Additional file 4. The network of pathogenicity proteins.

This subnet consisted of the 32 pathogenicity proteins and their interaction partners. This
figure can be zoomed in to view the corresponding BROAD accession number of each
node. Triangle nodes indicated pathogenicity proteins, while the circular nodes denoted
their interacting partners. The size of a circular node is proportional to its degree in the
whole network. The golden triangle nodes represented pathogenicity genes uncovered by
the high-throughput method, while the red triangle nodes stand for those collected from

the PHI-base website.
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