Figure S1 — Post-speciation block 1

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chr3L:18462082-18462933:+
| L @ dm3:chr3L:18464853-18465699:+

|—|:droSim1 :chr3L:17797868-17798751:+
droSec1:super 19:463176-464065:+

98
droYak2:chr3L:15578432-15579273:+

0.02



Figure S1 — Post-speciation block 2

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 | @ dm3:chr2L:15653163-15686759: +
[ 1@ dm3:chr2L:15686760-15721756:+

|—|j droSim1:chr2L:15406396-15436548:+
droSec1:super 3:1907874-1936440:+

100
droYak2:chr2L:19633638-19667285:-

0.02



Figure S1 — Post-speciation block 3

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 ; @ dm3:chr2R:2882731-2889019:+
[ | @ dm3:chr2R:2889020-2895307:+

|—|——droSim1 :chr2R:1689838-1695893: +
droSec1:super 1:555058-561030:+

100
droYak2:chr2L:15604396-15610226:+

0.02



Figure S1 — Post-speciation block 4

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 |‘ dm3:chr2R:3714246-3717355:+
[ 1@ dm3:chr2R:3717356-3720465:+
| — droSim1:chr2R:2434119-2437303: +
100 ——— droSec1:super 1:1364279-1367420:+
droYak2:chr2L:16380582-16383701:+

0.01



Figure S1 — Post-speciation block 5

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 | @ dm3:chr3R:23784504-23787149:+

| @ dm3:chr3R:23787150-23789795:+
droSim1:chr3R:23490886-23493549: +

100 droSec1:super 22:409696-412369: +

droYak2:chr3R:22710344-22712997:-

0.02



Figure S1 — Post-speciation block 6

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 ; @ dm3:chrX:13069508-13075985:+

L @ dm3:chrX:13075986-13082459:+
droSim1:chrX:9960069-9966317:+

100 droSec1:super 21:822475-828234:+

droYak2:chrX:7346685-7353189:+

0.02



Figure S1 — Post-speciation block 7

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chr3L:6139113-6141328:+
L @ dm3:chr3L:6141989-6144199:+
T droSim1:chr3L:5642666-5645059:+
L droSec1:super 2:6086240-6088257:+

0.01



Figure S1 — Post-speciation block 8

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 - @ dm3:chr3R:5510437-5517756:+
'@ dm3:chr3R:5517757-5525642:+

_|: droSim1:chr3R:15817049-15824774:-
89 droSec1:super 0:16379223-16386935:-
droYak2:chr3R:9564213-9572053: +

0.01



Figure S1 — Post-speciation block 9

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 - @ dm3:chr2L:20442296-20451413:+
| L @ dm3:chr2L:20451414-20460527:+

|—|: droSim1:chr2L:20012993-20022064:+
droSec1:super 18:329780-338762:+

100
droYak2:chr2R:6807633-6816500:+

0.01
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Figure S1 — Post-speciation block 10

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 | @ dm3:chr2R:7007474-7011226:+

L @ dm3:chr2R:7011240-7014993:+
droSim1:chr2R:5548919-5553813:+
100 droSec1:super 1:4574304-4579081:+

0.01

droYak2:chr2R:2132212-2134384:-

11



Figure S1 — Post-speciation block 11

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chr2L:22071173-22072962:+
@ dm3:chr2L:22102566-22104351:-
|_|:droSim1 :chr2L:21644922-21646603:+
99 droSec1:super 28:670007-671690:+
droYak2:chr2R:724886-726629:-

0.05

12



Figure S1 — Post-speciation block 12

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 - @ dm3:chr2L:11992238-11996148:+

L @ dm3:chr2L:11996149-12000059:+
— droSim1:chr2L:11800219-11804142: +

100 —— droSec1:super 16:191685-195605:+

droYak2:chr2L:8415089-8419012:+

0.02

13



Figure S1 — Post-speciation block 13

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chrx:8980939-8982165:+

100 L @ dm3:chrx:8982166-8983401:+
I droSec1:super 34:342604-343615:+
droSim1:chrX:7167799-7168382: +
droYak2:chrX: 12332646-12333845:-
P
0.05
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Figure S1 — Post-speciation block 14

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chrX:7791319-7792508:+
L @ dm3:chrX:7792509-7793694:+
,_‘— droSim1:chrX6218797-6219758:+
droYak2:chrX:13518788-13519858:-

||
0.05
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Figure S1 — Post-speciation block 15

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 —— @ dm3:chr3L:16588973-16594192:+
| L @ dm3:chr3L:16596653-16601883:+
| — droSim1:chr3L:15933622-15938735:+
100 —— droSec1:super 0:8680111-8685157:+
droYak2:chr3L:17464666-17469930:-

0.01
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Figure S1 — Post-speciation block 16

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 — @ dm3:chr2R:9293378-9298104: +

100

L— @ dm3:chr2R:9298105-9302842:+

droSim1:chr2R:7751869-7756482:+

droSec1:super 1:6816537-6821274:+
droYak2:chr2R:7657726-7662487:-

0.02

17



Figure S1 — Post-speciation block 17

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 @ dm3:chr3R:15596923-15599055:+
@ dm3:chr3R:15601016-15603110:+
| — droSim1:chr3R:5885559-5887804:-
100 —————— droSec1:super 25:186413-188659:-
droYak2:chr3R:4361067-4363416:+

0.01
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Figure S1 — Post-speciation block 18

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

93 @ dm3:chrX:19706416-19707385:+
|_|:dm3:chr)¢19709760-19710733:+
dm3:droSim1:chrX:15194358-15195350: +
100 droSec1:super 8:1972907-1973864:+
droYak2:chr2R:3517605-3518301:-
e —
0.05
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Figure S1 — Post-speciation block 19

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

99 | @ dm3:chrX:13229824-13230415:+

L @ dm3:chr2R:6709313-6709889:-
droSim1:chrX:10121156-10121741:+

99 droSec1:super 21:985062-985647:+

droYak2:chrx:7509412-7510012:+

0.005
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Figure S1 — Post-speciation block 20

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

68 @ dm3:chr2L:3785212-3785664:+
@ dm3:chr2L:3785953-3786386:+

I: droSim1:chr2L:3741960-3742405:+
9 droSec1:super 5:1888083-1888542: +

9
droYak2:chr2L:3787101-3787527:+

0.02
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Figure S1 — Post-speciation block 21

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 @ dm3:chrx:15234293-15236213:+
l—m:chm 15236773-15238715:+
| ——— droSim1:chrX:11757252-11759284:+
100 —— droSec1:super 56:121851-123797:+

droYak2:chrX:9434398-9436270:+

0.02

22



Figure S1 — Post-speciation block 22

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 @ dm3:chr2L:14878773-14879923:+
@ dm3:chr2L:14881860-14882992:+
| — droSim1:chr2L:14628312-14629433:+
100 ——— droSec1:super 3:1151225-1152349:+
droYak2:chr2L:14983993-14985478:+

0.05
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Figure S1 — Post-speciation block 23

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 —— @ dm3:chrX:2319336-2319794:+

L @ dm3:chrx:6846313-6846756:-
droSec1:super 0:17213325-17214005:+
droYak2:chr3R:8705635-8706769:+

U —
0.02
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Figure S1 — Post-speciation block 24

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 ——— @ dm3:chr3L:11124987-11125422:+
L @ dm3:chr3L:11128095-11128536:-
I— droSim1:chr3L:10524349-10524814:-
droYak2:chr3L:11152615-11153087:+

0.05

25



Figure S1 — Post-speciation block 25

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

96 @ dm3:chr3R:18317472-18318043:+
@ dm3:chr3R:18318798-18319400:+
| — droSim1:chr3R:18126604-18127193:+
100 —— droSec1:super 0:18671727-18672337:+
droYak2:chr3R:19162881-19163500:+

0.02

26





