Figure S3 Sequence alignment of AtLEC1, BnLEC1, AtL1L and BnL1L proteins

Section 1

1 10 20 30 40 55

Attect (1) [IERXEAPFSHYQLPKS I SEENEDQHSNNPTPMTSSVVVAGAGDKNNGIVVQQQPPE
BnLecl (1) HNEAPLSHYQLPKSNSGLNLDQHNNS IPTMTG--S1GACDDKNKTILPQQQP-S
ALl (1) MG FHGYRKLSVNNTIEPSPPGLAANFEMAEGSMRPPEFNQPNKTSNGGEEE-

BnLiL (1) MAANEGFHGYGKFSLNTTEN--——-- PGKLLMAESGMQLPEPNQPTKTANGGQEE-C
Consensus (1) MERGAPHSHYQLSKSNSTLNLDQHANNILMMTSSM 1PE NQPNKTINGQQQP C
Section 2
AtLEC1
BnLEC1
AtL1L
BnL1L
Consensus (56) TVREQDRFMPITANVIRIMRKILPAHAKISDDAKETIQECVSEYISFVTGEANERC
Section 3
(111) 111 120 130 140 150 165

AtL1L (110) (OI=O1N QN RPY=b]\/|RIZNVRTONEIZIDN | EGNT LY L HRENEL [SGENEVSCSAGS - - - -
CRIRINGOIROREQRKT I TAEDMLWAMSKLGFEDp]YLR=P L IMERIR Y R E[SE[€]b]R G\ \eeAvAelS EEEgs
Consensus (111) QREQRKTITAED I LWAMSKLGFDDYITEPLTLFINRYRELETDRGVSLRGGS S K
Section 4

AtLECT (111) (Ofa4={0 30l MWAV=] | |MUVNYIST QMet=IN M\ DIANTV F | NRO@= 1 [STDINESALRGEPPSLR
BnLEC1 (108) (olx{={elxy i RN =10] | [RIPNIIS QEEIZIDMY GIBMNVF | NEAENEFSTDMECSLRGES -SFK

(166) 166 180 190 200 210 220

AtLEC1 (166) QTYGGNEI GEHGIESHGLPPPEPEEY GMLDQSMVIUGGGRMY QNG - --SSGQDESSV
BnLEC1 (162) PVYGGSEMGEHG|g- - - -PPPES)EYGMLDQSMVIYIGGCRMYHNG - - -SGPDGSVGG
AtL1L (161) VSMTN-[EGLVVKRNGTMTE Y[EAMEP - --VPG I HYAQYHMRHONGEVFSGNEPNSK
BnL1L (156) VSMTN-EMVLKR|gNGTMAEY{EIP\{e]- - —----- THAPYRMHHONGEAYSGNDPNSK
Consensus (166) VSYTN GMVFKRPNGTMPPYGPYGYGMLDQSMVMAGYRYYHNNGF SSGNDPNSK
Section 5

(221) 221 230 243

AtLEC1 (218) GG[EEEE]S I NGMPA -FDHYGQYK -

BnLEC1 (210) GGEREBISMNGMPVNYDQYGQYK -

AtL1L (212) MSEBEBIGASGARVEVFPTQQHKY

BnL1L (202) MGERPRISF--- - - - - - - —----—-—-
Consensus (221) MGGSSSSINGMPVY FD YGQYK
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