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Supplementary Table 1. Statistical analysis of equenced bypass products of 5-NN-3'.

5'-NN-3' obs® obs-exp” (obs-exp)“/exp
AA 11 -0.06 0.00
AC 15 3.94 1.40
AG 13 1.94 0.34
AT 8 -3.06 0.85
CA 22 10.94 10.81
cc 4 -7.06 451
CG 15 3.94 1.40
CT 12 0.94 0.08
GA 8 -3.06 0.85
GC 7 -4.06 1.49
GG 6 -5.06 2.32
GT 13 1.94 0.34
TA 11 -0.06 0.00
TC 12 0.94 0.08
TG 10 -1.06 0.10
TT 10 -1.06 0.10
total 177 24.67
X*(0.01) 30.6
X?(0.05) 25

% obs: observed, ® exp: expected



