Supplementary Figure 1

a b
HelLa nuclear
extract
Silver WB:
garose j 19G stain op53
\
v
<> ms analysis
C
peptide . unmodified, mass mass shift, .
lysine Conclusion
sequence kDa observed, Da
AHSSHLK K370 779.4158 807.4458 28.03 dimethyl
LMFK K386 538.3057 a2 3157 14.01 monomethyl
LMFK K386 538.3057 566.3357 28.03 dimethyl




Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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