
Figure S3 Sequence alignment of AtLEC1, BnLEC1, AtL1L and BnL1L proteins

 Section 1
1 5510 20 30 40(1) 
MERGAPFSHYQLPKSISELNLDQHSNNPTPMTSSVVVAGAGDKNNGIVVQQQPPCAtLEC1 (1) 
MERGAPLSHYQLPKSNSGLNLDQHNNSIPTMTG--SIGACDDKNKTILPQQQP-SBnLEC1 (1) 
MERGGFHGYRKLSVNNTTPSPPGLAANFLMAEGSMRPPEFNQPNKTSNGGEEE-CAtL1L (1) 
MERGGFHGYGKFSLNTTTN-----PGKLLMAESGMQLPEPNQPTKTANGGQEE-CBnL1L (1) 
MERGAPHSHYQLSKSNSTLNLDQHANNILMMTSSM IPE NQPNKTINGQQQP CConsensus (1) 

 Section 2
56 11070 80 90 100(56) 
VAREQDQYMPIANVIRIMRKTLPSHAKISDDAKETIQECVSEYISFVTGEANERCAtLEC1 (56) 
MPREQDQYMPIANVIRIMRKILPPHAKISDDAKETIQECVSEYISFVTGEANERCBnLEC1 (53) 
TVREQDRFMPIANVIRIMRRILPAHAKISDDSKETIQECVSEYISFITGEANERCAtL1L (55) 
TVREQDRFMPIANVIRIMRRILPAHAKISDDSKETIQECVSEYISFVTGEANERCBnL1L (50) 
TVREQDRFMPIANVIRIMRKILPAHAKISDDAKETIQECVSEYISFVTGEANERCConsensus (56) 

 Section 3
111 165120 130 140 150(111) 
QREQRKTITAEDILWAMSKLGFDNYVDPLTVFINRYREIETDRGSALRGEPPSLRAtLEC1 (111) 
QREQRKTITAEDILWAMSKLGFDDYVGPLNVFINRYREFETDRGCSLRGES-SFKBnLEC1 (108) 
QREQRKTITAEDVLWAMSKLGFDDYIEPLTLYLHRYRELEGERGVSCSAGS----AtL1L (110) 
QREQRKTITAEDVLWAMSKLGFDDYIEPLTLYLHRYRELEGDRGVNCGVGS----BnL1L (105) 
QREQRKTITAEDILWAMSKLGFDDYIEPLTLFINRYRELETDRGVSLRGGS S KConsensus (111) 

 Section 4
166 220180 190 200 210(166) 
QTYGGNGIGFHGPSHGLPPPGPYGYGMLDQSMVMGGGRYYQNG---SSGQDESSVAtLEC1 (166) 
PVYGGSGMGFHGP----PPPGSYGYGMLDQSMVMGGGRYYHNG---SGPDGSVGGBnLEC1 (162) 
VSMTN-GLVVKRPNGTMTEYGAYGP---VPGIHMAQYHYRHQNGFVFSGNEPNSKAtL1L (161) 
VSMTN-GMVLKRPNGTMAEYGPYG--------TMAPYRYHHQNGFAYSGNDPNSKBnL1L (156) 
VSYTN GMVFKRPNGTMPPYGPYGYGMLDQSMVMAGYRYYHNNGF SSGNDPNSKConsensus (166) 

 Section 5
221 243230(221) 
GGGSSSSINGMPA-FDHYGQYK-AtLEC1 (218) 
GGGSSSSMNGMPVNYDQYGQYK-BnLEC1 (210) 
MSGSSSGASGARVEVFPTQQHKYAtL1L (212) 
MGGSSSSF---------------BnL1L (202) 
MGGSSSSINGMPV FD YGQYK Consensus (221) 
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