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Supplementary Figure 5. Sequences and secondary structures of Fas-specific RNA Lassos
Fas1 (a), Fas2 (b),and Fas3 (c), which target different sites within the Intron 5/Exon 6 splice
junction sequence of Fas pre-mRNA. The structures shown correspond to full-length,
unprocessed Lasso transcripts. Cleavage/ligation sites are indicated by arrows. Antisense

sequences are in red.



