAAGTGGAGACTATGGAAGATTTGTCTCTTGAACAAATCTTCCATAGTCTCCACGG Hs.576882 8578 2.2273 0.82256028 0.001283061 0.20665 0.33822733 0.459533395 1.180275 0.50452824 0.018446236 1.202275 0.91610975 0.078679967



VCL NM_014000_bp545_R AGCTAAAAAGTGGAGACTATGGAAGATTTGTCTCTTGAACAAATCTTCCATAGTCTCCACGG Hs.576882 13954 2.46605 0.60538612 0.000247683 0.233875 0.33789098 0.519916775 1.173375 0.50300171 0.018588288 1.19445 0.88342639 0.073528528
VDAC2 NM_003375_bp1216_R AGCTAAAAAGTTGGTTATCTAGTTACCAATTCTCTTGAAATTGGTAACTAGATAACCAACGG Hs.355927 2047 4.7776125 1.3165288 0.000264356 0.6790125 1.46215287 0.257668168
VDAC2 NM_003375_bp1216_R AGCTAAAAAGTTGGTTATCTAGTTACCAATTCTCTTGAAATTGGTAACTAGATAACCAACGG Hs.355927 7423 5.0626125 1.55982082 0.000430594 0.5966375 1.54659089 0.336434597
VDAC2 NM_003375_bp1216_R AGCTAAAAAGTTGGTTATCTAGTTACCAATTCTCTTGAAATTGGTAACTAGATAACCAACGG Hs.355927 12799 5.3105625 1.78264584 0.000628395 0.5529875 1.29134452 0.299475694
VDAC2 NM_003375_bp1395_R AGCTAAAAAGATGGATCAGTGGATATTAAGTCTCTTGAACTTAATATCCACTGATCCATCGG Hs.355927 2045 1.5832125 1.2315644 0.023666945 0.4114125 1.48238629 0.482724238
VDAC2 NM_003375_bp1395_R AGCTAAAAAGATGGATCAGTGGATATTAAGTCTCTTGAACTTAATATCCACTGATCCATCGG Hs.355927 7421 1.3190375 0.87026931 0.014531947 0.2028125 1.61918901 0.745109999
VDAC2 NM_003375_bp1395_R AGCTAAAAAGATGGATCAGTGGATATTAAGTCTCTTGAACTTAATATCCACTGATCCATCGG Hs.355927 12797 1.2162125 0.72572841 0.010934443 0.2663375 1.57063801 0.661958983
VDAC2 NM_003375_bp15_R AGCTAAAAAGAACGGTGTCTCCTTCACTTCTCTCTTGAAGAAGTGAAGGAGACACCGTTCGG Hs.355927 1009 -0.4807875 0.53158169 0.104430941 -0.2478875 0.19958981 0.246358292
VDAC2 NM_003375_bp15_R AGCTAAAAAGAACGGTGTCTCCTTCACTTCTCTCTTGAAGAAGTGAAGGAGACACCGTTCGG Hs.355927 6385 -0.5364375 0.49567684 0.067886313 -0.2787125 0.20405912 0.199884946
VDAC2 NM_003375_bp15_R AGCTAAAAAGAACGGTGTCTCCTTCACTTCTCTCTTGAAGAAGTGAAGGAGACACCGTTCGG Hs.355927 11761 -0.5076625 0.45197607 0.066633573 -0.2458875 0.20865302 0.252339799
VDR NM_000376_bp835_R AGCTAAAAAGGTCATTGGCTTTGCTAAGATTCTCTTGAAATCTTAGCAAAGCCAATGACCGG Hs.524368 3192 -0.1708 0.24199532 0.333395598 0.148975 0.30474357 0.503369119
VDR NM_000376_bp835_R AGCTAAAAAGGTCATTGGCTTTGCTAAGATTCTCTTGAAATCTTAGCAAAGCCAATGACCGG Hs.524368 8568 -0.103575 0.27154906 0.561274132 -0.149875 0.51679666 0.578756975
VDR NM_000376_bp835_R AGCTAAAAAGGTCATTGGCTTTGCTAAGATTCTCTTGAAATCTTAGCAAAGCCAATGACCGG Hs.524368 13944 -0.106775 0.22355531 0.522897439 0.01595 0.42548687 0.947839088
VEGF NM_003376_bp1068_R AGCTAAAAAGAGCCTTGCCTTGCTGCTCTATCTCTTGAATAGAGCAGCAAGGCAAGGCTCGG Hs.73793 996 -0.7189125 0.22477052 0.005722506 -0.5573375 0.48731398 0.065363362
VEGF NM_003376_bp1068_R AGCTAAAAAGAGCCTTGCCTTGCTGCTCTATCTCTTGAATAGAGCAGCAAGGCAAGGCTCGG Hs.73793 6372 -0.4636875 0.50327739 0.103805766 -0.5221625 0.42510442 0.066400222
VEGF NM_003376_bp1068_R AGCTAAAAAGAGCCTTGCCTTGCTGCTCTATCTCTTGAATAGAGCAGCAAGGCAAGGCTCGG Hs.73793 11748 -0.5281875 0.43920402 0.056076552 -0.5290625 0.41555805 0.061943894
VEGF NM_003376_bp1500_R AGCTAAAAAGCGCAAGAAATCCCGGTATAATCTCTTGAATTATACCGGGATTTCTTGCGCGG Hs.73793 994 0.1785375 0.12776333 0.253443675 0.1935375 0.675545 0.539437027
VEGF NM_003376_bp1500_R AGCTAAAAAGCGCAAGAAATCCCGGTATAATCTCTTGAATTATACCGGGATTTCTTGCGCGG Hs.73793 6370 0.1181125 0.18176586 0.458617654 0.1410125 0.6843332 0.654920615
VEGF NM_003376_bp1500_R AGCTAAAAAGCGCAAGAAATCCCGGTATAATCTCTTGAATTATACCGGGATTTCTTGCGCGG Hs.73793 11746 0.1374125 0.17659654 0.390440544 0.1310375 0.7322027 0.690594838
VEGF NM_003376_bp1587_R AGCTAAAAAGACGTGTAAATGTTCCTGCAATCTCTTGAATTGCAGGAACATTTACACGTCGG Hs.73793 995 -0.4391375 0.37180869 0.072194102 0.1237875 0.65261326 0.685574692
VEGF NM_003376_bp1587_R AGCTAAAAAGACGTGTAAATGTTCCTGCAATCTCTTGAATTGCAGGAACATTTACACGTCGG Hs.73793 6371 -0.3726625 0.36685536 0.109698181 0.0756125 0.84839445 0.835086977
VEGF NM_003376_bp1587_R AGCTAAAAAGACGTGTAAATGTTCCTGCAATCTCTTGAATTGCAGGAACATTTACACGTCGG Hs.73793 11747 -0.4205375 0.30893344 0.062331827 0.0631375 0.71941458 0.845324854
VGLL4 AK126479_bp2768_R AGCTAAAAAGAGGATTCCATAGTGCTTTAATCTCTTGAATTAAAGCACTATGGAATCCTCGG Hs.373959 3967 -0.8243875 0.24879263 0.003690611 -0.3883 0.28645004 0.108118169
VGLL4 AK126479_bp2768_R AGCTAAAAAGAGGATTCCATAGTGCTTTAATCTCTTGAATTAAAGCACTATGGAATCCTCGG Hs.373959 9343 -0.8407875 0.23298473 0.003073638 -0.374025 0.2955461 0.121363526
VGLL4 AK126479_bp2768_R AGCTAAAAAGAGGATTCCATAGTGCTTTAATCTCTTGAATTAAAGCACTATGGAATCCTCGG Hs.373959 14719 -0.7501125 0.28134163 0.006723388 -0.381925 0.26758578 0.10845947
VGLL4 AK126479_bp2927_R AGCTAAAAAGCTGGTACAGTTGTACTCTAATCTCTTGAATTAGAGTACAACTGTACCAGCGG Hs.373959 3963 -0.4463 0.2701308 0.070195067
VGLL4 AK126479_bp2927_R AGCTAAAAAGCTGGTACAGTTGTACTCTAATCTCTTGAATTAGAGTACAACTGTACCAGCGG Hs.373959 9339 -0.332525 0.29417079 0.159679201
VGLL4 AK126479_bp2927_R AGCTAAAAAGCTGGTACAGTTGTACTCTAATCTCTTGAATTAGAGTACAACTGTACCAGCGG Hs.373959 14715 -0.382775 0.32621135 0.122378096
VGLL4 AK126479_bp3963_R AGCTAAAAAGCAGGAACAGTTATTCTATGATCTCTTGAATCATAGAATAACTGTTCCTGCGG Hs.373959 3965 0.7000375 0.46796701 0.025343401 -0.29725 0.08080534 0.153537271
VGLL4 AK126479_bp3963_R AGCTAAAAAGCAGGAACAGTTATTCTATGATCTCTTGAATCATAGAATAACTGTTCCTGCGG Hs.373959 9341 0.6157875 0.45677535 0.037286102 -0.234275 0.13492769 0.254605581
VGLL4 AK126479_bp3963_R AGCTAAAAAGCAGGAACAGTTATTCTATGATCTCTTGAATCATAGAATAACTGTTCCTGCGG Hs.373959 14717 0.6084125 0.40902085 0.030751068 -0.2377 0.08528161 0.240153528
VHL NM_000551_bp592_R AGCTAAAAAGGGCTTCTGGTTAACCAAACTTCTCTTGAAAGTTTGGTTAACCAGAAGCCCGG Hs.517792 989 -0.4129125 0.26286397 0.053659073 -0.2141625 0.65487562 0.490579838
VHL NM_000551_bp592_R AGCTAAAAAGGGCTTCTGGTTAACCAAACTTCTCTTGAAAGTTTGGTTAACCAGAAGCCCGG Hs.517792 6365 -0.4150375 0.26991001 0.054510542 -0.2906625 0.72694409 0.387425116
VHL NM_000551_bp592_R AGCTAAAAAGGGCTTCTGGTTAACCAAACTTCTCTTGAAAGTTTGGTTAACCAGAAGCCCGG Hs.517792 11741 -0.4191875 0.19195098 0.037362704 -0.2736125 0.81480557 0.44864614
VHL NM_000551_bp622_R AGCTAAAAAGTGCCATCTCTCAATGTTGACTCTCTTGAAGTCAACATTGAGAGATGGCACGG Hs.517792 2043 1.5983 -2.0412
VHL NM_000551_bp622_R AGCTAAAAAGTGCCATCTCTCAATGTTGACTCTCTTGAAGTCAACATTGAGAGATGGCACGG Hs.517792 12795 2.62945 1.66601429 0.03490504 -2.0764
VHL NM_000551_bp622_R AGCTAAAAAGTGCCATCTCTCAATGTTGACTCTCTTGAAGTCAACATTGAGAGATGGCACGG Hs.517792 7419 2.8968 1.9793333 0.040612865
VHL NM_000551_bp726_R AGCTAAAAAGCCTGAGAATTACAGGAGACTTCTCTTGAAAGTCTCCTGTAATTCTCAGGCGG Hs.517792 990 -1.1406125 0.07141198 0.000340386 0.0451375 0.38000906 0.846967202
VHL NM_000551_bp726_R AGCTAAAAAGCCTGAGAATTACAGGAGACTTCTCTTGAAAGTCTCCTGTAATTCTCAGGCGG Hs.517792 6366 -1.1791625 0.08609285 0.000304509 0.0289125 0.39483683 0.902872783
VHL NM_000551_bp726_R AGCTAAAAAGCCTGAGAATTACAGGAGACTTCTCTTGAAAGTCTCCTGTAATTCTCAGGCGG Hs.517792 11742 -1.1971875 0.08353708 0.000280852 -0.0289375 0.51827231 0.913637661
VIL2 NM_003379_bp271_R AGCTAAAAAGCCTCCACTATGTGGATAATATCTCTTGAATATTATCCACATAGTGGAGGCGG Hs.487027 991 -0.7657875 0.261713 0.005471646 0.0588875 0.13545997 0.762528995
VIL2 NM_003379_bp271_R AGCTAAAAAGCCTCCACTATGTGGATAATATCTCTTGAATATTATCCACATAGTGGAGGCGG Hs.487027 6367 -0.6816125 0.3159249 0.01215696 0.0886375 0.1627682 0.655411188
VIL2 NM_003379_bp271_R AGCTAAAAAGCCTCCACTATGTGGATAATATCTCTTGAATATTATCCACATAGTGGAGGCGG Hs.487027 11743 -0.7748125 0.24076299 0.00458482 0.0323875 0.18790076 0.871412025
VIL2 NM_003379_bp586_R AGCTAAAAAGGCTGATCCCTCAAAGAGTGATCTCTTGAATCACTCTTTGAGGGATCAGCCGG Hs.487027 993 -0.6343125 0.63981165 0.072075539 -0.1659125 0.30236222 0.45728426
VIL2 NM_003379_bp586_R AGCTAAAAAGGCTGATCCCTCAAAGAGTGATCTCTTGAATCACTCTTTGAGGGATCAGCCGG Hs.487027 6369 -0.6636625 0.72232359 0.083417398 -0.1944125 0.36620361 0.412994092
VIL2 NM_003379_bp586_R AGCTAAAAAGGCTGATCCCTCAAAGAGTGATCTCTTGAATCACTCTTTGAGGGATCAGCCGG Hs.487027 11745 -0.6596125 0.72699694 0.086049616 -0.2080875 0.39706077 0.395648708
VIL2 NM_003379_bp798_R AGCTAAAAAGCCCTTGGACTGAATATTTATTCTCTTGAAATAAATATTCAGTCCAAGGGCGG Hs.487027 992 -0.4822875 0.32019275 0.042964666 -0.1257625 0.35492325 0.58641167
VIL2 NM_003379_bp798_R AGCTAAAAAGCCCTTGGACTGAATATTTATTCTCTTGAAATAAATATTCAGTCCAAGGGCGG Hs.487027 6368 -0.4052375 0.27074276 0.058825087 -0.0830125 0.33073716 0.711682589
VIL2 NM_003379_bp798_R AGCTAAAAAGCCCTTGGACTGAATATTTATTCTCTTGAAATAAATATTCAGTCCAAGGGCGG Hs.487027 11744 -0.3889625 0.24395676 0.059233169 -0.0642625 0.35317027 0.778619164
VPS37B BX640911_bp2166_R AGCTAAAAAGCTTGCTGGTTGGACCTCTTATCTCTTGAATAAGAGGTCCAACCAGCAAGCGG Hs.507162 9734 -0.2732 0.49693954 0.356360051 0.179275 0.83673486 0.646521374 0.192966667 1.09154892 0.689384665
VPS37B BX640911_bp2166_R AGCTAAAAAGCTTGCTGGTTGGACCTCTTATCTCTTGAATAAGAGGTCCAACCAGCAAGCGG Hs.507162 15110 -0.414125 0.84710093 0.292398138 0.104825 0.45513464 0.664692625 0.318333333 1.00192539 0.489991132
VPS37B BX640911_bp2166_R AGCTAAAAAGCTTGCTGGTTGGACCTCTTATCTCTTGAATAAGAGGTCCAACCAGCAAGCGG Hs.507162 4358 -0.124175 0.69564191 0.694580966 0.449975 0.40133107 0.089598293 1.39555 0.77590827 0.026793482
VPS37B BX640911_bp2322_R AGCTAAAAAGCAAGCACAATGGCCGTAGTATCTCTTGAATACTACGGCCATTGTGCTTGCGG Hs.507162 4360 0.288925 1.29520326 0.600472829 0.283975 0.62461641 0.370872533 1.5288 1.13871576 0.02217879
VPS37B BX640911_bp2322_R AGCTAAAAAGCAAGCACAATGGCCGTAGTATCTCTTGAATACTACGGCCATTGTGCTTGCGG Hs.507162 9736 0.5038 1.57890184 0.456071524 0.426425 0.91530054 0.335229707 1.5295 1.4846414 0.063463558
VPS37B BX640911_bp2322_R AGCTAAAAAGCAAGCACAATGGCCGTAGTATCTCTTGAATACTACGGCCATTGTGCTTGCGG Hs.507162 15112 0.4101 1.40173278 0.494717036 0.44925 0.60497706 0.174364226 1.4811 1.98541442 0.121785087
VPS37B BX640911_bp2829_R AGCTAAAAAGGGTGATCATTCGAGAATAAATCTCTTGAATTTATTCTCGAATGATCACCCGG Hs.507162 4356 0.381333333 0.03210021 0.084720592 -0.53565 0.21023837 0.021476066 0.162 1.63617622 0.808430929
VPS37B BX640911_bp2829_R AGCTAAAAAGGGTGATCATTCGAGAATAAATCTCTTGAATTTATTCTCGAATGATCACCCGG Hs.507162 9732 0.9579 0.74375284 0.050166015 -0.204 0.62354696 0.510171056 0.4322 1.48633845 0.514032193
VPS37B BX640911_bp2829_R AGCTAAAAAGGGTGATCATTCGAGAATAAATCTCTTGAATTTATTCTCGAATGATCACCCGG Hs.507162 15108 0.5832 0.1372246 0.029384217 0.7488 1.85912515 0.356194039
VRK1 NM_003384_bp221_R AGCTAAAAAGCTGTATATATCTTGCTGATATCTCTTGAATATCAGCAAGATATATACAGCGG Hs.422662 1594 -0.9427 0.447733333 2.72971176 0.731309103
VRK1 NM_003384_bp221_R AGCTAAAAAGCTGTATATATCTTGCTGATATCTCTTGAATATCAGCAAGATATATACAGCGG Hs.422662 6970 -0.8656 0.5245 2.6877054 0.684115016
VRK1 NM_003384_bp221_R AGCTAAAAAGCTGTATATATCTTGCTGATATCTCTTGAATATCAGCAAGATATATACAGCGG Hs.422662 12346 -0.9285 0.807233333 2.9324872 0.570316925
VRK1 NM_003384_bp418_R AGCTAAAAAGGGTCTGGTCTACATGACAAATCTCTTGAATTTGTCATGTAGACCAGACCCGG Hs.422662 344 0.1295 0.23588578 0.450303684 -0.0868875 0.19947671 0.596354422
VRK1 NM_003384_bp418_R AGCTAAAAAGGGTCTGGTCTACATGACAAATCTCTTGAATTTGTCATGTAGACCAGACCCGG Hs.422662 5720 0.1126 0.29429861 0.542121802 -0.1369375 0.1667189 0.395579495
VRK1 NM_003384_bp418_R AGCTAAAAAGGGTCTGGTCTACATGACAAATCTCTTGAATTTGTCATGTAGACCAGACCCGG Hs.422662 11096 0.14555 0.27334548 0.423263884 -0.1933625 0.19921653 0.266611342
VRK1 NM_003384_bp922_R AGCTAAAAAGCAAGTTTGATGGACAAATGTTCTCTTGAAACATTTGTCCATCAAACTTGCGG Hs.422662 345 -0.220925 1.06080396 0.629308263 -0.0167625 0.20100672 0.917444449
VRK1 NM_003384_bp922_R AGCTAAAAAGCAAGTTTGATGGACAAATGTTCTCTTGAAACATTTGTCCATCAAACTTGCGG Hs.422662 5721 -0.248625 1.1284203 0.608268245 -0.0170875 0.25111274 0.921892759
VRK1 NM_003384_bp922_R AGCTAAAAAGCAAGTTTGATGGACAAATGTTCTCTTGAAACATTTGTCCATCAAACTTGCGG Hs.422662 11097 -0.19745 1.07887861 0.670097948 0.0382625 0.21852898 0.818057078
VRK2 NM_006296_bp1064_R AGCTAAAAAGTGCTCATAGTTTAGCATATGTCTCTTGAACATATGCTAAACTATGAGCACGG Hs.468623 1823 -5.641
VRK2 NM_006296_bp1064_R AGCTAAAAAGTGCTCATAGTTTAGCATATGTCTCTTGAACATATGCTAAACTATGAGCACGG Hs.468623 7199 -6.6113
VRK2 NM_006296_bp1064_R AGCTAAAAAGTGCTCATAGTTTAGCATATGTCTCTTGAACATATGCTAAACTATGAGCACGG Hs.468623 12575 -4.5963
VRK2 NM_006296_bp519_R AGCTAAAAAGGGAAGAAGTTACAGATTTATTCTCTTGAAATAAATCTGTAACTTCTTCCCGG Hs.468623 1849 1.1774 0.32219316 0.005113503 -1.804366667 0.83179239 0.014608552
VRK2 NM_006296_bp519_R AGCTAAAAAGGGAAGAAGTTACAGATTTATTCTCTTGAAATAAATCTGTAACTTCTTCCCGG Hs.468623 7225 1.7052 0.94601156 0.007003415 -3.481766667 1.63751025 0.01248474
VRK2 NM_006296_bp519_R AGCTAAAAAGGGAAGAAGTTACAGATTTATTCTCTTGAAATAAATCTGTAACTTCTTCCCGG Hs.468623 12601 1.5502 0.84777647 0.006977428 -1.6523 0.53959247 0.006963404
VRK2 NM_006296_bp908_R AGCTAAAAAGGTGGTTGTGTGGGAAACTTCTCTCTTGAAGAAGTTTCCCACACAACCACCGG Hs.468623 1851 -1.004375 3.31887671 0.47129075 1.480533333 2.8253424 0.30875225
VRK2 NM_006296_bp908_R AGCTAAAAAGGTGGTTGTGTGGGAAACTTCTCTCTTGAAGAAGTTTCCCACACAACCACCGG Hs.468623 7227 -1.1529 3.56780642 0.443191131 1.700266667 2.96784899 0.272235356
VRK2 NM_006296_bp908_R AGCTAAAAAGGTGGTTGTGTGGGAAACTTCTCTCTTGAAGAAGTTTCCCACACAACCACCGG Hs.468623 12603 -1.221125 3.49361435 0.409340658 1.407133333 2.46530551 0.275207391
VRK3 NM_016440_bp1321_R AGCTAAAAAGAAGTGGCTCTACGGGTTTCTTCTCTTGAAAGAAACCCGTAGAGCCACTTCGG Hs.443330 565 -2.155616667 2.56126487 0.110700418 -2.774933333 3.2346204 0.132903968
VRK3 NM_016440_bp1321_R AGCTAAAAAGAAGTGGCTCTACGGGTTTCTTCTCTTGAAAGAAACCCGTAGAGCCACTTCGG Hs.443330 5941 -1.67995 2.16483457 0.103952573 -3.631566667 3.800109 0.104743281
VRK3 NM_016440_bp1321_R AGCTAAAAAGAAGTGGCTCTACGGGTTTCTTCTCTTGAAAGAAACCCGTAGAGCCACTTCGG Hs.443330 11317 -2.92615 -3.16 3.55053027 0.122661405
VRK3 NM_016440_bp277_R AGCTAAAAAGTCCCAGACCTTTGTCAATCCTCTCTTGAAGGATTGACAAAGGTCTGGGACGG Hs.443330 1726 0.9061 2.70297863 0.428788946 -0.801966667 3.02372388 0.583614049
VRK3 NM_016440_bp277_R AGCTAAAAAGTCCCAGACCTTTGTCAATCCTCTCTTGAAGGATTGACAAAGGTCTGGGACGG Hs.443330 7102 1.895775 4.14024766 0.290808695 -1.444 3.99824767 0.462663824
VRK3 NM_016440_bp277_R AGCTAAAAAGTCCCAGACCTTTGTCAATCCTCTCTTGAAGGATTGACAAAGGTCTGGGACGG Hs.443330 12478 2.06075 4.98963001 0.335152709 -2.029333333 4.99581202 0.413016368
VRK3 NM_016440_bp799_R AGCTAAAAAGGATGGGCGCTTGTTCAATGATCTCTTGAATCATTGAACAAGCGCCCATCCGG Hs.443330 566 0.99735 0.78587848 0.086576685 0.0363 2.70227928 0.978710798
VRK3 NM_016440_bp799_R AGCTAAAAAGGATGGGCGCTTGTTCAATGATCTCTTGAATCATTGAACAAGCGCCCATCCGG Hs.443330 5942 2.2671 2.43162687 0.062332616 -1.32125 4.31667477 0.55479447
VRK3 NM_016440_bp799_R AGCTAAAAAGGATGGGCGCTTGTTCAATGATCTCTTGAATCATTGAACAAGCGCCCATCCGG Hs.443330 11318 2.171075 2.35971832 0.064925632 -1.293933333 3.53515556 0.457693033
WASF1 BC044591_bp1700_R AGCTAAAAAGGTCCCCATGTTCCATTAATGTCTCTTGAACATTAATGGAACATGGGGACCGG Hs.75850 4340 -0.239575 0.24683698 0.196103893 0.820825 0.49199025 0.021870381 0.8765 0.56884898 0.034838958
WASF1 BC044591_bp1700_R AGCTAAAAAGGTCCCCATGTTCCATTAATGTCTCTTGAACATTAATGGAACATGGGGACCGG Hs.75850 9716 -0.152866667 0.27404519 0.488738938 0.685225 0.63839623 0.070840243 0.825133333 0.36086873 0.024910785
WASF1 BC044591_bp1700_R AGCTAAAAAGGTCCCCATGTTCCATTAATGTCTCTTGAACATTAATGGAACATGGGGACCGG Hs.75850 15092 -0.204 0.73185 0.61094956 0.053122586
WASF1 BC044591_bp1920_R AGCTAAAAAGCCGTATTGCTGTTGAATATATCTCTTGAATATATTCAACAGCAATACGGCGG Hs.75850 4338 -0.652025 0.8113926 0.112552378 -0.8241 0.55468267 0.029004598 -0.0563 0.84075711 0.88789547
WASF1 BC044591_bp1920_R AGCTAAAAAGCCGTATTGCTGTTGAATATATCTCTTGAATATATTCAACAGCAATACGGCGG Hs.75850 9714 -0.135433333 0.26694835 0.53376442 -0.826666667 0.84901133 0.122310042 -0.03853333 0.49798402 0.899483774
WASF1 BC044591_bp1920_R AGCTAAAAAGCCGTATTGCTGTTGAATATATCTCTTGAATATATTCAACAGCAATACGGCGG Hs.75850 15090 -0.30795 0.42464571 0.200477937 -0.30265 0.51630134 0.281033303 0.189733333 0.80578673 0.629475041
WASF1 BC044591_bp525_R AGCTAAAAAGTGTGGACCGTTTATCTGTTATCTCTTGAATAACAGATAAACGGTCCACACGG Hs.75850 4342 0.057225 0.23143532 0.730796306 -0.182125 0.30449983 0.360992813 -0.31506667 0.4824767 0.321233078
WASF1 BC044591_bp525_R AGCTAAAAAGTGTGGACCGTTTATCTGTTATCTCTTGAATAACAGATAAACGGTCCACACGG Hs.75850 15094 -0.00525 0.36876743 0.979294868 -0.47375 0.32551906 0.056129481 -0.0082 0.32744781 0.975719066
WASF1 BC044591_bp525_R AGCTAAAAAGTGTGGACCGTTTATCTGTTATCTCTTGAATAACAGATAAACGGTCCACACGG Hs.75850 9718 0.0334 0.1480157 0.822645357 -0.362033333 0.32113415 0.184635248 0.2031 0.49412622 0.597909078
WASF3 BC050283_bp1210_R AGCTAAAAAGCGCAGATAATTGAGTATTACTCTCTTGAAGTAATACTCAATTATCTGCGCGG Hs.82318 4424 -0.038 0.25935334 0.825563053 -0.095575 0.4436486 0.687208825 -0.0431 0.38289694 0.877714356
WASF3 BC050283_bp1210_R AGCTAAAAAGCGCAGATAATTGAGTATTACTCTCTTGAAGTAATACTCAATTATCTGCGCGG Hs.82318 9800 0.033425 0.16080915 0.825024735 -0.2567 0.35689987 0.250404713 -0.37826667 0.34066729 0.202706056
WASF3 BC050283_bp1210_R AGCTAAAAAGCGCAGATAATTGAGTATTACTCTCTTGAAGTAATACTCAATTATCTGCGCGG Hs.82318 15176 0.645166667 0.05009534 0.018368801 -0.321625 0.5867443 0.295943608 -0.1243 0.25383465 0.63366826
WASF3 BC050283_bp272_R AGCTAAAAAGAGCTCTGCCTGAAGGGATTATCTCTTGAATAATCCCTTCAGGCAGAGCTCGG Hs.82318 4428 -0.491825 0.69680326 0.160578675 -0.0758 0.58516552 0.79252168 -0.0042 0.2952177 0.987305559
WASF3 BC050283_bp272_R AGCTAAAAAGAGCTCTGCCTGAAGGGATTATCTCTTGAATAATCCCTTCAGGCAGAGCTCGG Hs.82318 9804 -0.1935 0.62650523 0.512411162 -0.10915 0.70868164 0.74599405 0.110533333 0.39853399 0.698308654
WASF3 BC050283_bp272_R AGCTAAAAAGAGCTCTGCCTGAAGGGATTATCTCTTGAATAATCCCTTCAGGCAGAGCTCGG Hs.82318 15180 0.303425 0.56738401 0.286799485 -0.320325 1.06847247 0.516157547 0.141533333 0.33518534 0.606316388
WASF3 BC050283_bp858_R AGCTAAAAAGGGCATTGAGTTTATGAGTGATCTCTTGAATCACTCATAAACTCAATGCCCGG Hs.82318 4426 -0.4327 0.52284237 0.131078086 -0.2785 0.39466769 0.24127387 -0.3566 0.47599255 0.265882269
WASF3 BC050283_bp858_R AGCTAAAAAGGGCATTGAGTTTATGAGTGATCTCTTGAATCACTCATAAACTCAATGCCCGG Hs.82318 9802 -0.39855 0.95437768 0.354727212 -0.48485 1.14269953 0.367367898 -0.06913333 0.46911816 0.817127196
WASF3 BC050283_bp858_R AGCTAAAAAGGGCATTGAGTTTATGAGTGATCTCTTGAATCACTCATAAACTCAATGCCCGG Hs.82318 15178 -0.119 0.40446939 0.583025173 -0.453575 0.81882144 0.267249688 -0.40426667 1.03301324 0.397318876
WDR1 BX648190_bp1566_R AGCTAAAAAGACGGCCAGATATACATCTATTCTCTTGAAATAGATGTATATCTGGCCGTCGG Hs.128548 4542 0.788725 0.64208916 0.037090379 0.5238 0.75083388 0.182581579 -0.20923333 1.55324345 0.743879163
WDR1 BX648190_bp1566_R AGCTAAAAAGACGGCCAGATATACATCTATTCTCTTGAAATAGATGTATATCTGGCCGTCGG Hs.128548 9918 0.8685 0.67700157 0.030876383 0.775275 0.31098612 0.009928319 0.565866667 1.86311681 0.461967193
WDR1 BX648190_bp1566_R AGCTAAAAAGACGGCCAGATATACATCTATTCTCTTGAAATAGATGTATATCTGGCCGTCGG Hs.128548 15294 0.85005 0.47832659 0.012994067 0.65255 0.4535245 0.038692788 -0.68386667 0.92841809 0.151723861
WDR1 BX648190_bp2868_R AGCTAAAAAGAGCCTCATGTGGCGTTGAAATCTCTTGAATTTCAACGCCACATGAGGCTCGG Hs.128548 4540 -0.219625 0.20960379 0.209509784 -1.53465 0.28794586 0.000533432 0.3234 0.4991238 0.3154467
WDR1 BX648190_bp2868_R AGCTAAAAAGAGCCTCATGTGGCGTTGAAATCTCTTGAATTTCAACGCCACATGAGGCTCGG Hs.128548 9916 0.478125 0.75699896 0.195204587 -1.537775 0.30149761 0.000579544 0.183033333 0.50888135 0.558780359
WDR1 BX648190_bp2868_R AGCTAAAAAGAGCCTCATGTGGCGTTGAAATCTCTTGAATTTCAACGCCACATGAGGCTCGG Hs.128548 15292 0.239625 0.27022202 0.208904862 -1.1368 0.567066667 0.18274847 0.061267701
WDR1 BX648190_bp2953_R AGCTAAAAAGCCCCGCATGTCATCATTTCTTCTCTTGAAAGAAATGATGACATGCGGGGCGG Hs.128548 4538 -0.90785 0.26931524 0.002759178 -0.122575 0.48625539 0.629154562 -0.08506667 0.37907607 0.761585071
WDR1 BX648190_bp2953_R AGCTAAAAAGCCCCGCATGTCATCATTTCTTCTCTTGAAAGAAATGATGACATGCGGGGCGG Hs.128548 9914 -0.718525 0.24962921 0.006637152 -0.1654 0.36439117 0.443368428 -0.03756667 0.48149776 0.900743227
WDR1 BX648190_bp2953_R AGCTAAAAAGCCCCGCATGTCATCATTTCTTCTCTTGAAAGAAATGATGACATGCGGGGCGG Hs.128548 15290 -0.6149 0.82090686 0.13260366 0.018825 0.31640884 0.922328656 -0.20773333 0.3868812 0.47144133
WDR68 NM_005828_bp1056_R AGCTAAAAAGATCGCCATCTGCTACAACAATCTCTTGAATTGTTGTAGCAGATGGCGATCGG Hs.410596 2990 1.2321 0.28346065 0.000760541 0.054225 0.98755414 0.894064334
WDR68 NM_005828_bp1056_R AGCTAAAAAGATCGCCATCTGCTACAACAATCTCTTGAATTGTTGTAGCAGATGGCGATCGG Hs.410596 8366 1.531875 0.29216722 0.000290048 -0.144175 0.89228653 0.70344726
WDR68 NM_005828_bp1056_R AGCTAAAAAGATCGCCATCTGCTACAACAATCTCTTGAATTGTTGTAGCAGATGGCGATCGG Hs.410596 13742 1.174925 0.31886105 0.001206069 -0.150675 0.45193072 0.552968098
WDR68 NM_005828_bp390_R AGCTAAAAAGCTGGAGTGTTTGCTAAACAATCTCTTGAATTGTTTAGCAAACACTCCAGCGG Hs.410596 2988 0.834575 0.53597965 0.018820055 0.37175 0.80225437 0.30801889
WDR68 NM_005828_bp390_R AGCTAAAAAGCTGGAGTGTTTGCTAAACAATCTCTTGAATTGTTTAGCAAACACTCCAGCGG Hs.410596 8364 1.1557 0.11702481 0.000378347 0.311575 0.22617822 0.163873998
WDR68 NM_005828_bp390_R AGCTAAAAAGCTGGAGTGTTTGCTAAACAATCTCTTGAATTGTTTAGCAAACACTCCAGCGG Hs.410596 13740 1.106675 0.2193731 0.000817604 0.079875 0.61219528 0.785178257
WDR9 NM_033656_bp3571_R AGCTAAAAAGCTAGAGAAATTGCTCTATAATCTCTTGAATTATAGAGCAATTTCTCTAGCGG Hs.314338 4734 0.8980125 0.30106487 0.003549643 0.0712625 1.00373633 0.875471525
WDR9 NM_033656_bp3571_R AGCTAAAAAGCTAGAGAAATTGCTCTATAATCTCTTGAATTATAGAGCAATTTCTCTAGCGG Hs.314338 10110 0.7584125 0.35658763 0.010137527 -0.1135625 0.97842007 0.798751606
WDR9 NM_033656_bp3571_R AGCTAAAAAGCTAGAGAAATTGCTCTATAATCTCTTGAATTATAGAGCAATTTCTCTAGCGG Hs.314338 15486 0.7602875 0.40832537 0.013561099 0.0589375 1.19524969 0.9120912
WDR9 NM_033656_bp791_R AGCTAAAAAGGCCGCTTGTTATCTACATTATCTCTTGAATAATGTAGATAACAAGCGGCCGG Hs.314338 4730 -0.1883875 0.29726002 0.325774602 -0.5510125 0.54929679 0.092640855
WDR9 NM_033656_bp791_R AGCTAAAAAGGCCGCTTGTTATCTACATTATCTCTTGAATAATGTAGATAACAAGCGGCCGG Hs.314338 10106 -0.3122125 0.27239737 0.119944229 -0.6604875 0.55836095 0.058495695
WDR9 NM_033656_bp791_R AGCTAAAAAGGCCGCTTGTTATCTACATTATCTCTTGAATAATGTAGATAACAAGCGGCCGG Hs.314338 15482 -0.2491125 0.30781033 0.215401057 -0.5446375 0.5985961 0.112240116
WDR9 NM_033656_bp982_R AGCTAAAAAGGCCAAAGGCTCTCAAAGATATCTCTTGAATATCTTTGAGAGCCTTTGGCCGG Hs.314338 4732 -0.3608875 0.1934801 0.060297627 -0.2054125 0.31662905 0.317210715
WDR9 NM_033656_bp982_R AGCTAAAAAGGCCAAAGGCTCTCAAAGATATCTCTTGAATATCTTTGAGAGCCTTTGGCCGG Hs.314338 10108 -0.3319625 0.10222623 0.057443717 -0.2721625 0.3598436 0.228898215
WDR9 NM_033656_bp982_R AGCTAAAAAGGCCAAAGGCTCTCAAAGATATCTCTTGAATATCTTTGAGAGCCTTTGGCCGG Hs.314338 15484 -0.3802125 0.2118654 0.055443922 -0.1171625 0.419474 0.610829209
WEE1 NM_003390_bp1711_R AGCTAAAAAGCCCAAGAGTTTGCTCTCCAATCTCTTGAATTGGAGAGCAAACTCTTGGGCGG Hs.249441 1596 -0.1024 0.36293246 0.614500356 -0.3109125 0.23987259 0.119490101
WEE1 NM_003390_bp1711_R AGCTAAAAAGCCCAAGAGTTTGCTCTCCAATCTCTTGAATTGGAGAGCAAACTCTTGGGCGG Hs.249441 6972 -0.054775 0.34234447 0.779111946 -0.2859875 0.20172669 0.127189285
WEE1 NM_003390_bp1711_R AGCTAAAAAGCCCAAGAGTTTGCTCTCCAATCTCTTGAATTGGAGAGCAAACTCTTGGGCGG Hs.249441 12348 -0.229325 0.47163561 0.351921149 -0.2326625 0.14058368 0.1669064
WEE1 NM_003390_bp1824_R AGCTAAAAAGACAGACTCCTCAAGTGAATATCTCTTGAATATTCACTTGAGGAGTCTGTCGG Hs.249441 346 2.404033333 2.48090865 0.078554015 1.7350125 0.85516498 0.007200721 -0.1155 0.12910562 0.171520816 -0.493375 0.17370884 0.010811016
WEE1 NM_003390_bp1824_R AGCTAAAAAGACAGACTCCTCAAGTGAATATCTCTTGAATATTCACTTGAGGAGTCTGTCGG Hs.249441 5722 4.0474 0.01315219 0.00041839 2.1930125 0.39613808 0.000237747 0.0771 0.10823863 0.249475079 -0.156825 0.16176712 0.147871173
WEE1 NM_003390_bp1824_R AGCTAAAAAGACAGACTCCTCAAGTGAATATCTCTTGAATATTCACTTGAGGAGTCTGTCGG Hs.249441 11098 2.907633333 1.98392117 0.024229511 1.9876375 0.57871366 0.001120315 0.1114 0.09389228 0.098243147 -0.033075 0.04574658 0.243950749
WEE1 NM_003390_bp2286_R AGCTAAAAAGAAGTTTAGCTGATGCTATAATCTCTTGAATTATAGCATCAGCTAAACTTCGG Hs.249441 347 4.1888 1.4523375 1.33068098 0.053429633 -0.2784 -0.56435 0.16261055 0.006132622
WEE1 NM_003390_bp2286_R AGCTAAAAAGAAGTTTAGCTGATGCTATAATCTCTTGAATTATAGCATCAGCTAAACTTCGG Hs.249441 5723 4.4214 1.5326875 1.39748584 0.052279479 -0.34865 0.11558712 0.009131988 -0.444475 0.18598612 0.017408083
WEE1 NM_003390_bp2286_R AGCTAAAAAGAAGTTTAGCTGATGCTATAATCTCTTGAATTATAGCATCAGCTAAACTTCGG Hs.249441 11099 4.5389 1.5656875 1.22481227 0.033269193 -0.307875 0.19702266 0.052256881 -0.336325 0.24018291 0.067820593
WHSC1 NM_014919_bp1050_R AGCTAAAAAGCAGCTCTTGTGTCTAAGATCTCTCTTGAAGATCTTAGACACAAGAGCTGCGG Hs.113876 2958 0.722275 0.7739208 0.077395741 2.152625 1.26685061 0.004009405
WHSC1 NM_014919_bp1050_R AGCTAAAAAGCAGCTCTTGTGTCTAAGATCTCTCTTGAAGATCTTAGACACAAGAGCTGCGG Hs.113876 8334 0.449125 0.27597516 0.043751882 1.020375 0.21378303 0.001872875
WHSC1 NM_014919_bp1050_R AGCTAAAAAGCAGCTCTTGTGTCTAAGATCTCTCTTGAAGATCTTAGACACAAGAGCTGCGG Hs.113876 13710 0.809975 0.39133404 0.009579462 2.2317 0.7086598 0.000322581



WHSC1 NM_014919_bp2803_R AGCTAAAAAGCACCTCACTTATGGGAGTGTTCTCTTGAAACACTCCCATAAGTGAGGTGCGG Hs.113876 2956 0.13835 1.03212196 0.754900229 -0.35205 0.57636622 0.240729543
WHSC1 NM_014919_bp2803_R AGCTAAAAAGCACCTCACTTATGGGAGTGTTCTCTTGAAACACTCCCATAAGTGAGGTGCGG Hs.113876 8332 -0.087725 0.82423913 0.808815555 -0.432625 0.59806211 0.168107768
WHSC1 NM_014919_bp2803_R AGCTAAAAAGCACCTCACTTATGGGAGTGTTCTCTTGAAACACTCCCATAAGTGAGGTGCGG Hs.113876 13708 0.121325 1.02169279 0.782081787 -0.134225 0.80234895 0.701734382
WHSC1 NM_014919_bp897_R AGCTAAAAAGGGAAGCCTCTCTTTGAATCTTCTCTTGAAAGATTCAAAGAGAGGCTTCCCGG Hs.113876 2960 0.28025 0.67475529 0.379932006 0.18055 1.59885349 0.769519697
WHSC1 NM_014919_bp897_R AGCTAAAAAGGGAAGCCTCTCTTTGAATCTTCTCTTGAAAGATTCAAAGAGAGGCTTCCCGG Hs.113876 8336 0.2336 0.59069996 0.414131488 0.00235 1.33984015 0.996425336
WHSC1 NM_014919_bp897_R AGCTAAAAAGGGAAGCCTCTCTTTGAATCTTCTCTTGAAAGATTCAAAGAGAGGCTTCCCGG Hs.113876 13712 0.267225 0.64684042 0.38605738 0.112475 1.52550446 0.848647202
WHSC1L1 NM_023034_bp1366_R AGCTAAAAAGGTGGCCTTGTATGGTTTCAATCTCTTGAATTGAAACCATACAAGGCCACCGG Hs.32099 3073 -0.16395 0.36252748 0.429167491 -0.30795 0.2224966 0.167132109
WHSC1L1 NM_023034_bp1366_R AGCTAAAAAGGTGGCCTTGTATGGTTTCAATCTCTTGAATTGAAACCATACAAGGCCACCGG Hs.32099 8449 0.00725 0.6668948 0.980919706 -0.6527 0.94591583 0.17215859
WHSC1L1 NM_023034_bp1366_R AGCTAAAAAGGTGGCCTTGTATGGTTTCAATCTCTTGAATTGAAACCATACAAGGCCACCGG Hs.32099 13825 0.01935 0.40159702 0.927427769 -1.071975 0.36212519 0.002703059
WHSC1L1 NM_023034_bp2422_R AGCTAAAAAGCGCCTCAACTGATGTAGAAATCTCTTGAATTTCTACATCAGTTGAGGCGCGG Hs.32099 3070 -0.6308 0.12666068 0.006002234 0.3556 0.37949812 0.162841169
WHSC1L1 NM_023034_bp2422_R AGCTAAAAAGCGCCTCAACTGATGTAGAAATCTCTTGAATTTCTACATCAGTTGAGGCGCGG Hs.32099 8446 -0.8692 0.32909658 0.004883362 0.377425 0.65015233 0.241192909
WHSC1L1 NM_023034_bp2422_R AGCTAAAAAGCGCCTCAACTGATGTAGAAATCTCTTGAATTTCTACATCAGTTGAGGCGCGG Hs.32099 13822 -0.593175 0.45343278 0.041507359 0.520475 0.6354875 0.118645285
WHSC1L1 NM_023034_bp2958_R AGCTAAAAAGGCCGCATGATGAGATGTTTATCTCTTGAATAAACATCTCATCATGCGGCCGG Hs.32099 3072 -1.074675 0.26232234 0.001237501 -0.003175 1.3627531 0.995241452 -0.398625 0.1735103 0.01937118 -0.449725 0.30983471 0.062350047
WHSC1L1 NM_023034_bp2958_R AGCTAAAAAGGCCGCATGATGAGATGTTTATCTCTTGAATAAACATCTCATCATGCGGCCGG Hs.32099 8448 -1.0466 0.27468678 0.001514956 -0.0215 1.39297783 0.968401708 0.1741 0.20797739 0.1926808 0.170333333 0.30934177 0.440878544
WHSC1L1 NM_023034_bp2958_R AGCTAAAAAGGCCGCATGATGAGATGTTTATCTCTTGAATAAACATCTCATCATGCGGCCGG Hs.32099 13824 -1.03155 0.26125856 0.001480342 0.007075 1.33534219 0.989206761 0.207475 0.14746044 0.067071713 0.098125 0.43923919 0.685307936
WNK1 NM_018979_bp1508_R AGCTAAAAAGGCTACGTATTGAAGATATTATCTCTTGAATAATATCTTCAATACGTAGCCGG Hs.504432 1814 0.5553
WNK1 NM_018979_bp1508_R AGCTAAAAAGGCTACGTATTGAAGATATTATCTCTTGAATAATATCTTCAATACGTAGCCGG Hs.504432 7190 0.6741
WNK1 NM_018979_bp1508_R AGCTAAAAAGGCTACGTATTGAAGATATTATCTCTTGAATAATATCTTCAATACGTAGCCGG Hs.504432 12566 0.6662
WNK1 NM_018979_bp3988_R AGCTAAAAAGGACCAACATTTCCAGTAGTATCTCTTGAATACTACTGGAAATGTTGGTCCGG Hs.504432 1816 -0.2946
WNK1 NM_018979_bp3988_R AGCTAAAAAGGACCAACATTTCCAGTAGTATCTCTTGAATACTACTGGAAATGTTGGTCCGG Hs.504432 7192 0.0244
WNK1 NM_018979_bp3988_R AGCTAAAAAGGACCAACATTTCCAGTAGTATCTCTTGAATACTACTGGAAATGTTGGTCCGG Hs.504432 12568 0.0821
WNK1 NM_018979_bp5863_R AGCTAAAAAGTGGGTCGTTTCTCTGTATCATCTCTTGAATGATACAGAGAAACGACCCACGG Hs.504432 1818 7.5779 2.00826995 0.000802568 3.7123 3.98146176 0.077778384
WNK1 NM_018979_bp5863_R AGCTAAAAAGTGGGTCGTTTCTCTGTATCATCTCTTGAATGATACAGAGAAACGACCCACGG Hs.504432 7194 7.311066667 2.43188332 0.001866703 3.161175 2.86704113 0.048632897
WNK1 NM_018979_bp5863_R AGCTAAAAAGTGGGTCGTTTCTCTGTATCATCTCTTGAATGATACAGAGAAACGACCCACGG Hs.504432 12570 7.567433333 1.44965153 0.000242959 2.9577 1.83833723 0.014228094
WNK2 NM_006648_bp1314_R AGCTAAAAAGGAGGAAAGGTACGAGATCAATCTCTTGAATTGATCTCGTACCTTTCCTCCGG Hs.522291 539 1.13225 4.06389765 0.504748445 -1.658 3.66759515 0.368958452
WNK2 NM_006648_bp1314_R AGCTAAAAAGGAGGAAAGGTACGAGATCAATCTCTTGAATTGATCTCGTACCTTTCCTCCGG Hs.522291 5915 0.8819 4.38065289 0.625764156 -2.611633333 2.86228878 0.117042752
WNK2 NM_006648_bp1314_R AGCTAAAAAGGAGGAAAGGTACGAGATCAATCTCTTGAATTGATCTCGTACCTTTCCTCCGG Hs.522291 11291 0.91185 4.71463604 0.638943379 -2.7877 3.67758577 0.169451602
WNK2 NM_006648_bp3685_R AGCTAAAAAGCCACGTATATGGTGGAGCATTCTCTTGAAATGCTCCACCATATACGTGGCGG Hs.522291 1871 -0.15595 0.85234996 0.677932491 2.7146 0.11016724 0.003632033
WNK2 NM_006648_bp3685_R AGCTAAAAAGCCACGTATATGGTGGAGCATTCTCTTGAAATGCTCCACCATATACGTGGCGG Hs.522291 7247 -0.19155 1.06534208 0.675788922 2.4435 0.92776509 0.00750626
WNK2 NM_006648_bp3685_R AGCTAAAAAGCCACGTATATGGTGGAGCATTCTCTTGAAATGCTCCACCATATACGTGGCGG Hs.522291 12623 -0.227 0.91671968 0.573602555 2.341133333 1.04099064 0.011784107
WNK2 NM_006648_bp6146_R AGCTAAAAAGAGTGACCTATAAGTCTAGTATCTCTTGAATACTAGACTTATAGGTCACTCGG Hs.522291 1897 1.5381 0.60288296 0.00217539 -2.612066667 3.53470577 0.177876964
WNK2 NM_006648_bp6146_R AGCTAAAAAGAGTGACCTATAAGTCTAGTATCTCTTGAATACTAGACTTATAGGTCACTCGG Hs.522291 7273 2.081925 1.07130759 0.004854406 -2.837133333 3.29909182 0.132156291
WNK2 NM_006648_bp6146_R AGCTAAAAAGAGTGACCTATAAGTCTAGTATCTCTTGAATACTAGACTTATAGGTCACTCGG Hs.522291 12649 2.09485 1.01200485 0.003790946 -2.6696 3.15727463 0.137055733
WNK3 NM_020922_bp1717_R AGCTAAAAAGCTGCATCAGTTATACATTCATCTCTTGAATGAATGTATAACTGATGCAGCGG Hs.92423 659 0.994375 0.31999063 0.002571674 -0.210833333 0.20677583 0.341011305
WNK3 NM_020922_bp1717_R AGCTAAAAAGCTGCATCAGTTATACATTCATCTCTTGAATGAATGTATAACTGATGCAGCGG Hs.92423 6035 1.00625 0.24457628 0.001485987 -0.1663 0.41361345 0.473132595
WNK3 NM_020922_bp1717_R AGCTAAAAAGCTGCATCAGTTATACATTCATCTCTTGAATGAATGTATAACTGATGCAGCGG Hs.92423 11411 0.209225 1.80087355 0.779525044 -0.330966667 0.15468143 0.153275011
WNK3 NM_020922_bp2610_R AGCTAAAAAGTGGCGATTCTGTATCAATCATCTCTTGAATGATTGATACAGAATCGCCACGG Hs.92423 1862 1.0113 1.31722783 0.146066455 -0.429 1.02556535 0.427387461
WNK3 NM_020922_bp2610_R AGCTAAAAAGTGGCGATTCTGTATCAATCATCTCTTGAATGATTGATACAGAATCGCCACGG Hs.92423 7238 1.74375 2.12379522 0.146444541 -0.393433333 1.15708825 0.506586929
WNK3 NM_020922_bp2610_R AGCTAAAAAGTGGCGATTCTGTATCAATCATCTCTTGAATGATTGATACAGAATCGCCACGG Hs.92423 12614 -0.6022 -0.937 0.8483488 0.092266518
WNK3 NM_020922_bp5208_R AGCTAAAAAGCCTCACGTTTGTCAGTATAATCTCTTGAATTATACTGACAAACGTGAGGCGG Hs.92423 12616 1.43375 0.78650582 0.007386743 0.097925 0.30255022 0.609680625
WNK3 NM_020922_bp5208_R AGCTAAAAAGCCTCACGTTTGTCAGTATAATCTCTTGAATTATACTGACAAACGTGAGGCGG Hs.92423 1864 0.874933333 0.16535629 0.00818889 -0.1567 0.55969317 0.629517743
WNK3 NM_020922_bp5208_R AGCTAAAAAGCCTCACGTTTGTCAGTATAATCTCTTGAATTATACTGACAAACGTGAGGCGG Hs.92423 7240 2.10425 2.27050879 0.063700121 -0.162966667 0.66688755 0.657014177
WNK4 NM_032387_bp2118_R AGCTAAAAAGATGGTGACCTTCCGATTTGATCTCTTGAATCAAATCGGAAGGTCACCATCGG Hs.105448 748 -0.35275 0.43727127 0.158217389 -0.195875 0.20291263 0.263469647
WNK4 NM_032387_bp2118_R AGCTAAAAAGATGGTGACCTTCCGATTTGATCTCTTGAATCAAATCGGAAGGTCACCATCGG Hs.105448 6124 -0.228875 0.32314957 0.258920632 0.023775 0.21678068 0.885821222
WNK4 NM_032387_bp2118_R AGCTAAAAAGATGGTGACCTTCCGATTTGATCTCTTGAATCAAATCGGAAGGTCACCATCGG Hs.105448 11500 -0.2311 0.82468989 0.531541989 0.09135 0.2789411 0.620750773
WNK4 NM_032387_bp2167_R AGCTAAAAAGCAGCTGCCATGGTATATAACTCTCTTGAAGTTATATACCATGGCAGCTGCGG Hs.105448 749 0.0505 0.87185563 0.894216377 -0.0832 0.4576122 0.730678419
WNK4 NM_032387_bp2167_R AGCTAAAAAGCAGCTGCCATGGTATATAACTCTCTTGAAGTTATATACCATGGCAGCTGCGG Hs.105448 6125 0.1666 0.8877441 0.668688836 0.166875 0.50744664 0.527824807
WNK4 NM_032387_bp2167_R AGCTAAAAAGCAGCTGCCATGGTATATAACTCTCTTGAAGTTATATACCATGGCAGCTGCGG Hs.105448 11501 0.1922 0.98741838 0.653569989 0.14215 0.47686972 0.572252177
WNK4 NM_032387_bp532_R AGCTAAAAAGGCCGATACCTCAAGTTTGACTCTCTTGAAGTCAAACTTGAGGTATCGGCCGG Hs.105448 750 -0.6948 0.34984075 0.013739906 -0.536525 0.51364654 0.0873306
WNK4 NM_032387_bp532_R AGCTAAAAAGGCCGATACCTCAAGTTTGACTCTCTTGAAGTCAAACTTGAGGTATCGGCCGG Hs.105448 6126 -0.1233 0.32679714 0.594425186 0.051533333 0.61893879 0.880437661
WNK4 NM_032387_bp532_R AGCTAAAAAGGCCGATACCTCAAGTTTGACTCTCTTGAAGTCAAACTTGAGGTATCGGCCGG Hs.105448 11502 -0.0918 0.32018377 0.629906388 0.319366667 0.54202246 0.341826939
WNT1 NM_005430_bp1083_R AGCTAAAAAGCCCAACTTCTGCACGTACAGTCTCTTGAACTGTACGTGCAGAAGTTGGGCGG Hs.248164 988 -0.7446625 0.10470351 0.002699055 -0.4939375 0.61812641 0.129658194
WNT1 NM_005430_bp1083_R AGCTAAAAAGCCCAACTTCTGCACGTACAGTCTCTTGAACTGTACGTGCAGAAGTTGGGCGG Hs.248164 6364 -0.7206625 0.11658769 0.003262996 -0.4492125 0.57610164 0.147489615
WNT1 NM_005430_bp1083_R AGCTAAAAAGCCCAACTTCTGCACGTACAGTCTCTTGAACTGTACGTGCAGAAGTTGGGCGG Hs.248164 11740 -0.7063875 0.1451574 0.004032375 -0.3824625 0.56510274 0.202650626
WNT1 NM_005430_bp2021_R AGCTAAAAAGCCACGAGTTTGGATGTTGTATCTCTTGAATACAACATCCAAACTCGTGGCGG Hs.248164 2041 0.0913875 0.61220033 0.74849382 -0.6197125 1.69291899 0.356163826
WNT1 NM_005430_bp2021_R AGCTAAAAAGCCACGAGTTTGGATGTTGTATCTCTTGAATACAACATCCAAACTCGTGGCGG Hs.248164 7417 0.0175875 0.53015728 0.944961247 -0.6875375 1.75739922 0.32514146
WNT1 NM_005430_bp2021_R AGCTAAAAAGCCACGAGTTTGGATGTTGTATCTCTTGAATACAACATCCAAACTCGTGGCGG Hs.248164 12793 0.0103625 0.59308367 0.970123381 -0.6609125 1.73081527 0.33648979
WNT1 NM_005430_bp570_R AGCTAAAAAGGCGTTTATCTTCGCTATCACTCTCTTGAAGTGATAGCGAAGATAAACGCCGG Hs.248164 987 -1.0194375 0.10119843 0.000639029 -0.1013375 0.59594522 0.725954068
WNT1 NM_005430_bp570_R AGCTAAAAAGGCGTTTATCTTCGCTATCACTCTCTTGAAGTGATAGCGAAGATAAACGCCGG Hs.248164 6363 -0.8538625 0.37900256 0.007179169 0.0935375 1.07295797 0.830018514
WNT1 NM_005430_bp570_R AGCTAAAAAGGCGTTTATCTTCGCTATCACTCTCTTGAAGTGATAGCGAAGATAAACGCCGG Hs.248164 11739 -0.9978625 0.3340871 0.002778444 0.3030375 0.67475041 0.347191411
XK Z32684_bp1166_R AGCTAAAAAGCCATTCTCTTCATGCTTGTATCTCTTGAATACAAGCATGAAGAGAATGGCGG Hs.78919 4909 0.6563375 0.46998737 0.032040033 1.3012625 0.27562624 0.000991426 0.511275 0.22970718 0.02109485 0.178875 0.20031424 0.172087696
XK Z32684_bp1166_R AGCTAAAAAGCCATTCTCTTCATGCTTGTATCTCTTGAATACAAGCATGAAGAGAATGGCGG Hs.78919 10285 0.85995 0.11525234 0.007626827 1.1565125 0.21404082 0.001096375 0.51555 0.31168025 0.045453417 0.256 0.21549015 0.097973019
XK Z32684_bp1166_R AGCTAAAAAGCCATTCTCTTCATGCTTGTATCTCTTGAATACAAGCATGAAGAGAATGGCGG Hs.78919 15661 0.85475 0.10206803 0.007575381 1.2890875 0.33443136 0.001522238 0.476575 0.24130709 0.028945443 0.222975 0.21811057 0.133454183
XK Z32684_bp694_R AGCTAAAAAGCCTCTGGCCTATGTCTGTATTCTCTTGAAATACAGACATAGGCCAGAGGCGG Hs.78919 4907 -0.73665 0.90446028 0.190204275 -0.1028 0.033066667 0.17626016 0.776070808 -0.282975 0.53639608 0.368841343
XK Z32684_bp694_R AGCTAAAAAGCCTCTGGCCTATGTCTGTATTCTCTTGAAATACAGACATAGGCCAGAGGCGG Hs.78919 15659 -0.510066667 0.65502799 0.18017191 0.03615 0.06286179 0.894418148 0.07995 0.42999163 0.836306317 -0.10205 0.48184424 0.700406205
XK Z32684_bp694_R AGCTAAAAAGCCTCTGGCCTATGTCTGTATTCTCTTGAAATACAGACATAGGCCAGAGGCGG Hs.78919 10283 -0.0585 -0.1088 0.013066667 0.27737342 0.942399804 -0.090225 0.39958485 0.682211177
XK Z32684_bp789_R AGCTAAAAAGGGTGGTGGTTATAATACTCATCTCTTGAATGAGTATTATAACCACCACCCGG Hs.78919 4911 0.7786625 0.24461599 0.004594971 0.2607125 0.16688858 0.140577058 1.04015 0.22620153 0.002718919 0.840225 0.22799284 0.005162997
XK Z32684_bp789_R AGCTAAAAAGGGTGGTGGTTATAATACTCATCTCTTGAATGAGTATTATAACCACCACCCGG Hs.78919 10287 0.7162875 0.18958064 0.004765371 0.2094375 0.19845208 0.233826103 0.978175 0.21134702 0.002667886 0.924125 0.2196128 0.003519789
XK Z32684_bp789_R AGCTAAAAAGGGTGGTGGTTATAATACTCATCTCTTGAATGAGTATTATAACCACCACCCGG Hs.78919 15663 0.7229375 0.16196302 0.003961728 0.2783125 0.27181285 0.169438958 1.0164 0.27607225 0.005177795 0.94345 0.2355059 0.004058776
YES1 NM_005433_bp1205_R AGCTAAAAAGCTGCTAATATTCTTGTAGGATCTCTTGAATCCTACAAGAATATTAGCAGCGG Hs.194148 1671 -1.183775 0.3151588 0.001136306 -2.244033333 3.92058945 0.271173525
YES1 NM_005433_bp1205_R AGCTAAAAAGCTGCTAATATTCTTGTAGGATCTCTTGAATCCTACAAGAATATTAGCAGCGG Hs.194148 7047 -1.284775 0.2275159 0.000428886 -2.5247 4.31043829 0.261731112
YES1 NM_005433_bp1205_R AGCTAAAAAGCTGCTAATATTCTTGTAGGATCTCTTGAATCCTACAAGAATATTAGCAGCGG Hs.194148 12423 -1.280225 0.8866509 0.017310312 -3.097566667 4.08127816 0.168721668
YES1 NM_005433_bp1345_R AGCTAAAAAGTATGGTCGGTTTACAATAAATCTCTTGAATTTATTGTAAACCGACCATACGG Hs.194148 415 -0.210475 0.49856159 0.406038488 0.654733333 0.8263477 0.185723206
YES1 NM_005433_bp1345_R AGCTAAAAAGTATGGTCGGTTTACAATAAATCTCTTGAATTTATTGTAAACCGACCATACGG Hs.194148 5791 -0.484775 0.42273315 0.067402089 0.488066667 0.8718766 0.314788532
YES1 NM_005433_bp1345_R AGCTAAAAAGTATGGTCGGTTTACAATAAATCTCTTGAATTTATTGTAAACCGACCATACGG Hs.194148 11167 -0.523325 0.38934672 0.046012521 0.4539 0.8138527 0.321304528
YES1 NM_005433_bp352_R AGCTAAAAAGGGTGAAAGATTTCAAATAATTCTCTTGAAATTATTTGAAATCTTTCACCCGG Hs.194148 7049 6.2675
YES1 NM_005433_bp352_R AGCTAAAAAGGGTGAAAGATTTCAAATAATTCTCTTGAAATTATTTGAAATCTTTCACCCGG Hs.194148 12425 5.2095 -4.274
YWHAB NM_003404_bp558_R AGCTAAAAAGCAGGACATCTGCAATGATGTTCTCTTGAAACATCATTGCAGATGTCCTGCGG Hs.592135 2930 1.25205 0.97597658 0.02559993 1.07205 0.30423489 0.002085767
YWHAB NM_003404_bp558_R AGCTAAAAAGCAGGACATCTGCAATGATGTTCTCTTGAAACATCATTGCAGATGTCCTGCGG Hs.592135 8306 1.2603 0.95422847 0.023272694 1.103775 0.32584663 0.001978269
YWHAB NM_003404_bp558_R AGCTAAAAAGCAGGACATCTGCAATGATGTTCTCTTGAAACATCATTGCAGATGTCCTGCGG Hs.592135 13682 1.30195 1.00057908 0.02411785 1.104975 0.31433212 0.001868773
YWHAB NM_003404_bp793_R AGCTAAAAAGGTCTGGCACTAAATTTCTCATCTCTTGAATGAGAAATTTAGTGCCAGACCGG Hs.592135 2932 0.177575 0.31069976 0.360464146 -0.321325 0.93372625 0.42270266
YWHAB NM_003404_bp793_R AGCTAAAAAGGTCTGGCACTAAATTTCTCATCTCTTGAATGAGAAATTTAGTGCCAGACCGG Hs.592135 8308 0.14395 0.38074569 0.495482128 -0.07865 0.80709805 0.822430697
YWHAB NM_003404_bp793_R AGCTAAAAAGGTCTGGCACTAAATTTCTCATCTCTTGAATGAGAAATTTAGTGCCAGACCGG Hs.592135 13684 -0.037025 0.40409341 0.862308523 -0.12205 0.70757808 0.704323784
YWHAB NM_003404_bp906_R AGCTAAAAAGAATGAAGAGTCTTATAAAGATCTCTTGAATCTTTATAAGACTCTTCATTCGG Hs.592135 2934 -0.076925 0.62746701 0.790815476 -0.791 0.85930049 0.064630975
YWHAB NM_003404_bp906_R AGCTAAAAAGAATGAAGAGTCTTATAAAGATCTCTTGAATCTTTATAAGACTCTTCATTCGG Hs.592135 8310 -0.0334 0.6457531 0.910064343 -0.72675 0.88587356 0.088875117
YWHAB NM_003404_bp906_R AGCTAAAAAGAATGAAGAGTCTTATAAAGATCTCTTGAATCTTTATAAGACTCTTCATTCGG Hs.592135 13686 -0.034375 0.62723405 0.905333211 -0.7566 0.85493847 0.073206857
YWHAE NM_006761_bp161_R AGCTAAAAAGGCTGAGCGATACGACGAAATTCTCTTGAAATTTCGTCGTATCGCTCAGCCGG Hs.513851 2936 1.81305 0.62714212 0.001188268 0.465925 0.85444397 0.23056272
YWHAE NM_006761_bp161_R AGCTAAAAAGGCTGAGCGATACGACGAAATTCTCTTGAAATTTCGTCGTATCGCTCAGCCGG Hs.513851 8312 1.80445 0.40960691 0.000305372 0.6237 1.00414673 0.165388732
YWHAE NM_006761_bp161_R AGCTAAAAAGGCTGAGCGATACGACGAAATTCTCTTGAAATTTCGTCGTATCGCTCAGCCGG Hs.513851 13688 1.958425 0.51476903 0.000420034 0.662275 1.02463683 0.149989618
YWHAE NM_006761_bp219_R AGCTAAAAAGAGCTGACAGTTGAAGAAAGATCTCTTGAATCTTTCTTCAACTGTCAGCTCGG Hs.513851 2938 0.304175 0.59114908 0.298951348 1.0605 1.40420422 0.089045488
YWHAE NM_006761_bp219_R AGCTAAAAAGAGCTGACAGTTGAAGAAAGATCTCTTGAATCTTTCTTCAACTGTCAGCTCGG Hs.513851 8314 0.34005 0.59296742 0.252760292 1.021275 1.33810546 0.087897699
YWHAE NM_006761_bp219_R AGCTAAAAAGAGCTGACAGTTGAAGAAAGATCTCTTGAATCTTTCTTCAACTGTCAGCTCGG Hs.513851 13690 0.358 0.59193477 0.231253021 1.10545 1.39936397 0.078325605
YWHAE NM_006761_bp549_R AGCTAAAAAGAGAACAGCCTAGTGGCTTATTCTCTTGAAATAAGCCACTAGGCTGTTCTCGG Hs.513851 2940 2.9385 1.17423742 0.004343053 -0.25275 1.33664395 0.675345379
YWHAE NM_006761_bp549_R AGCTAAAAAGAGAACAGCCTAGTGGCTTATTCTCTTGAAATAAGCCACTAGGCTGTTCTCGG Hs.513851 8316 2.471275 0.88327172 0.001057682 0.1374 0.48696276 0.599756348
YWHAE NM_006761_bp549_R AGCTAAAAAGAGAACAGCCTAGTGGCTTATTCTCTTGAAATAAGCCACTAGGCTGTTCTCGG Hs.513851 13692 2.4358 0.76303899 0.000632658 0.093225 0.91963793 0.809164988
YWHAG NM_012479_bp2871_R AGCTAAAAAGGTGGGGCTTTCCCTAATTTATCTCTTGAATAAATTAGGGAAAGCCCCACCGG Hs.520974 2946 -0.81905 0.16030081 0.002275996 0.004575 0.48841254 0.985909517
YWHAG NM_012479_bp2871_R AGCTAAAAAGGTGGGGCTTTCCCTAATTTATCTCTTGAATAAATTAGGGAAAGCCCCACCGG Hs.520974 8322 -0.81925 0.13001776 0.001962384 0.029125 0.49718289 0.91128675
YWHAG NM_012479_bp2871_R AGCTAAAAAGGTGGGGCTTTCCCTAATTTATCTCTTGAATAAATTAGGGAAAGCCCCACCGG Hs.520974 13698 -0.829725 0.14106732 0.001951818 0.03305 0.52909625 0.902465019
YWHAG NM_012479_bp500_R AGCTAAAAAGCTGGATAACTACCTGATCAATCTCTTGAATTGATCAGGTAGTTATCCAGCGG Hs.520974 2942 -2.2731 0.10907731 1.37E-05 -0.49995 0.11611068 0.034748874
YWHAG NM_012479_bp500_R AGCTAAAAAGCTGGATAACTACCTGATCAATCTCTTGAATTGATCAGGTAGTTATCCAGCGG Hs.520974 8318 -2.19065 0.06206784 1.39E-05 -0.422575 0.16590926 0.066444278
YWHAG NM_012479_bp500_R AGCTAAAAAGCTGGATAACTACCTGATCAATCTCTTGAATTGATCAGGTAGTTATCCAGCGG Hs.520974 13694 -1.874875 0.10010636 3.40E-05 -0.2053 0.15534278 0.316683029
YWHAG NM_012479_bp660_R AGCTAAAAAGCCCACGAGATCAGCAAAGAGTCTCTTGAACTCTTTGCTGATCTCGTGGGCGG Hs.520974 2944 0.4297 0.76531783 0.24063069 -0.5265 0.89597797 0.240279339
YWHAG NM_012479_bp660_R AGCTAAAAAGCCCACGAGATCAGCAAAGAGTCTCTTGAACTCTTTGCTGATCTCGTGGGCGG Hs.520974 8320 0.160725 0.39381996 0.457542894 -0.4498 0.5732695 0.14612145
YWHAG NM_012479_bp660_R AGCTAAAAAGCCCACGAGATCAGCAAAGAGTCTCTTGAACTCTTTGCTGATCTCGTGGGCGG Hs.520974 13696 0.216925 0.34730354 0.29697335 -0.679225 0.49263537 0.034118838
YWHAH NM_003405_bp376_R AGCTAAAAAGGAGGGTCATTAGCAGCATTGTCTCTTGAACAATGCTGCTAATGACCCTCCGG Hs.226755 2950 3.539375 2.57796313 0.016811659 -1.077425 0.64281393 0.009453419
YWHAH NM_003405_bp376_R AGCTAAAAAGGAGGGTCATTAGCAGCATTGTCTCTTGAACAATGCTGCTAATGACCCTCCGG Hs.226755 8326 2.8985 1.27700987 0.002334841 -1.047 0.62269777 0.009859624
YWHAH NM_003405_bp376_R AGCTAAAAAGGAGGGTCATTAGCAGCATTGTCTCTTGAACAATGCTGCTAATGACCCTCCGG Hs.226755 13702 2.8958 1.10039564 0.001261096 -1.052275 0.60984864 0.009127812
YWHAH NM_003405_bp476_R AGCTAAAAAGGAGACAGTTTGCAATGATGTTCTCTTGAAACATCATTGCAAACTGTCTCCGG Hs.226755 2952 2.379975 1.56741651 0.012046914 0.646175 0.34704409 0.02447317
YWHAH NM_003405_bp476_R AGCTAAAAAGGAGACAGTTTGCAATGATGTTCTCTTGAAACATCATTGCAAACTGTCTCCGG Hs.226755 8328 2.605425 1.80276994 0.014290168 0.631475 0.29375091 0.02231841
YWHAH NM_003405_bp476_R AGCTAAAAAGGAGACAGTTTGCAATGATGTTCTCTTGAAACATCATTGCAAACTGTCTCCGG Hs.226755 13704 2.22745 1.95168272 0.033308685 1.065975 0.84966833 0.021813776
YWHAH NM_003405_bp774_R AGCTAAAAAGCCTGCCTCTTAGCCAAACAATCTCTTGAATTGTTTGGCTAAGAGGCAGGCGG Hs.226755 2948 0.099175 0.40191528 0.644473328 -0.260825 0.96446486 0.521352147
YWHAH NM_003405_bp774_R AGCTAAAAAGCCTGCCTCTTAGCCAAACAATCTCTTGAATTGTTTGGCTAAGAGGCAGGCGG Hs.226755 8324 0.152175 0.51977968 0.552234877 -0.1727 1.2469873 0.727501669
YWHAH NM_003405_bp774_R AGCTAAAAAGCCTGCCTCTTAGCCAAACAATCTCTTGAATTGTTTGGCTAAGAGGCAGGCGG Hs.226755 13700 0.2451 0.4363288 0.300896505 -0.092425 0.84407335 0.798585284
YWHAQ NM_006826_bp296_R AGCTAAAAAGAGGGTCATCTCTAGCATCGATCTCTTGAATCGATGCTAGAGATGACCCTCGG Hs.74405 2980 -0.394525 0.63886444 0.216079553 0.863733333 0.13570443 0.013413066
YWHAQ NM_006826_bp296_R AGCTAAAAAGAGGGTCATCTCTAGCATCGATCTCTTGAATCGATGCTAGAGATGACCCTCGG Hs.74405 8356 -0.40665 0.63561279 0.202840962 0.7033 0.27221433 0.035678891
YWHAQ NM_006826_bp296_R AGCTAAAAAGAGGGTCATCTCTAGCATCGATCTCTTGAATCGATGCTAGAGATGACCCTCGG Hs.74405 13732 -0.37045 0.63742561 0.240516436 0.743766667 0.13180536 0.02342824
YWHAQ NM_006826_bp407_R AGCTAAAAAGGTGCTGGAATTGTTGGATAATCTCTTGAATTATCCAACAATTCCAGCACCGG Hs.74405 2978 -0.567375 0.42961373 0.042900848 -0.2437 0.81395456 0.497287855
YWHAQ NM_006826_bp407_R AGCTAAAAAGGTGCTGGAATTGTTGGATAATCTCTTGAATTATCCAACAATTCCAGCACCGG Hs.74405 8354 -0.3733 0.42937447 0.136100094 -0.34165 0.58496629 0.256893927
YWHAQ NM_006826_bp407_R AGCTAAAAAGGTGCTGGAATTGTTGGATAATCTCTTGAATTATCCAACAATTCCAGCACCGG Hs.74405 13730 -0.612775 0.50351926 0.046861178 -0.34635 0.64414667 0.275390101
YWHAZ NM_145690_bp193_R AGCTAAAAAGCAGCCTGCATGAAGTCTGTATCTCTTGAATACAGACTTCATGCAGGCTGCGG Hs.492407 2984 0.52895 0.41684697 0.050524163 -0.73165 0.40468672 0.018471915
YWHAZ NM_145690_bp193_R AGCTAAAAAGCAGCCTGCATGAAGTCTGTATCTCTTGAATACAGACTTCATGCAGGCTGCGG Hs.492407 8360 0.723575 0.61515063 0.044075873 -0.700525 0.2940993 0.014635172
YWHAZ NM_145690_bp193_R AGCTAAAAAGCAGCCTGCATGAAGTCTGTATCTCTTGAATACAGACTTCATGCAGGCTGCGG Hs.492407 13736 0.7218 0.6308026 0.047270407 -0.6874 0.37323399 0.021087555
YWHAZ NM_145690_bp303_R AGCTAAAAAGAGGGTCGTCTCAAGTATTGATCTCTTGAATCAATACTTGAGACGACCCTCGG Hs.492407 2982 0.120825 0.15487075 0.435139363 1.006 0.38054513 0.00401685
YWHAZ NM_145690_bp303_R AGCTAAAAAGAGGGTCGTCTCAAGTATTGATCTCTTGAATCAATACTTGAGACGACCCTCGG Hs.492407 8358 0.410625 0.40540854 0.099122248 0.8382 0.34497818 0.008110434
YWHAZ NM_145690_bp303_R AGCTAAAAAGAGGGTCGTCTCAAGTATTGATCTCTTGAATCAATACTTGAGACGACCCTCGG Hs.492407 13734 0.075925 0.16226621 0.619891071 1.219975 0.46569215 0.002313118
YWHAZ NM_145690_bp637_R AGCTAAAAAGCCCTTAACTTCTCTGTGTTCTCTCTTGAAGAACACAGAGAAGTTAAGGGCGG Hs.492407 2986 -0.41445 0.37014626 0.084231643 1.254675 0.88237484 0.012484544
YWHAZ NM_145690_bp637_R AGCTAAAAAGCCCTTAACTTCTCTGTGTTCTCTCTTGAAGAACACAGAGAAGTTAAGGGCGG Hs.492407 8362 -0.24965 0.54396101 0.35824459 0.956625 1.33806742 0.105148631
YWHAZ NM_145690_bp637_R AGCTAAAAAGCCCTTAACTTCTCTGTGTTCTCTCTTGAAGAACACAGAGAAGTTAAGGGCGG Hs.492407 13738 -0.7685 0.31522042 0.007485408 0.55195 1.34673523 0.316433179
YY1 BX647456_bp1529_R AGCTAAAAAGCCTGCTGATTCTAGACTATATCTCTTGAATATAGTCTAGAATCAGCAGGCGG Hs.388927 4722 -0.7580625 0.48821668 0.021076885 -0.0930875 0.16260876 0.552495935 0.125275 0.16091839 0.217338652 0.226275 0.7130104 0.570718073
YY1 BX647456_bp1529_R AGCTAAAAAGCCTGCTGATTCTAGACTATATCTCTTGAATATAGTCTAGAATCAGCAGGCGG Hs.388927 10098 -0.7300375 0.479451 0.023111068 -0.0518125 0.29857028 0.783375707 0.109825 0.15008805 0.239536626 0.28585 0.70985002 0.479518205
YY1 BX647456_bp1529_R AGCTAAAAAGCCTGCTGATTCTAGACTATATCTCTTGAATATAGTCTAGAATCAGCAGGCGG Hs.388927 15474 -0.4992375 0.52149618 0.091422078 -0.3334125 3.213792 0.811527297 0.1135 0.11416506 0.140909571 0.521725 0.69857111 0.232103497
YY1 BX647456_bp1781_R AGCTAAAAAGCCCCTTCGATGGTTGTAATATCTCTTGAATATTACAACCATCGAAGGGGCGG Hs.388927 4720 -0.1571125 0.18167156 0.334399241 -0.6103625 0.73099059 0.125804105 -0.1778 0.61760909 0.605123524 0.08935 0.48381549 0.736393163
YY1 BX647456_bp1781_R AGCTAAAAAGCCCCTTCGATGGTTGTAATATCTCTTGAATATTACAACCATCGAAGGGGCGG Hs.388927 10096 -0.1678875 0.16826621 0.298393061 -0.5367375 0.68764693 0.149426887 -0.1685 0.58275964 0.603626096 -0.00805 0.40591031 0.970853024
YY1 BX647456_bp1781_R AGCTAAAAAGCCCCTTCGATGGTTGTAATATCTCTTGAATATTACAACCATCGAAGGGGCGG Hs.388927 15472 -0.0175375 0.19023724 0.910744088 -0.4323875 0.63305278 0.201095859 -0.181 0.53151847 0.54468863 0.055925 0.46692202 0.826114921
YY1 BX647456_bp2646_R AGCTAAAAAGGTGCTCAGTTGTAGAATGTATCTCTTGAATACATTCTACAACTGAGCACCGG Hs.388927 4724 3.4368125 0.72084402 9.78E-05 2.4780375 1.05045317 0.003672027 2.75455 1.02297715 0.012542473 2.057425 0.72520924 0.010845474
YY1 BX647456_bp2646_R AGCTAAAAAGGTGCTCAGTTGTAGAATGTATCTCTTGAATACATTCTACAACTGAGCACCGG Hs.388927 10100 3.4186625 0.72734396 0.000103963 2.3191375 0.88497959 0.002567712 2.590325 0.93125309 0.011459761 2.143675 0.69635822 0.008622259
YY1 BX647456_bp2646_R AGCTAAAAAGGTGCTCAGTTGTAGAATGTATCTCTTGAATACATTCTACAACTGAGCACCGG Hs.388927 15476 3.1434875 0.73454205 0.000162174 2.2873125 0.82080015 0.002071829 2.623325 0.88769835 0.009673456 2.065675 0.67041703 0.008600385
ZAK NM_133646_bp1369_R AGCTAAAAAGCAGGAGCTGTGATGCATTCTTCTCTTGAAAGAATGCATCACAGCTCCTGCGG Hs.444451 639 -0.1622
ZAK NM_133646_bp1369_R AGCTAAAAAGCAGGAGCTGTGATGCATTCTTCTCTTGAAAGAATGCATCACAGCTCCTGCGG Hs.444451 6015 -0.1986



ZAK NM_133646_bp1369_R AGCTAAAAAGCAGGAGCTGTGATGCATTCTTCTCTTGAAAGAATGCATCACAGCTCCTGCGG Hs.444451 11391 -0.2543
ZAK NM_133646_bp209_R AGCTAAAAAGTGCCTCCTTTGTGCAAATTATCTCTTGAATAATTTGCACAAAGGAGGCACGG Hs.444451 12871 10.1153 2.0537
ZAK NM_133646_bp209_R AGCTAAAAAGTGCCTCCTTTGTGCAAATTATCTCTTGAATAATTTGCACAAAGGAGGCACGG Hs.444451 2119 9.8171
ZAK NM_133646_bp209_R AGCTAAAAAGTGCCTCCTTTGTGCAAATTATCTCTTGAATAATTTGCACAAAGGAGGCACGG Hs.444451 7495 7.3567
ZAK NM_133646_bp538_R AGCTAAAAAGCCAAAGGAATGCATTATTTATCTCTTGAATAAATAATGCATTCCTTTGGCGG Hs.444451 6016 -0.3715 0.16247999 0.049057559 -0.47495 0.23282718 0.035788941
ZAK NM_133646_bp538_R AGCTAAAAAGCCAAAGGAATGCATTATTTATCTCTTGAATAAATAATGCATTCCTTTGGCGG Hs.444451 11392 -0.200125 0.12328775 0.2060601 0.032725 0.15581094 0.830049208
ZAK NM_133646_bp538_R AGCTAAAAAGCCAAAGGAATGCATTATTTATCTCTTGAATAAATAATGCATTCCTTTGGCGG Hs.444451 640 -0.577 0.13972523 0.009141528 -0.5336 0.35979817 0.091232447
ZAP70 NM_001079_bp1923_R AGCTAAAAAGAGTGACTGCTGGATCTACAATCTCTTGAATTGTAGATCCAGCAGTCACTCGG Hs.234569 154 -1.1695 1.29390858 0.072902019 0.1355875 0.33396297 0.505963912
ZAP70 NM_001079_bp1923_R AGCTAAAAAGAGTGACTGCTGGATCTACAATCTCTTGAATTGTAGATCCAGCAGTCACTCGG Hs.234569 5530 -1.19445 1.26564736 0.06461862 0.1104625 0.28035679 0.553136126
ZAP70 NM_001079_bp1923_R AGCTAAAAAGAGTGACTGCTGGATCTACAATCTCTTGAATTGTAGATCCAGCAGTCACTCGG Hs.234569 10906 -1.14315 1.30770234 0.079905669 0.1033625 0.30981983 0.594734794
ZAP70 NM_001079_bp807_R AGCTAAAAAGTCCCTCATCTATGGGAAGACTCTCTTGAAGTCTTCCCATAGATGAGGGACGG Hs.234569 155 -0.259175 0.31331148 0.203275058 0.0859375 0.57989112 0.764230981
ZAP70 NM_001079_bp807_R AGCTAAAAAGTCCCTCATCTATGGGAAGACTCTCTTGAAGTCTTCCCATAGATGAGGGACGG Hs.234569 5531 -0.235375 0.29171769 0.228369849 0.1552375 0.54307739 0.574361915
ZAP70 NM_001079_bp807_R AGCTAAAAAGTCCCTCATCTATGGGAAGACTCTCTTGAAGTCTTCCCATAGATGAGGGACGG Hs.234569 10907 -0.272275 0.35228952 0.206693523 0.1572625 0.61082199 0.602208358
ZCCHC7 BC036940_bp1028_R AGCTAAAAAGTGACAAACGTGGTCATTTATTCTCTTGAAATAAATGACCACGTTTGTCACGG Hs.371588 4828 1.1738375 0.10452087 0.000333335 1.4694125 0.81685277 0.011577776
ZCCHC7 BC036940_bp1028_R AGCTAAAAAGTGACAAACGTGGTCATTTATTCTCTTGAAATAAATGACCACGTTTGTCACGG Hs.371588 10204 1.1899625 0.17480581 0.000443818 1.4988375 0.82268077 0.01100819
ZCCHC7 BC036940_bp1028_R AGCTAAAAAGTGACAAACGTGGTCATTTATTCTCTTGAAATAAATGACCACGTTTGTCACGG Hs.371588 15580 1.2323125 0.06949367 0.000234223 1.4677125 0.75729041 0.00911795
ZCCHC7 BC036940_bp943_R AGCTAAAAAGAGGCCCAGATAGCTAATAACTCTCTTGAAGTTATTAGCTATCTGGGCCTCGG Hs.371588 4826 0.9394125 0.12043811 0.001010528 0.6741875 0.90433471 0.15190843
ZCCHC7 BC036940_bp943_R AGCTAAAAAGAGGCCCAGATAGCTAATAACTCTCTTGAAGTTATTAGCTATCTGGGCCTCGG Hs.371588 10202 0.9985875 0.13551092 0.000817072 0.7297375 0.85926195 0.114791398
ZCCHC7 BC036940_bp943_R AGCTAAAAAGAGGCCCAGATAGCTAATAACTCTCTTGAAGTTATTAGCTATCTGGGCCTCGG Hs.371588 15578 1.1250125 0.24705265 0.000906684 0.6467625 0.93604341 0.176245336
ZCCHC7 BC036940_bp987_R AGCTAAAAAGCGGTACTATTCAGCCAACAATCTCTTGAATTGTTGGCTGAATAGTACCGCGG Hs.371588 4800 -1.0508625 0.14752675 0.000684455 -0.5074125 0.97346027 0.284563015
ZCCHC7 BC036940_bp987_R AGCTAAAAAGCGGTACTATTCAGCCAACAATCTCTTGAATTGTTGGCTGAATAGTACCGCGG Hs.371588 10176 -1.0677875 0.15186909 0.000649836 -0.4858875 0.79152455 0.227642437
ZCCHC7 BC036940_bp987_R AGCTAAAAAGCGGTACTATTCAGCCAACAATCTCTTGAATTGTTGGCTGAATAGTACCGCGG Hs.371588 15552 -1.0775625 0.14402819 0.000598041 -0.6027375 0.9267091 0.198377641
ZDHHC13 NM_019028_bp1110_R AGCTAAAAAGGTTCTTGGTTGGGTATAAGATCTCTTGAATCTTATACCCAACCAAGAACCGG Hs.188569 2813 1.0827 1.22864184 0.109188984 -0.32283333 1.63753028 0.632338899
ZDHHC13 NM_019028_bp1110_R AGCTAAAAAGGTTCTTGGTTGGGTATAAGATCTCTTGAATCTTATACCCAACCAAGAACCGG Hs.188569 8189 0.5355 1.60444439 0.436563481 -0.0619 1.3555525 0.913249158
ZDHHC13 NM_019028_bp1110_R AGCTAAAAAGGTTCTTGGTTGGGTATAAGATCTCTTGAATCTTATACCCAACCAAGAACCGG Hs.188569 13565 1.0673 1.26154036 0.087901987 -0.06296667 1.25060414 0.905840173
ZDHHC13 NM_019028_bp524_R AGCTAAAAAGACCCCACTCTTATTGATGGATCTCTTGAATCCATCAATAAGAGTGGGGTCGG Hs.188569 2815 -0.779075 0.21504473 0.003842193 -0.272375 0.34198738 0.254406221
ZDHHC13 NM_019028_bp524_R AGCTAAAAAGACCCCACTCTTATTGATGGATCTCTTGAATCCATCAATAAGAGTGGGGTCGG Hs.188569 8191 -0.789775 0.21024493 0.003521998 -0.281575 0.32070839 0.232561791
ZDHHC13 NM_019028_bp524_R AGCTAAAAAGACCCCACTCTTATTGATGGATCTCTTGAATCCATCAATAAGAGTGGGGTCGG Hs.188569 13567 -0.7704 0.20147968 0.003727952 -0.2363 0.31092103 0.304195331
ZDHHC13 NM_019028_bp648_R AGCTAAAAAGGCAGACACCTCTCATGTTATTCTCTTGAAATAACATGAGAGGTGTCTGCCGG Hs.188569 2811 0.338075 0.28186288 0.101900147 0.116975 0.67005961 0.706392242
ZDHHC13 NM_019028_bp648_R AGCTAAAAAGGCAGACACCTCTCATGTTATTCTCTTGAAATAACATGAGAGGTGTCTGCCGG Hs.188569 8187 -0.32955 0.67327081 0.30819487 0.12245 0.41351768 0.615324698
ZDHHC13 NM_019028_bp648_R AGCTAAAAAGGCAGACACCTCTCATGTTATTCTCTTGAAATAACATGAGAGGTGTCTGCCGG Hs.188569 13563 0.627 0.34669681 0.01987927 -0.0019 0.18624656 0.99240704
ZDHHC14 NM_153746_bp1405_R AGCTAAAAAGCTACGGAAATATCTTTACCATCTCTTGAATGGTAAAGATATTTCCGTAGCGG Hs.187459 16039 -0.8097625 0.28010201 0.004841917 0.3107375 0.49480102 0.257435335
ZDHHC14 NM_153746_bp1405_R AGCTAAAAAGCTACGGAAATATCTTTACCATCTCTTGAATGGTAAAGATATTTCCGTAGCGG Hs.187459 5287 -0.890925 0.22899653 0.03879571 0.1014375 0.58027017 0.724014816
ZDHHC14 NM_153746_bp1405_R AGCTAAAAAGCTACGGAAATATCTTTACCATCTCTTGAATGGTAAAGATATTTCCGTAGCGG Hs.187459 10663 -0.6039 0.1059125 0.59636254 0.718241139
ZDHHC14 NM_153746_bp972_R AGCTAAAAAGGCCAGACCGTGAAACTTAAATCTCTTGAATTTAAGTTTCACGGTCTGGCCGG Hs.187459 5285 0.0210625 0.47068087 0.928495682 0.2586375 0.34826446 0.241899912
ZDHHC14 NM_153746_bp972_R AGCTAAAAAGGCCAGACCGTGAAACTTAAATCTCTTGAATTTAAGTTTCACGGTCTGGCCGG Hs.187459 10661 0.0750125 0.3782418 0.716569823 0.3887625 0.4032494 0.128711889
ZDHHC14 NM_153746_bp972_R AGCTAAAAAGGCCAGACCGTGAAACTTAAATCTCTTGAATTTAAGTTTCACGGTCTGGCCGG Hs.187459 16037 0.1551375 0.28456631 0.402695484 0.5642375 0.64383779 0.118396399
ZDHHC17 NM_015336_bp1240_R AGCTAAAAAGGGCAGCATATAGAACACATATCTCTTGAATATGTGTTCTATATGCTGCCCGG Hs.4014 3049 0.8191 0.50453246 0.017205092 -0.3052 0.9092956 0.436360195
ZDHHC17 NM_015336_bp1240_R AGCTAAAAAGGGCAGCATATAGAACACATATCTCTTGAATATGTGTTCTATATGCTGCCCGG Hs.4014 8425 0.8812 0.53510958 0.015274716 -0.330775 0.91012898 0.401307926
ZDHHC17 NM_015336_bp1240_R AGCTAAAAAGGGCAGCATATAGAACACATATCTCTTGAATATGTGTTCTATATGCTGCCCGG Hs.4014 13801 0.8081 0.41800889 0.011296231 -0.3066 0.87850446 0.4230429
ZDHHC17 NM_015336_bp2461_R AGCTAAAAAGTGGCCTCTTTCGTCCTGTTATCTCTTGAATAACAGGACGAAAGAGGCCACGG Hs.4014 3023 -1.042425 0.14541227 0.000702985 0.158475 1.18915651 0.739090277
ZDHHC17 NM_015336_bp2461_R AGCTAAAAAGTGGCCTCTTTCGTCCTGTTATCTCTTGAATAACAGGACGAAAGAGGCCACGG Hs.4014 8399 -1.052975 0.18547434 0.000836351 0.137375 1.22585169 0.778121082
ZDHHC17 NM_015336_bp2461_R AGCTAAAAAGTGGCCTCTTTCGTCCTGTTATCTCTTGAATAACAGGACGAAAGAGGCCACGG Hs.4014 13775 -0.99205 0.15081787 0.000909237 0.172475 1.20078935 0.719424548
ZDHHC17 NM_015336_bp839_R AGCTAAAAAGGCTACACAATATGGAATATATCTCTTGAATATATTCCATATTGTGTAGCCGG Hs.4014 3021 1.756025 0.39098762 0.0003051 -0.178375 0.32246827 0.433478426
ZDHHC17 NM_015336_bp839_R AGCTAAAAAGGCTACACAATATGGAATATATCTCTTGAATATATTCCATATTGTGTAGCCGG Hs.4014 8397 1.9257 0.53002289 0.000501313 0.076975 0.48165121 0.765746363
ZDHHC17 NM_015336_bp839_R AGCTAAAAAGGCTACACAATATGGAATATATCTCTTGAATATATTCCATATTGTGTAGCCGG Hs.4014 13773 1.788225 0.25837478 0.000108712 -0.13905 0.25108061 0.513673872
ZDHHC21 AK127313_bp1164_R AGCTAAAAAGGCTCAATTCTTGATTATTATTCTCTTGAAATAATAATCAAGAATTGAGCCGG Hs.128619 4031 -0.2441375 0.20369972 0.167639472 -0.3672 0.15708972 0.098495786
ZDHHC21 AK127313_bp1164_R AGCTAAAAAGGCTCAATTCTTGATTATTATTCTCTTGAAATAATAATCAAGAATTGAGCCGG Hs.128619 9407 -0.243416667 0.17423002 0.250406228 -0.25325 0.20834821 0.239840088
ZDHHC21 AK127313_bp1164_R AGCTAAAAAGGCTCAATTCTTGATTATTATTCTCTTGAAATAATAATCAAGAATTGAGCCGG Hs.128619 14783 -0.1487125 0.14512488 0.339624625 -0.10395 0.49079151 0.690940925
ZDHHC21 AK127313_bp3979_R AGCTAAAAAGCCCCATAAGTAAATAGTATATCTCTTGAATATACTATTTACTTATGGGGCGG Hs.128619 4029 -0.6162375 0.47735641 0.040937557 -0.2818 0.12821032 0.179214956
ZDHHC21 AK127313_bp3979_R AGCTAAAAAGCCCCATAAGTAAATAGTATATCTCTTGAATATACTATTTACTTATGGGGCGG Hs.128619 9405 -0.6124375 0.44253774 0.035474482 -0.30615 0.08361637 0.143792245
ZDHHC21 AK127313_bp3979_R AGCTAAAAAGCCCCATAAGTAAATAGTATATCTCTTGAATATACTATTTACTTATGGGGCGG Hs.128619 14781 -0.5827125 0.45418089 0.044115174 -0.3265 0.03788694 0.119999195
ZDHHC21 AK127313_bp719_R AGCTAAAAAGCTGTACTTATGATCCTATTATCTCTTGAATAATAGGATCATAAGTACAGCGG Hs.128619 4057 -0.9273625 0.33885185 0.003941164 -0.315 0.20942587 0.155872927
ZDHHC21 AK127313_bp719_R AGCTAAAAAGCTGTACTTATGATCCTATTATCTCTTGAATAATAGGATCATAAGTACAGCGG Hs.128619 9433 -0.3954625 0.9071098 0.338397243 -0.1774 0.22777411 0.402286118
ZDHHC21 AK127313_bp719_R AGCTAAAAAGCTGTACTTATGATCCTATTATCTCTTGAATAATAGGATCATAAGTACAGCGG Hs.128619 14809 -0.9618375 0.33221555 0.003223629 -0.1095 0.14394856 0.579435741
ZFP106 AF205632_bp1219_R AGCTAAAAAGAGGTCCTTCTGAAGGATTTATCTCTTGAATAAATCCTTCAGAAGGACCTCGG Hs.511143 4944 -0.3678375 0.09003751 0.040343505 0.0962375 0.782665 0.792448479
ZFP106 AF205632_bp1219_R AGCTAAAAAGAGGTCCTTCTGAAGGATTTATCTCTTGAATAAATCCTTCAGAAGGACCTCGG Hs.511143 10320 -0.3539875 0.08018614 0.044649133 -0.3420625 0.50512305 0.224922409
ZFP106 AF205632_bp1219_R AGCTAAAAAGAGGTCCTTCTGAAGGATTTATCTCTTGAATAAATCCTTCAGAAGGACCTCGG Hs.511143 15696 -0.2567125 0.12022495 0.120544897 -0.3547875 0.61675938 0.271145023
ZFP106 AF205632_bp3136_R AGCTAAAAAGGCGACATAGTGCACAATTATTCTCTTGAAATAATTGTGCACTATGTCGCCGG Hs.511143 4942 -0.2079375 0.26830905 0.265062357 -0.3523375 0.51268254 0.217608473
ZFP106 AF205632_bp3136_R AGCTAAAAAGGCGACATAGTGCACAATTATTCTCTTGAAATAATTGTGCACTATGTCGCCGG Hs.511143 10318 -0.2811875 0.19067195 0.117350891 -0.4860375 0.83996355 0.248079524
ZFP106 AF205632_bp3136_R AGCTAAAAAGGCGACATAGTGCACAATTATTCTCTTGAAATAATTGTGCACTATGTCGCCGG Hs.511143 15694 -0.3272375 0.12868307 0.064465373 -0.7001125 1.00787932 0.171938062
ZFP106 AF205632_bp5039_R AGCTAAAAAGGGTCATACCTCCAAAGTTAATCTCTTGAATTAACTTTGGAGGTATGACCCGG Hs.511143 4970 -0.0688125 0.21019381 0.671155636 -0.1105125 0.56135352 0.693701557
ZFP106 AF205632_bp5039_R AGCTAAAAAGGGTCATACCTCCAAAGTTAATCTCTTGAATTAACTTTGGAGGTATGACCCGG Hs.511143 10346 -0.2092625 0.19531418 0.220996636 -0.2558625 0.50307327 0.344887831
ZFP106 AF205632_bp5039_R AGCTAAAAAGGGTCATACCTCCAAAGTTAATCTCTTGAATTAACTTTGGAGGTATGACCCGG Hs.511143 15722 -0.1002375 0.27267484 0.574136484 -0.0696375 0.44490702 0.768621755
ZNF148 AJ236885_bp1193_R AGCTAAAAAGATCGTGTATTGAAACATAAATCTCTTGAATTTATGTTTCAATACACGATCGG Hs.591312 3784 0.5442375 0.3800698 0.03876622 0.03625 0.14707369 0.852919099
ZNF148 AJ236885_bp1193_R AGCTAAAAAGATCGTGTATTGAAACATAAATCTCTTGAATTTATGTTTCAATACACGATCGG Hs.591312 9160 0.5734125 0.39098123 0.034374218 0.0901 0.16482047 0.650566604
ZNF148 AJ236885_bp1193_R AGCTAAAAAGATCGTGTATTGAAACATAAATCTCTTGAATTTATGTTTCAATACACGATCGG Hs.591312 14536 0.5728875 0.39657939 0.035450975 0.166975 0.12424187 0.40192334
ZNF148 AJ236885_bp2265_R AGCTAAAAAGCCCGAGCCTTAACTTTGTGATCTCTTGAATCACAAAGTTAAGGCTCGGGCGG Hs.591312 3780 0.4897 0.24338615 0.151031635 -0.344775 0.2936651 0.147027887
ZNF148 AJ236885_bp2265_R AGCTAAAAAGCCCGAGCCTTAACTTTGTGATCTCTTGAATCACAAAGTTAAGGCTCGGGCGG Hs.591312 9156 0.2498 -0.351275 0.48696449 0.206221206
ZNF148 AJ236885_bp2265_R AGCTAAAAAGCCCGAGCCTTAACTTTGTGATCTCTTGAATCACAAAGTTAAGGCTCGGGCGG Hs.591312 14532 0.688 -0.25365 0.29738102 0.268213333
ZNF148 AJ236885_bp2311_R AGCTAAAAAGCCAGCATTCTCTTCCATAGATCTCTTGAATCTATGGAAGAGAATGCTGGCGG Hs.591312 3782 -0.1522875 0.49355033 0.538013336 -0.199775 0.31298905 0.379794685
ZNF148 AJ236885_bp2311_R AGCTAAAAAGCCAGCATTCTCTTCCATAGATCTCTTGAATCTATGGAAGAGAATGCTGGCGG Hs.591312 9158 -0.1063375 0.5389736 0.682634913 -0.000775 0.33798359 0.997248106
ZNF148 AJ236885_bp2311_R AGCTAAAAAGCCAGCATTCTCTTCCATAGATCTCTTGAATCTATGGAAGAGAATGCTGGCGG Hs.591312 14534 -0.0700375 0.54645911 0.788699165 -0.07275 0.37331035 0.754916356
ZNF184 AK123011_bp1341_R AGCTAAAAAGCCCTGTAAATAATGAATTTGTCTCTTGAACAAATTCATTATTTACAGGGCGG Hs.158174 4136 -0.8216875 0.1018077 0.001722731 0.6074 0.31438445 0.02777037
ZNF184 AK123011_bp1341_R AGCTAAAAAGCCCTGTAAATAATGAATTTGTCTCTTGAACAAATTCATTATTTACAGGGCGG Hs.158174 9512 -0.5329875 0.60737045 0.103343527 -0.065675 0.57303935 0.815805079
ZNF184 AK123011_bp1341_R AGCTAAAAAGCCCTGTAAATAATGAATTTGTCTCTTGAACAAATTCATTATTTACAGGGCGG Hs.158174 14888 -0.8126875 0.23017273 0.003503093 0.261575 0.26299998 0.243163599
ZNF184 AK123011_bp1679_R AGCTAAAAAGGTCCATCTCTTACTCAACATTCTCTTGAAATGTTGAGTAAGAGATGGACCGG Hs.158174 4138 -0.087433333 0.27846268 0.687088159 -0.158125 0.37678868 0.505385914
ZNF184 AK123011_bp1679_R AGCTAAAAAGGTCCATCTCTTACTCAACATTCTCTTGAAATGTTGAGTAAGAGATGGACCGG Hs.158174 9514 -0.035566667 0.19478599 0.856725394 -0.069575 0.39570139 0.769895674
ZNF184 AK123011_bp1679_R AGCTAAAAAGGTCCATCTCTTACTCAACATTCTCTTGAAATGTTGAGTAAGAGATGGACCGG Hs.158174 14890 -0.072666667 0.2640607 0.7328625 -0.08975 0.34063175 0.692301304
ZNF184 AK123011_bp3486_R AGCTAAAAAGCTCCTGGTCTAATGCATTTATCTCTTGAATAAATGCATTAGACCAGGAGCGG Hs.158174 4134 -0.2170125 0.42827178 0.348900458 -0.192175 0.45870419 0.456247204
ZNF184 AK123011_bp3486_R AGCTAAAAAGCTCCTGGTCTAATGCATTTATCTCTTGAATAAATGCATTAGACCAGGAGCGG Hs.158174 9510 -0.2739125 0.40738032 0.236556259 -0.07535 0.27887852 0.725677816
ZNF184 AK123011_bp3486_R AGCTAAAAAGCTCCTGGTCTAATGCATTTATCTCTTGAATAAATGCATTAGACCAGGAGCGG Hs.158174 14886 -0.2541375 0.391663 0.257820146 -0.2594 0.45685921 0.322870445
ZNF185 BX537525_bp104_R AGCTAAAAAGGCTGCTGCATGGTTAACTTCTCTCTTGAAGAAGTTAACCATGCAGCAGCCGG Hs.16622 4603 -0.004525 0.51321812 0.985495528 0.164575 0.2966758 0.399632195 -0.20863333 0.44771094 0.488194737
ZNF185 BX537525_bp104_R AGCTAAAAAGGCTGCTGCATGGTTAACTTCTCTCTTGAAGAAGTTAACCATGCAGCAGCCGG Hs.16622 9979 -0.05285 0.49480815 0.82802709 0.207475 0.23196135 0.2574563 -0.47093333 0.46499351 0.155973094
ZNF185 BX537525_bp104_R AGCTAAAAAGGCTGCTGCATGGTTAACTTCTCTCTTGAAGAAGTTAACCATGCAGCAGCCGG Hs.16622 15355 -0.07275 0.36299161 0.718687957 0.013125 0.29680972 0.944084058 -0.4439 0.40129454 0.159988059
ZNF185 BX537525_bp4291_R AGCTAAAAAGGGCCTCTGCTCTTGATTTAATCTCTTGAATTAAATCAAGAGCAGAGGCCCGG Hs.16622 4607 -0.026425 0.30580837 0.886015232 -0.4124 0.264001 0.063297244 0.47395 1.22690098 0.420528444
ZNF185 BX537525_bp4291_R AGCTAAAAAGGGCCTCTGCTCTTGATTTAATCTCTTGAATTAAATCAAGAGCAGAGGCCCGG Hs.16622 9983 -0.000766667 0.14418007 0.996749387 -0.70015 0.49320698 0.141687173 0.6186 1.38380797 0.341414367
ZNF185 BX537525_bp4291_R AGCTAAAAAGGGCCTCTGCTCTTGATTTAATCTCTTGAATTAAATCAAGAGCAGAGGCCCGG Hs.16622 15359 0.498725 0.52667923 0.093388731 -0.413 0.40506936 0.176734817 1.1244
ZNF185 BX537525_bp528_R AGCTAAAAAGGCAGCAGCGTGTTGACTGATTCTCTTGAAATCAGTCAACACGCTGCTGCCGG Hs.16622 4605 1.34765 0.94976402 0.017927704 1.52925 0.98739075 0.018409524 0.2525 0.87043476 0.544030507
ZNF185 BX537525_bp528_R AGCTAAAAAGGCAGCAGCGTGTTGACTGATTCTCTTGAAATCAGTCAACACGCTGCTGCCGG Hs.16622 9981 1.7345 0.98635728 0.007611107 1.81275 0.66385421 0.002577929 0.0613 1.24319774 0.90788515
ZNF185 BX537525_bp528_R AGCTAAAAAGGCAGCAGCGTGTTGACTGATTCTCTTGAAATCAGTCAACACGCTGCTGCCGG Hs.16622 15357 1.4632 0.80492263 0.007366694 1.5363 0.39099891 0.001057793 0.3943 1.04848483 0.412977145
ZNF193 AY261373_bp157_R AGCTAAAAAGGGAAGAACTTCTGACAATGATCTCTTGAATCATTGTCAGAAGTTCTTCCCGG Hs.100921 4208 1.192825 1.11979103 0.045856914 1.3163 0.47805352 0.003434719 -0.27483333 0.62312003 0.429503494
ZNF193 AY261373_bp157_R AGCTAAAAAGGGAAGAACTTCTGACAATGATCTCTTGAATCATTGTCAGAAGTTCTTCCCGG Hs.100921 9584 1.19625 1.32387945 0.072670391 1.200825 0.50069198 0.00562724 -0.21623333 0.67263644 0.544537508
ZNF193 AY261373_bp157_R AGCTAAAAAGGGAAGAACTTCTGACAATGATCTCTTGAATCATTGTCAGAAGTTCTTCCCGG Hs.100921 14960 1.508825 1.23178235 0.028080147 1.1433 0.53787661 0.008316201 -0.17693333 0.75103132 0.63850982
ZNF193 AY261373_bp389_R AGCTAAAAAGCTGGAGCAGTTTCTATCCATTCTCTTGAAATGGATAGAAACTGCTCCAGCGG Hs.100921 4210 -0.2077 0.79231266 0.559563797 -0.119775 0.45578684 0.621936026 0.058266667 0.22515675 0.818917697
ZNF193 AY261373_bp389_R AGCTAAAAAGCTGGAGCAGTTTCTATCCATTCTCTTGAAATGGATAGAAACTGCTCCAGCGG Hs.100921 9586 -0.51985 0.71527005 0.14918726 -0.171675 0.28302976 0.371959385 0.104133333 0.39635921 0.714327477
ZNF193 AY261373_bp389_R AGCTAAAAAGCTGGAGCAGTTTCTATCCATTCTCTTGAAATGGATAGAAACTGCTCCAGCGG Hs.100921 14962 -0.34055 0.53786503 0.222919786 -0.6808 -0.06143333 0.49094021 0.839751835
ZNF193 AY261373_bp674_R AGCTAAAAAGGGACAGCATTTATTTGATGTTCTCTTGAAACATCAAATAAATGCTGTCCCGG Hs.100921 4212 1.36465 0.5436676 0.002626924 0.0234 0.487566667 0.77905266 0.235234868
ZNF193 AY261373_bp674_R AGCTAAAAAGGGACAGCATTTATTTGATGTTCTCTTGAAACATCAAATAAATGCTGTCCCGG Hs.100921 9588 1.347633333 0.43613943 0.005170818 0.1145
ZNF193 AY261373_bp674_R AGCTAAAAAGGGACAGCATTTATTTGATGTTCTCTTGAAACATCAAATAAATGCTGTCCCGG Hs.100921 14964 1.078 0.38856492 0.002826223 -0.6962
ZNF215 NM_013250_bp1230_R AGCTAAAAAGAGCCTTAAGTTGGAGAGTAATCTCTTGAATTACTCTCCAACTTAAGGCTCGG Hs.523457 5233 1.3402125 1.15885593 0.034722044 0.1900625 0.22036166 0.286662011
ZNF215 NM_013250_bp1230_R AGCTAAAAAGAGCCTTAAGTTGGAGAGTAATCTCTTGAATTACTCTCCAACTTAAGGCTCGG Hs.523457 10609 1.2128125 1.19222772 0.052188723 -0.0666125 0.21403263 0.688773604
ZNF215 NM_013250_bp1230_R AGCTAAAAAGAGCCTTAAGTTGGAGAGTAATCTCTTGAATTACTCTCCAACTTAAGGCTCGG Hs.523457 15985 0.9128375 0.85736242 0.050180704 0.3511125 0.48953733 0.206355487
ZNF215 NM_013250_bp1447_R AGCTAAAAAGAGGCTTTCATTCCTGAGACATCTCTTGAATGTCTCAGGAATGAAAGCCTCGG Hs.523457 5237 -0.5488875 0.62139251 0.100273943 0.1743875 0.32789557 0.395929881
ZNF215 NM_013250_bp1447_R AGCTAAAAAGAGGCTTTCATTCCTGAGACATCTCTTGAATGTCTCAGGAATGAAAGCCTCGG Hs.523457 10613 -0.8594375 0.47324309 0.012107577 0.0693625 0.4651317 0.776058537
ZNF215 NM_013250_bp1447_R AGCTAAAAAGAGGCTTTCATTCCTGAGACATCTCTTGAATGTCTCAGGAATGAAAGCCTCGG Hs.523457 15989 -0.2606375 0.59733404 0.369910334 0.9142625 1.94925451 0.313646656
ZNF215 NM_013250_bp821_R AGCTAAAAAGACCAGAGATTCATACAAAGATCTCTTGAATCTTTGTATGAATCTCTGGTCGG Hs.523457 5235 0.3660875 0.63275782 0.242999724 -0.0735875 0.61111001 0.804932029
ZNF215 NM_013250_bp821_R AGCTAAAAAGACCAGAGATTCATACAAAGATCTCTTGAATCTTTGTATGAATCTCTGGTCGG Hs.523457 10611 0.4634125 0.64271158 0.158829553 0.1530375 0.63613899 0.622723888
ZNF215 NM_013250_bp821_R AGCTAAAAAGACCAGAGATTCATACAAAGATCTCTTGAATCTTTGTATGAATCTCTGGTCGG Hs.523457 15987 1.2535125 0.68723175 0.008101248 0.869666667 2.35339738 0.456794774
ZNF219 AB015427_bp1249_R AGCTAAAAAGGCCAGAGCTTTACACAGTCTTCTCTTGAAAGACTGTGTAAAGCTCTGGCCGG Hs.250493 3591 -0.077725 0.25653212 0.6535055 -0.2616375 0.22687369 0.231693847
ZNF219 AB015427_bp1249_R AGCTAAAAAGGCCAGAGCTTTACACAGTCTTCTCTTGAAAGACTGTGTAAAGCTCTGGCCGG Hs.250493 8967 0.019175 0.15340293 0.898036873 -0.3061875 0.33494432 0.203789353
ZNF219 AB015427_bp1249_R AGCTAAAAAGGCCAGAGCTTTACACAGTCTTCTCTTGAAAGACTGTGTAAAGCTCTGGCCGG Hs.250493 14343 -0.09515 0.16579762 0.538836106 -0.3734625 0.35563004 0.138538592
ZNF219 AB015427_bp1348_R AGCTAAAAAGAGCCCTGGTTCCTTAAGAACTCTCTTGAAGTTCTTAAGGAACCAGGGCTCGG Hs.250493 3593 0.309775 0.55025778 0.268440073 0.3918125 0.29439419 0.107445687
ZNF219 AB015427_bp1348_R AGCTAAAAAGAGCCCTGGTTCCTTAAGAACTCTCTTGAAGTTCTTAAGGAACCAGGGCTCGG Hs.250493 8969 -0.235775 0.07815475 0.135837034 0.0314375 0.42205218 0.897121965
ZNF219 AB015427_bp1348_R AGCTAAAAAGAGCCCTGGTTCCTTAAGAACTCTCTTGAAGTTCTTAAGGAACCAGGGCTCGG Hs.250493 14345 -0.177825 0.0801577 0.238611657 0.0055625 0.33226272 0.980150042
ZNF219 AB015427_bp1939_R AGCTAAAAAGCACATCACCTCAAAGTGCATTCTCTTGAAATGCACTTTGAGGTGATGTGCGG Hs.250493 3595 -0.05165 0.62073421 0.857178194 0.305533333 0.30005882 0.278840166
ZNF219 AB015427_bp1939_R AGCTAAAAAGCACATCACCTCAAAGTGCATTCTCTTGAAATGCACTTTGAGGTGATGTGCGG Hs.250493 8971 0.023825 0.69727436 0.939578725 0.0101375 0.1693103 0.95909419
ZNF219 AB015427_bp1939_R AGCTAAAAAGCACATCACCTCAAAGTGCATTCTCTTGAAATGCACTTTGAGGTGATGTGCGG Hs.250493 14347 -0.203175 0.62973204 0.494190586 0.2457625 0.17973646 0.244694348
ZNF251 AK091638_bp2332_R AGCTAAAAAGCCAGAAAGTTATTCTTTCAGTCTCTTGAACTGAAAGAATAACTTTCTGGCGG Hs.133250 4792 -0.5029125 0.72458629 0.163908753 -0.6836625 0.48460023 0.038569522
ZNF251 AK091638_bp2332_R AGCTAAAAAGCCAGAAAGTTATTCTTTCAGTCTCTTGAACTGAAAGAATAACTTTCTGGCGG Hs.133250 10168 -0.3149625 0.23067604 0.101137154 -0.5483625 0.49437547 0.076644275
ZNF251 AK091638_bp2332_R AGCTAAAAAGCCAGAAAGTTATTCTTTCAGTCTCTTGAACTGAAAGAATAACTTTCTGGCGG Hs.133250 15544 -0.2394375 0.19463246 0.170272604 -0.4626125 0.66790158 0.192174413
ZNF251 AK091638_bp2445_R AGCTAAAAAGAAGCTGTATTATAAGACTTATCTCTTGAATAAGTCTTATAATACAGCTTCGG Hs.133250 4790 1.2200375 0.34250524 0.001193247 -0.0378125 0.60919438 0.898493131
ZNF251 AK091638_bp2445_R AGCTAAAAAGAAGCTGTATTATAAGACTTATCTCTTGAATAAGTCTTATAATACAGCTTCGG Hs.133250 10166 1.0599125 0.30350891 0.001734349 -0.1393375 0.56088479 0.621184938
ZNF251 AK091638_bp2445_R AGCTAAAAAGAAGCTGTATTATAAGACTTATCTCTTGAATAAGTCTTATAATACAGCTTCGG Hs.133250 15542 1.2864375 0.31091737 0.000752079 0.0275125 0.63524447 0.92842753
ZNF251 AK091638_bp516_R AGCTAAAAAGCCCCGATAATTGTAACATCTTCTCTTGAAAGATGTTACAATTATCGGGGCGG Hs.133250 4788 -0.1136625 0.24369574 0.509160266 -0.7600125 0.58690261 0.043115536
ZNF251 AK091638_bp516_R AGCTAAAAAGCCCCGATAATTGTAACATCTTCTCTTGAAAGATGTTACAATTATCGGGGCGG Hs.133250 10164 -0.1640625 0.2922336 0.383170701 -0.7774375 0.67224853 0.055754913
ZNF251 AK091638_bp516_R AGCTAAAAAGCCCCGATAATTGTAACATCTTCTCTTGAAAGATGTTACAATTATCGGGGCGG Hs.133250 15540 -0.2057625 0.24677588 0.256466835 -0.7756625 0.67597375 0.056873589
ZNF281 BC060820_bp1841_R AGCTAAAAAGGCACCATTGTCACTTATTGATCTCTTGAATCAATAAGTGACAATGGTGCCGG Hs.59757 4524 -0.28905 0.31371687 0.163817937 -0.47375 0.57507927 0.143794498 -0.43613333 1.97614636 0.58594039
ZNF281 BC060820_bp1841_R AGCTAAAAAGGCACCATTGTCACTTATTGATCTCTTGAATCAATAAGTGACAATGGTGCCGG Hs.59757 9900 -0.288925 0.47881973 0.256773798 -0.44995 0.34006384 0.069381475 -0.7008 2.28571537 0.450541723
ZNF281 BC060820_bp1841_R AGCTAAAAAGGCACCATTGTCACTTATTGATCTCTTGAATCAATAAGTGACAATGGTGCCGG Hs.59757 15276 -0.1129 0.4932822 0.644876231 -0.388725 0.76486292 0.307472436 -0.4531 2.30773782 0.622650979
ZNF281 BC060820_bp2099_R AGCTAAAAAGTTGCAAGAATACTCCAAATATCTCTTGAATATTTGGAGTATTCTTGCAACGG Hs.59757 4522 0.94175 0.95642436 0.061180427 -0.57295 0.32915187 0.031761971 -0.8889 1.07689433 0.10495883
ZNF281 BC060820_bp2099_R AGCTAAAAAGTTGCAAGAATACTCCAAATATCTCTTGAATATTTGGAGTATTCTTGCAACGG Hs.59757 9898 0.591325 0.21195934 0.011783209 -0.2847 0.27087354 0.161271016 -0.64613333 0.64834374 0.103995789
ZNF281 BC060820_bp2099_R AGCTAAAAAGTTGCAAGAATACTCCAAATATCTCTTGAATATTTGGAGTATTCTTGCAACGG Hs.59757 15274 0.751525 0.24715883 0.005422032 -0.389975 0.37482957 0.115359037 -0.16346667 0.09278687 0.508529194
ZNF281 BC060820_bp982_R AGCTAAAAAGCCAGTGTAGTATGGGTTTCATCTCTTGAATGAAACCCATACTACACTGGCGG Hs.59757 15278 0.211675 1.03345974 0.635642288 -0.041975 0.38502908 0.845515975 -0.40286667 0.45244391 0.209214255
ZNF281 BC060820_bp982_R AGCTAAAAAGCCAGTGTAGTATGGGTTTCATCTCTTGAATGAAACCCATACTACACTGGCGG Hs.59757 9902 0.145725 0.59613532 0.60506704 -0.0877 0.56737081 0.786420843 -0.2068 0.40983909 0.577705444
ZNF281 BC060820_bp982_R AGCTAAAAAGCCAGTGTAGTATGGGTTTCATCTCTTGAATGAAACCCATACTACACTGGCGG Hs.59757 4526 -0.090633333 0.53718624 0.758397451 -0.2163 0.27061048 0.361136513 0.0004
ZNF3 BX647182_bp1186_R AGCTAAAAAGGGACCTCTATAGAGATGTGATCTCTTGAATCACATCTCTATAGAGGTCCCGG Hs.435302 4396 1.19795 1.03323796 0.035583586 -0.578325 0.34591991 0.033573958 0.4846 0.74130812 0.225841545
ZNF3 BX647182_bp1186_R AGCTAAAAAGGGACCTCTATAGAGATGTGATCTCTTGAATCACATCTCTATAGAGGTCCCGG Hs.435302 9772 0.999 0.74421286 0.024805782 -0.487475 0.32389765 0.051211203 0.085266667 1.50297782 0.89056733
ZNF3 BX647182_bp1186_R AGCTAAAAAGGGACCTCTATAGAGATGTGATCTCTTGAATCACATCTCTATAGAGGTCCCGG Hs.435302 15148 1.75085 0.97715086 0.032027743 -0.300125 0.23280797 0.12649703 0.162166667 0.78044065 0.673187737



ZNF3 BX647182_bp1208_R AGCTAAAAAGCTGGAGAATTACGGGAATGTTCTCTTGAAACATTCCCGTAATTCTCCAGCGG Hs.435302 4368 -0.113375 0.71757895 0.72625053 -0.543875 1.23321994 0.348379288 -0.34413333 2.57735624 0.734407371
ZNF3 BX647182_bp1208_R AGCTAAAAAGCTGGAGAATTACGGGAATGTTCTCTTGAAACATTCCCGTAATTCTCCAGCGG Hs.435302 9744 -0.417625 0.88271961 0.304210698 -0.415125 1.09576819 0.41781839 -0.33073333 2.4595018 0.733309742
ZNF3 BX647182_bp1208_R AGCTAAAAAGCTGGAGAATTACGGGAATGTTCTCTTGAAACATTCCCGTAATTCTCCAGCGG Hs.435302 15120 -0.09595 0.52873352 0.707963038 -0.51835 0.96122374 0.270872316 -0.33423333 2.40696106 0.725411003
ZNF3 BX647182_bp1359_R AGCTAAAAAGAACGAGAAGTCAGTCTGAAATCTCTTGAATTTCAGACTGACTTCTCGTTCGG Hs.435302 4394 0.325125 1.13071855 0.507597665 0.277125 0.43620638 0.269106134 -0.39826667 0.49728007 0.227225411
ZNF3 BX647182_bp1359_R AGCTAAAAAGAACGAGAAGTCAGTCTGAAATCTCTTGAATTTCAGACTGACTTCTCGTTCGG Hs.435302 9770 0.7893 1.29515085 0.2267097 0.07965 0.64750507 0.798579546 0.0769 0.54903504 0.809033978
ZNF3 BX647182_bp1359_R AGCTAAAAAGAACGAGAAGTCAGTCTGAAATCTCTTGAATTTCAGACTGACTTCTCGTTCGG Hs.435302 15146 0.262225 1.38324194 0.65373736 0.232 0.48781463 0.377920827 0.157333333 0.40107394 0.584824713
ZNF318 NM_014345_bp3009_R AGCTAAAAAGGCTCAGATCTTGGGAATTAATCTCTTGAATTAATTCCCAAGATCTGAGCCGG Hs.509718 4746 -0.0460875 0.10969078 0.748613565 -0.4811125 0.51032953 0.113281615
ZNF318 NM_014345_bp3009_R AGCTAAAAAGGCTCAGATCTTGGGAATTAATCTCTTGAATTAATTCCCAAGATCTGAGCCGG Hs.509718 10122 -0.1355875 0.08317534 0.355492884 -0.5180125 0.43075336 0.069303824
ZNF318 NM_014345_bp3009_R AGCTAAAAAGGCTCAGATCTTGGGAATTAATCTCTTGAATTAATTCCCAAGATCTGAGCCGG Hs.509718 15498 -0.0965625 0.0927894 0.503965391 -0.5348625 0.71536321 0.161305432
ZNF318 NM_014345_bp5129_R AGCTAAAAAGCAGGCCTTATGAAACAATTATCTCTTGAATAATTGTTTCATAAGGCCTGCGG Hs.509718 4748 0.3136875 0.25901903 0.113081527 0.2215875 0.34957097 0.307021759
ZNF318 NM_014345_bp5129_R AGCTAAAAAGCAGGCCTTATGAAACAATTATCTCTTGAATAATTGTTTCATAAGGCCTGCGG Hs.509718 10124 0.2851125 0.28497047 0.153991147 0.2543125 0.29504292 0.215525753
ZNF318 NM_014345_bp5129_R AGCTAAAAAGCAGGCCTTATGAAACAATTATCTCTTGAATAATTGTTTCATAAGGCCTGCGG Hs.509718 15500 0.3552625 0.27138462 0.085889952 0.2936125 0.32954893 0.182552783
ZNF318 NM_014345_bp6528_R AGCTAAAAAGTCACTCGGATTGGAATTAAATCTCTTGAATTTAATTCCAATCCGAGTGACGG Hs.509718 4750 0.2538375 0.19689922 0.151361044 -0.4701875 0.51214217 0.120324448
ZNF318 NM_014345_bp6528_R AGCTAAAAAGTCACTCGGATTGGAATTAAATCTCTTGAATTTAATTCCAATCCGAGTGACGG Hs.509718 10126 0.1655125 0.18931764 0.31589286 -0.4810875 0.68063454 0.183637435
ZNF318 NM_014345_bp6528_R AGCTAAAAAGTCACTCGGATTGGAATTAAATCTCTTGAATTTAATTCCAATCCGAGTGACGG Hs.509718 15502 0.2251125 0.17031866 0.181392091 -0.3790125 0.67021132 0.271510456
ZNF406 AB167741_bp2331_R AGCTAAAAAGTGTGAATACTGTGGCAAACTTCTCTTGAAAGTTTGCCACAGTATTCACACGG Hs.446172 3825 0.0047625 0.28058377 0.978581139 0.301275 0.30279277 0.19913112
ZNF406 AB167741_bp2331_R AGCTAAAAAGTGTGAATACTGTGGCAAACTTCTCTTGAAAGTTTGCCACAGTATTCACACGG Hs.446172 9201 -0.0358625 0.20637834 0.822775394 0.3407 0.31877205 0.158550597
ZNF406 AB167741_bp2331_R AGCTAAAAAGTGTGAATACTGTGGCAAACTTCTCTTGAAAGTTTGCCACAGTATTCACACGG Hs.446172 14577 0.0008875 0.17867827 0.995403951 0.376525 0.32886366 0.128202222
ZNF406 AB167741_bp2615_R AGCTAAAAAGGGTGCTCATTGCTTTCTCAATCTCTTGAATTGAGAAAGCAATGAGCACCCGG Hs.446172 3823 0.3802125 0.5083329 0.166850822 0.2208 0.29420562 0.32797475
ZNF406 AB167741_bp2615_R AGCTAAAAAGGGTGCTCATTGCTTTCTCAATCTCTTGAATTGAGAAAGCAATGAGCACCCGG Hs.446172 9199 0.3972875 0.47512465 0.137068259 -0.214225 0.17619272 0.303102721
ZNF406 AB167741_bp2615_R AGCTAAAAAGGGTGCTCATTGCTTTCTCAATCTCTTGAATTGAGAAAGCAATGAGCACCCGG Hs.446172 14575 0.3960375 0.48476802 0.142338632 -0.406225 0.26842427 0.091966407
ZNF435 BF528199_bp1160_R AGCTAAAAAGCCGCCTACATTCATGAACAGTCTCTTGAACTGTTCATGAATGTAGGCGGCGG Hs.288539 4347 -1.089525 1.00008744 0.044104533 -0.808275 0.348322 0.010590434 -0.1249 0.39361221 0.66099179
ZNF435 BF528199_bp1160_R AGCTAAAAAGCCGCCTACATTCATGAACAGTCTCTTGAACTGTTCATGAATGTAGGCGGCGG Hs.288539 9723 -0.483675 0.38369421 0.057253118 -1.598075 1.22522173 0.031161533 0.258133333 1.0568555 0.586638887
ZNF435 BF528199_bp1160_R AGCTAAAAAGCCGCCTACATTCATGAACAGTCTCTTGAACTGTTCATGAATGTAGGCGGCGG Hs.288539 15099 -0.459625 0.3255572 0.051323454 -2.16375 0.86599368 0.026824756 -0.0039 0.41931432 0.991479599
ZNF435 BF528199_bp139_R AGCTAAAAAGGAAGGCCATTTCCGCAGTAATCTCTTGAATTACTGCGGAAATGGCCTTCCGG Hs.288539 4351 -0.055075 0.01961502 0.688366059 -0.29025 0.86138093 0.477232711 0.33085 0.96527147 0.509973229
ZNF435 BF528199_bp139_R AGCTAAAAAGGAAGGCCATTTCCGCAGTAATCTCTTGAATTACTGCGGAAATGGCCTTCCGG Hs.288539 9727 -0.01975 0.21370619 0.902606883 -0.40075 0.6382626 0.232800282 0.113666667 0.77333648 0.76518128
ZNF435 BF528199_bp139_R AGCTAAAAAGGAAGGCCATTTCCGCAGTAATCTCTTGAATTACTGCGGAAATGGCCTTCCGG Hs.288539 15103 -0.38115 0.70152411 0.260366084 -0.0589 0.90518861 0.886921461 -0.21436667 1.06348458 0.651516425
ZNF435 BF528199_bp165_R AGCTAAAAAGCTCCTTCATTAGCACATCCATCTCTTGAATGGATGTGCTAATGAAGGAGCGG Hs.288539 4349 -0.428233333 0.34466857 0.120811192 -0.888966667 0.2061175 0.013306726 -0.66743333 0.65381473 0.096723794
ZNF435 BF528199_bp165_R AGCTAAAAAGCTCCTTCATTAGCACATCCATCTCTTGAATGGATGTGCTAATGAAGGAGCGG Hs.288539 15101 -0.849525 0.49644654 0.014359613 -0.888866667 0.30876919 0.019278693 -1.17435 0.04292138 0.018782397
ZNF435 BF528199_bp165_R AGCTAAAAAGCTCCTTCATTAGCACATCCATCTCTTGAATGGATGTGCTAATGAAGGAGCGG Hs.288539 9725 -0.3817 0.32177598 0.086569385 -0.899533333 0.31143642 0.018788489 -0.74155 0.83841651 0.156109259
ZNF511 BM916106_bp1006_R AGCTAAAAAGACTCTCGGGTTGTATATGATTCTCTTGAAATCATATACAACCCGAGAGTCGG Hs.422113 4714 -0.0729375 0.64280945 0.804973231 -0.1525375 0.64175938 0.626204104 0.622925 1.05399814 0.32235417 0.96625 0.92232128 0.127138248
ZNF511 BM916106_bp1006_R AGCTAAAAAGACTCTCGGGTTGTATATGATTCTCTTGAAATCATATACAACCCGAGAGTCGG Hs.422113 10090 0.0071375 0.54549981 0.978099148 -0.1550375 0.75046793 0.662719173 0.812525 1.21032145 0.271935947 0.94375 0.84890549 0.11268064
ZNF511 BM916106_bp1006_R AGCTAAAAAGACTCTCGGGTTGTATATGATTCTCTTGAAATCATATACAACCCGAGAGTCGG Hs.422113 15466 0.1222625 0.57104725 0.652904706 -0.3317375 1.11133258 0.516663775 0.770525 1.1471355 0.271726694 1.007975 0.93031783 0.118796494
ZNF511 BM916106_bp1207_R AGCTAAAAAGCACGCATCCTTATGATCTCTTCTCTTGAAAGAGATCATAAGGATGCGTGCGG Hs.422113 4718 -1.0266375 0.21061996 0.001093846 -0.1019625 0.22903083 0.55346931 -0.3078 0.53811618 0.335636316 0.664125 0.34452708 0.030830459
ZNF511 BM916106_bp1207_R AGCTAAAAAGCACGCATCCTTATGATCTCTTCTCTTGAAAGAGATCATAAGGATGCGTGCGG Hs.422113 10094 -0.9261125 0.10626271 0.001016954 -0.0368125 0.18462271 0.81628242 -0.286725 0.51565176 0.347199579 0.69425 0.45892539 0.056510031
ZNF511 BM916106_bp1207_R AGCTAAAAAGCACGCATCCTTATGATCTCTTCTCTTGAAAGAGATCATAAGGATGCGTGCGG Hs.422113 15470 -0.7889875 0.12822023 0.002302056 0.0013375 0.32295334 0.994526596 -0.219925 0.55194937 0.483747583 0.6291 0.33025531 0.031792762
ZNF511 BM916106_bp922_R AGCTAAAAAGCTCCACGATTGTATGTGTTGTCTCTTGAACAACACATACAATCGTGGAGCGG Hs.422113 4716 -0.4051875 0.27041577 0.058762414 -0.0372125 0.13398455 0.802368128 0.63945 0.29666945 0.022985382 0.924025 0.13777855 0.000895884
ZNF511 BM916106_bp922_R AGCTAAAAAGCTCCACGATTGTATGTGTTGTCTCTTGAACAACACATACAATCGTGGAGCGG Hs.422113 10092 -0.5085875 0.2769461 0.028999345 -0.0378125 0.4209017 0.867987736 0.6033 0.37053256 0.047260266 0.909525 0.1558143 0.001350221
ZNF511 BM916106_bp922_R AGCTAAAAAGCTCCACGATTGTATGTGTTGTCTCTTGAACAACACATACAATCGTGGAGCGG Hs.422113 15468 -0.2988875 0.28586957 0.139110762 0.2435625 0.37317298 0.282627476 0.51735 0.2203274 0.018260938 0.92955 0.15516283 0.001250664
ZNF516 D86975_bp2445_R AGCTAAAAAGCTGTCCGATTTGCACAACAATCTCTTGAATTGTTGTGCAAATCGGACAGCGG Hs.436973 4765 -0.0595125 0.13590192 0.687552976 -0.3565375 0.25430334 0.090109318 -0.14585 0.44494824 0.558882124 0.3411 0.37407376 0.165706836
ZNF516 D86975_bp2445_R AGCTAAAAAGCTGTCCGATTTGCACAACAATCTCTTGAATTGTTGTGCAAATCGGACAGCGG Hs.436973 10141 -0.0645875 0.16370788 0.672464095 -0.2703625 0.23799599 0.161570463 -0.1298 0.47781856 0.624691711 0.385475 0.42874554 0.16999412
ZNF516 D86975_bp2445_R AGCTAAAAAGCTGTCCGATTTGCACAACAATCTCTTGAATTGTTGTGCAAATCGGACAGCGG Hs.436973 15517 -0.1387375 0.13512089 0.365435536 -0.4485125 0.42827214 0.100257559 -0.1906 0.4587734 0.466973489 0.364225 0.43707576 0.194175695
ZNF516 D86975_bp2601_R AGCTAAAAAGTGTCCTTACTGCAGCCACAATCTCTTGAATTGTGGCTGCAGTAAGGACACGG Hs.436973 4767 0.8679875 0.15527723 0.001710933 0.2738375 0.41957184 0.263643608 0.91755 0.17830275 0.001956137 1.153525 0.45961734 0.015229009
ZNF516 D86975_bp2601_R AGCTAAAAAGTGTCCTTACTGCAGCCACAATCTCTTGAATTGTGGCTGCAGTAAGGACACGG Hs.436973 10143 0.8939625 0.13496579 0.001354428 0.4907625 0.36981204 0.061988456 0.8844 0.11270513 0.000562282 1.1337 0.43628514 0.013840164
ZNF516 D86975_bp2601_R AGCTAAAAAGTGTCCTTACTGCAGCCACAATCTCTTGAATTGTGGCTGCAGTAAGGACACGG Hs.436973 15519 0.9736625 0.16973428 0.001096614 0.4811625 0.40715022 0.076869435 0.896575 0.10559143 0.000444746 1.19915 0.48630597 0.015983421
ZNF516 D86975_bp3755_R AGCTAAAAAGAGACCATTCTAACACAGGTATCTCTTGAATACCTGTGTTAGAATGGTCTCGG Hs.436973 4769 0.0526625 0.79511768 0.880707198 0.3408875 0.74112167 0.352584266 0.922775 1.65624708 0.346386496 1.1795 0.46857098 0.015105217
ZNF516 D86975_bp3755_R AGCTAAAAAGAGACCATTCTAACACAGGTATCTCTTGAATACCTGTGTTAGAATGGTCTCGG Hs.436973 10145 0.0055625 0.78529073 0.987203387 0.3909875 0.83064727 0.335660229 0.89655 1.64495996 0.355414011 1.2414 0.41392524 0.009280615
ZNF516 D86975_bp3755_R AGCTAAAAAGAGACCATTCTAACACAGGTATCTCTTGAATACCTGTGTTAGAATGGTCTCGG Hs.436973 15521 0.2831875 0.8348858 0.452394775 0.654275 0.85344253 0.261906469 0.97205 1.63439365 0.319808338 1.230775 0.65075579 0.032385923
ZNF532 AK128058_bp3679_R AGCTAAAAAGCCTCCAAACTTGGGTATAAATCTCTTGAATTTATACCCAAGTTTGGAGGCGG Hs.529023 4077 -1.1733875 0.26828812 0.00086012 -0.246825 0.16280697 0.238747447
ZNF532 AK128058_bp3679_R AGCTAAAAAGCCTCCAAACTTGGGTATAAATCTCTTGAATTTATACCCAAGTTTGGAGGCGG Hs.529023 9453 -1.1405375 0.30328489 0.001242289 -0.205075 0.09228035 0.304814864
ZNF532 AK128058_bp3679_R AGCTAAAAAGCCTCCAAACTTGGGTATAAATCTCTTGAATTTATACCCAAGTTTGGAGGCGG Hs.529023 14829 -1.1942625 0.23326777 0.000627548 -0.1557 0.1179946 0.431481626
ZNF532 AK128058_bp4121_R AGCTAAAAAGACCCTGACCTGAAAGAAATGTCTCTTGAACATTTCTTTCAGGTCAGGGTCGG Hs.529023 4105 -0.5016625 0.25999362 0.027905826 0.320525 0.1376801 0.135807832
ZNF532 AK128058_bp4121_R AGCTAAAAAGACCCTGACCTGAAAGAAATGTCTCTTGAACATTTCTTTCAGGTCAGGGTCGG Hs.529023 9481 -0.6975375 0.45209384 0.023682018 0.269675 0.09445921 0.19070049
ZNF532 AK128058_bp4121_R AGCTAAAAAGACCCTGACCTGAAAGAAATGTCTCTTGAACATTTCTTTCAGGTCAGGGTCGG Hs.529023 14857 -0.5515875 0.23297989 0.017201105 0.321225 0.09224476 0.129090055
ZNF532 AK128058_bp5752_R AGCTAAAAAGCCGCCTGTGTATTGCAATTGTCTCTTGAACAATTGCAATACACAGGCGGCGG Hs.529023 4079 -0.4082125 0.34518497 0.079279921 -0.2893 0.23249756 0.193152144
ZNF532 AK128058_bp5752_R AGCTAAAAAGCCGCCTGTGTATTGCAATTGTCTCTTGAACAATTGCAATACACAGGCGGCGG Hs.529023 9455 -0.2352125 0.2992963 0.233156304 -0.267275 0.22242686 0.221655093
ZNF532 AK128058_bp5752_R AGCTAAAAAGCCGCCTGTGTATTGCAATTGTCTCTTGAACAATTGCAATACACAGGCGGCGG Hs.529023 14831 -0.2679125 0.31245201 0.190320481 -0.275275 0.25821115 0.220537704
ZNF584 NM_173548_bp1115_R AGCTAAAAAGGCCTTCAGTTACCCGTCTAATCTCTTGAATTAGACGGGTAACTGAAGGCCGG Hs.439551 5000 -1.8495375 1.53926665 0.028747546 0.2939625 0.63838694 0.363425127
ZNF584 NM_173548_bp1115_R AGCTAAAAAGGCCTTCAGTTACCCGTCTAATCTCTTGAATTAGACGGGTAACTGAAGGCCGG Hs.439551 10376 -1.1980875 1.21283143 0.056880489 0.1243625 0.24472717 0.484101487
ZNF584 NM_173548_bp1115_R AGCTAAAAAGGCCTTCAGTTACCCGTCTAATCTCTTGAATTAGACGGGTAACTGAAGGCCGG Hs.439551 15752 -1.0352375 1.70417833 0.183631433 0.2026875 0.34095832 0.339573846
ZNF584 NM_173548_bp1502_R AGCTAAAAAGGAACGGCCCTATGAATGTAGTCTCTTGAACTACATTCATAGGGCCGTTCCGG Hs.439551 5004 -1.1405125 1.1969708 0.063536368 0.6758625 0.76372089 0.10794796
ZNF584 NM_173548_bp1502_R AGCTAAAAAGGAACGGCCCTATGAATGTAGTCTCTTGAACTACATTCATAGGGCCGTTCCGG Hs.439551 10380 -0.6173625 0.79501472 0.123191884 0.7027125 0.72603222 0.087889564
ZNF584 NM_173548_bp1502_R AGCTAAAAAGGAACGGCCCTATGAATGTAGTCTCTTGAACTACATTCATAGGGCCGTTCCGG Hs.439551 15756 -0.4037875 2.05698052 0.637530091 0.6824375 0.77558229 0.108869845
ZNF584 NM_173548_bp978_R AGCTAAAAAGACCATCTGATAACGCATTCTTCTCTTGAAAGAATGCGTTATCAGATGGTCGG Hs.439551 5002 -0.4494625 1.20975498 0.396777108 0.2227625 0.27725882 0.256974683
ZNF584 NM_173548_bp978_R AGCTAAAAAGACCATCTGATAACGCATTCTTCTCTTGAAAGAATGCGTTATCAGATGGTCGG Hs.439551 10378 0.1074125 0.20175855 0.508675721 0.2262875 0.28964447 0.258520395
ZNF584 NM_173548_bp978_R AGCTAAAAAGACCATCTGATAACGCATTCTTCTCTTGAAAGAATGCGTTATCAGATGGTCGG Hs.439551 15754 -1.0016625 2.19642519 0.296071499 0.12315 0.22311395 0.566649767
ZNF608 XM_114432_bp3497_R AGCTAAAAAGCCCGGCCTATTCAGACATATTCTCTTGAAATATGTCTGAATAGGCCGGGCGG 4983 -0.3246875 0.08509411 0.058998604 -0.3897875 0.50861942 0.178238237
ZNF608 XM_114432_bp3497_R AGCTAAAAAGCCCGGCCTATTCAGACATATTCTCTTGAAATATGTCTGAATAGGCCGGGCGG 10359 -0.4860125 0.11380983 0.016168011 -0.5867875 0.45107884 0.052913844
ZNF608 XM_114432_bp3497_R AGCTAAAAAGCCCGGCCTATTCAGACATATTCTCTTGAAATATGTCTGAATAGGCCGGGCGG 15735 -0.179183333 0.2784366 0.424566084 0.080175 0.08184761 0.77126173
ZNF608 XM_114432_bp4198_R AGCTAAAAAGGGCCATCAGTGCCTAATAAATCTCTTGAATTTATTAGGCACTGATGGCCCGG 4981 0.1271625 0.32005623 0.509116597 -0.1882875 1.29726146 0.745386173
ZNF608 XM_114432_bp4198_R AGCTAAAAAGGGCCATCAGTGCCTAATAAATCTCTTGAATTTATTAGGCACTGATGGCCCGG 10357 -0.0082625 0.2463667 0.960961456 -0.2518875 1.1349818 0.625316051
ZNF608 XM_114432_bp4198_R AGCTAAAAAGGGCCATCAGTGCCTAATAAATCTCTTGAATTTATTAGGCACTGATGGCCCGG 15733 0.0735375 0.31501794 0.69603818 -0.1749125 1.17616001 0.740913594
ZNF608 XM_114432_bp4272_R AGCTAAAAAGGCCGACAGCTTCAAAGCTAATCTCTTGAATTAGCTTTGAAGCTGTCGGCCGG 4985 0.2971375 0.27859479 0.137586912 -0.9634875 0.8141877 0.047679182
ZNF608 XM_114432_bp4272_R AGCTAAAAAGGCCGACAGCTTCAAAGCTAATCTCTTGAATTAGCTTTGAAGCTGTCGGCCGG 10361 0.1281625 0.29413084 0.490151433 -1.0912625 0.80291011 0.031024018
ZNF608 XM_114432_bp4272_R AGCTAAAAAGGCCGACAGCTTCAAAGCTAATCTCTTGAATTAGCTTTGAAGCTGTCGGCCGG 15737 0.130825 0.05221984 0.618970813
ZNF85 BC036394_bp2275_R AGCTAAAAAGGCAAAGCTTTAATCAATTTATCTCTTGAATAAATTGATTAAAGCTTTGCCGG Hs.37138 4232 -0.285425 0.27238544 0.147528858 -0.30775 0.19012988 0.102734883 -0.22443333 0.48457016 0.46944193
ZNF85 BC036394_bp2275_R AGCTAAAAAGGCAAAGCTTTAATCAATTTATCTCTTGAATAAATTGATTAAAGCTTTGCCGG Hs.37138 9608 -0.472066667 0.07998358 0.04979556 -0.46655 0.21666845 0.035076192 -0.0544 0.97002763 0.901523772
ZNF85 BC036394_bp2275_R AGCTAAAAAGGCAAAGCTTTAATCAATTTATCTCTTGAATAAATTGATTAAAGCTTTGCCGG Hs.37138 14984 -0.2864 0.80235684 0.432977477 -0.509025 0.14142865 0.018627144 -0.12356667 0.36645464 0.658373023
ZNF85 BC036394_bp2445_R AGCTAAAAAGTTGTCACACTTTAGGTAAGATCTCTTGAATCTTACCTAAAGTGTGACAACGG Hs.37138 4236 -0.885025 0.75074445 0.03854708 -0.0381 0.62395102 0.924821829
ZNF85 BC036394_bp2445_R AGCTAAAAAGTTGTCACACTTTAGGTAAGATCTCTTGAATCTTACCTAAAGTGTGACAACGG Hs.37138 9612 -0.665225 0.78715997 0.100277876 -0.1615 0.69155043 0.702348184
ZNF85 BC036394_bp2445_R AGCTAAAAAGTTGTCACACTTTAGGTAAGATCTCTTGAATCTTACCTAAAGTGTGACAACGG Hs.37138 14988 -0.9389 0.70058292 0.025913717 0.1287 0.64855834 0.754494909
ZNF85 BC036394_bp2592_R AGCTAAAAAGCCGTTAATATCTGCTCACATTCTCTTGAAATGTGAGCAGATATTAACGGCGG Hs.37138 4234 -0.1944 0.37980643 0.365987871 -0.2084 0.24624055 0.264556935 0.064566667 0.00070946 0.787793679
ZNF85 BC036394_bp2592_R AGCTAAAAAGCCGTTAATATCTGCTCACATTCTCTTGAAATGTGAGCAGATATTAACGGCGG Hs.37138 9610 0.04365 0.67088957 0.886172062 -0.21375 0.31418704 0.298548866 0.6297 0.94810125 0.185687211
ZNF85 BC036394_bp2592_R AGCTAAAAAGCCGTTAATATCTGCTCACATTCTCTTGAAATGTGAGCAGATATTAACGGCGG Hs.37138 14986 -0.115925 0.48457641 0.632235435 -0.2837 0.14280964 0.10784743 0.074033333 0.54554051 0.815486702
ZNF93 AK096342_bp1066_R AGCTAAAAAGCCCTACGTTTGTGAAGAATGTCTCTTGAACATTCTTCACAAACGTAGGGCGG Hs.565270 4036 -0.9279875 0.23763678 0.002046062 -0.9639 0.26797506 0.003058079
ZNF93 AK096342_bp1066_R AGCTAAAAAGCCCTACGTTTGTGAAGAATGTCTCTTGAACATTCTTCACAAACGTAGGGCGG Hs.565270 9412 -0.7317375 0.0865003 0.002736539 -0.871725 0.3238979 0.006214025
ZNF93 AK096342_bp1066_R AGCTAAAAAGCCCTACGTTTGTGAAGAATGTCTCTTGAACATTCTTCACAAACGTAGGGCGG Hs.565270 14788 -0.7346125 0.03011003 0.002373362 -0.813075 0.28947065 0.007477995
ZNF93 AK096342_bp2109_R AGCTAAAAAGTACCTGAAGTGGTTCAATGATCTCTTGAATCATTGAACCACTTCAGGTACGG Hs.565270 4040 -0.671175 0.0632803 0.009853753
ZNF93 AK096342_bp2109_R AGCTAAAAAGTACCTGAAGTGGTTCAATGATCTCTTGAATCATTGAACCACTTCAGGTACGG Hs.565270 9416 -0.500275 0.15082366 0.036786619
ZNF93 AK096342_bp2109_R AGCTAAAAAGTACCTGAAGTGGTTCAATGATCTCTTGAATCATTGAACCACTTCAGGTACGG Hs.565270 14792 -0.4546 0.16149297 0.052187037
ZNF93 AK096342_bp2624_R AGCTAAAAAGGCAGAAGAATTAGTCAAAGATCTCTTGAATCTTTGACTAATTCTTCTGCCGG Hs.565270 4038 -0.0234875 0.26499545 0.892347052 -0.360825 0.34497885 0.146782004
ZNF93 AK096342_bp2624_R AGCTAAAAAGGCAGAAGAATTAGTCAAAGATCTCTTGAATCTTTGACTAATTCTTCTGCCGG Hs.565270 9414 0.0145375 0.33057875 0.939371513 -0.42895 0.40703832 0.110626994
ZNF93 AK096342_bp2624_R AGCTAAAAAGGCAGAAGAATTAGTCAAAGATCTCTTGAATCTTTGACTAATTCTTCTGCCGG Hs.565270 14790 0.0449375 0.18365958 0.772924978 -0.263525 0.37771943 0.282710459
ZNFN1A1 NM_006060_bp401_R AGCTAAAAAGTGCGGAGGATTTACGAATGCTCTCTTGAAGCATTCGTAAATCCTCCGCACGG Hs.435949 4904 0.4939375 0.44095609 0.068910562 -0.0401625 0.38951154 0.853087767
ZNFN1A1 NM_006060_bp401_R AGCTAAAAAGTGCGGAGGATTTACGAATGCTCTCTTGAAGCATTCGTAAATCCTCCGCACGG Hs.435949 10280 0.5004375 0.46076202 0.071992349 -0.0876125 0.40961167 0.697373327
ZNFN1A1 NM_006060_bp401_R AGCTAAAAAGTGCGGAGGATTTACGAATGCTCTCTTGAAGCATTCGTAAATCCTCCGCACGG Hs.435949 15656 0.6035125 0.44026103 0.036851589 0.0085625 0.49398876 0.973007469
ZNFN1A1 NM_006060_bp916_R AGCTAAAAAGCAGAAGACCTGTGCAAGATATCTCTTGAATATCTTGCACAGGTCTTCTGCGG Hs.435949 4900 3.2301875 0.63767272 8.19E-05 0.9991625 0.82834082 0.0446825
ZNFN1A1 NM_006060_bp916_R AGCTAAAAAGCAGAAGACCTGTGCAAGATATCTCTTGAATATCTTGCACAGGTCTTCTGCGG Hs.435949 10276 2.8107625 0.40150186 3.37E-05 0.7670875 0.59075138 0.042561453
ZNFN1A1 NM_006060_bp916_R AGCTAAAAAGCAGAAGACCTGTGCAAGATATCTCTTGAATATCTTGCACAGGTCTTCTGCGG Hs.435949 15652 2.5424125 0.25254683 1.87E-05 0.8282125 0.59012357 0.033318305
ZNFN1A1 NM_006060_bp995_R AGCTAAAAAGCTCTATGCCTCAGAAATTTCTCTCTTGAAGAAATTTCTGAGGCATAGAGCGG Hs.435949 4902 0.2030625 0.11000975 0.195843224 -0.2916125 0.29878429 0.167986592
ZNFN1A1 NM_006060_bp995_R AGCTAAAAAGCTCTATGCCTCAGAAATTTCTCTCTTGAAGAAATTTCTGAGGCATAGAGCGG Hs.435949 10278 0.2222625 0.20392681 0.202020468 -0.0312375 0.39820452 0.886898458
ZNFN1A1 NM_006060_bp995_R AGCTAAAAAGCTCTATGCCTCAGAAATTTCTCTCTTGAAGAAATTTCTGAGGCATAGAGCGG Hs.435949 15654 0.1503875 0.17441045 0.349636806 -0.2402875 0.87886363 0.559252586
ZNFN1A3 BC032707_bp1387_R AGCTAAAAAGGGGAGGTGATGGATGTGTATTCTCTTGAAATACACATCCATCACCTCCCCGG Hs.444388 4870 1.6768625 0.36689289 0.000320546 0.0690375 0.51462297 0.791921203
ZNFN1A3 BC032707_bp1387_R AGCTAAAAAGGGGAGGTGATGGATGTGTATTCTCTTGAAATACACATCCATCACCTCCCCGG Hs.444388 10246 1.4137375 0.5402231 0.002201147 0.0618375 0.67454661 0.847773928
ZNFN1A3 BC032707_bp1387_R AGCTAAAAAGGGGAGGTGATGGATGTGTATTCTCTTGAAATACACATCCATCACCTCCCCGG Hs.444388 15622 1.5020125 0.66761956 0.003429439 0.7282 1.27597639 0.288068566
ZNFN1A3 BC032707_bp1492_R AGCTAAAAAGAGTGTAACATGTGTGGATATTCTCTTGAAATATCCACACATGTTACACTCGG Hs.444388 4898 2.5968375 0.63192195 0.000226738 0.6946625 0.62492334 0.065025013
ZNFN1A3 BC032707_bp1492_R AGCTAAAAAGAGTGTAACATGTGTGGATATTCTCTTGAAATATCCACACATGTTACACTCGG Hs.444388 10274 2.7537375 0.46162784 5.71E-05 0.5456375 0.35892193 0.043024089
ZNFN1A3 BC032707_bp1492_R AGCTAAAAAGAGTGTAACATGTGTGGATATTCTCTTGAAATATCCACACATGTTACACTCGG Hs.444388 15650 3.2965125 1.21318128 0.001052209 0.4544875 0.68667818 0.207187396
ZNFN1A3 BC032707_bp808_R AGCTAAAAAGCTCTCGTACTGGACAGATTATCTCTTGAATAATCTGTCCAGTACGAGAGCGG Hs.444388 4872 0.0762125 0.26614936 0.664021434 -0.1413125 0.35051845 0.49979327
ZNFN1A3 BC032707_bp808_R AGCTAAAAAGCTCTCGTACTGGACAGATTATCTCTTGAATAATCTGTCCAGTACGAGAGCGG Hs.444388 10248 -0.1170375 0.22536257 0.486650567 -0.5026125 0.23307686 0.029831466
ZNFN1A3 BC032707_bp808_R AGCTAAAAAGCTCTCGTACTGGACAGATTATCTCTTGAATAATCTGTCCAGTACGAGAGCGG Hs.444388 15624 0.0863125 0.31260929 0.646414742 0.1381375 1.02870701 0.76730074
ZNFN1A4 BX647761_bp3325_R AGCTAAAAAGACCCTTGGCTATTTGAGTAATCTCTTGAATTACTCAAATAGCCAAGGGTCGG Hs.388622 4908 -0.2274875 0.26557646 0.226639002 -0.1094125 0.22084616 0.521321282
ZNFN1A4 BX647761_bp3325_R AGCTAAAAAGACCCTTGGCTATTTGAGTAATCTCTTGAATTACTCAAATAGCCAAGGGTCGG Hs.388622 10284 -0.2203375 0.30328906 0.262423089 -0.1277625 0.25736481 0.481006725
ZNFN1A4 BX647761_bp3325_R AGCTAAAAAGACCCTTGGCTATTTGAGTAATCTCTTGAATTACTCAAATAGCCAAGGGTCGG Hs.388622 15660 -0.0842375 0.28628474 0.641632744 0.4721375 0.22095474 0.034456929
ZNFN1A4 BX647761_bp3852_R AGCTAAAAAGGGGCAATTGTTCCTCCTTGATCTCTTGAATCAAGGAGGAACAATTGCCCCGG Hs.388622 4906 -0.0863375 0.85923833 0.818248098 0.5021125 1.15866726 0.357767924
ZNFN1A4 BX647761_bp3852_R AGCTAAAAAGGGGCAATTGTTCCTCCTTGATCTCTTGAATCAAGGAGGAACAATTGCCCCGG Hs.388622 10282 -0.1260125 0.64736174 0.673355807 0.2385625 0.88725003 0.565117864
ZNFN1A4 BX647761_bp3852_R AGCTAAAAAGGGGCAATTGTTCCTCCTTGATCTCTTGAATCAAGGAGGAACAATTGCCCCGG Hs.388622 15658 -0.0129875 0.88031363 0.972924523 0.3326375 0.91138234 0.440977362
ZNFN1A4 BX647761_bp4981_R AGCTAAAAAGCTGAAAGTCTGTTATAAATATCTCTTGAATATTTATAACAGACTTTCAGCGG Hs.388622 4640 -0.7897125 0.32992587 0.007325573 0.158433333 0.28795875 0.499318167
ZNFN1A4 BX647761_bp4981_R AGCTAAAAAGCTGAAAGTCTGTTATAAATATCTCTTGAATATTTATAACAGACTTTCAGCGG Hs.388622 10016 -0.7594375 0.30494395 0.007380047 -0.4470375 1.2717232 0.445550898
ZNFN1A4 BX647761_bp4981_R AGCTAAAAAGCTGAAAGTCTGTTATAAATATCTCTTGAATATTTATAACAGACTTTCAGCGG Hs.388622 15392 -0.7733375 0.30672641 0.006924448 -0.0122625 0.50816936 0.962127866
ZNFN1A5 AK122899_bp1650_R AGCTAAAAAGGGGTTTAGATCTTTGGATAATCTCTTGAATTATCCAAAGATCTAAACCCCGG Hs.501289 4910 0.5744125 0.09851376 0.007954157 -0.1903375 0.4562965 0.443353679
ZNFN1A5 AK122899_bp1650_R AGCTAAAAAGGGGTTTAGATCTTTGGATAATCTCTTGAATTATCCAAAGATCTAAACCCCGG Hs.501289 10286 0.6556375 0.10657366 0.004715378 -0.1135375 0.32597794 0.569889067
ZNFN1A5 AK122899_bp1650_R AGCTAAAAAGGGGTTTAGATCTTTGGATAATCTCTTGAATTATCCAAAGATCTAAACCCCGG Hs.501289 15662 0.7711625 0.14996463 0.002818868 0.1715375 0.89055872 0.677205408
ZNFN1A5 AK122899_bp2384_R AGCTAAAAAGCCCGGCTTATTGAACACATCTCTCTTGAAGATGTGTTCAATAAGCCGGGCGG Hs.501289 4912 0.0294125 0.23933391 0.860514225 0.0078875 0.10228034 0.956122502
ZNFN1A5 AK122899_bp2384_R AGCTAAAAAGCCCGGCTTATTGAACACATCTCTCTTGAAGATGTGTTCAATAAGCCGGGCGG Hs.501289 10288 -0.0364375 0.23786639 0.827471864 -0.0245875 0.11905848 0.866239226
ZNFN1A5 AK122899_bp2384_R AGCTAAAAAGCCCGGCTTATTGAACACATCTCTCTTGAAGATGTGTTCAATAAGCCGGGCGG Hs.501289 15664 0.0414625 0.22682349 0.801310162 0.0445125 0.13498952 0.765278663
ZNFN1A5 AK122899_bp2538_R AGCTAAAAAGCTGCAGTGATCGAAGTAACTTCTCTTGAAAGTTACTTCGATCACTGCAGCGG Hs.501289 4914 0.6120625 0.48425034 0.043181516 -0.0497125 0.37773526 0.815638958
ZNFN1A5 AK122899_bp2538_R AGCTAAAAAGCTGCAGTGATCGAAGTAACTTCTCTTGAAAGTTACTTCGATCACTGCAGCGG Hs.501289 10290 0.9802125 0.39023881 0.004313668 0.1681875 0.3670484 0.438026423
ZNFN1A5 AK122899_bp2538_R AGCTAAAAAGCTGCAGTGATCGAAGTAACTTCTCTTGAAAGTTACTTCGATCACTGCAGCGG Hs.501289 15666 2.7091375 1.79102385 0.011985507 0.6571125 2.04548336 0.475734323
ZNRF1 NM_032268_bp1068_R AGCTAAAAAGCTCGCATAGTGGTTTCAAGTTCTCTTGAAACTTGAAACCACTATGCGAGCGG Hs.427284 3709 -0.5174 0.27162038 0.026571586 -0.2016375 0.69693393 0.53114149
ZNRF1 NM_032268_bp1068_R AGCTAAAAAGCTCGCATAGTGGTTTCAAGTTCTCTTGAAACTTGAAACCACTATGCGAGCGG Hs.427284 14461 -0.457425 0.30817365 0.048038138 -0.3294125 0.57157048 0.266963953
ZNRF1 NM_032268_bp1068_R AGCTAAAAAGCTCGCATAGTGGTTTCAAGTTCTCTTGAAACTTGAAACCACTATGCGAGCGG Hs.427284 9085 -0.5043 0.21478037 0.021825568 -0.12771667 0.51238311 0.681332283
ZNRF1 NM_032268_bp1289_R AGCTAAAAAGACTCGTGGTTTGAAGTGAACTCTCTTGAAGTTCACTTCAAACCACGAGTCGG Hs.427284 14463 0.168525 0.40285118 0.443012634 1.3111875 1.11270206 0.022121747
ZNRF1 NM_032268_bp1289_R AGCTAAAAAGACTCGTGGTTTGAAGTGAACTCTCTTGAAGTTCACTTCAAACCACGAGTCGG Hs.427284 3711 -0.240366667 0.43522587 0.379279046 0.833075 0.96764028 0.142455295
ZNRF1 NM_032268_bp1289_R AGCTAAAAAGACTCGTGGTTTGAAGTGAACTCTCTTGAAGTTCACTTCAAACCACGAGTCGG Hs.427284 9087 -0.04705 0.4813634 0.843717606 0.352916667 0.54165957 0.292009896
ZYX BC073825_bp1340_R AGCTAAAAAGCCACAGGAGTAAACTTAGGATCTCTTGAATCCTAAGTTTACTCCTGTGGCGG Hs.490415 4301 -0.034375 0.6233503 0.904877792 0.497125 0.41617118 0.073033967 0.4177 0.33183458 0.164404641
ZYX BC073825_bp1340_R AGCTAAAAAGCCACAGGAGTAAACTTAGGATCTCTTGAATCCTAAGTTTACTCCTGTGGCGG Hs.490415 9677 -0.14515 0.48472923 0.551821104 0.517525 0.53579129 0.103481821 0.408966667 0.41242978 0.192202514
ZYX BC073825_bp1340_R AGCTAAAAAGCCACAGGAGTAAACTTAGGATCTCTTGAATCCTAAGTTTACTCCTGTGGCGG Hs.490415 15053 -0.005375 0.63276519 0.985253774 0.70585 0.76411607 0.09706747 0.272166667 0.35371758 0.344180245
ZYX BC073825_bp514_R AGCTAAAAAGCCATTGTCATCTGCCTCAATTCTCTTGAAATTGAGGCAGATGACAATGGCGG Hs.490415 4303 0.349433333 0.3359878 0.180515261 -0.466 0.50184852 0.118735732 1.134766667 1.03705926 0.048285772



ZYX BC073825_bp514_R AGCTAAAAAGCCATTGTCATCTGCCTCAATTCTCTTGAAATTGAGGCAGATGACAATGGCGG Hs.490415 15055 -0.505375 0.27351813 0.029131329 -0.37925 0.42331221 0.145565337 0.673566667 0.7022311 0.104300831
ZYX BC073825_bp514_R AGCTAAAAAGCCATTGTCATCTGCCTCAATTCTCTTGAAATTGAGGCAGATGACAATGGCGG Hs.490415 9679 0.240375 0.77990666 0.496617653 -0.345133333 0.24904486 0.171168442 0.18475 0.21545544 0.593899335

AK023999_bp1234_R AGCTAAAAAGGGGAAATTCTAACACATTTCTCTCTTGAAGAAATGTGTTAGAATTTCCCCGG Hs.26039 3861 1.396033333 0.32007678 0.002706202 -0.1659 0.5100614 0.537472937
AK023999_bp1234_R AGCTAAAAAGGGGAAATTCTAACACATTTCTCTCTTGAAGAAATGTGTTAGAATTTCCCCGG Hs.26039 9237 1.5395 0.46875999 0.003673793 -0.2906 0.31617405 0.218045103
AK023999_bp1234_R AGCTAAAAAGGGGAAATTCTAACACATTTCTCTCTTGAAGAAATGTGTTAGAATTTCCCCGG Hs.26039 14613 1.411333333 0.4215547 0.004095019 -0.2331 0.33137011 0.318161735
AK023999_bp312_R AGCTAAAAAGCACGTGAACTAAGAGTGACATCTCTTGAATGTCACTCTTAGTTCACGTGCGG Hs.26039 3863 0.7525125 0.13675146 0.002947521 -0.291325 0.3645532 0.234781493
AK023999_bp312_R AGCTAAAAAGCACGTGAACTAAGAGTGACATCTCTTGAATGTCACTCTTAGTTCACGTGCGG Hs.26039 9239 0.6975125 0.23974023 0.007078593 -0.2428 0.29323058 0.285662874
AK023999_bp312_R AGCTAAAAAGCACGTGAACTAAGAGTGACATCTCTTGAATGTCACTCTTAGTTCACGTGCGG Hs.26039 14615 0.6634875 0.28437821 0.011242657 -0.195575 0.28909601 0.380216526
AK023999_bp746_R AGCTAAAAAGAGGCTGTTGTGAGTGAAACATCTCTTGAATGTTTCACTCACAACAGCCTCGG Hs.26039 3859 2.0222125 0.73114855 0.001267326 2.110925 0.25748439 4.04E-05
AK023999_bp746_R AGCTAAAAAGAGGCTGTTGTGAGTGAAACATCTCTTGAATGTTTCACTCACAACAGCCTCGG Hs.26039 9235 1.5417625 0.95850086 0.011028303 1.96595 0.38073467 0.000112522
AK023999_bp746_R AGCTAAAAAGAGGCTGTTGTGAGTGAAACATCTCTTGAATGTTTCACTCACAACAGCCTCGG Hs.26039 14611 1.8512625 0.46480852 0.00039449 2.13495 0.34464156 5.80E-05
AK054990_bp1237_R AGCTAAAAAGACAGTAAGATTTGTGGGAAATCTCTTGAATTTCCCACAAATCTTACTGTCGG Hs.131740 5090 -0.2952375 0.24514275 0.124763202 -0.9590625 0.55886155 0.017609773
AK054990_bp1237_R AGCTAAAAAGACAGTAAGATTTGTGGGAAATCTCTTGAATTTCCCACAAATCTTACTGTCGG Hs.131740 10466 -0.1222625 0.29163876 0.507901929 -0.9210125 0.662402 0.031819738
AK054990_bp1237_R AGCTAAAAAGACAGTAAGATTTGTGGGAAATCTCTTGAATTTCCCACAAATCTTACTGTCGG Hs.131740 15842 -0.1187875 0.02656973 0.401742958 -0.5638125 1.85260494 0.499000589
AK054990_bp310_R AGCTAAAAAGTACGTTTGGTAACCTCAATCTCTCTTGAAGATTGAGGTTACCAAACGTACGG Hs.131740 5092 1.4567375 0.49463141 0.00145546 1.0561375 0.40356558 0.005289679
AK054990_bp310_R AGCTAAAAAGTACGTTTGGTAACCTCAATCTCTCTTGAAGATTGAGGTTACCAAACGTACGG Hs.131740 10468 1.3587875 0.49102047 0.001946898 0.8383625 0.41095414 0.013248231
AK054990_bp310_R AGCTAAAAAGTACGTTTGGTAACCTCAATCTCTCTTGAAGATTGAGGTTACCAAACGTACGG Hs.131740 15844 1.4026125 0.48531563 0.001628871 1.0243375 0.39919246 0.005806821
AK054990_bp759_R AGCTAAAAAGGACATCTTCTTTCTCTGTCTTCTCTTGAAAGACAGAGAAAGAAGATGTCCGG Hs.131740 5094 -0.7392625 0.58706879 0.03656233 -0.1765875 0.4485577 0.470088963
AK054990_bp759_R AGCTAAAAAGGACATCTTCTTTCTCTGTCTTCTCTTGAAAGACAGAGAAAGAAGATGTCCGG Hs.131740 10470 -0.5565875 0.50320362 0.062827406 -0.2880125 0.32056867 0.184354892
AK054990_bp759_R AGCTAAAAAGGACATCTTCTTTCTCTGTCTTCTCTTGAAAGACAGAGAAAGAAGATGTCCGG Hs.131740 15846 -0.4469625 0.54128077 0.12877771 -0.2327875 0.13683338 0.16524453
AK057233_bp1475_R AGCTAAAAAGTTGCCTAAGTTGGAAATTATTCTCTTGAAATAATTTCCAACTTAGGCAACGG Hs.122199 4007 -0.0758875 0.18807703 0.630739719 -0.026225 0.20908709 0.89710904
AK057233_bp1475_R AGCTAAAAAGTTGCCTAAGTTGGAAATTATTCTCTTGAAATAATTTCCAACTTAGGCAACGG Hs.122199 9383 -0.0450125 0.15300074 0.764367759 -0.0884 0.22943432 0.66967927
AK057233_bp1475_R AGCTAAAAAGTTGCCTAAGTTGGAAATTATTCTCTTGAAATAATTTCCAACTTAGGCAACGG Hs.122199 14759 0.0395125 0.14260419 0.789902424 -0.085725 0.20211034 0.67324968
AK057233_bp33_R AGCTAAAAAGCACAAGAGCTCTGCCATAAATCTCTTGAATTTATGGCAGAGCTCTTGTGCGG Hs.122199 4005 1.2157875 0.09592511 0.000272742 -0.045625 0.1705622 0.817966972
AK057233_bp33_R AGCTAAAAAGCACAAGAGCTCTGCCATAAATCTCTTGAATTTATGGCAGAGCTCTTGTGCGG Hs.122199 9381 1.2527375 0.21542735 0.00044667 -0.01335 0.12016593 0.944795584
AK057233_bp33_R AGCTAAAAAGCACAAGAGCTCTGCCATAAATCTCTTGAATTTATGGCAGAGCTCTTGTGCGG Hs.122199 14757 1.2706625 0.14149216 0.000270993 -0.0224 0.13742006 0.908267796
AK095066_bp1097_R AGCTAAAAAGCCAGTTATATAGTAATGAAATCTCTTGAATTTCATTACTATATAACTGGCGG Hs.595326 3912 1.3010125 0.15487422 0.000259868 0.762425 0.59884532 0.032597977
AK095066_bp1097_R AGCTAAAAAGCCAGTTATATAGTAATGAAATCTCTTGAATTTCATTACTATATAACTGGCGG Hs.595326 9288 1.0856625 0.27612632 0.001295135 1.111625 0.69788272 0.010352519
AK095066_bp1097_R AGCTAAAAAGCCAGTTATATAGTAATGAAATCTCTTGAATTTCATTACTATATAACTGGCGG Hs.595326 14664 1.2626375 0.10102285 0.000232228 1.0773 0.33464223 0.0023275
AK095066_bp1540_R AGCTAAAAAGGGGCTTTCCTGTGAAATGTATCTCTTGAATACATTTCACAGGAAAGCCCCGG Hs.595326 3910 1.8133625 0.45000856 0.000393748 0.171375 0.14377873 0.394512139
AK095066_bp1540_R AGCTAAAAAGGGGCTTTCCTGTGAAATGTATCTCTTGAATACATTTCACAGGAAAGCCCCGG Hs.595326 9286 1.7568125 0.4882314 0.000589194 0.26125 0.06716946 0.199827017
AK095066_bp1540_R AGCTAAAAAGGGGCTTTCCTGTGAAATGTATCTCTTGAATACATTTCACAGGAAAGCCCCGG Hs.595326 14662 1.8098875 0.49151512 0.000523596 0.302525 0.07888183 0.147321057
AK095066_bp713_R AGCTAAAAAGGAGGGGTAGTGCAGTATTTCTCTCTTGAAGAAATACTGCACTACCCCTCCGG Hs.595326 3938 0.9040625 0.81420006 0.04494832 0.09835 0.34795395 0.667005869
AK095066_bp713_R AGCTAAAAAGGAGGGGTAGTGCAGTATTTCTCTCTTGAAGAAATACTGCACTACCCCTCCGG Hs.595326 9314 0.7666625 0.82159997 0.075510501 0.1738 0.32123388 0.444297385
AK095066_bp713_R AGCTAAAAAGGAGGGGTAGTGCAGTATTTCTCTCTTGAAGAAATACTGCACTACCCCTCCGG Hs.595326 14690 0.9011625 0.83546592 0.048709396 0.17845 0.3510031 0.444366448
AK123915_bp1128_R AGCTAAAAAGAGCCCTTAATCAGTATTCAATCTCTTGAATTGAATACTGATTAAGGGCTCGG Hs.599086 4178 0.4532375 0.27472642 0.04223319 0.909025 0.45970675 0.009156354
AK123915_bp1128_R AGCTAAAAAGAGCCCTTAATCAGTATTCAATCTCTTGAATTGAATACTGATTAAGGGCTCGG Hs.599086 9554 0.4093375 0.27956331 0.059334449 0.9037 0.57524036 0.015269004
AK123915_bp1128_R AGCTAAAAAGAGCCCTTAATCAGTATTCAATCTCTTGAATTGAATACTGATTAAGGGCTCGG Hs.599086 14930 0.2793875 0.43598235 0.245448924 0.3215 0.74248605 0.348768851
AK123915_bp2304_R AGCTAAAAAGCCCCCAAGATCACCTATCAATCTCTTGAATTGATAGGTGATCTTGGGGGCGG Hs.599086 4152 -0.4892875 0.2425129 0.02789447 0.05465 0.14386045 0.779921759
AK123915_bp2304_R AGCTAAAAAGCCCCCAAGATCACCTATCAATCTCTTGAATTGATAGGTGATCTTGGGGGCGG Hs.599086 9528 -0.5422625 0.26332954 0.021507416 0.031175 0.1272413 0.87206013
AK123915_bp2304_R AGCTAAAAAGCCCCCAAGATCACCTATCAATCTCTTGAATTGATAGGTGATCTTGGGGGCGG Hs.599086 14904 -0.3085875 0.06124694 0.065636411 0.1535 0.07969295 0.431655536
AK123915_bp2510_R AGCTAAAAAGCCTCTTCAGTCTCGATACAATCTCTTGAATTGTATCGAGACTGAAGAGGCGG Hs.599086 4180 -0.01765 0.08973185 0.945683698 0.2002 0.21983714 0.345877645
AK123915_bp2510_R AGCTAAAAAGCCTCTTCAGTCTCGATACAATCTCTTGAATTGTATCGAGACTGAAGAGGCGG Hs.599086 9556 -0.195833333 0.217101 0.358185025 0.2147 0.19721597 0.307932445
AK123915_bp2510_R AGCTAAAAAGCCTCTTCAGTCTCGATACAATCTCTTGAATTGTATCGAGACTGAAGAGGCGG Hs.599086 14932 -0.1593375 0.39966744 0.464852771 0.277925 0.18839374 0.197022958
AL831999_bp2003_R AGCTAAAAAGCCCTTAAAGTTGATCATTTATCTCTTGAATAAATGATCAACTTTAAGGGCGG Hs.547396 3976 -0.5143625 0.19214277 0.018172164 -0.07045 0.37855854 0.763478373
AL831999_bp2003_R AGCTAAAAAGCCCTTAAAGTTGATCATTTATCTCTTGAATAAATGATCAACTTTAAGGGCGG Hs.547396 9352 -0.4451625 0.11853555 0.022733019 -0.018225 0.35057155 0.936102213
AL831999_bp2003_R AGCTAAAAAGCCCTTAAAGTTGATCATTTATCTCTTGAATAAATGATCAACTTTAAGGGCGG Hs.547396 14728 -0.4264125 0.20922523 0.038073164 -0.0278 0.33501691 0.901344266
AL831999_bp3698_R AGCTAAAAAGGAGCTGGAATGGATCTTAAATCTCTTGAATTTAAGATCCATTCCAGCTCCGG Hs.547396 3974 1.4912125 0.63218307 0.002932631 0.218775 0.17348098 0.293144482
AL831999_bp3698_R AGCTAAAAAGGAGCTGGAATGGATCTTAAATCTCTTGAATTTAAGATCCATTCCAGCTCCGG Hs.547396 9350 1.5048125 0.7207831 0.004445663 0.467325 0.36628831 0.078523439
AL831999_bp3698_R AGCTAAAAAGGAGCTGGAATGGATCTTAAATCTCTTGAATTTAAGATCCATTCCAGCTCCGG Hs.547396 14726 1.6843375 0.43199302 0.000493447 0.501025 0.13024849 0.035268726
BC033541_bp1976_R AGCTAAAAAGGGGCTTAAGTTCCTGTTCATTCTCTTGAAATGAACAGGAACTTAAGCCCCGG Hs.142517 4569 -0.405525 0.44374968 0.117581931 -0.1005 0.29045293 0.593840804 0.087833333 0.64868564 0.79875212
BC033541_bp1976_R AGCTAAAAAGGGGCTTAAGTTCCTGTTCATTCTCTTGAAATGAACAGGAACTTAAGCCCCGG Hs.142517 9945 -0.24225 0.54198195 0.370306718 -0.2696 0.3053845 0.287557054 0.123766667 1.03340258 0.788533516
BC033541_bp1976_R AGCTAAAAAGGGGCTTAAGTTCCTGTTCATTCTCTTGAAATGAACAGGAACTTAAGCCCCGG Hs.142517 15321 0.359625 0.75172546 0.309459705 -0.351666667 0.21228486 0.152289805 -0.0838 0.98118137 0.864984404
BC033541_bp2573_R AGCTAAAAAGCTGCTGCTTTCCCAGTTAAGTCTCTTGAACTTAACTGGGAAAGCAGCAGCGG Hs.142517 4571 -0.12295 0.44152462 0.590720694 -0.242375 0.19491965 0.177264563 -0.1102 0.45762088 0.711246631
BC033541_bp2573_R AGCTAAAAAGCTGCTGCTTTCCCAGTTAAGTCTCTTGAACTTAACTGGGAAAGCAGCAGCGG Hs.142517 9947 0.037933333 0.35393595 0.871771068 -0.1782 0.32615578 0.385353162 -0.07463333 0.60020284 0.82172314
BC033541_bp2573_R AGCTAAAAAGCTGCTGCTTTCCCAGTTAAGTCTCTTGAACTTAACTGGGAAAGCAGCAGCGG Hs.142517 15323 0.35005 0.70791167 0.299669803 0.2353 0.07438763 0.491842832
BC049199_bp3494_R AGCTAAAAAGCTGCTACCTTTGCTCTTCTATCTCTTGAATAGAAGAGCAAAGGTAGCAGCGG Hs.175322 4422 -0.781825 0.24365673 0.00449008 -0.022225 0.05641828 0.872729412 -0.05403333 0.96276274 0.901668575
BC049199_bp3494_R AGCTAAAAAGCTGCTACCTTTGCTCTTCTATCTCTTGAATAGAAGAGCAAAGGTAGCAGCGG Hs.175322 9798 -1.0762 0.26961931 0.005679777 -0.23635 0.19116573 0.184302545 0.335266667 0.95075445 0.45269786
BC049199_bp3494_R AGCTAAAAAGCTGCTACCTTTGCTCTTCTATCTCTTGAATAGAAGAGCAAAGGTAGCAGCGG Hs.175322 15174 -0.494225 0.48766711 0.082866032 -0.5552 0.41027987 0.051947038 -0.05363333 0.59636373 0.870808091
BF508679_bp45_R AGCTAAAAAGCTGCTTTATTGAATAATCTATCTCTTGAATAGATTATTCAATAAAGCAGCGG 15635 -0.0470625 0.21168738 0.770830732 0.0875875 0.12895488 0.560247692
BF508679_bp45_R AGCTAAAAAGCTGCTTTATTGAATAATCTATCTCTTGAATAGATTATTCAATAAAGCAGCGG 4883 -0.35575 0.31377632 0.165587288 -0.0892875 0.15774158 0.565869886
BF508679_bp45_R AGCTAAAAAGCTGCTTTATTGAATAATCTATCTCTTGAATAGATTATTCAATAAAGCAGCGG 10259 0.2293
BF508679_bp623_R AGCTAAAAAGTGAGTCATTTCCTTGGAATCTCTCTTGAAGATTCCAAGGAAATGACTCACGG 4885 1.0300125 0.38275341 0.003321129 0.9084875 0.32626869 0.005941784
BF508679_bp623_R AGCTAAAAAGTGAGTCATTTCCTTGGAATCTCTCTTGAAGATTCCAAGGAAATGACTCACGG 10261 0.9243625 0.61032445 0.01844507 0.2650875 0.8569157 0.512344926
BF508679_bp623_R AGCTAAAAAGTGAGTCATTTCCTTGGAATCTCTCTTGAAGATTCCAAGGAAATGACTCACGG 15637 1.1016125 0.26727426 0.001142123 0.8504125 0.57322768 0.028396917
BM995356_bp314_R AGCTAAAAAGGCAGAATCTTCATAGAAGTCTCTCTTGAAGACTTCTATGAAGATTCTGCCGG Hs.619194 4503 0.2397 0.29686169 0.224156608 -0.152575 0.28044812 0.421270948 0.3648 0.26451784 0.198535125
BM995356_bp314_R AGCTAAAAAGGCAGAATCTTCATAGAAGTCTCTCTTGAAGACTTCTATGAAGATTCTGCCGG Hs.619194 9879 0.3053 0.34707535 0.162150991 -0.176825 0.47942779 0.488338132 0.471633333 0.19159985 0.103223046
BM995356_bp314_R AGCTAAAAAGGCAGAATCTTCATAGAAGTCTCTCTTGAAGACTTCTATGAAGATTCTGCCGG Hs.619194 15255 0.60785 0.58686618 0.067283046 -0.5837 0.32412502 0.065610289 0.351466667 0.46517611 0.268512665
BM995356_bp53_R AGCTAAAAAGGAGTTGGGGTACAGAGGAAATCTCTTGAATTTCCTCTGTACCCCAACTCCGG Hs.619194 4505 -0.473775 0.67105764 0.162978909 -0.00895 0.33298681 0.963966953 -1.06436667 1.91396398 0.203149521
BM995356_bp53_R AGCTAAAAAGGAGTTGGGGTACAGAGGAAATCTCTTGAATTTCCTCTGTACCCCAACTCCGG Hs.619194 9881 -0.48705 0.63680033 0.140133271 0.076475 0.40957646 0.733713415 -1.1918 1.89765849 0.159377256
BM995356_bp53_R AGCTAAAAAGGAGTTGGGGTACAGAGGAAATCTCTTGAATTTCCTCTGTACCCCAACTCCGG Hs.619194 15257 -0.4743 0.63964889 0.149822143 0.013975 0.36723212 0.946716603 -1.151 1.71697442 0.14142266
BM995356_bp85_R AGCTAAAAAGGCTGGTAACTGTTGAAGTCATCTCTTGAATGACTTCAACAGTTACCAGCCGG Hs.619194 4501 -0.18575 0.60688479 0.518948472 -0.523275 0.37033428 0.051551488 0.333166667 0.68813452 0.367936471
BM995356_bp85_R AGCTAAAAAGGCTGGTAACTGTTGAAGTCATCTCTTGAATGACTTCAACAGTTACCAGCCGG Hs.619194 9877 -0.3435 0.55803588 0.230167951 -0.5034 0.27295708 0.036212581 0.566433333 1.46865761 0.371477463
BM995356_bp85_R AGCTAAAAAGGCTGGTAACTGTTGAAGTCATCTCTTGAATGACTTCAACAGTTACCAGCCGG Hs.619194 15253 -0.3098 0.5286016 0.256284628 -0.536675 0.23848706 0.02463829 0.259433333 1.41981233 0.663390573
BX647470_bp1331_R AGCTAAAAAGGGCAGCATTTCAAATCAATATCTCTTGAATATTGATTTGAAATGCTGCCCGG Hs.556804 4891 -0.1307125 0.43776777 0.566237846 0.3534625 0.16686393 0.065571347
BX647470_bp1331_R AGCTAAAAAGGGCAGCATTTCAAATCAATATCTCTTGAATATTGATTTGAAATGCTGCCCGG Hs.556804 10267 -0.2460875 0.40706995 0.280914192 0.1315625 0.26195706 0.471804591
BX647470_bp1331_R AGCTAAAAAGGGCAGCATTTCAAATCAATATCTCTTGAATATTGATTTGAAATGCTGCCCGG Hs.556804 15643 0.915616667 1.37741534 0.192624801 1.1316625 0.8461142 0.031982412
BX647470_bp2221_R AGCTAAAAAGGTCAATAGTTATTGGTAATATCTCTTGAATATTACCAATAACTATTGACCGG Hs.556804 4889 -0.4194375 0.30762488 0.06245548 0.6906625 0.88945556 0.139642007
BX647470_bp2221_R AGCTAAAAAGGTCAATAGTTATTGGTAATATCTCTTGAATATTACCAATAACTATTGACCGG Hs.556804 10265 -0.4662125 0.28911172 0.04127988 0.1579375 0.20010206 0.353486259
BX647470_bp2221_R AGCTAAAAAGGTCAATAGTTATTGGTAATATCTCTTGAATATTACCAATAACTATTGACCGG Hs.556804 15641 -0.0762375 0.22170128 0.643925917 0.7212125 0.78779631 0.098206403
BX647470_bp3974_R AGCTAAAAAGTAGTGTACATTACCATATTATCTCTTGAATAATATGGTAATGTACACTACGG Hs.556804 15645 -0.4535125 0.20244396 0.029981564 0.4491375 0.73064857 0.231736748
BX648237_bp1745_R AGCTAAAAAGCAGGGGCTCTCTCTTTCTTATCTCTTGAATAAGAAAGAGAGAGCCCCTGCGG Hs.536770 4546 0.67035 0.60937018 0.054741168 -0.6656 0.3983936 0.027704733 1.639066667 1.23999067 0.021929947
BX648237_bp1745_R AGCTAAAAAGCAGGGGCTCTCTCTTTCTTATCTCTTGAATAAGAAAGAGAGAGCCCCTGCGG Hs.536770 9922 0.67415 0.5306067 0.038785597 -0.564266667 0.25834878 0.058090896 1.634166667 1.17293772 0.018867342
BX648237_bp1745_R AGCTAAAAAGCAGGGGCTCTCTCTTTCTTATCTCTTGAATAAGAAAGAGAGAGCCCCTGCGG Hs.536770 15298 0.642225 0.55425366 0.050151452 -0.3261 1.457733333 0.89728794 0.013901374
BX648237_bp4865_R AGCTAAAAAGGGAGATCAGTTTATCCTAAATCTCTTGAATTTAGGATAAACTGATCTCCCGG Hs.536770 4548 -0.00735 0.33906213 0.969704181 -0.19545 0.1358086 0.228958192 0.3272 0.44710336 0.293179594
BX648237_bp4865_R AGCTAAAAAGGGAGATCAGTTTATCCTAAATCTCTTGAATTTAGGATAAACTGATCTCCCGG Hs.536770 9924 0.059675 0.28372647 0.739237218 -0.19665 0.12175291 0.220514894 0.138833333 0.86526182 0.734248721
BX648237_bp4865_R AGCTAAAAAGGGAGATCAGTTTATCCTAAATCTCTTGAATTTAGGATAAACTGATCTCCCGG Hs.536770 15300 0.27355 0.69062979 0.398751081 -0.20645 0.09497387 0.192457193 0.2669 0.55281813 0.41804107
BX648237_bp7029_R AGCTAAAAAGCCCCTATCATAACCCTTTCATCTCTTGAATGAAAGGGTTATGATAGGGGCGG Hs.536770 4544 2.2947 4.3961275 0.308117279
BX648237_bp7029_R AGCTAAAAAGCCCCTATCATAACCCTTTCATCTCTTGAATGAAAGGGTTATGATAGGGGCGG Hs.536770 9920 2.146 4.04017637 0.30124429
BX648237_bp7029_R AGCTAAAAAGCCCCTATCATAACCCTTTCATCTCTTGAATGAAAGGGTTATGATAGGGGCGG Hs.536770 15296 1.4125 2.91029164 0.34042005
U92981_bp1029_R AGCTAAAAAGGGGGGACATTAGAAACTCATTCTCTTGAAATGAGTTTCTAATGTCCCCCCGG Hs.18081 4897 0.1612875 0.45220439 0.491577038 0.6893375 0.65184289 0.07297738 0.92895 0.28589893 0.007399534 0.624375 0.21861724 0.010644861
U92981_bp1029_R AGCTAAAAAGGGGGGACATTAGAAACTCATTCTCTTGAAATGAGTTTCTAATGTCCCCCCGG Hs.18081 10273 0.1644625 0.46236026 0.489505587 0.6067625 0.72935568 0.126971994 0.99375 0.4300862 0.019074455 0.6076 0.21597761 0.011103164
U92981_bp1029_R AGCTAAAAAGGGGGGACATTAGAAACTCATTCTCTTGAAATGAGTTTCTAATGTCCCCCCGG Hs.18081 15649 0.2088875 0.53927519 0.433357114 0.7115375 0.76689194 0.095869168 0.932825 0.34379882 0.012279874 0.636425 0.26989291 0.018052371
U92981_bp1236_R AGCTAAAAAGGGAGAAACCTATGTGCATATTCTCTTGAAATATGCACATAGGTTTCTCCCGG Hs.18081 4871 1.7385125 0.45926622 0.000511117 -0.1721375 0.49006823 0.505544128 0.289825 0.14003074 0.025596093 0.912125 0.56145863 0.047520976
U92981_bp1236_R AGCTAAAAAGGGAGAAACCTATGTGCATATTCTCTTGAAATATGCACATAGGTTTCTCCCGG Hs.18081 10247 1.4157875 0.33738924 0.000578551 -0.0755125 0.29470599 0.688393636 0.3048 0.12682353 0.017143102 0.968275 0.6251386 0.053387467
U92981_bp1236_R AGCTAAAAAGGGAGAAACCTATGTGCATATTCTCTTGAAATATGCACATAGGTTTCTCCCGG Hs.18081 15623 1.4675375 0.24945152 0.000264333 0.0424125 0.495835 0.867458736 0.264025 0.08139191 0.007434259 0.897625 0.52003731 0.040872519
U92981_bp805_R AGCTAAAAAGGCTGCAGCTTAGAAAGCAAATCTCTTGAATTTGCTTTCTAAGCTGCAGCCGG Hs.18081 4899 0.0975875 0.37374091 0.636141722 -0.0601625 0.22142 0.719963354 0.494825 0.37023029 0.075493 0.4304 0.3901834 0.114513118
U92981_bp805_R AGCTAAAAAGGCTGCAGCTTAGAAAGCAAATCTCTTGAATTTGCTTTCTAAGCTGCAGCCGG Hs.18081 10275 0.0526875 0.30485721 0.775430579 -0.0179125 0.25848909 0.919063182 0.529925 0.41036406 0.081588044 0.442475 0.35624313 0.088945296
U92981_bp805_R AGCTAAAAAGGCTGCAGCTTAGAAAGCAAATCTCTTGAATTTGCTTTCTAAGCTGCAGCCGG Hs.18081 15651 0.1738125 0.4007795 0.428414259 -0.0735875 0.33632307 0.713976528 0.4666 0.35641453 0.079117159 0.385175 0.31615924 0.092782294
XM_370948_bp778_R AGCTAAAAAGACGCCTTCTTCGAGGAGTTCTCTCTTGAAGAACTCCTCGAAGAAGGCGTCGG 12818
XM_370948_bp85_R AGCTAAAAAGTGCCCCTTCTCACTGAAGACTCTCTTGAAGTCTTCAGTGAGAAGGGGCACGG 2068 5.405475 1.88245585 0.000739675 3.984175 1.36381825 0.001425617
XM_370948_bp85_R AGCTAAAAAGTGCCCCTTCTCACTGAAGACTCTCTTGAAGTCTTCAGTGAGAAGGGGCACGG 7444 5.3321 2.64627771 0.008036617 4.109175 1.51159126 0.001884814
XM_370948_bp85_R AGCTAAAAAGTGCCCCTTCTCACTGAAGACTCTCTTGAAGTCTTCAGTGAGAAGGGGCACGG 12820 6.573175 2.59371032 0.001271199 4.141825 1.55927028 0.002062821
XM_370948_bp924_R AGCTAAAAAGGTGTTCCGCTTCCTCAAGCATCTCTTGAATGCTTGAGGAAGCGGAACACCGG 892 -1.342 -0.174275 1.12453628 0.731373712
XM_370948_bp924_R AGCTAAAAAGGTGTTCCGCTTCCTCAAGCATCTCTTGAATGCTTGAGGAAGCGGAACACCGG 6268 -0.9969 0.7523 0.18193958 0.020492724
XM_370948_bp924_R AGCTAAAAAGGTGTTCCGCTTCCTCAAGCATCTCTTGAATGCTTGAGGAAGCGGAACACCGG 11644 -0.8637 0.80445 0.37059466 0.088657278


