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Figure S1. The Ntd (N-Terminal Domain) of RapA

(A) Of the two crystallographically independent molecules, the backbones of the Linker1-to-Ctd
fragment are virtually identical and the backbones of the Ntd are similar, but the relative
positioning of Ntd with respect to the rest of the molecule (Linker1-to-Ctd) is slightly different.
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(B) Electron density for the Ntd (white net, calculated using combined phases from the SeMAD
experiment and the Linker1-to-Ctd structure, contoured at the level of 1) outlines the domain
structure.




Figure S2. Stereo Views Showing the Experimental Electron Density M aps

Experimental electron density maps of E. coli RapA are superimposed with the final structure.
(A-C) Full length RapA (using SeMAD phases at 3.2-A resolution, contoured at 1.0 6).

(D) The Ntd of RapA (using SeSAD phases at 2.1-A resolution, contoured at 1.0 o).



