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RMSF

Figure S5. Structural fluctuations. Molecular dynamics of the NMR-derived conformations with the
ligands. The Root mean square fluctuations (RMSF’s, in A) are reported for the 26 stable complexes.

0.96 4

0.724

0.48+

0.24 4

L
06-DOP

T T
60 80

Residues

T
100

120

L
06-DQ

T T
60 80

Residues

100

RMSF

RMSF

L

1.04 4

0.78 4

0.524

0.26 o

06-DOPH

20

40

T T
60 80

Residues

T
100

T
120

140

0.8

0.6+

0.4+

0.24

06-1Q

0.0

20

40

T T
60 80

Residues

100

120

140



