
Supplementary Figure 1:  Rainbow trout merged female genetic map depicting all 
linkage groups numbered in sequence.  The ‘f’ suffix following the linkage group name 
indicates it is a female map.  Map distances are indicated as observed recombination 
distances ( Θ ) where 1% recombination = 1 cM.  Homologous regions within rainbow 
trout to their respective Atlantic salmon linkage groups are indicated to the right of each 
linkage group.  Rainbow trout chromosomes ranked according to size (Phillips et al. 
2006) are indicated below each linkage group designation.     
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ACG/CAG419114.8

A
S-3

A
S-11

BX307443 CR3711390.0
OMM50121.1

OMM10978.3

A
S-8

RT-23f
AGC/CTT2610.0
OmyFGT16TUF2.0
Omi169TUF OMM10454.8
AAC/CTC1676.1
Omy12DIAS7.5
One2ASC One19ASC10.3
One17ASC11.2
OMM1211 Omy2INRA13.8
OmyRGT36TUF Omi67TUF21.4
GS0133.9
BHMS37743.4
ACA/CTG60 Ssa85DU46.9
ACG/CTC9850.9
ACA/CTT40653.6
AAC/CTC174 ACG/CTC99
BX08721955.0
BX296674/i55.7
OMM117056.5
OmyPuPuPyDU57.5
TC10518961.6
Omy4DIAS ACA/CTC18370.9
One108ADFG73.8
OMM110575.8
AGG/CAT23589.0
ACG/CTC41891.3
AAG/CAG9499.4
OMM1320 OMM1322102.9
BHMS238105.2
OMM3007106.2
OMM1281/i OMM1281/ii107.0
One11ASC110.8
ACT/CTA89113.6
AAC/CAG117114.4
Omy27INRA/ii118.2
AGG/CAC173 AAG/CAC157
OMM5113 BX077780122.3

OMM3065 OMM3064144.9
ACA/CTC133147.3
OmyRGT19TUF148.4

AS
-18

AS
-10

AS-4

A
S-8

AS
-5and18

RT-24f

Chromosome 8
Chromosome 4



BHMS2500.0
Omy1552UW/ii Omy1552UW/i2.3
OMM51385.7
Omi48TUF10.2
OmyFGT21TUF12.5
OmyRGT7TUF14.0
One104ADFG OMM105419.3
Ssa0038BSFU24.4
AGC/CAT37528.7
BX31766128.8
Myostatin533.1
OMM506534.3
AAC/CTC104 OMM130136.1
Omy1149INRA36.6
AGG/CTC8337.9
AGC/CTA8840.6
CL15589 Ogo2UW45.1
BHMS48646.0
OMM119358.5

OMM5175/ii69.9

AGG/CTC7788.1
BX881655/i89.2
OMM133590.3

AS
-10

AS-12
AS-17

OMM51750.0
AAC/CAA162 AGC/CAT106
ACA/CTG341 Omy1351INRA2.0
BHMS4314.1
OmyRT6TUF10.4

AS
-10

RT-25f
ACA/CTT720.0
ACC/CTA416 ACC/CTA4130.6
ACT/CAT1562.0
OmyFGT24TUF4.0
OMM5036/i4.1
SSOSL32 Omi66TUF
OMM10155.1
BHMS7.0056.2
Omy111DU CR375500/i
BX860240/i OMM1767/ii
CB506726 CA052244
Ssa80BSFU/i

29.3

A
S-10

AS
-25

TC105523/i0.0

OMM517114.5

RT-26f

Chromosome 4+29

Chromosome 24



One102ADFG/ii0.0
Omi105TUF/i27.4
ACG/CAC151 AAC/CTG8831.4
AAG/CAG83 Omi210TUF/ii
Omi156TUF/i35.5
OMM1122/ii BX321659/i
ACA/CAT14040.1
Omy29INRA OMM5177
OtsG423UCD42.4
OmyRGT13TUF OMM5000/ii47.3
OmyFGT8TUF/i48.9
OMM5188/i50.5
One18ASC/i52.7
OMM126357.2
BX313262/i BX885490/i63.9
OMM5062 OMM110864.7
AAG/CAC92 Myostatin6
Ocl2UW Omy1119UW67.6
Omy272UoG/i68.3
AAC/CTG152 CA368402/ii
BX07386772.2
Ots529NWFSC75.5
OMM136479.0
BHMS254/i80.8
Str15INRA CA375845
Ots501NWFSC/i82.5
OMM123585.8
Omy102INRA IGF2/i87.5
AAC/CAA134 ACT/CTC219
ACG/CTG298 Omy6DIAS
BHMS212

89.1

Ssa142NUIG91.2
AGG/CTG13797.4
AGG/CAG13099.6
ACG/CAA285100.8
ACT/CAA171103.7
AGG/CAA106107.8
OMM3001109.0
AAC/CTT432115.2
ACA/CAA98117.3
OMM3002 Ssa0095BSFU
CA374878119.4
Omi56TUF125.8
AAC/CTG171126.8
ras-1129.8
ACA/CAC87130.0
Str591INRA134.9
FGF6135.0
ACA/CAA127137.6
ACA/CTG345 AAG/CTT195140.2
BX863380 Omy1INRA
OmyRGT31TUF AGG/CAG83
OMM1347

142.7

Ssa0064BSFU143.2
Ssa16NUIG OMM1228145.0

AS
-1

AS-12
AS-12

AS-23

A
S-2

OMM5062 AAC/CAC1060.0

RT-27f
Omy109INRA0.0
sG3PDH-1* Omy110INRA2.1
AAC/CTT1406.0
Omy28INRA8.3

OmyRGT19TUF16.7
ACG/CAA222 Ots108SSBI20.8

HoxC6b/ii HoxC4b/ii27.1
Omi104TUF Ghrelin29.2

OtsG243UCD35.5

Ssa98BSFU OmyFGT3TUF52.4
ACA/CTG64 BX866010
OMM130059.1
Omy1223UW60.2
AAC/CTT260 CA367675
OtsG43UCD/i69.5
OMM504372.5
OMM5043/ii OMM5051/i75.6
OMM116281.6
OtsG68UCD87.6
Omy21INRA SmaBFRO1/i
BHMS7.015 BX087664/ii91.2
AAC/CAA8494.1
AAC/CAA250 ACT/CTA314105.5
CA358173/ii106.9
OMM5116112.6
Omi164TUF/i ACA/CAC128114.0
BX301679/i115.5
OMM1064/i Omy11INRA/i
CL11428/i Omi205TUF/i
CA358173/i BX311884/i

116.9

OMM1269/i CA361991/i
OMM5074 BX885263/i
AAG/CTG129

119.0

OMM1269/ii121.1
OMM1330/ii127.4

Omi167TUF OMM1200158.6

OMM3064 OMM3057167.0
OMM3065169.0

AS
-32

AS
-1

AS-6
RT-29f

Chromosome 2

Chromosome 17



SalE38SFU0.0
BX079862/i3.6
AGG/CTA18310.6
AGG/CTG22016.0
OMM501122.2
GnRH-3A23.7
AAC/CTA13733.4
Omy5DIAS34.8
OmyRGT24TUF36.2
OmyRGT34TUF Omy108INRA36.9
BX861315 AAC/CTG183
OMM1186 OMM1019
BHMS418

39.9

OMM123850.4
BX871195/ii52.4
OMM118453.8

A
S-17

A
S-19

RT-30f
Omi105TUF/i Omi156TUF/i0.0
ACT/CAT742.0
Omi210TUF/i2.5
HoxA2b/ii OMM1122/i4.1
AGC/CTT2895.9
BX321659/i8.3
AGG/CAT8810.3
OMM5020/i10.7
Omi175TUF/i OMM506716.7
OmyFGT8TUF/ii CA34904018.0
One18ASC/ii22.9
Str4INRA/ii24.7
One102ADFG/i26.7
OmyRGT1TUF Omy272UoG/ii
ACC/CAC289 CA368402/i31.8
BHMS254/ii ACG/CTC5836.4
Ssa406UoS Omy1006UW38.5
ATP1A3/ii44.6
OMM1078 ACT/CTT427
OMM514652.8
OMM1058 BHMS12954.4
AAC/CTA11057.5
HoxD9a/i HoxD10a/i70.7
HoxD9a/ii71.4
OMM502474.5
OMM108378.6
ACC/CTA9782.6
Omi96TUF/ii86.1
BX318599/i94.2
ACC/CTG16195.4

A
S-12

AS
-1

AS
-20

AS-14

AAG/CAT860.0
BX318599/i AGC/CTT101
ACT/CAC1422.0

OMM1080 OMM105318.7
sIDHP-3* BHMS234
OMM516420.8

A
S-20

AS
-14

RT-31f

Chromosome 3

Chromosome 23


