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At1g76290 0.000 0 0 0
At2g28690 0.001 0 0 0
At5g08730 0.001 0 0 0
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At5g09360 0.001 0 0 0
At5g54350 0.000 0 0 0
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At1g65300 0.000 0 0 0
At4g09090 0.004 0 0 0
At1g24265 0.001 0 0 0
At5g22990 0.001 0 0 0
At5g17090 0.001 0 0 0
At3g09140 0.004 0 0 0
At4g10220 0.001 0 0 0
At3g25420 0.002 0 0 0
At1g09510 0.001 0 0 0
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At3g15960 0.000 0 0 0
At2g42100 0.002 0 0 0
At5g07850 0.000 0 0 0
At2g39640 0.001 0 0 0
At5g63230 0.002 0 0 0
At4g32110 0.002 0 0 0
At1g32280 0.000 0 0 0
At1g73560 0.002 0 0 0
At1g31250 0.004 0 0 0
At3g05460 0.001 0 0 0
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Figure S1. Heat map showing endosperm preferred genes in MPSS data

This heat map includes genes with endosperm-preferred expression from our arrays
with at least 10 MPSS signatures detected only in silique libraries. The following
MPSS libraries were examined: INF (inflorescence - mixed stage, immature buds),
LEF (leaves - 21 day), ROF (root - 21 day); SIF (silique - 24-48 h post-fertilization),
INS (inflorescence - mixed stage, immature buds), LES (leaves - 21 day), ROS (root -

21 day), SIS (silique - 24 to 48 hr post-fertilization), and GSE (germinating seedling).



