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Distribution of SLEPR pathway ranking scores vs gene set sizes for data in TableS2 (size: 0—200)
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Histogram distribution of gene set sizes for terms in TableS2 (top 100 ranked terms)
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Histogram distribution of gene set sizes for terms in TableS2 (top 50 ranked terms)
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Histogram distribution of gene set sizes for terms in TableS4
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Histogram distribution of gene set sizes for terms in TableS4 (top 100 ranked terms)
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Distribution of SLEPR pathway ranking scores vs gene set sizes for data in TableS6
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Distribution of SLEPR pathway ranking scores vs gene set sizes for data in TableS6 (size: 0—-500)
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SLEPR Combined Rankin

Distribution of SLEPR pathway ranking scores vs gene set sizes for data in TableS6 (size: 0—200)

s ° ° .
.
HI) ':' * . b . ® b
.....l ..‘ o o ° ° .
] * ° .’ . . ° .
78° o ® ®o0e . . . . .
o, o ° ° .. .'..l ° 3o [ ) L] ° .z
— " ¢ m'..:.:.:..:..“. ....:.!..c.'.. ..“:.0.:.3' :;.. eveee 0....... ..! R o 00 oy Y .o. o0 o
. (Y M : ° .C. o0 ® . o . o o . . ® l. . °
° ° ° .... % o ° % ° . LY ) ° . oe LS °
. .' . . L] [] * e
° o © . L e o °
.
.
o °® °
L4 o
.
— .
° .

0 50 100 150 200

Gene Set Sizes (GO-BP Terms)



Frequency

400 600 800 1000 1200 1400

200

Histogram distribution of gene set sizes for terms in TableS6
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