Table S11. Mutation spectrum in the category "'subtelomeric lys2, 230C (no arrest) UV, 45 J/m
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m2 4636 T A TTTTGATTtAACTTCGA TTTTGATTaAACTTCGA sub 1 0
m4 5088 G A TACCTTCGgAACCAGAT TACCTTCGaAACCAGAT sub 1 0
m7 4685 A T CCGTACATaTTAACAAT CCGTACATETTAACAAT sub 1 0
mllé4 4954 G A ATCTCTTTgAATTGGAT ATCTCTTTaAATTGGAT sub 1
mlls8 2785 ] T TAAGAAATCATCTGTGT TAAGAAATEATCTGTGT sub 1
ml20 5293 G A TACTAGTTgATCCAATT TACTAGTTaATCCAATT sub 1
ml22 4926 A T GGGCACCTaAAAATAAT GGGCACCTtAAAATAAT sub 1
ml24 6080 ] T TTAAATGACCACGTTGG TTAAATGAtCACGTTGG sub 1
ml27 3647 - A +1 GATACTTG-AAAATTGT GATACTTGaAAAATTGT indel 1
ml31 6303 A T CATGTGGTaACACTGAA CATGTGGTEACACTGAA sub 1 0
ml32 2542 T A CTTCCATTEtAGAATAGC CTTCCATTaAGAATAGC sub 1
ml35 4246 G A GAACCCACgAATTTTAA GAACCCACaAATTTTAA sub 1
ml37 5039 A T TTGAAATAQTAAGCCAA TTGAAATAtTAAGCCAA sub 1 0
ml38 2989 T A AACAAGTTEATCTGACA AACAAGTTaATCTGACA sub 1 0
ml40 3995 - A +1 TCTTTAAG-AAAGTCCT TCTTTAAGaAAAAGTCCT indel 1
ml42 4388 A T TTATCCAAQTAATTCCA TTATCCAAtTAATTCCA sub 1
ml45 3013 ] A GTAGTATTcAGTGTCAA GTAGTATTaAGTGTCAA sub 1 0
ml49 3916 T C ATCAACTTEACCATTTG ATCAACTTcACCATTTG sub 1 0
ml50 3545 A T TCTTCCGCaTAATTTGC TCTTCCGCETAATTTGC sub 1 0
ml52 4246 G A GAACCCACgAATTTTAA GAACCCACaAATTTTAA sub 1

! Number of npr2 mutations found in the variants, in which NPR2 ORF has been sequenced

See also footnotes to Table S4
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