Figure S6. Residual-residual plots between functional divergence [i.e. the divergence at coding
sites (Dp) or the divergence at conserved noncoding region (Dy)] and neutral polymorphism
[i.e. the level of neutral polymorphism (éheu) and the level of normalized neutral polymorphism
(Preu=6heu/dneu)], after both have been adjusted for effects of GC content (GC), repeat density
(RD), functional constraints [i.e. the number of codons (FD,) and the number of conserved
noncoding sites (FDy)], and functional divergence (D, or Dy, excluding the response variable
under test). e(Y|X) is the difference between the observed value of the response variable, Y,
and the value suggested by the regression model of Y on several predictor variables X={GC,

RD, Dy, Dy, FDn, FDy}. The values of ey and Pre, here are based on the Perlegen data are in
(a) and based on the Watson data are in (b).

(a)
] ]
%10 10
3 . 37 : :
: © 0087 ot =008837
% Y
= =
2 T
= < § TN
-2 ' ] : ,
100 0 100 200 300 -200 0 200 400
e(D [¥) e(D, <)
0.15 . : 015 -
R S N1 ra
0.1 0.1 3 |
< 005 < 005
3 3
[ =
o
T 0 T 0 -
0.05 0.05
0.1 - 0.1 : :
200 0 200 400 2200 0 200 400
e(D¥) el [+

(b)



El:eneup{j

© =00313"

. ! . ,
-7o0 0 100 200 300
e(D, [¥)
0.3 :
b+ =008
A
02t L,
—_ i,
= :
=
z
o,
o

200 400

elg

I'IEL.II J

e(P

=-0.0436"

0.3

200 400

=-0.0348"

200 400





