
                                                  ==================== 

Human      1 MGGCAGSRRRFSDSEGEETVPEPRLPLLDHQGAHWKNAVGFWLLGLCNNFSYVVMLSAAHDILSHKRTSG 
Mouse      1 MGSSAGSWRRLEDSEREETDSEPQAPRLDSRSVLWKNAVGFWILGLCNNFSYVVMLSAAHDILKQEQASG 

D.rerio    1 -------------MDRSVNSGTASTSDTEGRCQRWRNCVAFWLLGLCNNFAYVVMLSAAHDILQKQESQN 

D.melan    1 MTATKQQEAEAEHDPQVVVTPGDASRSSRQDRQLWRDLTSYWILGLCNNYGYVVMLSAAHDIIKQFNPND 

S.pombe    1 -------------------------MIKLRLTKDAKVGCCFLIFGLLNNLLYVIILSAALDLVGAN---- 

                                                            ^ 

                                             =======================        ======= 

Human     71 NQSHVDPGP----TPIPHNSSSRFDCNSVSTAAVLLADILPTLVIKLLAPLG-LHLLPYSPRVLVSGICA 

Mouse     71 NQSHVEPGR----TPTPHNSSSRFDCNSISTAAVLLADILPTLVIKLLAPLG-LHLLPYSPRVLVSGVCS 

D.rerio   58 TTAPSPAPNGTNIEFRNSSNSSRYDCNPVSTAAVLLADILPTLLIKLTAPFY-IHKVPYGFRVLVCFFTA 

D.melan   71 ESEESSSGR---------------NCHLVSTGAILLADVLPSLFVKILMPFF-PFWVN--FRIALAVAFS 

S.pombe   42 ----------------------------VSKGVVLLSNIVPSLACKLSASILHVHKFKFAKRIGFCVFMS 

                                               * 

             ================== 

Human    136 AGSFVLVAFSHSVGTSLCGVVFASISSGLGEVTFLSLTAFYPRAVISWWSSGTGGAGLLGALSYLGLTQA 

Mouse    136 AGSFVLVAFSQSVGLSLCGVVLASISSGLGEVTFLSLTAFYPSAVISWWSSGTGGAGLLGSLSYLGLTQA 

D.rerio  127 VVSFLMVSFSSTISMSIIGVIFASVSSGLGELSFLSLSVFFSSDVLSGWGSGTGAAGVAGALLYSALTQA 

D.melan  123 AAGFLLVGFANAEWMALLGVIITSASSGIGETTFLAYSSRYNKNVISTWSSGTGGAGVIGSLSYASLRSL 

S.pombe   84 ILGMQWIAWSSSVPSKMLGVSLAAISSSFGEISFLHLSSRYHSVSLPCWSSGTGLAGLFGASSYLVMTTW 

                                   *           *                  * 

                  ====================== 

Human    206 G-LSPQQTLLSMLGIPALLLASYFLLLTSPEAQDPGGEEEAESAARQPLIRTEAPESKPGSSSS------ 

Mouse    206 G-LSPQHTLLSMLGIPVLLLASYFLLLTSPEPWDPGGENEAETAARQPLIGTETPESKPGASWD------ 

D.rerio  197 G-LTPQVTLWIMLVVPVILAVSYFVLLVFPHSFPQWRCPEVSQSLSRGLNSEERRALIEEDTDTDEDSEP 

D.melan  193 D-FSPRDTMLVMLIFPAIEAFAFWLLLRRPQ---VDILPVTTVESTEVLISDEKPLVG------------ 

S.pombe  154 FNFSVRSTLIISSFLPLFLLIMYFFVLPESESTSPSINNNYTPIESIDLRAGHVSFNFVN---------- 

 

                                     ====================                   :::::::  

Human    269 ------------LSLRERWTVFKGLLWYIVPLVVVYFAEYFINQGLFELLFFWNT---SLSHAQQYRWYQ 

Mouse    269 ------------LSLQERWTVFKGLLWYIIPLVLVYFAEYFINQGLFELLFFRNT---SLSHAHEYRWYQ 

D.rerio  266 ALEDQDDKHIGPLTFTEKKYIIKGLLKFIFPLALVYFAEYFINQGLMELLYFPDS---RLSHAEQYRWYQ 

D.melan  247 --------------FKEKLFYIKHLFKYMLPLCLVYFFEYFINQGLFELVYFEDI---FLDKDSQYRWLN 

S.pombe  214 ------------SLKQTFIFMQPYLLSHMFPQFLVYFSEYTINIGVAPTLLFPPEKAGFSSFRDFYPTYQ 

                                                   * 

             :::::::::::::                ======================= 

Human    324 MLYQAGVFASRSSLRCCRIRFTWALALLQCLNLVFLLADVWFGFLPSIYLVFLIILYEGLLGGAAYVNTF 

Mouse    324 MLYQAGVFASRSSLQCCRIRFTWVLALLQSLNLALLLADVCLNFLPSIYLIFIIILHEGLLGGAAYVNTF 

D.rerio  333 TVYQIGVFVSRTSLFCFKIRKIFLMSLLQCANAVLLVFAVYYQFLPNISVVFVIIAFEGLLGGAAYVNTF 

D.melan  300 VDYQIGVFISRSSVNLFQLDKIWLMSIFQFVNVVYFLTEVIWWYTPSIWIVFAIVLWEGLLGGGAYVNTF 

S.pombe  272 TVYQIGVFLSRSSISFFTVPYLRTLAITQFIILLFTILQSALYLTSSYHFVLFLIFVEGLIGGTVYVNVY 

                   *   *                 * 

 

Human    394 HNIALETSDEHREFAMAATCISDTLGISLSGLLALPLHDFLCQLS----------- 

Mouse    394 HNIALETSDKHREFAMEAACISDTLGISLSGVLALPLHDFLCHLP----------- 

D.rerio  403 FFIREESVEREREFAMATATVGDSLGIAFSAAAAFPVHHYFCSL------------ 

D.melan  370 YRMSKEISPERQQFAMAMVVQSDSYGIALAGFLAIPVHNAICGLPAAARSL----- 

S.pombe  342 HSLQTTESSQ-RELAISTVGSSDSSGIFLASLVSLFLEPSLCHFQADRGRDWCALT 

                                   *                  ^          ^      

 

 

 

Figure S1 CLN3 orthologues in vertebrates, invertebrates and yeast.  

Human, mouse, Danio rerio, Drosophila melanogaster and Schizosaccharomyces pombe sequences are shown. 

Annotations: (=) predicted transmembrane domains, (:) predicted amphipathic helix (Nugent et al., 2008), (^) 

targeted mutations, (*) disease-causing missense mutations. 
 


