
  Table S1.  Similarity index of PfFSmat60 and Blosum50 (comparison of odd ratios) 

 

Each element of the table is a ratio of the odd ratios of PfFSmat60 and Blosum50 substitution matrices, a measure of 
similarity of the two matrices. The text highlighted in bold are the diagonal elements. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S2. Alignment scores of the PFB0090C protein of Plasmodium falciparum and human 
DnaJ homolog, Q9UDY4, with PfSSM series of matrices 

Clustering % Smat SSmat PfFmat PfFSmat 

50 235.8  (338) 142.7  (339) 199.6  (346) 53.5  (343) 

60 235.9  (348) 148.0  (339)  203.5*  (346) 53.0  (343) 

70 236.8  (348) 148.0  (339) 201.4  (346) 54.8  (343) 

80 238.9* 
†
 (348) 151.9  (339) 196.2  (337) 57.7  (343) 

90 230.2  (348)  179.4*  (339) 183.0  (346) 62.5*  (340) 

Smat = Symmetric matrix; SSmat = Symmetric Scaled matrix; PfFmat = Plasmodium falciparum Fixed matrix; PfFSmat = 
Plasmodium falciparum Fixed Scaled matrix. The first column of the table represents the clustering % at which the matrices 
(represented in the subsequent columns along the first row) were calculated. Columns 2-5 represent the alignment scores 
obtained for each matrix series at different clustering percentages. The values in the closed brackets are the amino acid 
overlap for the alignment.  

 

* The highest obtained scores for the respective columns 
†
 The score for the best performing matrix series 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Table S3. Alignment scores for the FASTA local pairwise alignment of Plasmodium falciparum 
hypothetical protein, PFB0090C and human DnaJ protein, Q9UDY4, with the PfSSM series of 
matrices 

Clustering % Smat SSmat PfFmat PfFSmat 

50 428.6* (339) 479.5  (339) 239.1  (346) 806.0  (343) 

60 288.2  (348) 477.2  (339) 243.7*  (346) 810.0* 
†
 (343) 

70 287.6  (348) 476.6  (339) 239.6  (346) 806.0 (343) 

80 295.2  (348)  484.2*  (339) 226.8  (346) 792.6 (343) 

90 274.2  (348) 463.2  (339) 212.7  (346) 775.6 (340) 

Smat = Symmetric matrix; SSmat = Symmetric Scaled matrix; PfFmat = Plasmodium falciparum Fixed matrix; PfFSmat = 
Plasmodium falciparum Fixed Scaled matrix. The first column of the table represents the clustering % at which the matrices 

(represented in the subsequent columns along the first row) were calculated. Columns 2-7 represent the alignment scores 
obtained for each matrix series at different clustering percentages. The values in the closed brackets are the amino acid 
overlap for the alignment.  

 
* The highest obtained scores for the respective columns 
†
 The score for the best performing matrix series 

 

 
 

 


