
 
 
 
 
 
 
 
 
 
 
  

SUPPLEMENTAL FIGURES LEGEND: 

 

Supplemental Figure 1. Neighbor-joining tree of nirS sequences obtained from wet 

season soils. Values on nodes are bootstrap scores based on percent occurrence of 500 

resamplings. 

Supplemental Figure 2. Neighbor-joining tree of nirK sequences obtained from wet 

season soils. Values on nodes are bootstrap scores after 500 resamplings. 

Supplemental Figure 3. Rarefaction curves for nirS (top) and nirK (bottom), as 

determined in DOTUR using a 3% DNA sequence similarity cut-off. 
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