Table S1.1 Summary of blastn results

Cross Lane Total reads Matched reads Percentage of match No match Poly A/N* Total hits hits/read
s1 4,619,970 1,202,604 26.03% 3,409,387 7,979 4,369,063 3.63
s2 4,295,871 1,200,111 24.73% 3,088,792 6,968 4,408,399 3.67
s3 4,722,842 1,095,349 23.19% 3,615,132 12,361 3,852,524 3.52
PWD x AKR s4 4,853,113 1,126,465 23.21% 3,713,847 12,801 4,009,494 3.56
s6 5,158,778 1,193,386 23.13% 3,953,819 11,573 4,249,988 3.56
s7 5,053,146 1,173,701 23.23% 3,868,074 11,371 4,178,607 3.56
s8 4,816,019 1,116,624 23.19% 3,688,339 11,056 3,919,609 3.51
s 4,096,916 1,241,763 30.31% 2,777,901 77,252 3,749,816 3.02
s2 4,339,623 1,322,613 30.48% 2,922,408 94,602 3,996,721 3.02
s3 4,447,068 1,361,104 30.61% 2,990,873 95,091 4,126,160 3.03
AKR x EWD s4 4,397,822 1,348,417 30.66% 2,956,351 93,054 4,073,444 3.02
s5 4,399,210 1,369,262 31.13% 2,932,067 97,881 4,150,208 3.03
s6 4,509,790 1,417,377 31.43% 2,992,308 100,105 4,289,787 3.03
s7 4,493,249 1,444,386 32.15% 2,946,392 102,471 4,345,896 3.01
s8 4,827,209 1,576,487 32.66% 3,140,904 109,818 4,746,400 3.01

*: Low complexity reads including polyA and polyT



Table S1.2. Criteria for SNP filters of the Solexa data

Filter 1

* Type 1 SNP only.

* Q-score of the SNP position >= 10

» Mismatch score for reads containing reference allele: 3
» Mismatch score for reads containing alternative allele: 4

Filter 2

* Type 1 SNP only.

* Q-score of the SNP position >= 10

» SNP within 1.3kb to the 3’-end.

» Mismatch score for reads containing reference allele: 3
» Mismatch score for reads containing alternative allele: 4
» Match length >= 28.




Table S1.3. Summary of gene coverage and total SNP counts after filtering.

Filter Gene Coverage™** PWD x AKR AKR x PWD
RefSeq genes Entrez gene AKR* PWD** AKR* PWD**

. 175,560 145244 174,300 153,151

Filter 1 5,533 5,076 (54.73%) (45.27%)  (53.23%) (46.77%)

. 145778 121,853 133,507 121,096

Filter 2 4,467 4,116 (54.47%) (45.53%)  (52.44%) (47.56%)

*: Total counts of AKR alleles
**: Total counts of PWD alleles

***. Genes covered by a total count of 4 or more in both cross



Table S1.4. Definition of p; and p,.

AKR allele counts

PWD allele counts

PWD x AKR

d

b

p ; = a/(a+b)

AKR x PWD

C

d

p o =c/(c+d)




Table S1.5. Detecting genomic imprinting.

Py =p,=0.5
P1=p2>0.5
P1=p2<0.5

Dy # Pa, P1 > 0.5, po < 0.5

P1 # P2, P1 < 0.5, p, > 0.5

Relatively equal expression from the two parental copies.
eQTL with higher expression from the AKR strain
eQTL with higher expression from the PWD strain

Paternally expressed imprinted candidate gene

Maternally expressed imprinted candidate gene



Table S1.6. Summary of known imprinted genes covered in Solexa reads.

Type
No_RefSeq

No_SNP
No_counts

Covered

Count

37

16

12

33

Description
The gene is not in the RefSeq database
There is no SNP in the RefSeq transcript.

There is SNP site within the transcripts, but there is no
counts in the filtered Solexa data.

The gene is covered in the Solexa data.



Table S1.7. Known imprinted genes covered in Solexa data.

PWD x AKR AKR x PWD Pyrosquencing Total number of

EEIEEsEe SR Reported imprinting status in brain and placenta Reference perfect ly

MGlsymbol
allele AKR count PWD_count AKR count PWD count P-value matched reads

pt p

2

Pppir9a * M 36 54 67 26 1.18E-05 placenta, partially in neonatal brain 5 2117
Asb4 M 3 5 8 0 0.01293 brain & placenta 6 158
Calcr M 0 1 6 0 0.05666 embryonic and adult brain 7 77

Ube3a * M 3 10 4 2 0.08215 0.392 0.755 brain 8 1660
Gnas * M 181 214 101 96 0.21673 0.459 0.562 other (embryos), Imprinted in pituitary 9 15998
Gatm M 4 5 15 7 0.22627 placenta 10 637
Tnfrsf23 M 2 2 2 0 0.37311 placenta 11 17
Zim1 M 0 1 2 1 0.5 other tissue, biallelic in neonatal brain 12 19°
Dcn M 16 10 4 4 0.59255 placenta 6 344
Nap1l4 * M 9 12 181 214 0.79689 placenta 13 1175
Osbpl5 M 3 2 5 4 0.96653 placenta 13 157
Grb10 * M 2 3 6 10 0.98295 0.609 0.522 placenta and brain 14,15 508
SIc22a2 M 0 1 0 1 1 placenta 16 11%
Nnat P 1182 1 21 1853 0 1.000 0.000 neonatal brain 17 8561
Snurf P 888 1 1 18 0 1.000 0.000 neonatal and adult brain 18 23679
Snrpn P 889 1 1 19 0 1.000 0.000 neonatal and adult brain 18 23310
Peg13* P 168 0 6 74 0 0.988 0.030 adult brain 19 1088
Nap1l5 * P 22 0 0 67 2.42E-22 1.000 0.000 adult brain 19 2329

InppSf_v2 P 38 3 14 80 4.29E-19 0.919 0.078 neonatal brain 20 5509
Sgce P 9 0 0 54 6.01E-12 adult brain & placenta 21 313

Rasgrf1 * P 16 0 0 20 2.56E-11 1.000 0.000 neonatal brain 22 93
Impact P 15 6 8 83 6.24E-09 0.791 0.198 embryonic and adult brain 23 1953
Zrsr P 11 0 1 14 4.48E-07 0.975 0.004 embryonic, neonatal and adult brain 24 204

Magel2 P 2 0 0 5 0.01615 adult brain 25 171
Ril1 P 0 3 2 0 0.0576 brain and placenta 26 62
Peg3 P 2 0 0 2 0.125 embryonic, neonatal and adult brain 27 52
lgf2 * P 52 43 20 27 0.17846 0.641 0.499 placenta, biallelic in fetal brain 28, 2 247

Copg2 P 0 1 2 0 0.22222 embryonic, neonatal and adult brain 29 302

Sic38a4 P 2 2 12 6 0.58003 brain and placenta 6 45%

*: assembly information used.
®: Low expression level.



_ known maternally expression imprinted genes that are significant in the Solexa data
known maternally expression imprinted genes that are not significant in the Solexa data
known paternally expression imprinted genes that are significant in the Solexa data
known paternally expression imprinted genes that are not significant in the Solexa data
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Table S1.8. Sense-antisense pairs in known imprinted genes.

Chr band Type MGlsymbol Ex;;lrlz Tged Description Reference
2 E1-H3 coding-gene Gnas M Stimulatory G-protein, alpha subunit 19
2 E1-H3 antisense Nespas P Nesp antisense ’

6 A3 coding-gene Copg2 P Coatomer protein complex subunit 3
6 A3 antisense Copg2as?2 M COPG2 antisense
7B5 coding-gene Mkrn3 (Zfp127) P Makorin, ring finger protein 4
7 B5 antisense Zfp127as P Mkrn3 antisense
7 A2-Bf coding-gene Usp29 P Ubiquitin-specific protease 5
7 A2-B1 antisense Zim3 M antisense of Usp29 6
7 B5 coding-gene Ube3a M Ubiquitin protein ligase 7
7 B5 antisense UBE3A-AS P UBESA antisense 8
7 F5 coding-gene Igf2 P Insulin-like growth factor 2 9
7F5 antisense Igf2as P IGF2 antisense 10
7 F5 coding-gene Kenqgt M Voltage-gated potassium channel 11,12
7F5 antisense Kcnqgtoti P KCNQ1 antisense 13
12 F1 coding-gene Rtl1(Peg11) P Retrotransposon-like 1, like gag protein 14
12 F1 antisense anti-Rtl1 M Rtl1 antisense 14
17 A1 coding-gene Igfaer M Insulin-like growth factor receptor 2 15
17 A1 antisense Air P Igf2r antisense 16
XD Non-coding RNA Xist P XIST 17
XD antisense Tsix M XIST antisense 18
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Table S1.9. Closely linked and reciprocal imprinted genes covered in Solexa data.




Table S1.10. Non-significant genes with total counts 25 or more in each of the two reciprocal crosses.

RefSeq_ID

NM_009438
NM_010517
NM_026302
NM_012021
NM_177681
NM_021548
NM_007502
NM_013917
NM_133837
NM_008974
NM_057172
NM_080555
NM_033623
NM_180678
NM_001042634
NM_001039934
NM_134065
NM_011261
NM_025550
NM_199021
NM_010684
NM_009133
NM_146165
NM_001013778
NM_011436
NM_027009
NM_007793
NM_172562
NM_015762
NM_009670
NM_001030274
NM_025790
NM_152810
NM_139272
NM_009130
NM_019571
NM_019393
NM_011653
NM_008187
NM_007998
NM_207650
NM_007694
NM_020494
NM_027289
NM_021518
NM_010064
NM_011955

PWD x AKR

AKR PWD
221 199
15 14
16 26
59 26
36 17
104 89
77 57
91 126
52 104
39 40
19 10
20 28
21 19
58 40
187 103
125 195
30 14
54 40
22 20
33 16
119 74
128 148
193 54
58 49
16 28
18 24
198 77
84 117
21 7
27 25
165 154
62 45
22 26
35 18
36 31
20 28
126 185
727 388
11 18
35 67
53 22
151 113
99 114
44 21
21 12
91 72
44 33

AKR x PWD Gene_name
AKR PWD -
18 9 Sntg1
61 42 3110035E14Rik
74 32 Stau2
106 86 Gdap1
27 21 Ogfrii
34 13 1110058L19Rik
48 58 Bai3
158 45 Ptp4dat
71 97 B230209C24Rik
13 17 Dst
22 21 BC043098
49 36 Plekhb2
26 21 4632411B12Rik
17 29 Actrib
368 242 Mrpl30
37 38 Txndc9
55 44 Eif5b
26 20 Revi
111 89 Chst10
139 62 Pdcl3
56 31 Mrps9
85 94 Tpp2
29 23 Bivm
26 13 Col3a1
47 35 Wdr75
29 22 Tmeff2
49 54 Myo1b
39 34 Sf3b1
88 42 Prei3
34 20 Satb2
50 55 Clk1
116 43 Ndufb3
34 39 Als2
85 94 Ndufs1
184 154 Eef1b2
59 71 Adam23
166 94 Idh1
370 788 Mtap2
17 23 Lancl1
16 20 Fn1
48 36 Mar4
84 82 Rpl37a
135 104 Igfbp5
76 102 Arpc2
40 31 Dnajb10
12 15 Farsb
39 30 Mrpl44

Chr

chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri

_len
4193
3187
2198
3934
4844

660
5457
4153
2318

17277
4955
3317
4663
2077

691
4596
7797
4279
3135
1706
1365
4649
3529
4786
2612
3340
4933
6192
2845
5299
1818

532
6348
2564

857
6656
2270
5535
4270
8312
4217

431
5854
1597
1855
2132
1424

RefSeq B37_SNP_posi

tion
9193264
9616434
16334335
17151276
23375818
24010006
25185678
31001822
33940325
34172986
34870617
34934064
36414969
36758142
37954568
38043980
38108780
38155856
38954911
39053906
42962311
44058975
44200106
45403996
45879770
51242688
51853906
55068964
55210999
56954826
58480848
58652657
59294046
63199462
63225106
63642430
65217542
66485497
67085096
71695775
72582049
72760121
72920447
74314392
75241700
78440320
79777605

g-value

0.37945
0.947901
0.947901
0.852521
0.947901
0.947901
0.947901
0.419101
0.712972
0.947901
0.855763
0.947901

0.80737
0.947901
0.504192
0.947901
0.947901
0.947901
0.537791
0.405723
0.677707
0.935339
0.947901
0.915297
0.947901
0.947901
0.783653
0.805861
0.775128
0.903782
0.097758
0.601754
0.947901
0.847106
0.467305
0.459791
0.063455
0.301202
0.947901

0.80737
0.947901
0.942332
0.903782
0.525209

0.58647
0.947901
0.624757

p1 p2

0.895 0.667
0.571 0.592
0.667 0.698
0.484 0.552
0.5 0.563
0.667 0.723
0.417 0.453
0.654 0.778
0.527 0.423
0.391 0.433
0.607 0.512
0.63 0.576
0.659 0.553
0.412 0.37
0.669 0.603
0.429 0.493
0.603 0.556
0.593 0.565
0.465 0.555
0.581 0.692
0.516 0.644
0.423 0.475
0.493 0.558
0.767 0.667
0.625 0.573
0.6 0.569
0.613 0.476
0.659 0.534
0.59 0.677
0.54 0.63
0.645 0.476
0.615 0.73
0.542 0.466
0.542 0.475
0.629 0.544
0.606 0.454
0.477 0.638
0.391 0.32
0.419 0.425
0.585 0.444
0.54 0.571
0.567 0.506
0.605 0.565
0.527 0.427
0.445 0.563
0.448 0.444
0.75 0.565



NM_008963
NM_029447
NM_029814
NM_025624
NM_133922

NM_001037999
NM_001005223

NM_018804
NM_013899
NM_145398
NM_009819
NM_008971
NM_181394
NM_012015
NM_178764
NM_026069
NM_010497
NM_011294
NM_175398
NM_009443

NM_001081360

NM_024243
NM_177298
NM_009308
NM_025509
NM_008721
NM_029354
NM_178880
NM_026676
NM_019913
NM_054053
NM_026780
NM_011034
NM_023312
NM_182997
NM_011406
NM_026506

NM_001038993

NM_025515
NM_026845
NM_010887
NM_133703
NM_172401
NM_019827
NM_024284
NM_010699
NM_170593
NM_024220
NM_027400
NM_010897
NM_130895
NM_144901

218
178
58
1149

61
58
149
38
19
42
33
25
18
127
138
71
106
17
29
21
34
122
16
40
160
22
30
15
179
28
27
295
157
22
35
20
119
22
43
41
55
33
37

49
36
206
63
20
32
48

154
67
117
1459
19
77
31
157
65
22
21
13
17
11
122
108
78
109

22
11
43
124
10
45
155
47
13
72
146

32
310
111

20

19

22

54

12

27

40

27

29

17

23
139

52
220

71

13

10
208

135
211
62
401
23
21
16
28
34
29
17
27
180
38
21
150
36
35

34
55
20

46
47
53
52
70

109
36
30
72
99
69

163
51
25
56

279
15

195

353
19
24
24
49
80
44
13
84
15
59

95 Serpine2

244 5230400G24Rik
69 4930544G21Rik

377 Dner
9 ltm2c
14 Eif4e2
9 Atg16l1
7 Hdac4
27 Ndufa10
30 Rnpepl1
16 Mterfd2
16 Bok
198 Tsn
30 MKi67ip
24 Clasp1
311 Dbi
55 Dpp10
19 Ubxd2
25 Mcm6
21 Pfkfb2
67 Srgap2
23 Slc41at
21 Ripk5
34 Zc3h11a
40 Rnpep
52 Timm17a
38 Navi
47 Tmem9
59 Kif21b

58 Camsap1l1

19 GIrx2

77 Trove2
108 Tpr

76 lvnsiabp
185 Arpch

91 Smg7

32 6430517E21Rik

42 Astni
168 Cacybp
14 Prdx6
160 Dnm3
262 Kifap3
18 Atp1b1
18 MpzI1
14 Duspi2
65 Sdhc
55 Ndufs2
39 Ufct
21 Fh1

122 2310005N03Rik

15 Smyd3
36 Srp9

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri

2151
1920
6841
3664
2024
3394
3066
3960
1222
2489
3315
1432
3040
1646
7827

593
4634
4093
2901
4506
8040
4752
6385
4395
2249

917
8841
1445
9119
7823
3482
8736
7529
3513
1782
5840
4169
7181
1493
2334
7534
3907
2422
2356
1413
1170
1606

964
1588

448
3769
1388

79813448

82748413

83285397

84442060

87804656

89136200

89687176

93926709

94367466

94812486

95201238

95591943
120205360
120229541
120504980
122009935
125750758
130175429
130256041
132611110
133260600
133743597
134363066
135543992
137180206
137206414
137368992
137930663
138070743
138221347
145596791
145624090
152296289
153210662
154621425
154707590
160285993
160587288
162138691
163174355
164283688
165845884
166368147
167522548
172815229
173080700
173177139
173224831
177549194
180251876
181335462
184061972

0.947901
0.947901
0.498119
0.915297
0.947901
0.947901
0.947901
0.762643
0.947901
0.744899
0.815655
0.947901
0.947901
0.947901
0.941916
0.255447
0.071722
0.941663
0.355031
0.947901
0.901101
0.525209
0.813566
0.813566
0.947901
0.947901

0.84529
0.947901
0.933057

0.18768
0.947901
0.947901
0.936394
0.805861

0.84104
0.947901
0.942325
0.602323
0.624757
0.947901
0.947901
0.947901
0.947901
0.947901
0.783653
0.947901
0.682906
0.947901
0.785646
0.710344
0.726189
0.947901

0.574
0.452
0.644
0.552

0.66
0.571

0.64
0.671
0.495

0.32
0.651
0.625
0.443
0.556
0.371
0.442
0.673
0.552
0.545
0.571
0.517

0.66
0.333
0.483
0.462
0.466
0.657
0.638
0.598
0.656
0.654
0.548
0.429

0.37
0.402
0.386
0.525
0.455
0.549
0.434
0.573
0.574
0.568
0.622
0.786
0.455
0.505
0.554
0.527

0.49
0.342
0.553

0.587
0.464
0.473
0.515
0.719
0.6
0.64
0.8
0.557
0.492
0.515
0.628
0.476
0.559
0.467
0.325
0.396
0.648
0.265
0.618
0.451
0.465
0.192
0.575
0.54
0.505
0.578
0.598
0.649
0.383
0.612
0.483
0.478
0.476
0.468
0.359
0.439
0.571
0.624
0.517
0.549
0.574
0.514
0.571
0.632
0.43
0.593
0.53
0.382
0.408
0.5
0.621



NM_133218
NM_009441
NM_019489

NM_001081251

NM_015733
NM_009136
NM_025546
NM_029274
NM_028105
NM_198326
NM_033370
NM_010360
NM_022432
NM_008567
NM_011200
NM_008298
NM_025374
NM_025291
NM_015824

NM_001040699

NM_176942
NM_009946

NM_001008543

NM_028811
NM_028632
NM_011732
NM_009908
NM_023172
NM_013581
NM_031405

NM_001081240

NM_177630
NM_013531
NM_021436
NM_016797
NM_010838
NM_133685
NM_053071
NM_008077
NM_024221
NM_026684
NM_021568
NM_026254
NM_010942
NM_022310
NM_007624
NM_178056
NM_019780
NM_017367
NM_144518
NM_019413
NM_019439

121
176
232
77
23
16
68
37
22
136
10
26
15
18
51
48
172
50
47
20
10
71
108
89
57
1064
94
447
10
38
25
68
44
39
62
68
30
32
55
33
42
50
24
174
55

127
157
67
28
41
107

92
130
52
48

14
38
33
23
121
27
31
23
15
27
34
56
60
26
29
16
58
26
41
71
1051
70
324
15
89

70
19
15
47
18
27
31
62
42
82
18
11
122
36
22
127
141
47
23
37
115

27
18
45
23
48
64
29
18
36
23
287
69
66
54
198
18
85
67
19
90
53
63
99
51
74
59
89
47
82
27
37
44
15
47
23
16
252
71
110
62
27
47
36
222
17
38
125
41
15
73
29
26

21 Slc30a10
14 Nenf
0 PIxna2
11 Akapi2
44 Pppiri4c
39 Pcmtt
20 Stxbp5
17 Sf3b5
27 Vtai
11 Repsi
308 Ahi1
95 Stx7
38 Ptprk
76 Echdc1
116 Hddc2
12 Rwdd1
52 Tspyll
122 Hdac2
9 Lama4
65 Fyn
30 2410016F19Rik
45 Ostm1
57 Cd24a
30 Gja1
78 Lims1
51 D10Ertd641e
85 Ascci
39 Sarla
30 Ank3
12 Ube2d1
41 Speccll
20 Ddt
13 Dip2a
6 Pcbp3
26 Adarb1
12 1810008A18Rik
157 Cstb
68 Polr2e
92 Rps15
45 Apc2
20 Ap3d1
38 Timm13
31 Sgta
145 Eef2
9 Atcay
45 Nfyb
9 Txnrd1
53 Aldh1i2
34 Nuak1
47 Ckap4
20 Cry1
33 Prdm4

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
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chr1
chri
chr1
chri
chr1
chri
chr1
chri

5836
658
11049
6198
2524
1580
9074
727
1343
2618
4751
2500
6177
3048
718
1082
2670
2004
5663
3258
1020
3001
1825
3105
4244
1329
1524
2602
6966
1427
5923
609
6356
2012
6572
2415
620
1022
500
9074
4730
1225
1966
3111
3677
2552
3310
5959
5032
2915
3035
3935

187291763
193130695
196638409
5988621
6922985
7359885
9584842
12728339
14404779
17842924
20798941
23907460
28316448
29064982
31047788
33739246
34004530
36721613
38829765
39284534
39977452
42421032
43302439
56107472
57884466
59465784
59562670
61154270
69486740
70718171
74774985
75234005
75784304
76355341
76822389
76960124
77889740
79498817
79756489
79780622
80193682
80362758
80514970
80639433
80687264
82215284
82358745
82990176
83843528
83989290
84611372
85370149

0.945732
0.673494
0.947901
0.792184
0.947901
0.947901
0.633314
0.641017
0.947901
0.947901
0.947901
0.301202
0.947901

0.72236
0.947901
0.943372
0.945732
0.601949

0.86501
0.805861
0.920095
0.947901
0.920751
0.805861
0.947901
0.915297
0.381503

0.57016
0.189309
0.833193
0.933057
0.947901
0.947901
0.457473
0.150615
0.947901
0.158693
0.923252
0.947901
0.947901

0.86501
0.947901
0.947901
0.611212
0.859249
0.947901
0.153968
0.897731
0.701206
0.751919
0.677707
0.947901

0.462
0.372

0.529
0.567
0.652
0.393
0.67
0.578
0.593
0.515
0.569
0.586
0.563
0.659
0.519
0.543
0.5
0.538
0.494
0.574
0.604
0.593
0.519
0.567
0.619
0.667
0.393
0.519
0.813
0.385
0.653
0.561
0.735
0.762
0.541
0.72
0.444
0.575
0.576
0.468
0.493
0.482
0.55
0.523
0.488
0.75
0.524
0.463
0.71
0.412
0.371

0.563
0.563

0.676
0.522
0.621
0.592
0.514
0.571
0.676
0.482
0.421
0.635
0.415
0.631
0.6
0.62
0.354
0.679
0.581
0.639
0.583
0.635
0.63
0.487
0.536
0.511
0.547
0.732
0.692
0.474
0.688
0.536
0.887
0.469
0.571
0.616
0.511
0.545
0.579
0.574
0.553
0.537
0.605
0.654
0.458
0.933
0.436
0.306
0.608
0.592
0.441



NM_009250
NM_146193
NM_134118
NM_026388
NM_026937
NM_025551
NM_027117
NM_026516
NM_026545
NM_022004
NM_001037758
NM_027671
NM_148938
NM_011625
NM_019648
NM_008791
NM_025391
NM_178227
NM_021896
NM_026850
NM_011780
NM_001081188
NM_015729
NM_024191
NM_013540
NM_010307
NM_011595
NM_001004143
NM_010075
NM_007465
NM_133907
NM_001039368
NM_027189
NM_145371
NM_026921
NM_008628
NM_133872
NM_178055
NM_028248
NM_011670
NM_001039466
NM_145558
NM_080837
NM_001033474
NM_001005868
NM_026879
NM_026145
NM_029759
NM_172430
NM_138748
NM_024258
NM_029979

89
39
91
84
48
80
14
36
18
202
22
34
87
69
69
49
18
47
50
93
43
76
28
69
88
119

88
60
19
90
79
47
57
47
27
45
129
23
285
34
21
16
278
28
50
13
29
29
78

113

66
52
153
113
24
57
18
34

164
15

72
66
84
28
10
64
53
67
28
56
22
23
77
94
20
72
45
11
83
43
64
57
45
25
44
161
29
303
34
33
30
204
16
61
25
41
16
45
24
58

40
21
51
44
29
%
47
125
200
174
1709
44
78
12
27
18
89
50
128
66
50
29
25
27
22
240
19
80
52
35
92
163
126
38
131
102
35
55
202
25
386
20
159
13
56
11
21
69
18
26
67
9%

35 D10Wsu52e
6 Fbxo7

45 Timp3

60 Pmch

51 4930547N16Rik

25 Ccdc53
26 Gnptab
89 Slc25a3
357 Metap2
192 Ndufai2

1468 D10Ertd322e

25 Ube2n
73 Nudt4
13 Atp2b1
13 Sic6al5s

9 Ccdc59
53 Nap1l1
36 Krr1

69 4921506J03Rik

43 Cct2

34 Tmemb5
38 AI851790
20 Ctdsp2
33 Cdk4
12 Tspan31
142 Kif5a
15 Shmt2
71 Tmem4
42 Pa2g4
37 Dnajc14

100 1110005A23Rik

165 Bloc1s1
151 Adcy1
26 Vstm2

145 1500041B16Rik

35 Actr2
28 Rab1
31 Sic1a4
158 Mdh1
18 Spnb2
280 Nsg2
24 Kcnip1
125 Pttg1
15 Ublcp1
74 Lsm11
14 Cyfip2
24 Gnb2lI1
52 Mapk9
11 Rasgefic
36 Sgstm1
33 Zfp354c

107 0610009B22Rik

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri

1979
1886
4681
748
3628
1053
5204
1512
4990
561
666
3851
2929
4760
3642
1078
3927
3555
3607
1962
1393
4153
4136
1365
1543
6015
2280
1017
2432
4230
893
550
12259
3229
1569
3659
2657
3885
1758
9049
2243
1783
1683
2051
6453
6352
1254
4356
2248
2000
5367
795

85418480
85509537
85808893
87553835
87609280
87708534
87909758
90580853
93353945
93666070
94963110
95006417
95015165
98478131
102880726
105284275
110933474
111422428
112362814
116499115
121526086
123175995
126436826
126504092
126505349
126685098
126954766
127763251
127994904
128255928
128283624
128356995
7060286
16182547
16978486
19994389
20124770
20213948
21464206
30054247
31958778
33545623
43239116
44279510
45746078
46093543
48619668
49696910
49793052
50013792
50629149
51502066

0.947901
0.947901
0.450421
0.947901
0.841387
0.947901
0.947901
0.947901
0.450833
0.405723
0.947901
0.805861
0.805861
0.883593
0.947901
0.670341
0.947901
0.947901
0.601949
0.947901
0.947901
0.783653
0.806039
0.947901
0.853013
0.851121
0.947901
0.947901
0.947901
0.915297
0.896733
0.947901
0.780086
0.947901
0.947901
0.947901
0.679858
0.947901
0.844976
0.798753
0.947901
0.677707
0.076793
0.947901
0.947901
0.947901
0.947901
0.947901
0.805861
0.947901
0.863684
0.866345

0.491
0.68
0.31
0.458
0.462
0.482
0.615
0.554
0.451
0.584
0.536
0.535
0.609
0.59
0.648
0.462
0.648
0.618
0.577
0.604
0.659
0.536
0.4
0.484
0.762
0.589
0.529
0.472
0.5
0.389
0.541
0.49
0.518
0.515
0.511
0.758
0.696
0.609
0.608
0.453
0.561
0.595
0.419
0.444
0.45
0.413
0.5
0.58
0.489
0.475
0.6

0.515

0.533
0.778
0.531
0.423
0.363
0.468
0.644
0.584
0.359
0.475
0.538
0.638
0.517

0.48
0.675
0.667
0.627
0.581

0.65
0.606
0.595
0.433
0.556

0.45
0.647
0.628
0.559

0.53
0.553
0.486
0.479
0.497
0.455
0.594
0.475
0.745
0.556

0.64
0.561
0.581

0.58
0.455

0.56
0.464
0.431

0.44
0.467

0.57
0.621
0.419

0.67
0.473



NM_008862
NM_015827
NM_197985
NM_021388
NM_134054

NM_001025612

NM_173865
NM_011149
NM_018796
NM_009720
NM_144525
NM_026932
NM_177167
NM_007510
NM_024256
NM_176930
NM_029293
NM_181400
NM_008980
NM_025597
NM_207205
NM_016892
NM_133955

NM_001081109

NM_009120
NM_021336
NM_030254
NM_026058
NM_007505
NM_025797
NM_198831
NM_025381
NM_133807
NM_028659
NM_019774
NM_027231
NM_026498
NM_011350
NM_010418
NM_178705
NM_019675
NM_199011
NM_016738
NM_026420
NM_007604
NM_007743
NM_025338
NM_018753
NM_019640
NM_025816
NM_133740
NM_028020

24
11
19
23
40
51
35
51
154
17
23
194
43
270
33
18
84
44
48
48
63
252
24
16
24
35
28
24
87
58
39
49
40
34
30
115
81
16
20
19
112
10
48
282
42
20
122
150
32
106
15
19

30
16
15
27
15
47
18
47
91
25
11
375
31
223
13
18
66
58
36
30
23
357
40
16
37
31
25

71
51
28
64
31
34
32
89
42
15
24
23
92
16
30
248
39
26
113
58
46
52
11
16

45
58
117
33
23
61
18
164
40
20
23
120
29
16
26
36
68
45
22
89
41
1032

28
36
29
40
38
99
29
76
46
56
13
22
28
17
19
26
50
66
162
55
17
18
232
47
308
58
22
28
43

32 D11Ertd497e

58 Ube2b
72 Vdac1

36 9530068E07Rik

23 Rapgef6

43 Cdc42se2

15 Anxa6
152 Sparc
28 Atox1
13 G3bp1
21 Cops3
62 Usp22
30 Aldh3a2
20 Epn2
18 Prpsap2
22 Ttc19
19 Zfp287

22 AU040829

19 Map2k4
112 Trappci
67 Nlign2
825 Psmb6
23 Spag7

14 4933427D14Rik

15 Med31

37 Pafah1b1

34 Tsr1

36 Srr

78 Crk

22 Bimh

45 Taok1

40 Sdf2

9 Nf1

20 Lig3

30 Ap2b1

15 Tadaz2l

21 Acaca

26 Znhit3

30 Tmem49

54 Cltc

70 Gdpd1

85 Trim37

70 Ppm1ie

30 Sfrs1

18 Mrps23
171 Nme1

68 Lrrc59
426 Atp5g1

58 Kpnb1

21 Lasp1

6 Igfbp4
12 Smarceft

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri

1853
1630
1766
2467
8212
2985
2661
2299
501
2685
1583
4280
3131
4209
1857
3419
5021
4099
3694
745
5034
798
1017
4332
1179
5831
3395
3168
3620
2240
12411
1300
11847
5945
5411
2119
9054
983
2773
6178
2326
5649
6315
5066
1302
1235
2810
4675
5909
3433
2069
2960

51790270
51799366
52202655
52221577
54511251
54569915
54825227
556212138
55263977
556313186
59650473
60977268
61075732
61359731
61543259
62128125
62542211
64880584
65569809
69139248
69640383
70340749
70477602
72011984
72028485
74512912
74720883
74723217
75519415
76800051
77373322
78068469
79392761
82615342
83183224
83923509
84213407
84727762
86457063
86570753
86887360
87031855
87057798
87865975
88023623
93829589
94504612
95936305
97041884
97698195
98913100
99091724

0.947901
0.915297
0.690932
0.933057
0.836801
0.641017
0.947901
0.633314
0.555395
0.947901
0.947901
0.457616
0.947901
0.817221

0.80737
0.947901
0.947901
0.947901
0.947901
0.947901
0.844976
0.481745
0.846223
0.947901
0.947901
0.947901
0.947901
0.947901
0.838727
0.947901
0.947901
0.947901
0.144447
0.947901
0.721145
0.160657
0.947901
0.243569
0.853013
0.947901
0.657386
0.523991
0.525209
0.724838
0.947901
0.915297
0.459791
0.805861
0.947901
0.947901
0.222809
0.947901

0.535
0.419
0.527
0.544
0.633
0.463
0.563
0.59
0.405
0.519
0.6
0.55
0.538
0.567
0.493
0.643
0.771
0.685
0.564
0.413
0.457
0.523
0.359
0.667
0.747
0.483
0.525
0.515
0.68
0.517
0.598
0.562
0.606
0.438
0.554
0.418
0.5
0.652
0.593
0.512
0.598
0.565
0.581
0.533
0.52
0.53
0.563
0.457
0.474
0.588
0.517
0.717

0.584
0.5
0.619
0.478
0.5
0.587
0.545
0.519
0.588
0.606
0.523
0.659
0.492
0.444
0.591
0.621
0.782
0.672
0.537
0.443
0.38
0.556
0.233
0.667
0.706
0.439
0.541
0.514
0.559
0.569
0.628
0.535
0.862
0.394
0.423
0.651
0.447
0.422
0.464
0.481
0.485
0.656
0.44
0.362
0.5
0.576
0.409
0.42
0.5
0.512
0.824
0.782



NM_133797
NM_018814
NM_146121
NM_021608
NM_201638
NM_178709
NM_145380
NM_011434
NM_008943
NM_021316
NM_172892
NM_026828
NM_080640
NM_008229
NM_010443
NM_145760
NM_027098
NM_053197

NM_001024853

NM_197987
NM_008946
NM_010269
NM_145142
NM_017393

NM_001081249

NM_008634
NM_024189
NM_029711
NM_018757
NM_080635
NM_009679
NM_134115
NM_025378
NM_177474
NM_022992
NM_178600
NM_018829

NM_001025264

NM_175102
NM_009242
NM_007907
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106 DOH4S114

8 Brd8
22 Cdc23
25 Ctnnat

244 Paip2
73 Sraf
125 Ndufa2
32 lk

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
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chri
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chri
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chri
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chri
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chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
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chri
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2687
2994
841
2606
1135
4138
2922
2364
1748
1701
1714
913
3456
2970
990
3384
2246
3416
3864
1472
7238
4051
939
1779
2869
2303
1696
18599
5125
4159
1137
3056
4959
2257
3661
1051
6321
4022
3143
2360
5439
1234
3901
4371
2223
4677
4134
3713
1424
893
529
1996

43790357
45553908
46819833
46918804
48556166
50827039
51944649
53645685
56135357
56156061
56207738
56323328
56351247
56766219
57132930
57183264
57219949
66001460
66190204
66438641
66797788
69633905
71326582
71344077
73200176
79346762
81400222
82137692
83877255
87396579
87434387
88122775

6112289

6789192
12307327
20832212
23574080
23962492
24173116
24272650
25291506
25316754
31597586
31741114
33597639
34784211
34797074
35413504
35776084
36827082
36902187
36917111

0.947901
0.2416
0.947901
0.866345
0.947901
0.947901
0.947901
0.886392
0.805861
0.947901
0.684867
0.459791
0.844976
0.805861
0.460468
0.844976
0.935791
0.301567
0.947901
0.947901
0.753949
0.744899
0.677707
0.841387
0.74999
0.928685
0.450421
0.289667
0.92262
0.833193
0.947901
0.525209
0.947901
0.945732
0.9341
0.947901
0.210831
0.947901
0.933057
0.947901
0.947901
0.947901
0.174288
0.845646
0.774165
0.833193
0.945732
0.947901
0.488654
0.342344
0.947901
0.833193

0.685
0.458
0.593
0.621
0.544
0.632
0.667
0.44
0.533
0.63
0.543
0.348
0.577
0.462
0.456
0.609
0.828
0.526
0.56
0.51
0.86
0.588
0.546
0.629
0.5
0.533
0.514
0.648
0.533
0.333
0.579
0.519
0.485
0.451
0.383
0.499
0.707
0.602
0.344
0.571
0.423
0.578
0.615
0.529
0.517
0.559
0.455
0.632
0.532
0.455
0.486
0.581

0.68
0.694
0.575
0.481
0.467
0.553
0.633
0.327

0.42
0.677
0.417

0.55

0.69

0.58

0.65
0.514
0.847
0.723
0.518
0.476

0.72
0.497
0.594
0.569

0.4
0.431

0.67
0.443
0.615
0.471
0.567
0.333
0.519
0.506
0.432
0.493

0.5
0.594
0.432
0.615

0.5
0.516
0.851
0.441
0.581
0.704
0.542
0.576
0.468
0.594
0.514
0.467



NM_177239
NM_010681
NM_013587
NM_178915
NM_027959
NM_007926
NM_146153
NM_016737
NM_001081298
NM_023429
NM_025319
NM_007467
NM_178662
NM_018799
NM_025933
NM_001048167
NM_025670
NM_021426
NM_011074
NM_023721
NM_001081422
NM_019707
NM_174997
NM_001039000
NM_001038492
NM_146094
NM_029478
NM_025433
NM_011216
NM_172994
NM_138598
NM_172592
NM_026592
NM_001042617
NM_030057
NM_010740
NM_025447
NM_025982
NM_025336
NM_013507
NM_080287
NM_173439
NM_054054
NM_011638
NM_028152
NM_152915
NM_024206
NM_139146
NM_019879
NM_026482
NM_028981
NM_053086
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14
98
18
24
50
66
20
34
29
237
107
23
25
104
36
49
33
15
41
16
17
71
205
19
32
16
18
153
45
19
19
56
32
75
17
15
32
13
104
30
26
18
26
20
107
45
27
39
49
20
38

11
12
79
24
19
55
53
17
17
40
223
85
21
25
94
38
41
20
10
42
11
15
46
143
10
29
11
11
202
32
21
32
51
31
66
20
14
10
17
104
40
17
34
14
21
87
35
23
32
34
28
21

96
19
15
15
15
15
15
15
15
15
15
15
15
136
28
71
42
12
118
84
62
23
60
25
150
40
189
171
65
28
74
33

34
26
37
18
141
96
52
317
56
118
20
47
17
28
89
88
18
117
30

85 Hars
28 Pcdhb9
13 Pcdhga2
13 Pcdhgb2
13 Pcdhga7
13 Pcdhga8
13 Pcdhgb5
13 Pcdhga9
15 Pcdhgai2
13 Pcdhgc3
13 Pcdhgc4
13 Pcdhgch
15 Hdac3
104 Rnf14
23 Nr3cf
55 Ppp2r2b
41 Sema6a
29 Gramd3
128 A730017C20Rik
58 Dctn4
56 Csnkial
27 Napg
26 Txnl1
17 Fech
117 Nars
18 Lmani
218 Gnal
18 Simo1
53 Spiret
22 Rnmt
58 Tcf4
35 Smad4
17 Gm672
21 ler3ip1
38 Atp5at
9 Mbp
9 Tshz1
79 Cybb
80 CbIn2
40 Mrpl21
262 Ndufs8
60 Ndufv1
151 Gstp2
18 BC021614
42 Ccs
20 Mrpli1
17 Slc29a2
39 B3gnt1
69 Cfl1
12 Mrpl49
107 Prdx5
16 Stip1

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
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chri
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chri
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chri
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chri
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chri
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chri
chr1
chri
chr1
chri
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chri
chr1
chri
chr1
chri
chr1
chri
chr1
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chr1
chri
chr1
chri
chr1
chri
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chri

1902
3055
4537
4739
4660
4730
4522
4717
5080
4687
5047
4708
2005
2940
6345
2029
6901
2611
1810
3714
2013
3496
2558
2901
2616
3575
5223
2167
4761
3928
7462
3361
6192
1369
2443
4820
5814

749
2201

992

963
1572

785

683
1057

821
2033
2035
1196
1722

688
2080

36931030
37560665
37828970
37849936
37874519
37885373
37890936
37896650
37925322
38000805
38000805
38000805
38112238
38476426
39582203
42861158
47451612
56591901
59236051
60685905
61747121
63156473
63851852
64621186
64670117
66156384
67384427
67640097
67690067
68482476
69847424
73837684
75796972
77179390
78021449
82726462
84181095
85047239
86886101

3292469

3912618

4011179

4041671

4057628

4839239

4962327

5031014

5040820

5493733

6054612

6981419

7110010

0.833193
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.825608
0.947901
0.947901
0.709822
0.844976
0.947901
0.844976
0.296511
0.947901
0.947901
0.629123
0.162269
0.947901
0.158693
0.381503
0.947901
0.783653
0.947901
0.677707
0.947901
0.947901
0.716713
0.509331
0.947901
0.947901
0.528489
0.780711
0.947901
0.947901
0.947901
0.947901
0.947901
0.465109
0.947901
0.947901
0.947901
0.947901
0.684867
0.184023

0.86501

0.448
0.321
0.538
0.514
0.514
0.514
0.481
0.514
0.5
0.538
0.538
0.514
0.636
0.563
0.596
0.444
0.4
0.375
0.546
0.381
0.545
0.462
0.531
0.343
0.542
0.47
0.559
0.923
0.435
0.5
0.446
0.469
0.25
0.462
0.551
0.786
0.614
0.532
0.639
0.539
0.534
0.5
0.48
0.514
0.414
0.485
0.615
0.655
0.598
0.405
0.694
0.541

0.53
0.404
0.536
0.536
0.536
0.536
0.536
0.536

0.5
0.536
0.536
0.536

0.5
0.567
0.549
0.563
0.506
0.293

0.48
0.592
0.525

0.46
0.698
0.595
0.562

0.69
0.464
0.905
0.551

0.56
0.561
0.485

0.32
0.618
0.406
0.804
0.667
0.641
0.545
0.565
0.547
0.483
0.439
0.526
0.528
0.459
0.622
0.695
0.561

0.6
0.522
0.652



NM_025277
NM_020580
NM_008717
NM_ 011116
NM_026697
NM_025364
NM_173399
NM_172436
NM_025887
NM_153543
NM_001013378
NM_010518
NM_053073
NM_025344
NM_008138
NM_172255
NM_023464
NM_008802
NM_001013380
NM_025514
NM_028873
NM_001081011
NM_009458
NM_001081114
NM_027016
NM_011965
NM_001026212
NM_025278
NM_023831
NM_033564
NM_144921
NM_172614
NM_001030014
NM_025974
NM_009840
NM_026468
NM_018743
NM_138669
NM_026277
NM_009930
NM_023799
NM_026007
NM_173181
NM_080469
NM_001003934
NM_183251
NM_009158
NM_029334
NM_025882
NM_008704
NM_001081119
NM_181070

40
24
21
99
45
46
23
18
11
22
18
182
20
16
85
55
49
39
15
26
14
45
18
66
26
45
15
15
91
24
50
48
17
229
69
64
43
33
23
23
41
1255
34
26
22
20
54
32
32
70
13
32

23
29
38
68
36
39
52
26
14
20

119
19
13

141
52
41
39
11
16
22
42
25
59
15
66
10
16
63

33
47

174
64
64
59
47
18

44
1113
33
18
14
17
63
40
24
62
13
39

16
19
405
14
32
14
12
134
82
17
26
25
15
24
127
60
87
23
43
17
32
119
21
18
104
63
24
45
19
415
89
42

33
52
180
412
25
40
34
36
286
43
36
20
85
49
105
23
21
19
55

16 Rtn3

9 Polr2g
273 Gng3

13 Bscl2

26 D19Ertd721e
13 1810009A15Rik

13 B3gat3
104 Eefig
53 Fads1

19 5730453116Rik

10 Mrpl16
10 AV312086
12 Osbp
9 Dtx4
88 Gnaq
78 Gda
78 Smarca2

19 D19Bwg1357e

38 Slc1at

14 Jak2

21 Minpp1

91 Atadt

15 Stambpli

19 Ide

61 Sorbs1

57 Tm9sf3

38 Mms19l

42 BC023055

21 Goti
346 Scd2

77 Ndufb8

16 Sfxn3

19 Btrc

26 Mgeab

40 Nolct
155 Actria
478 Arl3

15 D19Wsu162e

37 Nt5c2

15 Ina

38 Pcgf6
458 Usmg5

55 Gsto1

19 Mxi1

17 Shoc2

64 Tcf712

39 Hspail2a

75 4930506MO07Rik
35 1810055E12Rik

29 Prdx3
11 Sephs1
45 Phyh

chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
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chri
chr1
chri
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chri
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chri
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chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr1
chri
chr2
chrz

5030

868
1699
1654
1048

615
1599
1565
3408
3500
1134
4054
4590
5243
5634
5417
5831
3462
3708
4947
2619
2813
1978
5104
5275
6144
3965
1817
2065
5032

641
2870
6358
4797
3649
2742

838
3921
2728
2272
2126

370
1163
4843
3964
3230
5733
3767
2307
1445
5329
1474

7557724

8867667

8912106

8921932

8948739

8964994

9000814

9051829
10267469
10620471
11848646
12017965
12066271
12566385
16460649
21508722
26848785
27495859
28987870
29386426
32589122
32776098
34314569
37405084
40467945
41313179
42038828
42153067
43590264
44381069
44629516
45130848
45606825
45857604
46156792
46456870
46626117
46730963
46979569
47097958
47123499
47160532
47938826
53448352
54103964
56006168
58902090
59116445
60911725
60941120

4830794

4859622

0.915297
0.651863
0.947901
0.947901
0.920751
0.947901
0.502018
0.882258
0.850825
0.947901
0.783653
0.947901
0.947901
0.947901
0.947901
0.753949
0.947901
0.604275
0.764991
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.947901
0.876174
0.929707
0.805861
0.766362
0.863684
0.497334
0.409809
0.915297
0.888353
0.947901
0.947901
0.947901
0.637683
0.947901
0.947901
0.677707
0.947901
0.385624
0.947901
0.947901
0.931904
0.608853
0.947901
0.947901
0.947901
0.945732

0.611
0.521
0.612
0.595
0.647
0.554
0.717
0.53
0.525
0.43
0.575
0.775
0.452
0.676
0.574
0.551
0.5
0.727
0.649
0.565
0.674
0.591
0.579
0.523
0.618
0.533
0.488
0.446
0.609
0.505
0.451
0.54
0.595
0.482
0.644
0.513
0.466
0.689
0.667
0.654
0.538
0.432
0.451
0.806
0.5
0.585
0.481
0.485
0.464
0.483
0.688
0.486

0.5
0.679
0.597
0.519
0.552
0.519

0.48
0.563
0.607
0.472
0.722
0.714
0.556
0.727
0.591
0.435
0.527
0.548
0.531
0.548
0.604
0.567
0.583
0.486

0.63
0.525
0.387
0.517
0.475
0.545
0.536
0.724
0.321
0.559
0.565
0.537
0.463
0.625
0.519
0.694
0.486
0.384
0.439
0.655
0.541

0.57
0.557
0.583
0.397

0.42
0.633

0.55



NM_009846
NM_015751
NM_026455
NM_175692
NM_008745
NM_026437
NM_025578
NM_008155
NM_028754
NM_199466
NM_138668
NM_009932
NM_023215
NM_011286
NM_025554
NM_130878
NM_153117
NM_026511
NM_146243
NM_178655
NM_198108
NM_021446
NM_009433
NM_007404
NM_026390
NM_001039094
NM_011173
NM_025827
NM_178399
NM_001040106
NM_028611
NM_009615
NM_029425
NM_001001881
NM_015747
NM_001081557
NM_172661
NM_172302
NM_001033347
NM_177700
NM_007508
NM_133839
NM_172701
NM_178613
NM_010580
NM_029601
NM_033609
NM_024203
NM_001004361
NM_025762
NM_133998
NM_153406
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37
377
25
13
41
146
50
56
21
26
20
47
28
20
62
52
25
174
29
16
19
25
16
23
29
12
129
103
16
13
21
17
21
45
220
55
24
15
61
39
62
13
16
44
16
18
26
20
33
15

138
142
45
399
18
15
40
112
46
49
12
30
21
28
35
11
52
16

127
36
17
16
22
13
36

29
97
95
14
13
15
32
14
33

183
73
29
14
51
23
34
19
30
50
11
12
19

28
24

70
40
29
16
10
149
74
132
27
200
66
165
24
40
14
26
58
13
27
62
29
2%
144
102
234
24
9
98
75
25
21
80
39
18
34
14
77
57
19
70
282
62
38
293
39
14
35
35
25
33
57
37

71 Cdc123
34 Sec61a2
27 Kin

12 Rbm17

17 Pip5k2a
108 Gad2
48 Ssnal

83 Npdct

19 BC029214
201 Ptgds

74 Fbxw5b
183 Phpt1

19 Kentt

39 Gpsm1

16 D2Bwg1335e

11 Surf2

40 Olfm1

12 Med27

28 Spna2

57 Ppp2r4
13 Tor1b

19 BC005624

115 5830434P21Rik

104 Stxbp1
21 Rpl12
28 Garnl3

111 Hspab
60 Rab14
73 Ndufa8
24 Rbm18
35 Rabgap1
59 Strbp
16 Orc4l
29 Kifbe

22 2010311DO0O3Rik

12 Rnd3
59 Psmdi4
77 Ppig
28 Phospho2
44 Kihi23
207 Gad1
107 Gorasp2
47 Tlk1
145 Dync1i2
39 Slc25a12
13 Chn1
29 Ttc30b
32 Osbpl6
27 Prkra
29 Pdela
56 Dnajc10
41 Ctnnd1

chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
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chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
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chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz
chr2
chrz

1623
2369
1379
1583
3471
5625

864
1473

997

806
2359

583
5893
3357
2913
1170
2686
1232
8021
2574
2997
1293
8556
3874

643
3387
2539
3100

739
2452
4967
2847
4029
6867
1302
2827
1560
6297
2104
4511
3231
2239
4080
2443
2924
1025
2634
8055
1554
4271
4054
5475

5765904

5807597
10013550
11518348
18810697
22546204
25126700
25264449
25315043
25323360
25359235
25429214
25764790
26200783
26203955
26774719
28084609
29379889
29886282
30302146
30813838
30828685
32086277
32679065
32818144
32846109
34629364
35036126
35904769
35982702
37421294
37439201
48804699
49626748
50143318
51004623
61638140
69587917
69634712
69673877
70439150
70528778
70624997
71100873
71162153
73462938
75774280
76434049
76481318
79969058
80193598
84490725

0.146417
0.947901
0.947901
0.947901
0.935791
0.947901
0.915297
0.296511
0.947901
0.289667
0.947901
0.601949
0.947901

0.80737
0.463681
0.706186
0.646804
0.947901
0.947901
0.587635
0.602323
0.947901
0.947901
0.947901
0.805861
0.933307
0.381503

0.89468
0.947901
0.947901
0.573356
0.947901
0.947901
0.947901
0.947901
0.848802
0.947901
0.947901
0.780086
0.783653

0.44857
0.947901
0.863684

0.25908
0.890243
0.947901
0.943372
0.947901
0.947901
0.947901
0.947901
0.677707

0.333
0.568
0.516

0.55
0.484
0.551
0.544
0.508
0.621
0.586
0.529

0.56
0.563
0.617
0.707
0.535
0.476
0.514
0.522
0.634

0.51
0.607
0.546
0.517

0.86
0.547
0.604
0.556
0.534
0.452
0.571
0.564
0.676
0.436
0.629
0.404
0.525
0.385

0.55
0.514

0.47

0.38

0.55
0.558
0.409
0.536
0.459
0.529
0.407
0.615
0.489
0.645

0.496
0.541
0.518
0.571
0.37
0.58
0.607
0.614
0.587
0.499
0.471
0.474
0.558
0.506
0.467
0.703
0.592
0.52
0.491
0.521
0.69
0.537
0.556
0.495
0.918
0.462
0.464
0.62
0.507
0.51
0.375
0.576
0.709
0.383
0.607
0.538
0.566
0.425
0.404
0.614
0.577
0.367
0.447
0.669
0.5
0.519
0.547
0.522
0.481
0.532
0.504
0.474



NM_025389
NM_023210
NM_030225
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3268
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1973
1898
3247
6259

923
3160
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3458
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86709876
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0.559
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0.355
0.488
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0.486
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0.652
0.6
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6052
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4985
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107303446
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2161
2773
1858
3652
823
1833
4494
2628
3043
2291
381
1258
2177
3085
4429
2103
2126
1025
5681
2144
5627
3749
2853
935
1037

28727877
30969362
34842454
35354456
36671093
39407239
40098830
41830507
44152188
44206506
44215247
44600498
44653576
45203247
45668385
45708049
45775842
46090473
61761110
62225136
65914391
65914391
71326465
74906008
75069246
75314042
75491221
77830507
77956845
79617189
83040061
96240772
97483046
98345026
98480708
100913217
102536488
106347918
107522390
107643156
107948058
108198160
108239985
109745090
109984838
110158649
113827795
113884724
114510483
120483427
123045047

0.947901
0.728089
0.936394
0.947901
0.947901
0.947901
0.419101
0.301202
0.947901
0.947901
0.853013
0.886203
0.947901
0.329905
0.947901
0.477128
0.835862
0.947901
0.947901
0.947901
0.468051
0.468051
0.665352
0.210985
0.947901
0.793113
0.085256
0.933287
0.947901
0.710828
0.783653
0.247107
0.693737
0.947901
0.525209

0.80737
0.299056
0.641958
0.910682
0.947901
0.947901
0.926181

0.80737
0.498119
0.947901
0.945911
0.947901
0.947901
0.947901
0.892484
0.365698

0.848
0.534
0.5
0.423
0.543
0.665
0.423
0.364
0.5
0.68
0.571
0.591
0.577
0.552
0.663
0.5
0.483
0.556
0.281
0.429
0.52
0.52
0.533
0.539
0.621
0.7
0.537
0.529
0.618
0.621
0.514
0.575
0.553
0.508
0.407
0.722
0.595
0.556
0.376
0.696
0.483
0.586
0.517
0.758
0.559
0.493
0.482
0.403
0.686
0.568
0.576

0.897
0.625
0.395
0.383
0.541
0.658
0.55
0.645
0.5
0.594
0.515
0.517
0.5
0.475
0.675
0.345
0.559
0.588
0.283
0.449
0.367
0.367
0.667
0.371
0.601
0.563
0.338
0.453
0.563
0.464
0.373
0.435
0.667
0.49
0.627
0.824
0.397
0.364
0.308
0.674
0.538
0.508
0.634
0.625
0.562
0.581
0.496
0.444
0.677
0.537
0.703



Table S1.11. Known imprinted genes reported to be imprinted in placenta.

mouse Chr RefSeq ID / Entrez expressed

band type GenBa(:1k ID gene ID MGilsymbol _paIIeIe References

2 E1-H3 coding-gene AF175305 - Nesp M 1
2E5 coding-gene NM_025961.5 67092 Gatm M 2
6 A1 coding-gene NM_011360.2 20392 Sgce P 3
6 A1 coding-gene  NM_001040611.1 170676 Peg10 P 4
6 A1 coding-gene NM_023048.5 65255 Asb4 M 5
6 A1 coding-gene NM_181595.3 243725 Ppp1r9a M 4
7 F5 coding-gene NM_010514.2 16002 Igf2 P 6,7
7F5 antisense NR_002855 - Igf2as P 8
7 F5 coding-gene NM_008554.2 17173 Ascl2 (Mash2) M 9
7F5 coding-gene AF175771 - Phemx (Tssc6) M 10
7 F5 coding-gene NM_020285.1 56844 Tssc4 M 11
7F5 coding-gene NM_009434 22113 Phlda2 (Tdag51) M 12
7 F5 coding-gene NM_008672.2 17955 Nap1l4 M 13
7F5 coding-gene NM_024290.3 79201 Tnfrsf23 M 14
7 F5 coding-gene NM_024289.2 79196 Osbpl5 M 13
10 A1 coding-gene NM_009538.1 22634 Plagl1 P 15
10 C3 coding-gene NM_007833.4 13179 Dcn M 5
11 A1 coding-gene NM_010345.3 14783 Grb10 (Meg1) M 16,17
12 F1 coding-gene NM_010052.4 13386 DIk1 (Peg9) P 18
12 F1 Non-coding RNA  XR_035480.1 17263 Gtl2 (Meg3) M 19
12 F1 coding-gene NM_184109.1 353326 Ril1(Peg11) P 20
12 F1 antisense - - anti-Rtl1 (antiPeg11) M 20
12 F1 miRNA - - miR-127 (antiPeg11) M 20
12 F1 miRNA - - miR-136 (antiPeg11) M 20
12 F1 miRNA - - miR-370 M 21
12 F1 Non-coding RNA AJ517767 - Mirg M 21
15 F1 coding-gene NM_027052.3 69354 Slc38a4 P 5
17 A1 coding-gene NM_013667.2 20518 Slc22a2 M 22
17 A1 coding-gene NM 011395.2 20519 Slc22a3 M 22

References:

1'J. Peters, S. F. Wroe, C. A. Wells et al., Proceedings of the National Academy of Sciences of the United

States of America 96 (7), 3830 (1999).

2 L. L. Sandell, X. J. Guan, R. Ingram et al., Proceedings of the National Academy of Sciences of the United
States of America 100 (8), 4622 (2003).
3
G. Piras, A. El Kharroubi, S. Kozlov et al., Molecular and cellular biology 20 (9), 3308 (2000).

*R. Ono, H. Shiura, H. Aburatani et al., Genome Res 13 (7), 1696 (2003).
3>Y. Mizuno, Y. Sotomaru, Y. Katsuzawa et al., Biochemical and biophysical research communications 290

(5), 1499 (2002).

o M. Hemberger, C. Redies, R. Krause et al., Development genes and evolution 208 (7), 393 (1998).

7
T. M. DeChiara, E. J. Robertson, and A. Efstratiadis, Cell 64 (4), 849 (1991).

' T. Moore, M. Constancia, M. Zubair et al., Proceedings of the National Academy of Sciences of the United
States of America 94 (23), 12509 (1997).



’ F. Guillemot, T. Caspary, S. M. Tilghman et al., Nature genetics 9 (3), 235 (1995).
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ML Paulsen, O. El-Maarri, S. Engemann et al., Human molecular genetics 9 (12), 1829 (2000).
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o, Hikichi, T. Kohda, T. Kaneko-Ishino et al., Nucleic acids research 31 (5), 1398 (2003).

'7'N. Miyoshi, Y. Kuroiwa, T. Kohda et al., Proceedings of the National Academy of Sciences of the United
States of America 95 (3), 1102 (1998).

'® S. Takada, M. Tevendale, J. Baker et al., Curr Biol 10 (18), 1135 (2000).

" J. V. Schmidt, P. G. Matteson, B. K. Jones et al., Genes & development 14 (16), 1997 (2000).
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. Seitz, H. Royo, M. L. Bortolin et al., Genome Res 14 (9), 1741 (2004).

2R, Zwart, F. Sleutels, A. Wutz et al., Genes & development 15 (18), 2361 (2001).



Table S1.12. Known imprinted genes covered by assembly of Solexa reads.

PWD x AKR AKR x PWD

RefSeq_ID AKR counts PWD_counts AKR counts PWD counts Gene_name  Chr RefSeq_len
NM_011245 16 0 0 20 Rasgrf1 chr9 4243
NR_002864 168 0 6 74 Peg13 chr15 4745
XR_035484 1 339 193 1 Gtl2 chri2 1890
NM_001077507 181 214 101 96 Gnas chr2 3733
NM_001033962 3 10 4 2 Ube3a chr7 4910
NM_010514 52 43 20 27 Igf2 chr7 4038
NM_008672 9 12 61 76 Nap1l4 chr7 2283
NM_009876 0 8 13 0 Cdknic  chr7 1849
NM_010345 2 3 6 10 Grb10 chri1 5015
NM_021432 22 0 0 67 Nap1l5 chr6 1909
NM_181595 36 54 67 26 Pppir9a chr6 9547
NR_001592 2 14 61 1 H19 chr7 2615




Table S1.13. Novel SNPs called in known imprinted genes from assembly of the Solexa reads.

Gene SNP RefSeq RefSeq RafSeq AKR PWD PWD x AKR AKR x PWD Pyro verification
pos length  Allele allele allele  AKR_counts PWD_counts AKR counts PWD_counts
Rasgrfi NES14232081 3736 4243 T T C 1 0 0 8
Rasgrf1 newSNP1 4176 4243 A A G 12 0 0 6 YES
Rasgrf1 newSNP2 4202 4243 C C T 3 0 0 6
Peg13 newSNP1 4333 4745 C C T 42 0 4 31
Peg13 newSNP2 4347 4745 C C T 38 0 2 21
Peg13 newSNP3 4426 4745 G G A 88 0 0 22 YES
Gtl2 newSNP1 1557 1890 T T C 1 172 19 1 YES
Gtl2 newSNP2 1820 1890 G G A 0 48 67 0
Gtl2 newSNP3 1822 1890 A A G 0 53 61 0
Gtl2 newSNP4 1846 1890 A A G 0 66 46 0
Gnas newSNP1 3162 3733 G G C 181 214 101 96 YES
Ube3a newSNP1 2363 4910 T T C 3 10 4 2 YES
Igf2 newSNP1 3831 4308 G G A 52 43 20 27 YES
Nap1l4 newSNP1 2221 2283 C C T 9 12 61 76 too close to 3'-end
Cdknic newSNP1 1727 1849 C C T 0 8 13 0 YES
Grb10 newSNP1 4514 5015 G G A 2 3 6 10 YES
Nap115 newSNP1 1224 1909 C C T 22 0 0 67 YES
Ppp1r9a NES10359547 9050 9547 T T G 9 16 14 13
Ppp1r9a newSNP1 9202 9547 A A G 12 20 28 7
Ppp1r9a NES10359548 9211 9547 C C G 15 18 25 6
H19 newSNP1 2237 2615 G G A 1 5 30 0
H19 newSNP2 2401 2615 A A G 1 5 8 0
H19 newSNP3 2437 2615 G G A 0 4 23 1 YES







Table S1.14. Categories of Perlegen SNP in the RefSeq sequences.

Coordinates Number of RefSeq o Total

Categories Text match Status

filter sequences
Conisistent YES YES Consistent 172,104 83.31%
Corrected by text YES YES Inconsistent, corrected 15.679 2 59%
match by text match
_ Coordinates — ypq NO Coordinates only 18,806 9.10%
information only
Total 206,589

*: There are discrepency between the RefSeq and genomic sequence alignment. The gaps in the alignment
could be corrected by the text match.

**: Not all coordinate filtered SNPs have text match results, because of the exon-intron boundary problem.



Table S1.15. Consistency of Perlegen SNP alleles and the RefSeq alleles.

Example

Categories ) Counts % of Total
RefSeq P_reference P_alternative

RefSeq allele is conisistent with

A A C 202,718 98.13%
Perlegen reference allele
RefSeq allele is com&stent VZI’[h A C A 3,829 1.85%
Perlegen alternative allele
RefSeq allele is NOT COI‘]I*S*IStent with A G T 42 0.02%
Perlegen alleles
Total 206,589

*: The Perlegen reference allele is from the reference genome sequence, which is C57BL/6. Not all the
RefSeq sequences come from the C57BL/6 strain whose genome has been sequenced, so we saw
1.85% of the total SNPs matching the Perlegen alternative allele.

**: The inconsistent SNPs could be due to Perlegen genotyping error, RefSeq sequencing error or
RNA editing.



Table S1.16. Solexa SNP categories.

Num Desc RefSeq P1 P2 AKR PWD Solexa
0 inconsistencies
1 complete consistent (SNPs)

complete consistent (not a SNP)

consistent with one N (not matching N)

> » » I >
> » » » >
O o o o o
zZ2 Z2 Z2 O >
Z O O O O
o >» O O >

2
3
4 consistent with one N (matching N)
5

consistent with two Ns

RefSeq: the SNP allele in the RefSeq database.

P1: the Perlgene reference SNP allele (the C57BL/6 strain).

P2: the Perlgene alternative SNP allele.

AKR: the AKR allele from Perlegen database (A, T, C, G or N, N stards for missing data or not tested).
PWD: PWD allele from Perlegen database (A, T, C, G or N, N stards for missing data or not tested).

Solexa: SNP allele extracted from matched Solexa reads.



Table S1.17. Class 1 SNPs excluded from the analysis.

SNP_ID SNP_ID SNP_ID SNP_ID

NES14876696 NES10420240 NES13745918 NES12249028
NES09738047 NES10420226 NES11943616 NES15568316
NES08906420 NES10420223 NES09032590 NES17087050
NES09734134 NES15049856 NES08986232 NES17087048
NES08906420 NES14979137 NES08986229 NES17087049
NES09621998 NES14351208 NES14949585 NES17087047
NES11209005 NES11238747 NES16255894 NES11827956
NES15138749 NES17483578 NES17479911 NES09237212
NES08431278 NES17483577 NES16859105 NES09237207
NES15875741 NES17463891 NES09012401 NES09237201
NES15647702 NES11670031 NES17235026 NES09237213
NES11971118 NES16150391 NES12718299 NES09237210
NES17027650 NES09025562 NES12266934 NES09237205
NES08459947 NES16206267 NES08788167 NES09237202
NES08459950 NES08572902 NES08788166 NES16593135
NES15266287 NES14261667 NES12691145 NES08484090
NES14293779 NES12712485 NES12691167 NES14546805
NES14293775 NES17750869 NES11550691 NES14546803
NES14293777 NES17750860 NES11550693 NES14546811
NES14293778 NES15156758 NES12399504 NES14546813
NES11209751 NES15695629 NES15930027 NES14546807
NES13703477 NES11369015 NES08378706 NES16561739
NES10739665 NES10714421 NES08378705 NES14293775
NES10660704 NES10714429 NES08547137 NES14293777
NES16285283 NES15073396 NES15189427 NES14293778
NES16285283 NES09233319 NES08868052 NES14293779
NES10873154 NES09233320 NES12433551 NES16563387
NES15266522 NES15285346 NES17079130 NES16781606
NES15266522 NES09279050 NES08544194 NES15422496
NES15266522 NES14776963 NES15552234 NES09167411
NES15259264 NES14876696 NES14104611 NES11326902
NES10312342 NES11238747 NES15678869 NES15421000
NES14871332 NES17010767 NES12919589 NES13029528
NES08458564 NES09446275 NES16623938 NES09693916
NES14225365 NES08483436 NES08906420 NES08644572
NES10319035 NES08483415 NES09026926 NES13748736
NES16130718 NES08483435 NES13973227 NES16127294
NES16130720 NES16702750 NES17024295 NES11608738
NES16358702 NES17409492 NES17024369 NES11608740
NES08666099 NES15643653 NES08405830 NES10311402
NES13522888 NES17358191 NES14982676 NES16285283
NES10420230 NES17043132 NES15266522 NES16739532
NES10420224 NES09155409 NES17291091 NES13649859




SNP_ID SNP_ID SNP_ID SNP_ID
NES17291097 NES09171102 NES17612490 NES10699965
NES17291098 NES11190333 NES10873154 NES13919030
NES14029298 NES14557213 NES14052359 NES14733595
NES10448144 NES14822643 NES08660120 NES14438492
NES12846890 NES13822060 NES14659667 NES10273169
NES16711194 NES09782280 NES11943616 NES15074478
NES17234293 NES10390975 NES15693632 NES09342784
NES13826540 NES10963117 NES16578142 NES11596049
NES08427844 NES14871332 NES13826540 NES14639695
NES13494138 NES15679880 NES16188935 NES10463847
NES15990474 NES16980640 NES09721304 NES15461042
NES13837750 NES16980639 NES13651334 NES17507704
NES09097215 NES10255687 NES09166157 NES11610293
NES10281979 NES15068410 NES09166158 NES14897932
NES10463847 NES16151877 NES11941242 NES11611860
NES10374048 NES16239673 NES11943616 NES08512189
NES16734327 NES15259264 NES11943616 NES15989288
NES17335704 NES15917484 NES11943616 NES15989279
NES14641192 NES15917483 NES11943616 NES15989289
NES10387308 NES15917573 NES11943616 NES16280702
NES12729871 NES08589567 NES11943616 NES13440047
NES09451085 NES11605743 NES11943616 NES09662684
NES15815096 NES11274422 NES14765284

NES16541439 NES17539058 NES13626579

NES16541431 NES16301862 NES15719085

NES16541234 NES16590360 NES17122816

NES08533698 NES10319035 NES15072297

NES08533495 NES16696227 NES13664543

NES16084189 NES13506336 NES11088397

NES14293779 NES11254770 NES11088396

NES14293775 NES15219205 NES15284784

NES14293777 NES17346264 NES13782115

NES14293778 NES17346231 NES16151953

NES14173600 NES14438492 NES09201112

NES13653669 NES08481849 NES09201111

NES17613413 NES16234958 NES09201113

NES17613433 NES15890171 NES09201066

NES17612622 NES08732510 NES16918136

NES14770826 NES08766821 NES11984138

NES14770886 NES16824504 NES11984136

NES10744906 NES14364801 NES11984133

NES13655958 NES14364643 NES15329638

NES11277835 NES11391135 NES12216222

NES10384314 NES11391139 NES08975230




Table S1.18. Summary of the Perlegen-Solexa consistency.

Before Manual correction

After Manual correction

Category Desc. Counts Percentage % of Informative Counts Percentage % of Informative
1 Uninformative 175572 84.65% - 175687 84.71% -
2 Multiallele 2757 1.33% 8.66% 318 0.15% 1.05%
3 Inconsistent 149 0.07% 0.47% 161 0.08% 0.53%
4 Confirmed 23133 11.15% 72.67% 25289 12.19% 83.21%
5 Called 4055 1.96% 12.74% 4127 1.99% 13.58%
6 DoubleN_consistent 461 0.22% 1.45% 496 0.24% 1.63%
7 SingleN_uninformative 1280 0.62% - 1329 0.64% -

Total 207407  100.00% 207407  100.00%




Table S1.19. Differential methylation status at the DMR of known imprinted genes.

#

10

11

12

13

14

15

16

mouse
Chr band

2 E1-H3

2 E1-H3

2 E1-H3

2 E1-H3

2 E1-H3

2E5

2 H1

5E1

6 A1

6 A1

6 A1

6 A1

6 A1

6 A3

6 A3

6 A3

type
coding-gene

coding-gene

Non-coding RNA

coding-gene

antisense”*

coding-gene

coding-gene

pseudogene

coding-gene
coding-gene
coding-gene
coding-gene
coding-gene
coding-gene

antisense

coding-gene

RefSeq ID /
GenBank ID

AF175305

AJ245739

NM_001077507.1;
NM_001077510.1;
NM_010309.3;
NM_019690.2;
NM_022000.2;
NM_201616.1;
NM_201617.1;
NM_201618.1;
NR_003258.1

NR_002846

NM_025961.5

NM_010923.2;
NM_180960.2

NG_005709

NM_001042725.1;
NM_007588.2

NM_011360.2

NM_001040611.1;
NM_130877.2

NM_181595.3

NM_023048.5
NM_008590.1

NR_002845

NM_017478.2

MGlsymbol
Nesp
Gnasxl

Exon1A

Gnas

Nespas

Gatm

Nnat (peg5)

Mkrn1-ps1

Calcr
Sgce

Peg10

Ppp1r9a

Asb4
Mest (Peg1)

Copg2as2

Copg2

Expressed
allele

M

P

Type DMR
No_RefSeq CpG island is methylated at the
paternal allele
No_RefSeq CpG island is methylated at the
maternal allele
No_RefSeq CpG island is methylated at the
maternal allele
Nesp DMR is paternally
Covered methylated; Gnasxl and Exon1A
DMRs are maternally methylated
No_SNP -
The CpG island near the genes
Covered is not methylated in both alleles
Covered 5 d'lfferer)tlglly methylateq CpG
sites within the gene reigon
Fully methylated from both
No_RefSeq alleles; Not transcribed and not
an imprinted gene
Covered Not essayed
Promoter region CpG island is
Covered differential methylated
No counts Promoter region CpG island is
- differential methylated
the CpG island is not
Covered differentially methylated
Promoter region CpG island is
Covered NOT differential methylated
No_SNP CpG island is methylated at the
maternal allele
No_chr6_hits -
Higher paternal methylation at
Covered the promoter-associated CpG

island

Methylated
allele

P

M

P+M

Mouse_Tissue
Embryos
Pg embryos

Pg embryos

Pg embryos

Placenta and embryonic
liver

Embryos/Pg embryos

Not mentioned in the paper

Pg embryos/E10 embryos
and placenta

E10 embryos and placenta

normal, mUPD7, and
pUPD7 lymphoblastoid
cells

E10 embryos and placenta

Pg embryos

Brain

Refer

3,4

3,5

2,3

11

3,9

10




#

17

18

19

20

21
22
23

24

25
26
27

28

29

30

31
32
33
34
35

36

37

38

39

mouse
Chr band

6 C1

7 A2-B1

7 A2-B1

7 A2-B1

7 A2-B1
7 A2-B1
7 A2-B1

7B5

7B5
7B5
7B5

7B5

7B5

7B5

7B5
7B5
7B5
7B5
7B5

7B5

7F3

7F5

7F5

type
coding-gene
coding-gene
coding-gene
coding-gene

coding-gene
antisense

Non-coding RNA

coding-gene

coding-gene
antisense

coding-gene
coding-gene

miRNA

coding-gene

coding-gene
snoRNA
snoRNA
snoRNA

antisense

coding-gene

coding-gene

Non-coding RNA

coding-gene

RefSeq ID /
GenBank ID

NM_021432.2
NM_008817.2

NM_011769.3

XM_922461,
XM_489216

NM_021323.2
AF365932
AF365933

NM_013788.1

NM_011746.2

XM_622091.3

NM_010882.3

NM_033174,
NM_001082962,
NM_005678,
NM_022804

NM_001082961.1;
NM_001082962.1;

NM_013670.3

AF241256

AK049008

NM_001033962.1;

NM_011668.2;
NM_173010.3

DQ648020

NR_001592

NM_010514.2

MGlsymbol
Nap115
Peg3
Zim1
Zim2

Usp29
Zim3
Zfp264

Peg12 (Frat3)

Mkrn3 (Zfp127)
Zfp127as
Magel2

Ndn

Ncer

Snurf

Snrpn
HBII-13
Pwcr1
HBII-52
UBE3A-AS

Ube3a

Inpp5f_v2

H19

Igf2

Expressed
allele

P
P
M

M**

W U U T o

<

Type
Covered
Covered
Covered
No_SNP

No_counts
No_RefSeq
No_RefSeq

No_SNP

No_counts
No_RefSeq

Covered
No_counts

No_RefSeq

Covered

Covered
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq

Covered

Covered

Covered

Covered

DMR

CpG island is methylated at the
maternal allele

CpG island is methylated at the
maternal allele

DMR not studied; close to Peg3
DMR not studied; close to Peg3

DMR not studied; close to Peg3

DMR not studied; close to Peg3

CpG island is methylation from
the maternal allele

Preferentially maternal
methylation

DMR not studied; close to Peg12

Partially methylated at both
paternal and maternal alleles

DMR not studied; close to Peg12

CpG island is methylated at the
maternal allele

CpG island is methylated at the
maternal allele

DMR not studied; close to Snrpn

CpG1 is not methylated; CpG2 is
DMR and it is only methylated in
the paternal allele.

upstream DMR is methylated
only from the paternal allele
DMR is methylated only from the
paternal allele

Methylated
allele

M

M

Mouse_Tissue Refer
Pg embryos 3
Pg embryos 3

brain of wild-type, Tg-
PWS(del) and Tg-AS(del) 12

mice
adult brain 13
adult brain 14
Pg embryos 3
Pg embryos 3

B6xCast.(8 weeks brain
and kidney)

—_

Not mentioned in the paper 15

Not mentioned in the paper 15




#
40

41

42

43

44

45

46

47

48

49

50

51

52

53

54

55

56

mouse
Chr band
7 F5
7 F5
7 F5
7 F5

7F5

7F5

7F5

7F5

7F5

7F5

7F5

7F5

7F5

7F5

7F5

9E3

9E3

type

antisense
coding-gene
coding-gene

coding-gene

coding-gene

coding-gene

coding-gene

antisense

coding-gene

Non-coding RNA

coding-gene

coding-gene

coding-gene

coding-gene

coding-gene

Non-coding RNA

coding-gene

RefSeq ID /
GenBank ID
NR_002855
NM_008387.3

NM_008554.2

AF175771

NM_133655.1

NM_020285.1;
NM_138631.1

NM_008434.2

NR_001461

NM_009876.3

AF313042

NM_001042760.1;
NM_008767.2

NM_009434

NM_008672.2

NM_024290.3

NM_024289.2

AKO015891

NM_001039655.1;
NM_011245.2

MGlsymbol
Igf2as

Ins2
Ascl2 (Mash2)

Phemx (Tssc6)

Cd81 (Impt1)

Tssc4

Kenqgi

Kengioti

Cdkn1c (p57KIP2)

Msuit1

Slc22a18

Phida2 (Tdag51)

Nap1l4

Tnfrsf23

Osbpl5

4930524008Rik,A1
9

Rasgrf1

Expressed
allele
P
P

M

Type
No_SNP

No_SNP
No_counts

No_RefSeq

No_SNP

No_SNP

No_counts

No_SNP

Covered

No_RefSeq

No_counts

No_SNP

Covered

Covered

Covered

No_RefSeq

Covered

DMR

DMR not studied; close to Igf2

No differential methylation was
detected

No differential methylation was
detected

No differential methylation was
detected

Slightly methylated on the
paternal allele in the trophoblast
and yolk sac endoderm

No differential methylation was
detected

Maternal methylation at the
KvDMR1 (IC2) CpG island

Paternal methylation at the two
Cdkn1ic CpG islands

No differential methylation was
detected

No differential methylation was
detected

No differential methylation was
detected

No differential methylation was
detected

No differential methylation was
detected

No differential methylation was
detected

The DMR is methylated at the
paternal allele

Methylated
allele

Mouse_Tissue

Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver

Embryos, placenta, V
endoderm, YS mesoderm,
adult liver

Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver
Embryos, placenta, V
endoderm, YS mesoderm,
adult liver

Tail

Refer

16

16

16

16

16

16

16

16

16

16

16

16

16

17




#

57
58

59

60

61

62

63

64

65
66

67

68

69

70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86

mouse
Chr band

10 A1
10 C3

11 A1

11 A3

11 A3

12 F1

12 F1

12 F1

12 F1
12 F1

12 F1

12 F1

12 F1

12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1
12 F1

type

coding-gene

coding-gene

coding-gene

coding-gene

coding-gene

coding-gene

Non-coding RNA

Non-coding RNA

miRNA
coding-gene

antisense
miRNA

miRNA

snoRNA
miRNA
snoRNA
snoRNA
snoRNA
snoRNA
snoRNA
snoRNA
snoRNA

Non-coding RNA

miRNA
miRNA
miRNA
miRNA
miRNA
miRNA
miRNA

RefSeq ID /
GenBank ID

NM_009538.1
NM_007833.4

NM_010345.3

NM_144514.2
NM_011663.2

NM_010052.4

NR_003633.1;
XR_035480.1;
XR_035483.1;
XR_035484.1

NM_184109.1

XM_901568

AJ517767

MGlsymbol

Plagli

Dcn

Grb10 (Meg1)

Commd1

Zrsr1 (U2af1-rs1)

Dik1 (Peg9)

Dlk1downstreamtra

nscripts

Gtl2 (Meg3)

miR-337
Rtl1 (Peg11)
anti-Rtl1
(antiPeg11)
miR-127
(antiPeg11)
miR-136
(antiPeg11)
Rian (Meg8)
miR-370
MBII-78
MBII-19
14q(0)
MBII-48
MBII-49
MBII-426
MBII-343
Mirg
miR-411
miR-380
miR-376b
miR-376
miR-134
miR-154
miR-410

Expressed
allele

P
M

M(major
type)

<

<

EEETEEEEEZTIEESEEELEZEELESLE L

Type

No_counts

Covered

Covered

Covered
Covered
No_counts

No_RefSeq

Covered

No_RefSeq
Covered

No_RefSeq
No_RefSeq

No_RefSeq

No_SNP
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq
No_RefSeq

DMR

CpG island is methylated at the
maternal allele
DMR not studied
3 CpG islands. CpG1 is not
differentially methylated. CpG2 is
methylated only at the maternall
allele.CpG3 is a tissue-specific
DMR
CpG island is methylated at the
maternal allele
CpG island is methylated at the
maternal allele
The promoter region is not
differentially methylated

Promoter CpG island is
methylated at the paternal allele

Close to Gtl2 DMR

Close to Gtl2 DMR

Methylated
allele

M

Mouse_Tissue

Pg embryos

Brain, UPD cell lines

Kidney

Pg embryos

mUPD12 and pUPD12
embryos

Refer

19

20




#

87
88

89

90

91
92
93

94
95

96

97
98

mouse

Chr band
12 F1
14 D2

15 D3

15 D3

15 F1
17 A1
17 A1

17 A1
17 A1

18 A2-B2

XD
XD

type

coding-gene
coding-gene

Non-coding RNA

coding-gene

coding-gene
coding-gene
antisense

coding-gene
coding-gene

coding-gene

Non-coding RNA

antisense

RefSeq ID /
GenBank ID
NM_172119.2
NM_172812.2

NR_002864

NM_001033876

NM_027052.3
NM_010515.2
NR_002853

NM_013667.2
NM_011395.2

NM_008378.2

NR_001463.2;
NR_001570.1
NR_002844.1

MGlsymbol

Dio3
Htr2a

Peg13
Kenk9

Slc38a4
Igf2r
Air
Slc22a2
Slc22a3

Impact

Xist

Tsix

Expressed
allele
P
M

P

<

T ZZ v 10

)

Type

No_SNP
No_counts

Covered
No_SNP

Covered
No_counts
No_SNP

Covered
No_counts

Covered

No_SNP
No_SNP

DMR

Close to Gtl2 DMR
DMR not studied
CpG island is methylated at the
maternal allele
CpG island is methylated at the
maternal allele
CpG island is methylated at the
maternal allele
CpG island is methylated at the
maternal allele
Regulated by Igf2r-Air DMR
Regulated by Igf2r-Air DMR
CpG island is methylated at the
maternal allele
CpG island is methylated in
sperm, but not oocyte

Methylated
allele

M

Mouse_Tissue

Pg embryos
brain

Pg embryos

brain

F1 hybrids of B6 and JF,
tails

Refer

23

24
24

25

26

*: The DMR of the antisense transcript is usually the same as the sense one, since they are closely linked.
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