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Fig. S1. Nucleotide alignment of full-length CHV1-EP713 RNA (713) and predominant �8 kb DI RNA (713 defect).
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Table S1. Primers for defective RNA cDNA cloning and sequencing

Name* Sequence† CHV1-EP713 genome map coordinates

CHV1-F GGATCCGCGGCCGCGCCTATGGGTGGTCTACA 1–18
CHV1-R GGATCCGCGGCCGCCTTTGTTGTTCTCTTCCC 12712–12699
CHV1–0.5kR GGATCCGCGGCCGCCTGGGTTTTCTTAATTGA 518–501
CHV1–1kF GGATCCGCGGCCGCATCTCTCGGCCATTGTAG 983–1000
CHV1–1kR GGATCCGCGGCCGCTTACTACAATGGCCGAGAGAT 1000–983
CHV1–2kF GGATCCGCGGCCGCCACGACCCGGTTGAGGTC 1983–2000
CHV1–2kR GGATCCGCGGCCGCGACCTCAACCGGGTCGTG 2000–1983
CHV1–3kF GGATCCGCGGCCGCGGAAATGGATCTATGGTC 2993–3000
CHV1–3kR GGATCCGCGGCCGCGACCATAGATCCATTTCC 3000–2993
CHV1–4kF GGATCCGCGGCCGCCCTCCGCGATTTGTGGGA 3993–4000
CHV1–4kR GGATCCGCGGCCGCTCCCACAAATCGCGGAGG 4000–3993
CHV1–4.5F GGATCCGCGGCCGCATGTGAGAGTGTATCCCC 4483–4500
CHV1–5kF GGATCCGCGGCCGCTCCACGCTCTTGATCCCG 4983–5000
CHV1–5kR GGATCCGCGGCCGCCGGGATCAAGAGCGTGGA 5000–4983
CHV1–5.5kR GGATCCGCGGCCGCTCCTTAGGCACCACAGCT 5518–5501
CHV1–6kF GGATCCGCGGCCGCTAATGCTGAAGGCGCTGT 5983–6000
CHV1–6kR GGATCCGCGGCCGCACAGCGCCTTCAGCATTA 6000–5983
CHV1–6.5F GGATCCGCGGCCGCCGGCCTCCTCAAGCCGCG 6483–6500
CHV1–7kF GGATCCGCGGCCGCCGAACTCGTCGTGTGGTT 6983–7000
CHV1–7kR GGATCCGCGGCCGCAACCACACGACGAGTTCG 7000–6983
CHV1–11kF GGATCCGCGGCCGCGTGTGCACGCCATATGTA 10983–11000
CHV1–11kR GGATCCGCGGCCGCTACATATGGCGTGCACAC 11000–10983
CHV1–11.7kF GGATCCGCGGCCGCAGGTACTTCTACACCAGC 11683–11700
CHV1–11.7kR GGATCCGCGGCCGCCGATCTCTGCATGTTCCC 11701–11718
CHV1–12kF GGATCCGCGGCCGCAGTAAAGACGTTAACCCG 11983–12000
CHV1–12kR GGATCCGCGGCCGCCGGGTTAACGTCTTTACT 12000–11983
CHV1–12.5F GGATCCGCGGCCGCCGGCGCACTCACAACTGA 12483–12500
CHV1–12.5R GGATCCGCGGCCGCTCAGTTGTGAGTGCGCCG 12500–12483

*F, forward orientation; R, reverse orientation.
†GGATCC and GCGGCCGC are BamHI and Not I restriction sites designed for cloning purposes.
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