Table S7. Mutation spectrum in the category "'canl- DSB-cen; UV 45 Jim?

Position Distance Del/Add # of
Mutant in CAN1 between Mutant sequence Type of .
# (coding adjacent WT Dbase Mutant base (-/+ # WT sequence context context mutation 1T\utat:|.ons
R of nt) in mutant
strand) mutations
317 177 A G ACGAGAGTaAATGGCGA ACGAGAGTgAATGGCGA sub 1
319 290 c A TATGATTGcCCTTGGTG TATGATTGaCCTTGGTG sub 1
320 941 A - -1 CCCAGAAAaTCCGTTCC CCCAGAAA-TCCGTTCC indel 1
328 1217 - G +1 TATCAAAG-AACAAGTT TATCAAAGgAACAAGTT indel 1
331 1679 A T AGATGTCGaCATCGATT AGATGTCGECATCGATT sub 1
325 670 GG AA AATATTACggTGAATTCG AATATTACaaTGAATTCG compl 1
321 307 G A GTACTATTggGTACAGGT GTACTATTaaGTACAGGTC compl 1
322 296 G T TGCCCTTGgTGGTACTA TGCCCTTGLTGGTACTA sub 2
322 1018 722 G A TATTCATTgGACTTTTA TATTCATTaGACTTTTA sub
329 1179 T A AATTCAAAEATTTACGT AATTCAAAaATTTACGT sub 2
329 1541 362 G T TATTCAAGGTTTCACGG TATTCAAGETTTCACGG sub
332 685 GG AA CGAGTTCTggGTCGCTTC CGAGTTCTaaGTCGCTTC compl 2
332 1418 733 G A GCACATCAgATTTATGC GCACATCAaATTTATGC sub
326 785 A T ATTCCGTTaTTGGAGAA ATTCCGTTETTGGAGAA sub 3
326 997 212 A T CCTTCTACaTTGGCTCT CCTTCTACETTGGCTCT sub
326 1175 178 A - -1 AAATTCAAaTATTTACG AAATTCAA-TATTTACG indel

See footnotes to Table S4

The CAN1 coding strand is complementary to unresected strand in the DSB€en construct




