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Supplemental Figure S1

Supplemental Figure S1: Protein alignment of plastidic phosphate transporters
(pPT) from Arabidopsis thaliana (At) and Galdieria sulphuraria (Gs). Multiple
sequence alignment program Clustal W2 (Larkin et al., 2007) at EMBL-EBI lined up the
sequence similarities and the tool GeneDoc (http://www.nrbsc.org/gtx/

genedoc/index.html) visualized and edited the higher plant pPT proteins and their red
algal homologues Gs39C12 (GsTPT), Gs16F5 (GsPPT) and Gs14HS8 (GsGPT). AtTPT,

Triose-Phosphate-Translocator, AGI genome code At5g46110; AtGPT1, Glucose-6-
Phosphate-Translocator, At5g54800; AtPPT1, Phosphoenolpyruvate-Translocator,
At5g33320;



