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DmTral-LSm
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Supplemental Figure S1. Ensemble of 22 lowest energy NMR structures of DmTral-LSm
(plain view, stereo) showing the structured N-terminal region (residues 7—-79).
Secondary structure elements are colored as in Figure 4.
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Supplemental Figure 2

DrRAP55-LSm
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Supplemental Figure S2. Ensemble of 19 lowest energy NMR structures of DrRAP55-LSm
(plain view, stereo) showing the structured N-terminal region (residues 7—-79).
Secondary structure elements are colored as in Figure 5.
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Supplemental Table I. DNA constructs and oligonucleotides

Construct Plasmid Tag Cloning site Oligo
DinCup PACSIBEGR?  |N-erm EGFP-ug  |BeoRVNol e e T TAATGAAACTCATCCCCGOTOTIGEG
DmDCP2 PACSIBEGRP  |Neterm EGFP-ag  |HindINotl e o T TAGCAAAACACAT T TGCTATGARG
DinMe3 13 PASIBEGRP  |N-term EGFPug  |HndINotl e e o T AT T TGCTAACGTTGOCCTCCTEG
DmLSm1 pAcs.IB-EGFP N-term. EGFP-tag | EcoRI/Notl Ez?r:T(;gg??ggchGG%%cc%%CcTTTTiééTACGAAGTCCTCGTTGATTATGTTG
DiTral-LSm PASIBEGEY |\ e |ECORUNo Rev: TTCCITITTTGCCGCCGCCOAGCTOCGOCTGEATGATGAT
DmTral pAcs.IB-EGFP N-term. EGFP-tag | EcoRI/Notl Ez:/\t-Agggéiﬁchgggégggg&ggéjl-'—([}[?%gffcca'%(}CCGCCACCTGTTG
DmTral-R21E pAc5.1B-EGFP N-term. EGFP-tag  |EcoRINotl E‘; WC&%&’*(}%%%%ﬁég’;?&é‘iz}ggégggCCTCfGCg/IG
DmTral-R21ES13AT15A pAc5.1B-EGFP N-term. EGFP-tag | EcoRI/Nofl ﬁiig E‘:ﬂﬁgi‘z’;éiﬁ ;ZARIZ‘f‘ZiiZggO
DmTral-R21A pAc5.1B-EGFP N-term. EGFP-tag | EcoRI/Nofl E‘; V_V:'E&%&AG%GCCC%C;&C;;E?Z%‘f&;g}%gégg%cgggcm
DmTral_395-542 pAc3.1B-EGFP N-term. EGFP-tag | EcoRI/Notl Eziv.f':T(;gg??g(f?gégégggégggggggf?c%\c%%mACTGCCACGTCGTG
DmTral 99-652 pAc3.1B-EGFP N-term. EGFP-tag | EcoRI/Notl Ez:/\il-il‘(izggﬁﬁgig}‘ggégggggggﬁfﬁl—‘rg]‘c(gf::CGTGCCGCCACCTGTTGC
i Jvnar e GG S GG
st v s e I GO R A TGO COATAGGEATACS
st v s G e AT GO eI,
S O e Ty v —
DmEDC3-N44A PAcS.IBAAN-HA  |N-term. IN-HA-tag ~ |EcoRI/Notl YIS e T T TV T
ST e T e e
DmHPat PACS.IB-AN-HA  |N-term. AN-HA-tag | EcoRV/Notl E:/\:l-il‘(]j"ég??ﬁ"gg?g%%%g%%nggngfgﬁ%GATGCCTGGCTTCA
DmLSml PACS.IB-AN-HA  |N-term. AN-HA-tag  |EcoRI/Notl Ez?r:T(;gg??ggchGG%%cc%%CcTTTTiééTACGAAGTCCTCGTTGATTATGTTG
DmLSmd PACS.IB-AN-HA  |N-term. AN-HA-tag  |EcoRI/Notl Rev: TG T T GCOGCCGCCCTAT T T AT T T TGaCGO0RTaaGaT
B O Pl v —
st v s e I OO G A oA oG
Y T I e T e o o e
DmMe31B_268-459 PACS.IB-AN-HA  [N-term. AN-HA-tag ~ [HindIII/Notl e T e TGaceTeT
B e v EEO vt —
B — DASIBANAA | Nterm ANHAg O Forw.. GCGGACATTCGATACAAGGGCCGCCTGTACACG

term. V5His6-tag

Rev.: CGTGTACAGGCGGCCCTTGTATCGAATGTCCGC




Construct Plasmid Tag Cloning site Oligo
T et S o TNy e e L e e
DuTrl-LSmR2BESK  |pAcs 1BAN-HA [y SR © ecoriNon Rev: TCCACCGTGTACAGGCGUCOCTTGTACT CAATGTCCGCCTTGOAAATGA
Dinral-LSm-R42E PACSIBANHA | e | FeoRINot Rev: TTCTGTACCGAAGGACTCCACACTCGAGAGLGE.

oo (SR e GO G e
DmTral-LSmR21E.SI3AI15A  |pAcS.1B-AN-HA Eﬁ%ﬁfggﬁg € |EcorINotI ggigE‘:ﬂﬁgi‘z’;éiﬁ;i’*@‘f‘giéggo

DiTralLSm-F44A PASIBANHA | e | FeoRINot Rev: GTOCCGATCTTCTGTACCCOCGOATCGCACACTCGAGAG -
T T S o] P =ttt ottt

T e i SO ok e v
DmTral-LSm-R21A,SI3A,115A |pAcS.1B-AN-HA Eﬁ%ﬁfggﬁg C- | EcoRINotI Egigi‘:v“”;)ﬁgi‘fsii’ﬁ;i‘*&imgig"

DriTrabL$m-Tex._del PASSIBANHA | e - |FeoRINot Rev: GOTATCTGGAACTOGOTGTCACCGAAGGATCGCACACTCG

DmTral PAcS.IB-AN-HA — |N-term. AN-HA-tag | HindIII/Notl Ezwﬁggéi%%%?ggggggg?:TGTCGGT%iii?:TTTGcCGCCACCTGTTG
DmTral_395-542 pAc3.1B-AN-HA Z;S]\q/sk}ll\itgft:ag | EeoRINot Eziv.f':T(;gg??g(f?gégégggégggggggf?c%\c%%mACTGCCACGTCGTG
DmTral_395-652 PAcS.IB-AN-HA — |N-term. AN-HA-tag | EcoRI/Notl Eziv.f':T(;gg??g(f?gégégggégggﬁ%%géﬁiﬁé%CCGCCACCTGTTGC
DmTral 99-394 pAc3.1B-AN-HA Z;S]\q/sk}ll\itgft:ag | EeoRINot Eziv.f':T(;gg??g(f?ggégg(c}ggg%gﬁg%c(}cc(}cc(}i%TGCGGACGATAGCCCTG
DmTral-R21E PACS.IB-AN-HA  |N-term. AN-HA-tag  |HindIII/NotI I G IN e IV e T

DmMBP PACS.IB-AN-HA  |N-term. AN-HA-tag  |HindIII/NotI E‘;‘f'ﬁggéé‘é‘ég%égfg?&?i%i%%%ﬁ?ggg‘?ggC

DmTral-LSm PETM-60 N-term. NusA-tag | Neol/Kpnl B e

I JBSect short EGFP |N-form, EGFPag | Nool/Bamtll Forw.. CATGCCATGGCAATGGCCGACGAGAGCATCACGCG

Rev.: CGGGATCCTTATTGATATGTGGAGCTGGAGTCC




