Appendix 2. Composition of the family sample used for linkage analysis of
chromosome 17 and association analysis of the RUNX1 and RAPTOR loci.

# families. inforn*iative for # families infor_ma}ive for
Cohort old h:l;:vge pooled DT ass:::tlonFBAT f;c;?lli:s
cohortt cohort cohort
German 42 41 83 71 84 86 102
American 73 118 191 397 421 431 477
Total 115 159 274 468 505 517 579

*All families informative for the TDT are also informative for the PDT, and all families
informative for the PDT are also informative for the FBAT. In contrast, 305 families
informative for the FBAT are not informative for linkage, and 62 families informative for
linkage are not informative for FBAT.

tThe old cohort refers to families previously analyzed for linkage'
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