Table S1. Cartilage-associated genes

Systematic Common Description Genbank
1554950 at AGC1 aggrecan 1 BC036445
205679 x_at AGC1 aggrecan 1 NM_013227
207692_s_at AGC1 aggrecan 1 NM_001135
217161 x_at AGC1 aggrecan 1 X17406
202701 at BMP1 bone morphogenetic protein 1 NM_006129
205574 x_at BMP1 bone morphogenetic protein 1 NM_001199
206725 x_at BMP1 bone morphogenetic protein 1 NM_006128
207595 s at BMP1 bone morphogenetic protein 1 NM_006132
205289 at BMP2 bone morphogenetic protein 2 AA583044
205290 s _at BMP2 bone morphogenetic protein 2 NM_001200
214716_at BMP2K  BMP2 inducible kinase AW504018
219546_at BMP2K  BMP2 inducible kinase NM_017593
37170 _at BMP2K  BMP2 inducible kinase AB015331
206837_at CART1 cartilage paired-class homeoprotein 1 NM_006982
219049 at  ChGn chondroitin betal,4 N-acetylgalactosaminyltransferase NM_018371
223987_at CHRDL2 chordin-like 2 AF332891
221065 s_at CHST8  carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 NM_022467
223737 _x_at CHST9  carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 9  AF239821
224400 s_at CHST9  carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 9  AF332473
205941 s_at COL10AL tc30d11.x1 Soares_total_fetus_Nb2HF8_9w Homo sapiens AI376003
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chromosome 3p21.1 gene sequence
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matrix metalloproteinase 13 (collagenase 3)
N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1
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proline arginine-rich end leucine-rich repeat protein
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proline-arginine-rich end leucine-rich repeat protein PRELP;
Human prolargin (PRELP) gene, exon 3 and complete cds.

Ras-related GTP binding C

Ras-related GTP binding C

Ras-related GTP binding C

snail homolog 1 (Drosophila)

SRY (sex determining region Y)-box 5

SRY (sex determining region Y)-box 5

Homo sapiens SOX-29 protein (SOX29) gene, partial cds.
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1563454 _at  SOX6
1570486_at SOX6
223865 at  SOX6
224178 s_at SOX6
202935_s_at SOX9
202936_s_at SOX9
1555540 _at TGFB3
209747 at TGFB3

213303_x_at ZBTB7

SRY (sex determining region Y)-box 6
SRY (sex determining region Y)-box 6
SRY (sex determining region Y)-box 6

SRY (sex determining region Y)-box 6

SRY (sex determining region Y)-box 9 (campomelic
dysplasia, autosomal sex-reversal)
SRY (sex determining region Y)-box 9 (campomelic
dysplasia, autosomal sex-reversal)

transforming growth factor, beta 3
transforming growth factor, beta 3

zinc finger and BTB domain containing 7
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AF309034
AL136780
Al382146
NM_000346
BC018503
J03241

AF097916




