Supplementary Figure S1 Fasken, Stewart & Corbett
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Ficure S1. A proteolytic fragment of intact CT-Mlp1 binds to the N-terminal
domain of Nab2. A 45 kD proteolytic fragment of recombinant CT-Mlp1 (CT-
Mlip1l Prot. Frag.) binds to the N-terminal domain of Nab2 (Nab2-N; residues
1-97). GST-Nab2-N or, as a control, GST, bound to Sepharose beads was incu-
bated with His-CT-MlIp1 and bound fractions were analyzed by SDS-PAGE and
Coomassie staining.



