Table S1(A)

Repertoire and reactivity of antibodies from IgM+Tetramer+ B cells of M55

Heavy Light Reactivity
mutation lengt mutation length
Ig \% D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
A9 ([VH1-69*01| D6-13*01 | JH4*02 6 A RLAAAGNS 27 | VK3-20*01 [ JK2*02 4 QQYGSSPRT| 27 Y Y
ARAGGSGS Y QG T T Y G S S P RM
A8 |VH4-61*02| D3-10*01 | JH6*03 0 YYYYYMDV 57 | VK3-20*01 | JK2*01 0 YT 33 Y Y
D5 [VH4-61*02( DIR1*01 | JH4*02 0 A RAPLPGP DY 33 VK4-1*01 JK1*01 1 QQYYSTSWT| 27 Y Y
AKVGSYYDTF WS
G3 |VH3-30*02| D3-3*01 JH6*03 5 GYRDYYYYMDYV 66 VK1-5*03 JK1*01 2 QQYNSFWT 24 Y Y
ARDGTITICLCLCWTFGA
B5 |VH3-07*01| D3-10%01 | JH4*02 4 [sLD 42 |VK1-NL1*01| JK1*01 2 [@QQaYYTTPRT| 27 | v Y
AKSRGGGTGVYTCS QU QY G S S L ST
B7 |VH4-34*01| D2-2*02 | JH6*03 2 STSCYKRGYYY 81 | VK3-20*01 | JK1*01 2 W T 33 Y Y
TSYAGSSTITY
A7 |VH1-02*02| D6-19*01 | JH4*02 0 ARIAVADHGTDY 33 | VL2-14*04 | JL2*01 0 vV V 33 Y Y
D2-21*01 or
D10 |VH4-61*02 *02 JH3*02 2 IARDGGRDATFD.I 33 | VL2-23*02 | JL2*01 0 |[csYyYAGsSSTL| 27|y Y
D5-5701/5- ARV APGGYVYVYY TSYAGSSTITW
B4 |VH4-59*01 18*01 JH6*03 3 YY MDYV 48 | VL2-14*04 | JL3*02 0 \Y; 30 Y Y
ARGITITITGTLDVYFG TSYAGYVYSUV
B12 |[VH4-59*01| D1-7*01 JH4*02 15 |y 39 | VvL2-11*01 | JL2*01 2 \Y 30 Y Y
Al2 |VH4-04*07| D6-19*01 | JH4*02 0 IARDWQWLGTFD Y| 3| VKi-9*01 | JK2*01 1 laQLNSYPVP| 27 |N Y
ARGYGGNYATLARA S SYTSS S T N
D11 ([VH1-08*01| D4-23*01 | JH3*02 2 F D I 42 | VL2-14*01 | JL2*01 0 vV V 33 N Y
Q QY NDWPPLC
C6 |VH5-51*01| D5-24*01 | JH4*02 2 ARRDGYNLDY 30 | VK3-15*01 | JK4*01 3 T 30 Y N
ARGV DY YZYZYJYM
F9 |[VH1-69*01| D2-08*01 | JH6*03 2 D V 39 [ VK3-20*01 | JK2*01 0 QQYGSSPNT| 27 Y N
G8 (2) | VH4-61*02| DIR1*01R [ JH4*02 0 A RAPLPGSIDY 33 | VK3-15*01 | JK1*01 1 Q QYNNWPRT|l 27 Y N
ARGATGS ST yYC
B11l |VH4-34*01| D2-21*01 | JH4*02 3 GGDCYYLDY 60 | VK3-11*01 | JK2*01 2 QQRSNWYT 24 Y N




CTSYAGSGSTITTF
F7 |VH4-61*02| D3-9*01 | JH4*02 1 ARGTGTTFDW 27 | VL2-23*02 | JL3*02 0 vV W V 36 Y N
Heavy Light Reactivity
mutation lengt mutation length
Ig V D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ARSGSGWVYUVUYF
H5 |VH4-59*01( D6-19*01 | JH4*02 1 DY 39 | VK3-15*01 | JK4*01 1 QQYNNWPLT| 27 N N
ARDIGYVYGSGSCLC
E2 |[VH3-09*01| D3-10*01 | JH4*02 0 S L 42 | VK3-15*01 | JK1*01 4% QHYNNWSAQT| 27 N N
D6-6*01 AKGSGVETSSSS
E7 |VH3-30*02[(+DIR2*01R)| JH4*02 16 |G LCDY 48 VK4-1*01 JK2*01 1 QQYYTTPYT 27 N N
AKGSRHYTCTGS S I QU KYNSAPPUV
G2 |VH3-23*01| D2-2*02 JH4*02 1 S CYNDY 51 | VK1-27*01 | JK4*01 1 T 30 N N
ARV APGSSGWSF U T SY ST PGF
D8 |VH3-74*01( D6-19*01 | JH5*02 1 D P 39 | VK1-39*01 | JK3*01 0 T 30 N N
ARAQNTFGUVGSTCL
G8 (1) | VH1-46*03| D3-3*01 JH4*03 0 TTGYFDY 54 | VK3-15*01 | JK1*01 1 QQYNNWPRT 27 N N
ARVSPAAMSTITY
C11 |VH3-21*01| D3-10*01 | JH5*02 0 YYGSGSYRGNW 75 | VK1-39*01 | JK3*01 0 QQSYSTLFT 27 N N
Q QU SY ST PCLCY
H6 [VH1-02*02( D6-19*01 | JH4*02 0 ARIAVADHGTDY 33 | VK1-39*01 | JK2*01 5 T 30 N N
F8 |VH1-46*01| D1-26*01 | JH3*02 0 [ARAV GARHATF DI 36 |VK320%01| JK1*01 0 QQYGSSPRT| 27 N N
ARDIRYSGGSP R
B9 [VH4-04*07| D1-26*01 | JH6*03 10 LYYY MDYV 57 VK4-1*01 JK4*01 5 QQYYSIPT 24 N N
AAWDDTGSTLNG
B8 |[VH3-15*01| D7-27*1 JH4*02 0 TTETAAFDY 27 | VL1-44*01 | JL3*02 0 W V 33 N N
AKDIGYYGSGS L CTSYAGSGSTITTF
C1l |VH3-09*01| D3-10*01 | JH6*02 0 S L 42 | VL2-23*02 | JL3*02 0 GV 33 N N
D5-5or Q VWDSS S DH
C5 [VH3-74*01 18*01 JH4*02 0O AREPAIYFDY 30 | VL3-21*02 | JL2*01 0 P GVYV 39 N N




Table S1(B)

Repertoire and reactivity of antibodies from IgM+Tetramer- B cells of M55

Heavy Light Reactivity *
mutation lengt mutation length
Ig \% D J (bp)* CDR3(aa) h(bp) \% J (bp)* CDR3(aa) (bp) | pep|ds-DNA

F1E1 |VH4-59*01| D6-19*01 | JH4*02 5 ARGSGWYTFY 27 | VK1-39*01 | JK3*01 16 QQSYDTPLT 27 Y Y
ARSPPDTFWSGF

F2H1 | VH4-04*07| D3-3*01 JH2*01 9 WY FDL 48 | VL2-11*01 | JL2*01 5 CSYAGSYVYV 27 Y Y
ARGV VRRATRG G T WDSRTLCSA

F2C10|VH1-08*01| D2-2*01 JH6*03 4 VVPVGMNYYMD 72 | VL1-51*01 | JL3*02 2 G P WYV 39 Y Y
ARVGQLDPTRTSY S S YT SS S TV

F2G3 | VH4-34*01| D6-13*01 | JH4*02 0 F DY 42 | VL2-14*01 | JL2*01 1 \Y 30 Y Y
ARDRTFSGNVYVYG T T YNGYP MY

F2G11|VH3-23*01| D1-26*01 | JH3*01 21 QA FDL 48 VK1-5*03 JK2*01 12 T 30 N Y
ARGGSGSWEFZPFPA T QT YNSYRATL

F2E11|VH3-07*01| D6-13*01 | JH1*01 0 HF QH 45 VK1-5*03 JK4*01 1 T 30 Y N
ARNHHGTFGTIYSY TSYAGSSTITCL

F2A11|VH4-34*01| D5-5*01 JH2*01 3 GYGWYFDL 60 | VL2-23*02 | JL1*01 3 N V 33 Y N
AHDTISGTYSVYSF

F1B4 | VH3-49*03( D3-22*01 | JH4*02 15 |ID Y 39 | VK4-1*01 | JK2*01 5 QQYYSIPYT 27 N N
ARNTLIGYGNTTD

F1D8 |VH4-34*01| D5-5*01 JH5*01 15 S 39 [ VK1-16*01 | JK2*01 10 QQYDSYPYT| 27 N N
ARVVGATINDTVYTF T QT RS NWPP G

F1D12|VH3-53*01| D1-26*01 | JH4*02 1 DY 39 | VK3-11*01 | JK2*01 0 Y T 33 N N
ARGAVGAT MDD QU U RSNWZPPF

F1E4 |VH4-61*02| D1-26*01 | JH4*02 0 Y 36 | VK3-11*01 | JK3*01 0 T 30 N N
ARAWTLGGGSGY T A SYSTPPY

F1E6 |VH1-46*01| D3-22*01 | JH4*02 0 YFDY 45 | VK1-39*01 | JK2*01 0 T 30 N N
ARDIGSSWVYRG

F1E8 |VH3-09*01| D6-13*01 | JH3*02 0 G A F DI 48 | VK3-20*01 | JK4*01 1 QQYGSSPLT| 27 N N
ARGDSSGUYUYTG T T YNSYSP W

F1F1 |VH4-59*01| D3-22*01 | JH4*02 0 RFYDY 48 VK1-5*03 JK1*01 0 T 30 N N

F2G12|VH3-15*01| D3-9*01 JH4*02 0 TTDTQYYYFDY 33 | VK3-15*01 | JK1*01 1 Q QYNNWPPT|l 27 N N




ARAPYCTITNTGUVC T QY GSSP P W
F1G6 [VH3-09*01| D2-8*01 JH4*02 0 Y GF DY 48 | VK3-20*01 | JK1*01 0 T 30 N N
Heavy Light Reactivity
mutation lengt mutation length
Ig V D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ARDRETPTYPHTFD
F2A10(VH3-21*01| D1-26*01 | JH4*02 0 Y 36 | VK1-6*01 | JK1*01 0 LQDYNYPRT]| 27 N N
AREGGTIAARTRKRALTF
F2C2 | VH4-04*07| D6-13*01 | JH4*02 0 DY 42 | VK1-39*01 | JK1*01 0 QQSYSTPQT 27 N N
ARDCIAAADSGA
F2C4 | VH3-30*02| D6-13*01 | JH3*02 1 F D I 45 | VK1-12*01 | JK1*01 0 Q QANSFPWT| 27 N N
ARETEQWTLVSRA T T S Y ST PPV
F2C8 | VH4-59*01| D6-19*01 | JH3*02 0 F D I 42 | VK1-39*01 | JK4*01 0 T 30 N N
ARKRKGLSSSGQRG
F2C9 | VH3-30*03| D3-22*01 | JH4*02 4 YFDY 45 | VK3-20*01 | JK4*01 1 QQYGSSPLT| 27 N N
F2C11|VH3-72*01| D5-12*01 | JH3*02 1 ARAAYEDATFTD.I 33 | VK1-39*01 | JK1*01 0 QQSYSTPWT| 27 N N
T Q@ YDUDNTLPPTF
F2E6 | VH3-74*01 DIR*01 JH3*02 0 A RVRPHGATFTDI 33 | VK1-33*01 | JK3*01 0 T 30 N N
D7-27*1 or 3 ASLCLTYPWTETLTPPS T QY HN WP P
F2F9 | VH3-48*01 16*01 JH3*02 9 D AF DI 51 | VK3-15*01 | JK1*01 2 W T 30 N N
ARV GDYJVYGSGS
F2F12 | VH3-07*01| D3-10*01 | JH4*02 0 YYNEYYFDY 60 | VK3-11*01 | JK3*01 0 Q QR SNWLFT 27 N N
r T DELSRTITYVYDTF
F2G4 | VH3-15*01| D3-3*01 | JH6*03 1 WS GYSYYYMDV 69 | VK3-20*01 | JK4*01 1 QQYGSSPLT| 27 N N
ARHGSWYGNTFD TSYAGSSTS
F1C4 | VH4-39*01| D6-13*01 | JH4*02 5 Y 36 | VL2-14*04 | JL2*01 3 R V 33 N N
QT VWDSSSDH
F2A2 [VH3-74*01| D5-5*01 JH4*02 0 AREPAIYFDY 30 | VL3-21*02 JL2*01 0 P GVYV 39 N N
TSYAGSGSTITCL
F1F3 |VH4-61*02| D7-27*1 JH3*02 1 A RHWGPYATFTDII 33 | VL2-14*04 | JL3*02 0 \Y 30 N N

* number of mutations within V region; #, "Y" means reactive in ELISA and "N" means non-reactive in ELISA ;$ one point mutation and 3 insert mutations




Table S2(A)

Repertoire and reactivity of antibodies from IgM+Tetramer+ B cells of C9

Heavy Light Reactivity *
mutation lengt mutation length
Ig \% D J (bp)* CDR3(aa) h(bp) \% J (bp)* CDR3(aa) (bp) | pep|ds-DNA
VH4-30- AREVLYYGDTFN
C3 2*01 D4-17*01 | JH5*02 0 W F D P 45 | VK1-39*01 | JK1*01 0 QQSYSTPRT 27 Y Y
D6-190r ARAMRAAAGT KA T QA RS NWZPP
C7 |VH3-30*04 13*01 JH6*03 0 AYYHYYYYMDV 66 | VK3-11*01 | JK1*01 0 \Y 27 Y Y
T QY NSYS MY
E5 VH3-30*04 / JH4*02 0 A RFLKSTFDY 27 VK1-5*03 JK2*01 0 T 30 Y Y
ARDGSGSSWAYVYY
E11 [VvH3-21*01| D6-13*01 | JH6*03 0 YYY MDYV 51 | VK1-33*01 | JK1*01 0 Q QY DNL 18 Y Y
ARLWTFVGYJVYDTF
G2 |VH4-39*01| D3-3*01 | JH5*02 0 W SGYYGNWTFDFP 66 | VK3-11*01 | JK4*01 0 Q QRSNWPLT| 27 Y Y
ARAPSQGVTI DY
E102 |VH4-59*01| D2-21*02 | JH4*02 11 C 36 VK4-1*01 JK1*01 0 QQYYSTPRT 27 Y Y
S S YT S S S T Y
Al VH1-45*02| D3-22*01 | JH4*02 0 A SLSDSSGA 27 | VL2-14*04 | JL1*01 1 \Y 30 Y Y
ARGDASGTVYVYK GTWDSSLS AGQ
A2 |VH4-31*03| D3-10*01 | JH4*02 3 K GLDY 48 | VL1-51*01 | JL2*01 1 GV 39 Y Y
ARAEVY YDFWS
H5 |VH1-02*02( D3-3*01 JH4*02 0 GYYYYFDY 57 | VK1-39*01 | JK2*01 0 QQSYSTPYT 27 N Y
ARDPDQGTIGUVA T Q@ YT SFS G Y
C11 |VH4-31*03| D6-19*01 | JH1*01 15 G PL GH 48 VK1-5*03 JK2*01 6 T 30 Y N
AREGGGTLGAA QU QS Y ST PLF
A5 VH1-02*02| D6-6*01 JH4*02 0 DY 39 | VK1-39*01 | JK3*01 0 T 30 Y N
ARGDSGWUZY VY Y Y
Al2 |VH3-30*04| D6-19*01 | JH6*03 0 Y M DV 45 | VK3-20*01 | JK2*01 1 QQYGSSPYT| 27 Y N
ARDRLVDTFWSG TSYAGGSYTTV
F12 |VH3-23*01| D3-3*01 JH4*02 0 YYSSFDY 54 | VL2-11*01 | JL2*01 0 \Y 30 Y N
ARDLGTRYTFDWTF S S YT SSS T C
E12 |VH3-30*03| D3-9*01 JH4*02 0 PSWYFDY 54 | VL2-14*01 | JL1*01 1 G V 33 Y N
ARDHAHVDTIAMYVS
E101 |VH4-39*06| D5-5*01 JH4*02 1 DY 39 VK4-1*01 JK1*01 0 QQYYSTPRT 27 Y N




ASLRSVGTIAAARN T SYST SCLCF
A3 [VH3-21*01| D6-13*01 | JH4*02 0 Y FDY 48 | VK1-39*01 | JK3*01 0 T 30 N N
D1 |[VH3-48*03| D3-10 or 22 | JH4*02 1 ARVLLPDY 24 | VK1-39*01 | JK1*01 0 QQSYSTAWT| 27 N N
Heavy Light Reactivity”
mutation lengt mutation length
Ig \% D J (bp)* CDR3(aa) h(bp) \ J (bp)* CDR3(aa) (bp) | pep|ds-DNA
D3-3*01 or A R G DF WS G Y L
D5 [VH3-30*04 02 JH4*02 0 DY 39 [VK1-NL1*01| JK2*01 0 QQYYSTPNT 27 N N
D9 |VH3-66*01| D2-21*01 | JH4*02 0 A S R LWGVEDY 33 | VK2-28*01 | JK4*01 1 M QALQTPLT 27 N N
A R G EGDATYATF
E6 |VH3-13*01| D2-21*01 | JH3*02 0 D | 39 | VK1-33*01 | JK3*01 0 QQYDNLP 21 N N
A R F EVGIAVIG
F11 |VH3-11*01| D6-19*01 | JH3*02 4 |A DA D | 54 | VK1-39*01 [ JK2*01 0 QQSYNTPYT| 27 N N
Gl ([VH3-30*04| D5-12*01 | JH4*02 0 A RV GYDKDY 30 | VKS3-11*01 | JK2*01 0 Q QRSNWYT 24 N N
A K E VAVAGTSD
H3 |VH3-30*03| D6-19*01 | JH3*02 3 A F D 45 | VK1-33*01 | JK3*01 2 QQYDNLPDT| 27 N N
AAWDDTGSTLNG
A8 |VH1-18*01| D6-13*01 | JH4*02 0 ARISFTSSGVY 33 | VL1-44*01 | JL3*02 0 PV 33 N N
S S YT SSSTLC
B11 [VH4-59*01| D5-5*01 | JH4*02 2 ARY DTAMVDY 33 | vL2-14*01 | JL1*01 0 GV 33 N N
A K1 DHSSGTLTF S S YT SSS T W
E8 |[VH3-23*01| D6-19*01 | JH4*02 1 DY 42 | VL2-14*04 | JL3*02 1 \Y 30 N N
ARDMANTLWD Y V G T WDSSCLCS A
B6 |VH1-02*02| D3-16*02 | JH4*02 0 WGSYRY 51 | VL1-51*01 | JL3*02 0 G V 33 N N




Table S2(B)

Repertoire and reactivity of antibodies from IgM+Tetramer- B cells of C9

Heavy Light Reactivity”
mutation lengt mutation length
Ig \% D J (bp)* CDR3(aa) h(bp) \% J (bp)* CDR3(aa) (bp) | pep|ds-DNA
DIR*01 and ARDWGRIEKTLTRTLTL
E9 |VH3-11*01| D3-3*01 | JH3*02 0 D I 39 | VK3-20*01 | JK2*01 0 QQYGSSPYT| 27 Y Y
A RDTLCTL FFG AV P T Q RS NWPTLA
C10 |VH1-02*02| D3-3*01 JH4*02 0 YY FDY 51 | VK3-11*01 | JK4*01 1 L T 33 Y Y
A KGN R TS S S NSYTTSSTC
A10 |VH3-23*01| D2-2*01 JH4*02 16 S CYETF 54 | VL2-14*01 | JL1*01 3 \Y 30 Y N
VREGUUOAVAGTRG
B2 |[VH4-04*07| D6-19*01 |JH4*02| 12 [F D Y 42 | VK1-39*01 | JK1*01 4 |QQSYTTPRT| 27 |N N
ARGAVVVPAATP
B4 |VH3-11*01| D2-2*01 JH5*02 0 GWTFDFP 51 | VKS3-15*01 | JK1*01 0 QQYNNWWT 24 N N
T P P AL G T LG G
B10 [VH3-15*01| D1-20*01 | JH4*02 1 DY 42 | VK2-30*01 | JK2*01 1 M QGTHWPP S| 27 N N
ARDGSSGSWVYNWF
C5 |VH1-18*01| D6-13*01 | JH5*02 0 D P 39 | VK3-11*01 | JK4*01 0 QQRSNWLT 24 N N
C6 |VH4-04*07| D2-21*01 |JH4*02| 31 |ARE G G G| R E L D F| 36 | VK3-20%01 | JK1*01 14 |[HQYEGSPQT| 27 (N N
ARGDSS Y Y A Y
F1 VH4-59*01| D3-22*01 ([ JH4*02 14 DY 39 | VK1-39*01 | JK2*01 5 QQSYSTPYT 27 N N
AGGRDGJYZKSATF
F2 VH3-11*01| D5-24*01 | JH3*02 1 D | 39 | VK3-20*01 | JK1*01 0 QQYGSSPRTl 27 N N
ARDIVVVPTITATTL T U SYTTPRS
G9 |VH1-18*01| D2-15*01 | JH3*02 11 HALDM 51 | VK1-39*01 | JK4*01 3 QT 33 N N
D1 |VH3-53*01( D1-1*01 | JH4*02 3 AKAEPTAYV 24 | VK1-5*03 | JK2*01 3 QQYNIYPYT 27 N N
T Q@ YNNWPTLY
E5 |VH4-39*01| D6-13*01 | JH4*02 0 A RLAAAAGYTFD Y| 36 [|VK315*01| JK2*01 2 T 30 N N
ARKRKDISSTAGTRHATF T QT RS NWPPTL
F5 |VH3-43*01| D6-6*01 JH4*02 9 D S 42 | VK3-11*01 | JK4*01 5 T 30 N N
AR HMT 1 Y Y Y Y G T WDSSCLCSA
A5 |VH4-59*01| D4-4*01 JH6*02 2 YYGMDV 54 | VL1-51*01 | JL2*01 0 vV V 33 N N




ARDSGRKRGTRPR QU V WDSS S D

B12 [VH4-59*01| D6-6*01R | JH6*02 0 M D V 42 | VL3-21*03 | JL2*01 1 S VYV 33 N N

Heavy Light Reactivity”
mutation lengt mutation length

Ig V D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ASHGGTLCTGS G S 1 AAWDDSTLCNG

Cl12 |VH3-21*01| D6-19*01 | JH4*02 0 DY 42 | VL1-44*01 | JL3*02 1 W VvV 33 N N
ARGHIQLWTLDD G T WDSSCLCS A

G2 |[VH3-30*04| D5-5*01 JH3*01 6 M D V 42 | VL1-51*01 | JL2*01 1 G V 33 N N
ARKDPQYNWNDG U S YDSSCLCSG

G6 |[VH3-23*01| D1-1*01 JH4*02 0 LVFDY 48 | VL1-40*01 | JL3*02 4 W V 33 N N
ARGGATYSAYM AAWDTDTSTELCSG

H4 [VH3-07*01| D5-12*01 | JH6*03 3 DV 39 | VL1-47*01 | JL3*02 1 QV 33 N N
ARGCSS WEGTUD A AAWDTDTSTLCNG

C2 ([VH1-08*01| D6-13*01 | JH3*02 1 F D I 42 | VL1-44*01 | JL3*02 0 R V 33 N N

VH3-30- ARAFHSSGSHYTFD S S YT SSS P W

D3 3*01 D6-13*01 | JH4*02 0 Y 39 | VL2-14*01 | JL3*02 2 \Y; 30 N N
ARKRKDSDAVISTLCW G 1T WDSSTLCSV

G22 |VH3-30*03| D6-19*01R | JH4*02 5 Y FDC 45 | VL1-51*01 | JL2*01 4 vV V 33 N N
ARDPITRWTLRTDUV CTSYAGSGSTITCL

E1 |VH3-48*03| D5-12*01 | JH3*02 1 G A F DI 48 | VL2-23*01 | JL3*02 0 N W V 36 N N




Table S3(A)

Repertoire and reactivity of antibodies from IgM+Tetramer+ B cells of C15

Heavy Light Reactivity”
mutation lengt mutation length

Ig \% D J (bp)* CDR3(aa) h(bp) \% J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ARG Y S S S WY RG-S T T YNNWPP

E2 |[VH3-23*01| D6-13*01 | JH4*02 0 Y FDY 48 | VK3-15*01 | JK1*01 1 W T 30 Y Y

VH4-30-

E3 2*01 D3-3*01 JH5*02 0 A RGRAIFGVDFP 33 VK1-5*03 JK1*01 0 Q QYNSY S G T| 27 Y Y
AREGNWNYQQEY QU QT Y NNWP P R

H6 |[VH3-23*01| D1-7*01 JH2*01 0 WY FDL 48 | VK3-15*01 | JK1*01 0 A 30 Y Y
TRA ST GT T WRTY

E7 |VH3-49*01| D1-7*01 | JH6*03 4 YYYY MDYV 57 | VK1-39*01 | JK1*01 0 QQSYSTPWT| 27 Y Y
IR GRRGVYVYDS S

D8 |VH4-39*06( D3-22*01 | JH4*02 1 GYFDY 48 | VK1-39*01 | JK2*01 1 QQSYSTPYT| 27 Y Y

E8 [VH4-59*01| D3-22*01 | JH2*01 4 ARVTGTITILL 33 | VK1-39*01 | JK1*01 0 QQSYSTPWT| 27 Y Y

T Y NNWPPMY

D9 [VH4-31*03| DIR2*01 | JH3*02 0 A RISIRVFD.I 30 | VK3-15*01 | JK2*01 0 T 33 Y Y
ARDLCRIPIRYNW

G11 [VH1-02*02| D1-7*01 | JH4*02 0 NYGFNVLDY 63 | VK1-27*01 | JK5*01 0 QKYNSAPFT| 27 Y Y
ARDMANTLWD VY V

D12 |VH1-02*02| D3-16*02 | JH4*02 0 W G SYRY 51 | VK1-39*01 | JK4*01 0 QQSYSTPLT 27 Y Y
ARQQWTELGGWUYF

G9 ([VH4-59*01| D6-19*01 | JH2*01 5 DL 39 VK1-9*01 JK4*01 0 QQLNSYPPT 27 Y Y

D5-5*01 or PWVRGYSGSRYW Q QYDNTLCPTF

B6 |VH5-51*01 18*01 JH2*01 0 Y FDL 45 | VK1-33*01 | JK3*01 0 T 30 Y Y

B2 |VH4-59*01| D2-21*02 | JH2*01 1 GDRYWYFDL 27 | VK1-39*01 | JK1*01 0 QQSYSTPWT| 27 Y Y

C1 |VH3-23*01| D3-3*02R | JH4*02 1 Il LQGLLDY 24 | VK2-28*01 | JK1*01 0 M QALQTRT 24 Y Y
DKAGRYTFDWTLS

E1 |VH3-48*01| D3-9*01 JH4*02 1 S FDY 45 VK1-9*01 JK5*01 1 QQLNSPIT 24 Y Y
ARDGNTFJYGS G S AAWDUDGSTLSG

G4 |VH3-30*01| D3-10*01 | JH6*03 0 YPAYYYYYYMD 69 | VL1-47*01 | JL3*02 0 W Vv 33 Y Y




AKGGRGTLRYFD S S YT SS S T LC

A8 |VH3-23*01| D3-9*01 | JH3*02 0 W AWRATFTD I 57 | VL2-14*01 | JL3*02 0 \Y; 30 Y Y

Heavy Light Reactivity”
mutation lengt mutation length

Ig \% D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
U G GLYSAYAHRTF

F9 |VH4-59*01 JH4*02 14 |IDY 39 | VK1-39*01 | JK2*01 3 QQSYSTLYT| 27 Y N
VL LCQLETLLHY/YY

H8 |VH3-72*01| D1-1*01 JH6*03 0 Y M DV 48 | VK1-39*01 | JK1*01 0 QQSYSTPWT| 27 Y N
CTLCWETLLGARTECA AAWDTDGSTLSG

C6 |VH4-59*01| D1-26*01 | JH3*02 5 F D I 42 | VL1-47*01 | JL3*02 1 QV 33 Y N

S S YT NGSNTITW
E4 |VH3-72*01| D2-2*01-03 | JH5*02 2 S STGWVDWFD P]| 33 |VL214%01 | JL3*02 17 L 30 Y N
S S YT SS S TV

E8(2) | VH4-59*01| D3-22*01 | JH2*01 4 V TGTITILL 27 | VL2-14*01 | JL2/3*01 1 \Y 30 Y N
DLCPYSSGWNYVYY CTSYAGGSVYTTF

D4 |VH1-02*02| D6-19*01 | JH6*03 0 YYMDV 48 | VL2-11*01 | JL1*01 0 Y V 33 Y N
G V ESFYUYYZYJYM T QY NNWZPPFPS

A6 |VH4-59*01| DIR2*01 | JH6*03 6 DV 39 | VK3-15*01 | JK4*01 0 L T 33 N N
VPHNEKWTETLSTPA T QY GS S PG

All |VH3-74*01| D1-26*01 | JH4*02 0 PFDY 45 | VK3-20*01 | JK4*01 0 G LT 33 N N

E5 |VH3-07*01| D3-10*02 | JH4*03 0 DQLSYFDY 24 | VK1-5*03 | JK1*01 0 QQYNSFWT 24 N N
FG G T Y Y YDSSG U Q RSN WPL

H4 [VH3-21*01| D3-22*01 | JH3*02 1 S EPTATFDI 57 | VKS3-11*01 | JK1*01 0 W T 30 N N
S GFTYYVYDGSSG QU S YDSSCLCSG

H7 |[VH3-09*01| D3-22*01 | JH4*02 0 YYYYFDY 54 | VL1-40*01 | JL3*02 0 W G 36 N N




Table S3(B)

Repertoire and reactivity of antibodies from IgM+Tetramer- B cells of C15

Heavy Light Reactivity”
mutation lengt mutation length

Ig \% D J (bp)* CDR3(aa) h(bp) \% J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ARGQPSSTAARTK T Y NS YS P

A5 |VH3-21*01| D6-6*01 JH4*02 0 Y FDY 48 VK1-5*03 JK1*01 0 T 30 Y Y
ARVPRKLRTFLETPTF T T Y NN WP PK

B3 |VH1-18*01| D3-3*01 JH1*01 1 Q H 42 | VK3-15*01 | JK1*01 0 T 30 Y Y
ARKGSIVVVPATGY AAWDDTGSTLCNG

D9 [VH3-23*01| D2-2*01 JH4*02 0 F DY 45 | VL1-44*01 | JL1*01 0 Y V 33 N Y
ARKVDYRGSTAATRTP

A10 |VH3-23*01| D6-6*01 | JH2*01 1 FWYFDL 54 | VK3-20*01 | JK4*01 1 QQYGSSPLT| 27 Y N

TSYAGSSPY

F7 |VH3-30*03| D3-10*01 | JH4*02 0 [AKDNYYGGGTDY 33 | VL2-23*02 | JL1*01 0 \Y; 30 Y N
ARAPQLGITRGVYY T T YNNWPP

A7 |VH4-39*06| D7-27*01 | JH4*02 3 F DY 45 | VK3-15*01 | JK1*01 0 W T 30 N N
ARDGGTYCSGGS QU QY NNWPAH

B1 |VH3-33*01| D2-15*01 | JH4*02 1 CYSYFDY 54 | VK3-15*01 | JK2*01 0 T 30 N N

B6 |VH4-39*01| D1-26*01 | JH5*02 6 ASGRGWFDP 27 | VK3-20*01 | JK1*01 9 QQYGGSPWT 27 N N

D2 |VH3-23*01| DIR1*01/02 | JH3*02 4 AKGPAPGG.I 27 | VK2-29*02 | JK4*01 0 M QGIHLPLT 27 N N
ASP G GYNWNDD

D5 |[VH1-18*01| D1-20*01 | JH3*02 2 A F D | 45 | VK3-20*01 | JK4*01 0 QQYGSSLLT 27 N N

DIR1 or

D10 ([VH5-51*01 2*01 JH4*02 0 ARQPVAPDTFDY 33 | VK3-15*01 | JK1*01 0 Q QY NNWPRT 27 N N
ARHMTITLPZPUDTLAA

Gl ([VH4-39*01| D6-13*01 | JH5*02 0 AGTGGWTFDFP 63 | VK3-11*01 | JKk1*01 0 Q QRSNWPOQT 27 N N
ARVRALVGAGTGTF

C1 VH1-2*02 | D1-26*01 | JH3*02 0 D I 42 | VK1-33*01 | JK4*01 0 QQYDNLPL 24 | N N
ARCTFIVGATTGYVY AAWDDTGSTLNG

B12 |VH4-34*01| D1-26*01 | JH4*02 1 DY 48 | VL1-44*01 | JL3*02 1 R V 33 N N
ARD WY S GTRTATE TSYAGSSTUV

A4 |VH1-18*01| D1-26*01 | JH3*02 0 V HAFD.I 54 | VL2-23*01 | JL2*01 0 \Y 30 N N




ARAGAETTAVAG U S YDSSCLCSG
C9 |VH4-61*02| D6-19*01 | JH4*02 2 QPYY 48 | VL1-40*01 | JL1*01 0 P L 33 N N
Heavy Light Reactivity”
mutation lengt mutation length
Ig V D J (bp)* CDR3(aa) h(bp) Vv J (bp)* CDR3(aa) (bp) | pep|ds-DNA
ARLEGPGURVTELEGA AAWDTDSTELSG
D1 |VH4-39*01( D6-13*01 | JH3*02 0 F D I 45 | VL1-47*01 | JL3*02 1 LNWYV 39 N N
VH3-30- ARGDURTITIVYYYY G T WDSSCLCS A
D8 3*01 D4-17*01R | JH6*03 0 Y M DV 45 | VL1-51*02 | JL3*02 0 W V 33 N N
ATP RAY Y YDSSG S S YT SSS PV
E9 [VH4-39*01| D3-22*01 | JH2*01 0 Y SRGGYFDL 63 | VL2-14*01 | JL2*01 1 \Y 30 N N
ARDPFGYCSST A AWDDS SLNG
E11 |[VH1-18*01| D2-2*01 JH5*02 2 S CQGRDWFDP 63 | VL1-44*01 | JL3*02 0 F WV 36 N N
A AWDDSLSG
D22 ([VH3-23*01| DIR1*01/02 | JH3*02 4 AKG P APGGI 27 | VL1-47*01 | JL3*02 1 Qv 33 N N
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