Figure: Dendrogram depicting the relatedness of the 468 E. coli isolates analyzed by Rep-PCR
during this study. Patterns were analyzed using curve-based methods with an optimization value
of 8.0, and Pearson’s product-moment algorithm was used to correlate the densitometric curves.
The field Group represents the Control (Group=1) and the Treatment (Group=2) cows. The field
Day corresponds to Figure 1 in the manuscript and represents the Day of sampling. The field
Animal is the individual identification for the cow. The field cmy-2 Status depicts whether the
E. coli isolate possessed the blacmy-2 gene.



Pearson correlation (Opt:8.00%) [0.0%-100.0%)]

BOX

cmy-2 Status

Animal
701

Day

701

59
09
S5

05

S

701

905
905
905
918
660
701
868

10
10

720
720
905
918
918

10

701

882
882
882
882

882

10

— < 1 0 W W
o O O O O o
M~ ™~ OO O O O
o O

- < ©O© 1 1 O

905

4 O &N 4 4 0 O
O 94 ©® O O © «
N OO © K < © I~
oco % ww;w T A
1T = N «—+d1 —+dJ N «

720

918
918

10




918
701

10

2

701

701

701

720
720
720
720
720
720
701

10
10
10
10

720
923

905
905
905
905
923
923

910
923

4

701

701

4

701

701
833

660
701

910
701

701

701

660
660
701

701

905
905
905
923
[e}le]




923
923
833
833
833
833
833
833

701

701

701

701

701

701

701

701

701

701

660
720
660
660
910
923
923
923

910
910
910
923
923
923
923
833
833
833

660
833
833
833

910
910




910
910
910
910
910
910
910
910
910
910
833
833
833
833

-1
-1
-1
-1

-1
— 1

701

701
918

701
868

905
918
868
868

905
882
882
882
882
882
882
882
882
882
882
882
882
868
918
833
833
833
833

2




099
833
833

720
720

833
833
910
910
910
910
910
910
910
923
923
923
910

U T T B I I IR T I I B |

N =)

910
910
918

M M M 1O MO O MO 0O M
M MO MO O MO MO M M ™
O 0O O O W 0 0 o o
o O O
W 0O O N O «— «— <« o

- —

=3

U I B B |

| el

923

923
910
923
923
918
910
923
923
923
910
910

10
10
10




910
923
923
923
910
910
833
833
660
660
660
660
660
918
918
910
910
660
918
918
882
882

10

10

10
10
10
10
-1
-1

10
10
10

910
660
720
833
833
833
833
833
882
918

720
868
720
905
720
882
905
905
882

N AN AN N N N N N

= 7




882
882
882
882
882
868
701

905
918

660

660
660
660
660
660
868
868
868
868
868
868

10
10
10

660
701
833
918
923
923
923
923
923
923
923

720
720
923

660
905

905
905
905

905




905
905
905
905
905

905

918
918
918
918
918

918

N N N N

918
918

7

— o -
O O O
N KN
o o o

- -

T

701
660
910

- -

720
720
720
720

N N N N

868
868

N

N

||

720
701

660
660
660
660
660

D T B B B o |

T T

660

910
923
882
882
882
882
882




882
882
882
882
882

NN NN N
|_

720
868
833
833
833

N

868
868
868
868
868

868
882

720
720
910
910
910
923
923
923

701
923

910
910
910
923

720
868

701
868
868
868
868
868

720
923
leXo ko)




923
923
923
905
918

660
905
660

701
701

701

833
833
833
833
833

701

882
882
882
910
910
882
882
882
882
910
923

N N N 1 4 N N N N «—

5 Sy

923

910
720
720
868
868
868

720
868
868

868

882
910
QO




910
882
882
905
918
905
918
720

910
910
910
923
833
910

U T B B B B |

882

N

- T

o O O W O W 0 W W o
N N © d © O «o «d O
M~ I~ © OO0 © OO0 O O O O
o O O O O O O o o o

N N 4 N 1 N N N N «

660
720
720
720
660
905
660
910
720
833
833

-

U P T T

-

833
833
660
660
660
660




660
660
660
660
660

— ~ A o -

910

O O O O O o o o

© O© © © O © O O

© O O O O ©O© O ©

I
1 1 1 1 1 1 1 1

Do B I B B B B I |
— J | | |

905
660
720
720

10

0 0 M O
— A M
S OO O O

N N «—

]

701

701
918

720
905
868
918

905




