Supplementary Figure 1: Rainbow trout merged female genetic map depicting all
linkage groups numbered in sequence. The ‘f” suffix following the linkage group name
indicates it is a female map. Map distances are indicated as observed recombination
distances ( ® ) where 1% recombination = 1 cM. Homologous regions within rainbow
trout to their respective Atlantic salmon linkage groups are indicated to the right of each
linkage group. Rainbow trout chromosomes ranked according to size (Phillips et al.
2006) are indicated below each linkage group designation.
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