Cross-tabulation of marker genotypes

The tables below show cross-tabulations of the numbers of cases classified into transmission chains according tc
IS6110 and each of the MIRU-VNTR combinations, allowing for evolution by single events in either marker.

1S6110- 12-MIRU genotypes (GD=1)
RFLP

genotypes 1 2 3 Total
GD=1

1 219 1 220
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Total 319 1 1 321
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1S6110-
RFLP

genotypes
GD=1

15-MIRU-VNTR + hyper-variable loci (GD=1)
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Total

1
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1S6110-
RFLP

genotypes
GD=1

10

24-MIRU-VNTR + hyper-variable loci (GD=1)
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Tota

1
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