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 Section 1
1 5810 20 30 40(1) 
ATGAAAGTTGATGTTGGTCCTGATCCGTCTCTGGTTTATCGTCCAGACGTGGATCCGGMIOX gene codon-optimized (1) 
ATGAAGGTCGATGTGGGCCCAGACCCTTCCCTGGTCTATCGACCCGATGTGGACCCAGMIOX gene from mouse (1) 

 Section 2
59 11670 80 90 100(59) 
AGATGGCAAAGAGCAAAGACTCTTTCCGTAACTACACTTCTGGTCCGCTGCTGGATCGMIOX gene codon-optimized (59) 
AGATGGCCAAAAGCAAGGACAGCTTCCGAAACTATACTTCAGGCCCGCTGCTGGATCGMIOX gene from mouse (59) 

 Section 3
117 174130 140 150 160(117) 
CGTTTTCACGACCTACAAACTGATGCACACCCATCAGACCGTTGATTTCGTGAGCCGCMIOX gene codon-optimized (117) 
TGTCTTTACCACATACAAGCTCATGCACACTCACCAGACTGTGGACTTCGTCAGCAGGMIOX gene from mouse (117) 

 Section 4
175 232180 190 200 210 220(175) 
AAGCGCATCCAGTATGGTTCTTTCTCTTACAAAAAGATGACCATTATGGAGGCTGTTGMIOX gene codon-optimized (175) 
AAGCGCATCCAGTATGGAAGCTTCTCTTACAAGAAGATGACCATCATGGAGGCTGTGGMIOX gene from mouse (175) 

 Section 5
233 290240 250 260 270 280(233) 
GTATGCTGGATGACCTGGTTGACGAAAGCGACCCTGACGTTGACTTCCCTAACTCTTTMIOX gene codon-optimized (233) 
GCATGCTGGATGATCTGGTGGACGAATCTGACCCAGACGTAGATTTCCCCAACTCCTTMIOX gene from mouse (233) 

 Section 6
291 348300 310 320 330(291) 
CCATGCATTTCAGACCGCCGAAGGTATTCGTAAAGCTCATCCTGATAAAGATTGGTTCMIOX gene codon-optimized (291) 
CCACGCGTTCCAGACCGCGGAGGGCATCCGGAAAGCCCACCCGGACAAGGACTGGTTCMIOX gene from mouse (291) 

 Section 7
349 406360 370 380 390(349) 
CACCTGGTCGGTCTGCTGCACGACCTGGGTAAGATCATGGCGCTGTGGGGCGAACCACMIOX gene codon-optimized (349) 
CACCTGGTCGGACTTTTGCACGATCTGGGGAAAATTATGGCTCTGTGGGGGGAACCTCMIOX gene from mouse (349) 

 Section 8
407 464420 430 440 450(407) 
AATGGGCGGTAGTGGGCGATACTTTCCCGGTGGGCTGCCGCCCACAGGCATCCGTGGTMIOX gene codon-optimized (407) 
AGTGGGCTGTTGTTGGAGACACGTTCCCCGTGGGCTGCCGTCCCCAGGCCTCTGTGGTMIOX gene from mouse (407) 

 Section 9
465 522470 480 490 500 510(465) 
CTTCTGCGACTCTACCTTCCAGGATAACCCGGATCTGCAGGATCCGCGCTATTCCACCMIOX gene codon-optimized (465) 
GTTCTGTGACTCTACTTTCCAGGACAATCCTGACCTCCAGGATCCTCGATACAGCACAMIOX gene from mouse (465) 

 Section 10
523 580530 540 550 560 570(523) 
GAACTGGGCATGTACCAGCCGCATTGCGGCCTGGAGAACGTTCTGATGTCTTGGGGTCMIOX gene codon-optimized (523) 
GAACTCGGCATGTACCAGCCTCACTGTGGACTAGAGAACGTCCTTATGTCCTGGGGCCMIOX gene from mouse (523) 
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 Section 11
581 638590 600 610 620(581) 
ACGACGAGTACCTGTATCAGATGATGAAATTCAACAAATTCTCCCTGCCGTCCGAGGCMIOX gene codon-optimized (581) 
ATGATGAGTACCTATACCAGATGATGAAGTTCAACAAGTTCTCCCTGCCTTCAGAGGCMIOX gene from mouse (581) 

 Section 12
639 696650 660 670 680(639) 
ATTTTACATGATCCGTTTTCACTCCTTCTACCCGTGGCATACCGGTGGCGATTATCGTMIOX gene codon-optimized (639) 
CTTCTACATGATCCGATTCCACTCCTTCTATCCGTGGCACACCGGCGGTGACTACCGGMIOX gene from mouse (639) 

 Section 13
697 754710 720 730 740(697) 
CAGCTGTGCTCTCAGCAGGATCTGGATATGCTGCCGTGGGTTCAGGAGTTCAATAAATMIOX gene codon-optimized (697) 
CAGCTGTGCAGCCAGCAGGACCTGGATATGCTGCCCTGGGTGCAAGAGTTCAACAAGTMIOX gene from mouse (697) 

 Section 14
755 812760 770 780 790 800(755) 
TCGACCTGTATACCAAATGCCCTGACCTGCCAGATGTTGAATCCCTGCGCCCATACTAMIOX gene codon-optimized (755) 
TTGATCTCTACACGAAGTGCCCTGACCTACCGGATGTGGAGAGCCTGCGGCCCTACTAMIOX gene from mouse (755) 

 Section 15
813 858820 830 840(813) 
CCAAGGCCTGATTGACAAATACTGCCCGGGCACCCTGTCCTGGTAAMIOX gene codon-optimized (813) 
TCAAGGGCTGATTGACAAGTACTGCCCGGGCACCCTGAGCTGGTGAMIOX gene from mouse (813) 
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