
Table S4. Cloned cDNA sequences
Cloned cDNA sequence Product/Comments*
GGGGTTGCGTGTGCGGGGTTGTGGGATCTCT 23S rRNA fragment
GGGGTTGCGTGTGCGGGGTTGTGGGATCTCT 23S rRNA fragment
GAGCCTGCGAGTTTGCGGTGTGTTGCGAGGTTAACCC 23S rRNA fragment
GCATGGCTGGTTGGCTACGTTCGGGAGGG 23S rRNA fragment
AGCGGGAAGCCTGCTTCGAGATGAGGACTCCCACC 23S rRNA fragment
CGGGACGGACGTAACTTGTGGTGTGCCAGTTGTCCTG 23S rRNA fragment
CGGGACGGACG~AACCTCTGGTGTGCCAGTTGTCCT 23S rRNA fragment
CCGTGAGGTGTGGAGGTGACCGGTACTAATAGGCCGA 23S rRNA fragment
CCGTGAGGTGTGGAGGTGACCGGTACTAATAGGCCGA 23S rRNA fragment
CCGTGAGGTGTGGAGGTGACCGGTACTAATAGGCCGAGGG 23S rRNA fragment
TGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCC 16S rRNA fragment
GTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCC 16S rRNA fragment
TGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 16S rRNA fragment
GGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 16S rRNA fragment
GGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 16S rRNA fragment
GTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 16S rRNA fragment
CCTCGGGGTGTTGGGGACTCACGGGAGACCGCCGGG 16S rRNA fragment
CGGGGTGTTGGGGACTCACGGGAGACCGCCGGG 16S rRNA fragment
CCTTCGGGGTGTTGGGGACTCACGGGAGACCGCCG 16S rRNA fragment
CGGGGTGTTGGGGACTCACGGGAGACCGCCGGG 16S rRNA fragment
CGGGGTGTCGGGGACTCACGGGAGACCGCCG 16S rRNA fragment
GGGACCCTGTGGGAGAGTAGGACGCCGCCGAACA 5S rRNA fragment
GGGACCCTGTGAGAGAGTAGGACGCCGCC 5S rRNA fragment
CGGCTCTGGCGGGTGCGTGGGGGGCGT 4.5S RNA fragment
CGGCTCTGGCGGGTGCGTGGGGGGCGT 4.5S RNA fragment
CGGCTCTGGCGGGTGCGTGGTGGGCGT 4.5S RNA fragment
CGGCTCTGGCGGGTGCGTGGGGGGCGTC 4.5S RNA fragment
CGCGCGAGGTGGCCGGCCGGGTGGGCGACA within SCO0388
GGTTCCGGTGGTCGGAGGCGGGCGCCCAGG within SCO0401
CCGGGGCCTCGGTCTGCACGCGGCGGTGATCCT within SCO0513
GGTGGTGAGCGTGTGGTCCTACGACGGCGGTGG within SCO0764
CGTCGCCTGCCCCTGCGCCTCGGTGT within SCO0860
CCCCGAGGTCAGACACCCGCCGCTGCA IG region between SCO1550 and SCO1551
CGGCAACATGATCATGGTCCTCGGTCCGC within infC (SCO1600)
CGGCAACATGATCATGGTCCTCGGTCCGC within infC (SCO1600)
CGGGGCCGGCGGGAGCGAG IG region between SCO2100  and SCO2101
CGGGCTGCGGCGAACAGGTGTCACGGACGGA within SCO2322
CGGAGGGGGCCGGGCGATGACGAAGAAGAC antisense to SCO3287
CTACCCCCCGCAGTGCCTGACGCGATTCCCC within SCO3662
CCCCGCCTGGACGCCTCAAGTGCTCGACCTG within SCO3712
CCACCTACGAGCCCGGCACCGTGCTCTACGACACC within SCO4175
GCACCGGGATGCCAGTCCCAGCGGGGGCCGATGC IG region between SCO4676  and SCO4677
GCACCAGGATGCCAGTCCCAGCGGGGGCCGATGC IG region between SCO4676  and SCO4677
GCACCGGGATGCCAGTCCCAGCGGGGGCCAATGC IG region between SCO4676  and SCO4677
CTCCAGGTGATCACGGACAAGAGCATCGTGCA within rplQ (SCO4730)
CGGGGCGGGTCGCGGTGATGACGGTGA antisense to SCO4792
ATCCGGCTGCTGGCCGCCGACCGGGAAACGGGCTCCG within SCO5144
GCGGGGTGCGGCCGGCGATCTGCGGCGGGAGATG within SCO5264
CGATCTGCCTGCGCCTGCTCACCGGGACCCCG within recX (SCO5770)
CCCAGGGCCGACCTGAGCCGGTGCACGCGATGAGCGAC within lexA (SCO5803)



CCATCAGGTGGGACGACGAGGCGGGGGA within SCO5953
GC-CGAGGTGT---TCGACCAGGAGGGGTTCG within SCO6286
CGCGTGCGTGCGGTGTGTGAGCGGA IG region between SCO6624 and SCO6625
CCCACCAGGAGCCGTGAGAAAAGCACACCCCTTGCC between ramC  (SCO6681 ) and ramS (SCO6682)

* Bold sequences are those that were verified by northern blot analysis
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