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CJF140 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJF143 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACACTTAACC 359
CJF142 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJr147 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJFl44 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJF145 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJF1l46 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
CJF148 TAATGCTCTTCCTCTAACAAGCCACCTAACTATGAATGGTTACAGGACATACATTTAACC 359
Indigenous TCATGTTCTTCCCCCAACAAGTCACCTAACTATGAATGGTTACAGGACATACATTTAAC- 359
GenBank TCATGTTCTCCCCCCAACAAGTCACCTAACTATGAATGGTTACAGGACATACATTTAAC- 356
CJFrl41l TCATGCTCTTCCCCCAACAAGTCACCTAACTATGAATGGTTACAGGACATACATTTAAC- 359
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CJF140 TTAATGCTCCTCCCCTGACAGGTCACCTAACTATGAATGGTCACAGGACATACCCTCCAA 419
CJF143 TTAATGCTCCTCCCCTGACAGGTCACCTAACTATGAATGGTCACAGGACATACCCTCCAA 419
CJF142 TTAATGCTCTTCCCCTGACAGGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
CJF147 TTAATGCTTCTCCCCTGACAGGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
CJF1l44 TTAATGCTCCTCCCCTGACAAGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
CJF145 TTAATGCTCCTCCCCTGACAAGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
CJF1l46 TTAATGCTCCTCCCCTGACAAGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
CJF148 TTAATGCTCCTCCCCTGACAAGTCACCTAACTATGAATGGTTACAGGACATACCCTCCAA 419
Indigenous =  —---mmommo oo oo TACC-—-—--- 363
GenBank = 0—-----------o—————— oo TACC------ 360
CIFL41 mmmm e e e e TACC------ 363
****T
CJF140 TCCCTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF143 TCCCTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF142 TCCCTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF147 TCCCTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF1l44 TCCTTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF145 TCCTTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF1l46 TCCTTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
CJF148 TCCTTATGTTCTAACCCATTTGGTTATGCTCGTCGTATCAGATGGATTTATTGATCGTTC 479
Indigenous = ----- ATGTTCTAACCCATTTGGTTATGCTCGCCGTATCAGATGGATTTATTGATCGTCC 418
GenBank = ----- ATGTTCTAACCCATTTGGTTATGCTCGCCGTATCAGATGGATTTATTGATCGTCC 415
cJrl41r --=-- ATGTTCTAACCCATTTGGTTATGCTCGCCGTATCAGATGGATTTATTGATCGTCC 418
hhkkkhkkhkhkkhkhhkhhkkhkhhkhhkhkhhkhhkkhkhkdhx khhkdkhhkhkhkdkhhhkhdkrdhkhkdkrdhkhhhx *
CJF140 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF143 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF142 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF147 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF144 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF145 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF1l46 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
CJF148 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 539
Indigenous ACCTCACGAGAGATCAGCAACCCCTGCTTGTAATGTACTTCATGACCAGTCTCAGGCCCA 478
GenBank ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 475
CJF141 ACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTTCATGACCAGTCTCAGGCCCA 478

KAk KA hhhhhkhkhhkhkhkhkhhhhhhhhhhhdhkd dhhhhhhhhhhhhhhhhhhhhhkhkhkhkhkhkkkkx*%

Figure S1 The alignment of mitochondrial D-loop sequences of Sri Lankan Indigenous
Chicken (IC), nine Ceylon Junglefowl and GenBank sequence of domestic chicken
(accession number NC_001323). Note that Ceylon Junglefowl has 62 bp in two
insertions at positions 356 (51 bp) and 360 (11bp) (position number is according to
NC_001323) as indicated by arrows. Also note that the there is a 3 bp difference in
numbering of GenBank sequence and IC sequence. This difference is due to three
additional repeats of C found in all IC sequences at position 49 (not shown in the
figure).
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Sequence Position (according to GenBank Accession NC 001323)

Table S1a. Haplotypes and substitution sites in the D-loop region (between 1-613 bp) of mtDNA of indigenous Chicken. Horizontal dotted lines

separate haplogroups A-F, respectively.
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GenBank
SLvtHap1
SLvtHap2
SLvtHap3
SLvtHap4
SLvtHap5
SLvtHap6
SLvtHap7
SLvtHap8
SLvtHap9
SLvtHap10
SLvtHap11
SLvtHap12
SLvtHap13
SLvtHap14
SLvtHap15
SLvtHap16
SLvtHap17
SLvtHap18
SLvtHap19
SLvtHap20
SLvtHap21
SLvtHap22
SLvtHap23
SLvtHap24
SLvtHap25
SLvtHap26
SLvtHap27
SLvtHap28
SLvtHap29
SLvtHap30
SLvtHa
SLvtHap32
SLvtHap33
SLvtHap34
SLvtHap35
SkvtHa
SLvtHap38
SLvtHap39
SLvtHap40
SLvtHap41
SCviHap42 = ™~ T~




Table S1b. Haplotypes and substitution sites in the D-loop region (between 1-675 bp) of mtDNA of Ceylon Junglefowl

Sequence position

(according to GenBank Accession NC _007239)

FRASERIIIICRRIIISISIEZSS
GenBank CCTCCATTTTCCTACTCTGTT
SLVtCJFHap1ToC-o.CC-...C.T..C.CC
SLvtCJFHap2 * ¢« ¢« ¢« « GC ¢ ¢« « T+ + «TC-C=+CC
SLVICJFHap3 T ¢ ¢ ¢« ¢ ¢« ¢ ¢« C e T e C e+ T+ o o ¢ «C
SLViCJFHap4 ¢ ¢« ¢« T ¢ ¢ ¢« « C« TTCGT  «TC =+ +«C
SLVICJFHap5 T T ¢ ¢ ¢ ¢ o ¢ ¢« CT o ¢ o o o ¢« CA . »
SLVICJFHap6 * T ¢ ¢« T o o o o ¢« T o o o« T o o CA ¢ o«
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