51

101

151

Gli1 3’UTR

AGAGTAGGGAATCTCATCCATCACAGATCGCATTTCCTAAGGGGTTTCTA

hsa mir-324-5p

TCCTTCCAGAAAAATTGGGGGAGCTGCAGTCCCAJGCACAAGATGCCCCA

hsa mir-100 hsa mir-153
bGGA'I'lGGGAGGTATGGddTGGGGGClT ATGTATAGTCTGTATACGTTTTGA
hsa mir-331

GGAGAAATTTGATAATGACACTGTTTCCTGATAATAAAGGAACTGCATCAG

Ferretti et

al., Supplementary Figure 4



