
AmSoxBa     1 ------------------------------------------------------------------------------------------
NvSoxB2      1 ------------------------------------------------------------------------------------------
CeSoxB2      1 ------------------------------------------------------------------------------------------
DmSoxB2.1    1 ------------------------------------------------------------------------------------------
DmSoxB2.2    1 MMERLSTHLSLTGLSLAHPLQTHLGSGGGTHHLGQLAAAVHQQQQQQQQSDQGLGHSHHLHGQQLSLNHQHHHPHQSPQHQQQHQHHPCS
DmSoxB2.3    1 ------------------------------------------------------------------------------------------
SpSoxB2      1 ------------------------------------------------------------------------------------------
CiSoxB2      1 ------------------------------------------------------------------------------------------
MmSox14      1 ------------------------------------------------------------------------------------------
GgSox14      1 ------------------------------------------------------------------------------------------
GgSox21      1 ------------------------------------------------------------------------------------------
DrSox21      1 ------------------------------------------------------------------------------------------

AmSoxBa     1 ------------------------------------------------------------------------------------------
NvSoxB2      1 ------------------------------------------------------------------------------------------
CeSoxB2      1 -------------------------------------MTDLSCLYPSLLCTEAAKTSYDEDTTSVSSGLSPPGSPVDLQN----------
DmSoxB2.1    1 ----------------MATLSTHPNYGFHLGQAQGLEDYAPQSQLQLSPGMDMDIKRVLHYSQSLAAMGGSPNGPAGQGVNGSSGMGHHM
DmSoxB2.2   91 SNSSNGSPNGSTGLGLHPHSALHLAHHHSQLHQHHPAGQQQQHSQPPVSSSSTSHHSQSQALSHQTHSNGSSQLGGGSASGAGSVAGGAA
DmSoxB2.3    1 -------------------------------------MTSISALLHRSHSHSNGYTSSGSSNHSHSSSLSPQLPGINLGLGMVGGLGMGM
SpSoxB2      1 ------------------------------------------------------------------------------------------
CiSoxB2      1 ------------------------------------------------------------------------------------------
MmSox14      1 ------------------------------------------------------------------------------------------
GgSox14      1 ------------------------------------------------------------------------------------------
GgSox21      1 ------------------------------------------------------------------------------------------
DrSox21      1 ------------------------------------------------------------------------------------------

AmSoxBa     1 -----------------------------------------------------------MGKQEEGHIKRPMNAFMVWSRGKRKQYAAIN
NvSoxB2      1 -----------------------------------------------------------MGKQEDGHVKRPMNAFMVWSRGKRKHYASIN
CeSoxB2     44 ---------------------------------------------------------------SLDHVKRPMNAFMVWSRGQRRKMAQDN
DmSoxB2.1   75 SSHMTPHHMHQAVSAQQTLSPNSSIGSAGSLGSQSSLGSNGSGLNSSSGHQSAGMHSLATSPGQEGHIKRPMNAFMVWSRLQRRQIAKDN
DmSoxB2.2  181 NSHHSAPASSSVMAAAAAAHLHHNSQASPISNLHQNMGSLMNSGSSASDVFFSLMIQNTTKRQNEEHIKRPMNAFMVWSRLQRRKIAQDN
DmSoxB2.3   54 SVGVGSGSGNTTPPPMPPADLAVPPAAPTPVAPKMHQHTHHHGNSHHNAPTSHSNSNTGSHHNSHDHIKRPMNAFMVWSRGQRRKMAQDN
SpSoxB2      1 ------------------------------------------------------MMMDSAMGKGTDHVKRPMNAFMVWSRGQRRKLAQEN
CiSoxB2      1 --------------------------------------------------------MTLKSGIDTGHVKRPMNAFMVWSRGQRRKMAQEN
MmSox14      1 ------------------------------------------------------------MSKPSDHIKRPMNAFMVWSRGQRRKMAQEN
GgSox14      1 ------------------------------------------------------------MSKPSDHIKRPMNAFMVWSRGQRRKMAQEN
GgSox21      1 ------------------------------------------------------------MSKPVDHVKRPMNAFMVWSRAQRRKMAQEN
DrSox21      1 ------------------------------------------------------------MAKPMDHVKRPMNAFMVWSRAQRRKMALDN

AmSoxBa    32 PRMHNSEISKRLGAEWKMLSQDEKEPFVAEAKRLQAIHIQEHPDYKYKPKRRKPKSLQK-KELSGPMFSPYSSPMMAVDKFPTNQLPQTI
NvSoxB2     32 PRMHNSEISKRLGAEWKMLTAEEKEPFIAEAKRLQALHIQEHPDYKYKPKRRKPKSVQK-KDLASPVFSPYAASMMAVDKFSTNQLPQTI
CeSoxB2     71 PKMHNSEISKRLGAEWKQLSEQEKRPFIDEAKRLRALHMKEHPDYKYRP-RRKPKSSN--------------------------------
DmSoxB2.1  165 PKMHNSEISKRLGAEWKLLAESEKRPFIDEAKRLRALHMKEHPDYKYRP-RRKPKNPLT-AGPQGGLQMQAGGMGQQKLGAG--------
DmSoxB2.2  271 PKMHNSEISKRLGAEWKLLTEEEKRPFIDEAKRLRAMHMKEHPDYKYRP-RRKPKALR--RDGYPYPMPYPSVPVEALRAGITPGYFAPG
DmSoxB2.3  144 PKMHNSEISKRLGAEWKLLTEGQKRPFIDEAKRLRALHMKEHPDYKYRP-RRKPKTLNK-SPVPGGGGGGGGGGANGGVNAGGAGNSGPS
SpSoxB2     37 PKMHNSEISKRLGAEWKLLSEDDKRPFIDEAKRLRALHMKEHPDYKYRP-RRKPKSLMK-RDKYAFPIPCIPTSSPYQVATSQADMMN--
CiSoxB2     35 PKMHNSEISKRLGASWKLLNECEKRPFIDEAKRLRALHMKEHPDYKYRP-RRKPKSLIKPKDRFAFPLFPSSGMSSPTHDASTVSLAIQQ
MmSox14     31 PKMHNSEISKRLGAEWKLLSEAEKRPYIDEAKRLRAQHMKEHPDYKYRP-RRKPKNLLK-KDRYVFPLPY-LGDTDPLKAAG--------
GgSox14     31 PKMHNSEISKRLGAEWKLLSEAEKRPYIDEAKRLRAQHMKEHPDYKYRP-RRKPKNLLK-KDRYVFPLPY-LGETDPLKAAG--------
GgSox21     31 PKMHNSEISKRLGAEWKLLSEAEKRPFIDEAKRLRAMHMKEHPDYKYRP-RRKPKTLLK-KDKFAFPVPYGLGAVAEHEPPHGLKAAALH
DrSox21     31 PKMHNSEISKRLGGEWKLLSDSEKRPFIDEAKRLRAVHMKEHPDYKYRP-RRKPKNLIK-KDRYHFNVTYNLGEGDPLKSAR--------

AmSoxBa   121 AHSTALSADPMYSKINGAAAAFHHSVSPGYPVIYPNVTAV-----------------NSHHSVTQPSRQIFTGSLDSSHSFRAADVMNHN
NvSoxB2    121 AHSVALSQDPMYSKIN-GGPPFHHSVSPGYPVIYPSVSNG-----------------GNVHSGSPSSRQIFAGAMDSTHSFRASDMMAG-
CeSoxB2    128 --------LKQQPRLNIAMPTIPPQSLFNYSTAFDSLKTHDLS-----------QYYSSFFQSPVLSGSTYAPYNMMAAYARQAAAVAAA
DmSoxB2.1  245 --PGAGAGGYNPFHQLPPYFAPSHHLDQGYPVPYFGGFDP------------------LALSKLHQSQAAAAAAVNNQGQQQGQAPPQLP
DmSoxB2.2  358 PTAAAYHLGSHLGQTSTPTTTQATLSGQMDKFALERSSYLSNS-----------SQASAYSAYLDPSVLTKAYFDSKMYQDRAANYAFDI
DmSoxB2.3  232 GPGSVGSPKDMQPQLSPLGQSLPHLHGHPHQSPYQSHPHHPHP-----------HPHHVQLAAATLSAKYGFGSPLELSLPRLPNAFPGL
SpSoxB2    123 --MASAEKARTYLSSHQHHAAAAAAAASQYSVLEHAQKLECP------------TSLIRDFPHHPALYPPPHMYPTSAGAVPGSAVGKLP
CiSoxB2    124 AAAAAHLNMDPIVVEKARAAAAAAFYSTSQSLTTTSFPSLNPLSMTSQS-NAVSLAAAITQSRLAAVAAARDLGTPNSMYSPSNGLYSPP
MmSox14    110 ---LPVGASDGLLSAPEKARAFLPPASAPYSLLDPAQFSS---------------SAIQKMGEVPHTLATS-ALPYASTLGYQNG-----
GgSox14    110 ---LPVGATDSLLSSPEKARAFLPPTSAPYSLLDPSQFSS---------------SAIQKMTEVPHTLATG-TLPYASTLGYQNG-----
GgSox21    119 GGAAGGLGPDSLLGNPEKAAAAAAAAAARVFFPQSAAAAAAAAAAAAAGGPYSLLDLGSKMAEISSSSSAGSALPYASSLGYPGAGGAGA
DrSox21    111 ------LSGDALSDSLSAEKTSVAAAATRMFFSHHLSAN-----------PYPFLDLNSKMSELPPAP-----FPHYSVLGYPSG-----

AmSoxBa   194 RALYTSQAFQPTLPSQIQQRISSVDEPRGGSLTNGSPSPTASSSEAPSKSTAGYTVSTAELSAAQRVWHLV-------------------
NvSoxB2    192 RPVYSSQGYQGALHSQVQQRLSQVEDSRGMKSMNATPSPPVSSPDPMSKAYSSSELSNQRVWQPQQDLTRTVAYVPVLL-----------
CeSoxB2    199 SQVSASTTPTAPAT----------------------------------------------------------------------------
DmSoxB2.1  315 PTSLSSFYSGIYSGISAPSLYAAHSANAAGLYPSSSTSSPGSSPGTITPNGMDGSMDSALRRPVPVLY----------------------
DmSoxB2.2  437 SKIYGAQQHAAAHHQQQQQQQQQQQQQQQQLLLSGGGGSGGGGSASSHNNNSSSGLDDRDATPQLEAVESKPHLHSPSDVGLDYAQYAQQ
DmSoxB2.3  311 AHYPLDPTLALDLQARLQAMYAGSIYHPWRYLPLISPETPPSPPSSSGTGISSYGCVKSEKSSPNAVVASAASPPNII------------
SpSoxB2    199 GGSAAAAAAAAAAGYSAQPYMMPYPAWPGQDGVQRPVAYILVKPDMEPYGPTHPAIRPTMPLPTRPTAATAL------------------
CiSoxB2    213 ATTGANKIKSVLYPNLLYTFNETEEKYETHNFRRRLPMWITTSLASVSRSSSHGSRCYEQRLCDEHTRCWLVVAFPAKPNPINAESLCLH
MmSox14    176 -------AFGSLSCPSQHTHTHPSPTNPGYVVPCNCTAWSASTLQPPVAYILFPGMTKTGIDPYSSAHATAM------------------
GgSox14    176 -------AFGSLSCPSQHTHTHPSPTNPGYVVPCNCTAWSASSLQPPVAYILFPGMTKTGIDPYSSAHATAM------------------
GgSox21    209 FHGAAAAAAAAAAAAGGHTHSHPSPGNPGYMIPCNCSAWPGPGLQPPLAYILLPGMGKPQLDPYPAAYAAAL------------------
DrSox21    174 -----LPAFPGMGVLAGAPHAHPSAGSPGHMLPYNCLGWPGSGPAVPSSYVLLPGMTKAQHEPYLAYAATI-------------------

AmSoxBa       ---------------------------------------------
NvSoxB2        ---------------------------------------------
CeSoxB2        ---------------------------------------------
DmSoxB2.1      ---------------------------------------------
DmSoxB2.2  527 YGGQLAAAAGGAVGGGAAGAAGGSAGGGSGGATAADFRRPLTVIF
DmSoxB2.3      ---------------------------------------------
SpSoxB2        ---------------------------------------------
CiSoxB2    303 TGARVFALPSQPAKKWTRLLFPASLTGDVGGRKSAEKTGLGR---
MmSox14        ---------------------------------------------
GgSox14        ---------------------------------------------
GgSox21        ---------------------------------------------
DrSox21        ---------------------------------------------

A

* *

HMG domain group B motif

B
1   ATG GGC AAG CAA GAG GAA GGG CAT ATA AAG AGA CCC ATG AAT GCA TTT ATG GTT
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     M   G   K   Q   E   E   G   H   I   K   R   P   M   N   A   F   M   V  18

55  TGG AGT CGT GGT AAG AGA AAG CAG TAC GCT GCC ATT AAT CCT AGG ATG CAC AAT
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     W   S   R   G   K   R   K   Q   Y   A   A   I   N   P   R   M   H   N  36

109 TCC GAA ATA AGC AAG CGA CTC GGC GCA GAG TGG AAA ATG CTC TCG CAA GAT GAG
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   E   I   S   K   R   L   G   A   E   W   K   M   L   S   Q   D   E  54

163 AAA GAA CCG TTC GTG GCG GAA GCT AAA CGA CTG CAA GCG ATT CAC ATC CAA GAA
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     K   E   P   F   V   A   E   A   K   R   L   Q   A   I   H   I   Q   E  72

217 CAT CCG GAT TAT AAA TAC AAA CCC AAG CGA CGC AAG CCA AAA TCA CTG CAG AAG
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     H   P   D   Y   K   Y   K   P   K   R   R   K   P   K   S   L   Q   K  90

271 AAA GAG CTA TCG GGT CCC ATG TTC TCC CCA TAC AGC TCT CCG ATG ATG GCG GTT
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     K   E   L   S   G   P   M   F   S   P   Y   S   S   P   M   M   A   V 108

325 GAC AAA TTC CCG ACA AAT CAA TTG CCT CAA ACA ATA GCT CAT TCA ACG GCT TTG
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     D   K   F   P   T   N   Q   L   P   Q   T   I   A   H   S   T   A   L 126

379 TCC GCA GAC CCA ATG TAT TCC AAA ATA AAC GGA GCA GCA GCA GCG TTT CAT CAC
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   A   D   P   M   Y   S   K   I   N   G   A   A   A   A   F   H   H 144

433 TCC GTT TCG CCA GGA TAT CCA GTC ATT TAC CCA AAT GTA ACC GCA GTT AAC AGC
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   V   S   P   G   Y   P   V   I   Y   P   N   V   T   A   V   N   S 162

487 CAC CAC TCC GTT ACA CAG CCA TCG CGT CAG ATT TTC ACT GGT TCT TTA GAT TCC
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     H   H   S   V   T   Q   P   S   R   Q   I   F   T   G   S   L   D   S 180

541 TCG CAC TCA TTT CGC GCT GCC GAT GTG ATG AAT CAC AAC CGA GCA TTG TAC ACC
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   H   S   F   R   A   A   D   V   M   N   H   N   R   A   L   Y   T 198

595 AGT CAA GCA TTT CAA CCC ACG TTA CCC TCA CAA ATC CAG CAA AGA ATT TCA AGC
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   Q   A   F   Q   P   T   L   P   S   Q   I   Q   Q   R   I   S   S 216

649 GTT GAT GAA CCA CGA GGA GGA TCG TTG ACA AAC GGC TCA CCC AGC CCA ACC GCA
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     V   D   E   P   R   G   G   S   L   T   N   G   S   P   S   P   T   A 234

703 TCG AGC AGC GAA GCA CCA AGC AAA TCA ACC GCA GGG TAC ACA GTG TCA ACG GCA
    --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- --- ---
     S   S   S   E   A   P   S   K   S   T   A   G   Y   T   V   S   T   A 252

757 GAG CTT AGC GCT GCA CAG AGA GTT TGG CAC CTC GTG CC 794bp
    --- --- --- --- --- --- --- --- --- --- --- --- --
     E   L   S   A   A   Q   R   V   W   H   L   V     264aa


