Supplemental Material to

“Protein Targets of Reactive Electrophiles in
Human Liver Microsomes”
Shin, N-Y., et al.

Figures S1-S2. Subcellular organelle and functional
annotations of IAB amd BMCC adducted protein
targets.

Figures S3-S16. Representative MS-MS spectra of IAB
and BMCC cysteinyl peptide adducts.

Figure S17. MS-MS of GS-conjugate of NAPQI from
microsomal metabolism of acetaminophen.



Figure S1

Profile of subcellular organelles of BMCC-adducted microsomal proteins
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Figure S2
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Figure S3

Microsomal GST1 (Cys50-BMCC), Xcorr:3.71(+2)
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Figure S4

Oxidoreductase (Cysl177-1AB), Xcorr: 3.51(+2)
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Figure S5
UDP-glucuronosyltransferase 1-4 precursor-BMCC, Xcorr 4.34
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Figure S6 _
Voltage-dependent anion channel 1-BMCC, xcorr 3.68
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Figure S7

Calreticulin precursor-BMCC, Xcorr 5.1

Displaylons 1-axis

2-axis Z-axis 4-axis S-axis Control Full ¥iew Ion List 200 Fuzzylons
Seq ¥ b g [+l
H 1 133.1 1953.& 1=
E =2 267.1 18l6.6 12
Q3 395.2 1687.5 1l
N 4 509.2 1553.5 10
I &  622.3 1445.4 9
D & 737.3 1332.3 &
c~ 7 1374.3 1217.3 7
G 5 1l431.4 580.3 &
G 9 1458.4 523.2 E
G 10 1545.4 466.3 4
T 11 1708.5 409.2 3
T 1z 1807.5 246.2 2
E 12 1%35.6 147.1 1 -
é
Seq # b v 42 '
=]
_________________ - £
H 1 3.5 977.3 13 =
E 2 134.1 90%.8% 1z i
P03 1%8.1  #44.3 11 @ il
N 4 255.1 780.2 10 ! | i
I 5 311.7 723.2 3 : ik
I & 363.Z 666.7 &
cC* 7 687.7 6€09.2 7 it ¥
G =8 7l6.Z 290.7 & By J*E% |
G 9 744.7 z62.1 & & ) e i L
G 1o 772.2 Z3IE.6 4 E‘T':| - =) P o
T 11 #54.7 205.1 3 i§i ﬁ* : & : -
v 1z 904.3 123.6 2 X PAE SF G ’E n&.:z % =0 - ¢
K 13 3968.3 74.1 1 E -ﬂ ; = Ig-,_,,._I j_;’ .%-_. “.mH E
@ S0 ¥ 1E9EE 1588
Lifsequest/Mshinbrmcc-122205-09/MYS-brcc1222059-09.7861, 7861, 3.dta  HEQMNIDCGSSYVE  Mono
ng Harbor Labs




Figure S8
Flavin containing monooxygenase 5 variant-BMCC, Xcorr 4.82
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Figure S9
Long-chain-fatty-acid--CoA ligase 5-BMCC, Xcorr 4.54
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Figure S10
Sarcoplasmic/endoplasmic reticulum calcium ATPase 2-BMCC, Xcorr 4.17
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Figure S11
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Calreticulin precursor-1AB, Xcorr 4.27
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Figure S12
Cytochrome P450 2C9-IAB, Xcorr 3.1
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Figure S13
Dolichyl-diphosphooligosaccharide--protein glycosyltransfer-IAB, Xcroo 3.76
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Figure S14 _ _
Microsomal glutathione S-transferase 1-1AB, Xcorr 4.77
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Figure S15

Ras-related protein Rab-2A-1AB, Xcorr 3.8
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Figure S16 _
Sterol/retinol dehydrogenase-1AB, Xcorr 3.96
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Figure S17

MS-MS of Acetaminophen GS Conjugate
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