
Supplemental 1

Venn diagrams showing the number of genes up-regulated by 10 nM E2 for A, 6 hours, or B, 12 hours 
or C, down-regulated by E2 at 3 hours in MCF7 and U2OS-ERα cells. 



Supplemental 2

Over-expression of ERα does not regulate osteoblast-specific genes in MDA-MB-231 cells. MDA-MB-231
or MDA-MB-231 cells stably transfected with ERα were treated for 3 hours with vehicle (EtOH) or 10 nM E2.
RNA was obtained and quantitative PCR was performed with primers for A. ERα, B. pS2, C. GPR30 and D. NFATc1.



U2OS-ERα MCF7

Supplemental 3

Supplemental 2: Location of ERa binding sites. A and B: Location of ERα binding sites in MCF7 and U2OS-ERα cells.
Location analysis of binding sites was performed using CEAS (47). C: Up-regulated genes in U2OS-ERa cells or MCF7 cells
were analyzed for the presence of binding sites within the gene or within the gene plus the indicted distance upstream
and downstream of the gene.
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Supplemental 4

A. The basal levels of FOXA1 mRNA in MCF7 and U2OS-ERα cells as determined by qPCR. B. The basal levels of
Foxa1 mRNA in mouse mammary gland (MG) and primary osteoblasts (prim ob) as determined by qPCR.
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Supplemental 5

Genes regulated by E2 at 3 hours have a higher number of ERα binding sites. Each of the genes up- or down-regulated at 3
or 12 hours by  E2 in MCF7 cells was analyzed for the number of ERα binding sites in the gene and 30 kb upstream of the gene.
A randomly generated set of binding sites was also compared to the regulated genes in MCF7 cells.
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