
 

 
 
sFig. 1. Sequence and predicted secondary structures of RNAs used for RIG-I assay. 3-css27 is a 27-nt 
RNA with three 5’ phosphates and annealing two strands of 27 bases generated dsR27. Css27 is predicted 
by mfold to have minimally stable secondary structure. The sequence of HCV sgR and pIC are not 
shown. HCV sgR is an in vitro transcribed 9 kb long HCV subgenomic replicon RNA, pIC is poly(I:C) of 
heterogeneous length, pIC115 and pIC25 is poly(I:C) of 11-5 and 25-bp, respectively. 
 
sFig. 2. Gel filtration profiles of the monomers and dimers of R-HR in complex with dsRNA of 24-bp.  
The black line represents the elution profile of R-HR while the grey line represents a sample with a 2:1 
molar mix of R-HR with the ligand. 
 
sFig. 3. Sample spreads for the particles used in the single particle reconstructions of R-HR, R-HR dimer 
with dsRNA, and R-HR dimer with 2006. Class averages and Fourier shell correlation for each set are 
shown at the bottom. 
 
sFig. 4.   Dimensions of the monomers of R-HR and the dimers with dsRNA of 24-bp and 2006. The rods 
indicate the dimension for which the measurements were made.  
 



Supplemental Fig. 1

3P-css27: PPP-GGUGCAGAUGAACUUCAGGGUCAGCUU

   css27:    GGUGCAGAUGAACUUCAGGGUCAGCUU

   dsR27:   AAGCUGACCCUGAAGUUCAUCUGCACC
         UUCGACUGGGACUUCAAGUAGACGUGG
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Supplemental Fig. 2
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Supplemental Fig. 4
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