Table 5. Type I MADS domain sequences

« MADS Donai n
B ) PR O Y R I N Y e T
5 15 25 35 45 55
SEP1 MGRGRVELKR | ENKI NRQVT FAKRRNGLLK KAYELSVLCD AEVALI | FSN RCGKLYEFCSS
SEP2 MGRGRVELKR | ENKI NRQVT FAKRRNGLLK KAYELSVLCD AEVSLI VFSN RCGKLYEFCST
SEP3 MGRGRVELKR | ENKI NRQVT FAKRRNGLLK KAYELSVLCD AEVALI | FSN RCGKLYEFCSS
AGL3 MGRGKVELKR | ENKI NRQVT FAKRRNGLLK KAYELSVLCD AEl ALLI FSN RCGKLYEFCSS
AGL13 MGRGKVEVKR | ENKI TRQVT FSKRKSGLLK KAYELSVLCD AEVSLI | FST GGKLYEFSNV
AGL6 MGRGRVEMKR | ENKI NRQVT FSKRRNGLLK KAYELSVLCD AEVALI| | FSS RGKLYEFGSV
CAL MGRGRVELKR | ENKI NRQVT FSKRRTGLLK KAQEI SVLCD AEVSLI VFSH KCGKLFEYSSE
AP1 MGRGRVQLKR | ENKI NRQVT FSKRRAGLLK KAHEI SVLCD AEVALVWWFSH KGKLFEYSTD
FUL MGRGRVQLKR | ENKI NRQVT FSKRRSGLLK KAHEI SVLCD AEVAL| VFSS KGKLFEYSTD
AGL79 MGRGRVQLRR | ENKI RRQVT FSKRRTGLVK KAQEI SVLCD AEVALI VFSP KGKLFEYSAG
FLF MGRKKLEI KR | ENKSSRQVT FSKRRNGLI E KARQLSVLCD ASVALLWSA SCKLYSFSSG
SHP1 LGRGKI El KR | ENTTNRQVT FCKRRNGLLK KAYELSVLCD AEVALVI FST RGRLYEYANN
SHP2 | GRGKI El KR | ENTTNRQVT FCKRRNGLLK KAYELSVLCD AEVALVI FST RGRLYEYANN
AG SGRGKI El KR | ENTTNRQVT FCKRRNGLLK KAYELSVLCD AEVALI VFSS RGRLYEYSNN
AG.11 MGRGKI El KR | ENSTNRQVT FCKRRNGLLK KAYELSVLCD AEVALI VFST RCGRLYEYANN
AGL12 MARGKI QLKR | ENPVHRQVT FCKRRTGLLK KAKELSVLCD AEI GWI FSP QGKLFELATK
AGL70 MGRRKVEI KR | ENKSSRQVT FSKRRKGLI E KARQLSI LCE SSI AWAVSG SCKLYDSASG
MAF2| MGRKKVEI KR | ENKSSRQVT FSKRRNGLI E KARQLSI LCE SSI AVLWSG SGKLYKSASG
MAF1 MGRRKI El KR | ENKSSRQVT FSKRRNGLI D KARQLSI LCE SSVAVWWVSA SGKLYDSSSG
MAF5I MGRRRVEI KR | ENKSSRQVT FCKRRNGLME KARQLSI LCG SSVALFI VSS TGKLYNSSSG
MAF4| MGRRKVEI KR | ENKSSRQVT FCKRRNGLME KARQLSI LCE SSVALI | | SA TGRLYSFSSG
AG17 MGRGKI VI QK | DDSTSRQVT FSKRRKGLI K KAKELAI LCD AEVCLI | FSN TDKLYDFASS
AGL21 MGRGKI VI QR | DDSTSRQVT FSKRRKGLI K KAKELAI LCD AEVALI | FSS TGKLYDFASS
ANRL MGRGKI VI RR | DNSTSRQVT FSKRRSGLLK KAKELSI LCD AEVGVI | FSS TCGKLYDYASN
AGL16 MGRGKI Al KR | NNSTSRQVT FSKRRNGLLK KAKELAI LCD AEVGVI | FSS TCGRLYDFSSS
AGL15 MGRGKI El KR | ENANSRQVT FSKRRSALLK KARELSVLCD AEVAVI VFSK SCGKLFEYSST
AG.18 MGRGRI El KK | ENI NSRQVT FSKRRNGLI K KAKELSI LCD AEVALI | FSS TGKI YDFSSV
SVP MAREKI QI RK | DNATARQVT FSKRRRGLFK KAEELSVLCD ADVALI | FSS TCKLFEFCSS
AGL24 MAREKI Rl KK | DNI TARQVT FSKRRRA FK KADELSVLCD ADVALI | FSA TGKLFEFSSS
AG.19 MVRGKTEMKR | ENATSRQVT FSKRRNGLLK KAFELSVLCD AEVALVI FSP RSKLYEFSSS
AGL14 M/RGKTEMKR | ENATSRQVT FSKRRNGLLK KAFELSVLCD AEVALI | FSP RCGKLYEFSSS
SOC1 MRGKTQWKR | ENATSRQVT FSKRRNGLLK KAFELSVLCD AEVSLI | FSP KGKLYEFASS
AG.72 MVRGKI El KK | ENVTSRQVT FSKRRSGLFK KAHELSVLCD AQVAAM FSQ KCGRLYEFASS
AGL71 MVRGKI El KK | ENVTSRQVT FSKRRSGLFK KAHELSVLCD AQVAAI VFSQ SCRLHEYSSS
AGL42 MVRGKI EMKK | ENATSRQVT FSKRRNGLLK KAYELSVLCD AQLSLI | FSQ RGRLYEFSSS
PI MGRGKI El KR | ENANNRVWWT FSKRRNGLVK KAKEI TVLCD AKVALI | FAS NGKM DYCCP
AP3 MARGKI QI KR | ENQTNRQVT YSKRRNGLFK KAHELTVLCD ARVSI | MFSS SNKLHEYI SP
TT16 MGRGKI El KK | ENQTARQVT FSKRRTGALI K KTRELSI LCD AHI GLI VFSA TGKLSEFCSE
AG.63 MRKGKRVI KK | EEKI KRQVT FAKRKKSLI K KAYELSVLCD VHLGLI | FSH SNRLYDFCSN
AGL104 MGRVKLEI KR | ENTTNRQVT FSKRRNGLI K KAYELSI LCD | DI ALI MFSP SDRLSLFSGK
AGL66 MGRVKLEI KR | ENTTNRQVT FSKRRNGLI K KAYELSI LCD | DI ALLMFSP SDRLSLFSGK
AG.67 MGRVKLELKR | EKSTNRQ T FSKRKKGLI K KAYELSTLCD | DLALLMFSP SDRLCLFSGQ
AGL94 MGRVKLKI KK LON YTKRRHG MK KAKELSI LCD | DWLLMFSP M3KASI Cl &K
AGL30 MGRVKLKI KK LENTNGRQST FAKRKNG LK KANELSI LCD | DI VLLMFSP TGKAAI CCGT
AG.65 MGRVKLKI KR LESTSNRQVT YTKRKNG LK KAKELSI LCD | DI VLLMFSP TGRATAFHGE
> < | Region
o P e R Y R I P I P R
65 75 85 95 105 115

SEP1 SN ---eeee e M LKTLDRY(QK- --CSYGSI EV NNKPAKEL-- ----------
SEP2 SN - - e e M LKTLERYQK- --CSYGSI EV NNKPAKEL-- ----------
SEP3 SS-------- —ee-e--- M LRTLERY(QK- -- CNYGAPEP NV- PSREALA VE--------
AGL3 PS-------- -G------ M ARTVDKYRK- - - HSYATMDP NQ SAKDL-- ----------
AG.13 G-------- meeee--- - V GRTI ERYYR- --CKDNLLD- ND- TLEDT-- ----------
AGL6 G-------- --------- I ESTI ERYNR- --C- YNCSLS NNKPEETT-- ----------
CAL SC------- seeeeo--- M EKVLERYER- -- YSYAERQL | A-PDSHVNA Q --------
AP1 SC------- aeee--- - M EKI LERYER- -- YSYAERQL | A- PESDVN- ----------



FUL
AGL79
FLF
SHP1
SHP2
AG
AGL11
AGL12
AGL70
MAF21
MAF1
MAF5|
MAF4|
AGL17
AGL21
ANRL
AGL16
AGL15
AGL18
SVP
AGL24
AGL19
AGL14
SCOC1
AGL72
AGL71
AGL42

AP3
TT16
AGL63
AGL104
AGL66
AGL67
AGL94
AGL30
AGL65

SCwmmmmmn e M ERI LERYDR- - - YLYSDKQL VGR- - DVSQS ----------
SS-cmee oo M ERI LDRYER- - - SAYAG QD | PTPNLDSQ - - --------
DN - mmmmm mmmem L VKI LDRYGK- - - QHADDLKA L----- -~ =-=-=-=nn-
S e V RGTI ERYKK- - - ACSDAVN- PPSVTEANT- - ---------
S mmen i V RGTI ERYKK- - - ACSDAVN- PPTI TEANT- - ---------
Scmmen e V KGTI ERYKK- - - Al SDNSN- TGSVAEI NA- = - --- -~ -~
Necmmmmmmm e | RSTI ERYKK- - - ACSDSTN- TSTVQEI NA- - ---------
e M EGM DKYMK- - - - CTGGGRG SSSATFTAQE QLQPPNL- - -
5 M SKI | DRYEI - - - HHADELKA L----=--- ---c=-=---
DN - mmmmm e M SKI | DRYEI - - - HHADELEA L-------- --=-=-=---
5 » N | SKI | DRYEI - - - QHADELRA L--------- --ccemem--
DS -mmn e M AKI | SRFKI = - - QQADDPET L-----=-=- =-=-=-=---
DS -mmm e M AKI LSRYEL- - - EQADDLKT L-------=- =---=-=---
S mmei i V KSTI ERFNT- - - AKVEEQEL MNPASEV- - - - <= -------
S cmmen e M KSVI DRYNK- - - SKI EQQQL LNPASEV- -~ - -----=---
SS cmmmn e M KTl | ERYNR- - - VKEEQHOL LNHASE| - -~ ----=-=---
S e i M KSVI ERYSD- - - AKGETSSE NDPASE! - - - - ---------
G ommmmmmn e M KQTLSRYGN - - HQSSSASK A- -~~~ - == ==~~~
Commmmmme s M EQ LSRYGY- - - TTASTEHK QQREHQLLI C ASHGNEA- - -
S meen i M KEVLERHNL- - - QSKNLEKL DQPSLELQ - ----------
Re-mmmmmmn mmmmemes M RDI LGRYSL- - - HASNI NKL MDPPSTHL- - - ---=-----
S cmmene e | AATI ERYQR- - - RI KEI GNN HKRNDNS- - = - - - -~~~
SS- e e oo | PKTVERYQK- - - Rl QDLGSN HKRNDNS- - - - ---------
Nemmmmmmmm e M QDTI DRYLR- - - HTKDRVST KPVSEENM - - ---------
Docemmmen e | RNTI KRYAE- - - YKREYFVA ETHPI EQYV- ----------
o S M EKI | DRYGK- - - FSNAFYVA ERPQVERYL- - ---------
5 M QKTI ERYRK- - - YTKDHETS NHDSQ HL-- ----------
SM------- Dee-e- L GAMLDQYQK- --LS- G KKL VDAKH: ---- ----=-=---
NT--ooo- i T KEI VDLYQT- --1S-D VDV WATQY- <=~ -=--comemx
fo NN “Reo--m-n- M PQLI DRYLH --TN-G LRL - PDHHDDQ - - ---------
] “Seeenn- M ENLI MRYQK- - - EKEGQTTA EHSFHSDQCS - - - - - - - - - -
TR cccemmm e | EDVFSRFINL PKQERESALY FPDQNRRPDI QNK- - - - - - -
TRFFVTFSLD TSI FLI KNER SKLTFQGFNR FSKDI P- LI L FPDQSRRPYl SRAKRYVI RL
TR-------- mmmeme o | EDVLARYI NL PDQERENAI V FPDQSKRQG K-------
HS-------- --------- I GEVI AKFAQL SPQERAKRKL ENLEALRKTF MKANHD- - - -
RR-------- - CFSFESSEL EENFPKVGSR CKYTRI YSLK DLS------- ----------
HR-------- - YNYQNHSYA LKKTFKKLDH DVNI HDFLGA RNQTI E---- ----------
> 4 K Domai n
P e R Y T T Y TR R P
125 135 145 155 165 175

------ ENSY REYLKLKGRY EN-LORQORN LLGEDLGPLN SKELEQLERQ LDGSLKQVRS

------ ENSY REYLKLKGRY
------ LSSQ QEYLKLKERY
------ QDKY QDYLKLKSRV
------ QGLR QEVTKLKCKY

------ QSWC QEVTKLKSKY
------ TNWS NEYSRLKAKI

------ TNWS MEYNRLKAKI
------ ENVW LEHAKLKARV
------ GECS TECSKLLRM
------- DHQ SKALNYGSHY

------ AYYQ QESAKLRQ
------- DPK DEI NVLKGEI
------- DLA EKI RNYLPHK
------- DLA EKTRNYLPLK
------- DLE EKI QNYLPHK

EN- LORQORN
DA- LORTQRN
El - LOHSQRH
ES- LLRTHRN
ES- LVRTNRN
EL- LERNQRH
EL- LERNQRH
EV- LEKNKRN
DV- LQRSLRH
EL- LELVDSK
RD- | QNSNRH
RD- | ONLNRH
| S- 1 ONSNRQ
QT- | QNSNRN
EM LOKG SY
EL- LEI VQSK
EL- LEI VQSK
EL- LETVQSK

LLGEDLGPLN
LLGEDLGPLS
LLGEELSEMD
LVGEDLEGVSB
LLGEDLGEMG
YLGEELEPMS
YLGEDLQAMS
FMGEDLDSLS
LRGEEVDGLS
LVGSNVKNVS
| VGESLGSLN
| LGESLGSLN
LMGETI GSMB
LMEDSLSSLS
MFGGGDGAWN
LEESNVDNVS
LEESNVDNAS
LEEPNVDNVS

SKELEQLERQ LDGSLKQVRC
TKELESLERQ LDSSLKQ RA
VNELEHLERQ VDASLRQ RS
| KELQTLERQ LEGALSATRK
VKELQALERQ LEAALTATRQ
LKDLONLEQQ LETALKHI RS
PKELONLEQQ LDTALKH RT
LKELQSLEHQ LDAAI KSI RS
| RDLQGVEMY LDTALKKTRS
| DALVQLEEH LETALSVTRA
FKELKNLEGR LEKG SRVRS
FKELKNLESR LEKG SRVRS
PKELRNLEGR LERSI TRI RS
VKELKQVENR LEKAI SRI RS
LEELLLLEKH LEYW SQ RS
VDSLI SMEEQ LETALSVI RA
VDTLI SLEEQ LETALSVTRA
VDSLI SLEEQ LETALSVSRA



SEP1
SEP2
SEP3
AGL3
AGL13
AGL6
CAL
AP1
FUL
AGL79
FLF
SHP1
SHP2

AGL11
AGL12
AGL70
MAF21
MAF1
MAF5|
MAF4|
AGL17
AGL21
ANRL
AGL16
AGL15
AGL18
SVP
AGL24

------ KFWQ

—————— EEDC
------ VLRN

DKTQDYLSHK
EKTLNYLSHK

REVASLQQQL
| VTLEKYAYS
AEVDI LKDQL
DDSMK- - GEL
SDHARVBKE|
CNLSRLSKEV
DETSGLTKK
DETYGLARK
YEAANMVKK
KEMVTMVKK
MEI DRMVKK
QEASHM TKI
NEI DRI KKEN
ETKRKLLETN
HEMELLRRET
- TKESMVRE
Rl LQQLKTEN
RTLQQLKAEN
RTLEKLKI ED
KFLDRI STPT
| LQARI SEI H
HL- RFMNFLG

EL- LEI VQRK | EEAKGDNVS
EL- LETI QCK | EEAKSDNVS
HS- LENYRQ LTGVELNGLS
HA- LQENHRQ MMGEQLNGLS
QY- LQECHRK LVGEELSGWN
EE- L- VLDRQ MVCGEELSGLS
SK- LQEKHLQ LOGKGLNPLT
ER- LQLAI ER LKGKELEGVB

AD- KSHRLRQ
ED- KTKQLRK
EQ LEI SKRK
EH- LEI STRK
EQ LEASKRK
EV- LEVHNRK
DL- LEVHHRK
EL- LEFHKRK
DS- LQLELRH
RN- LRTQ KQ
CN- LELRLRP
EN- LKLNLQL
DI ALQUTNPA
DI ALQLLYNY
DVALQ NI DF
VE- VCTTTMM
GR- LSYWITEP
YFLLSCWINI

MRGEELQGLD
LRGEDLDGLN
LLGEG DACS
MMVGEGL DASS
LLGEG GTCS
MMVGQSLDSCS
LLGQGLDSCS
LLGQG ASCS
LKGEDI QSLN
RLGECLDELD
FHGHDLASI P
YDGHGLNLLT
Al'NSDVEELE
VI CNNSEELE
GVEMEQQLEN
LI NDSEVSSN
DKI NNVEHLG
DRI ENTEHLD

185
| KTQYMLDQL
| KTQYM.DQL
LRTQFM.DQL
TKARSM.DQL
QKTQVMVEQM
RKTQVMVEEM
RKNQLMNESL
RKNQLMYESI
RKNQAVFESI
RKNQLMVESI
KKTELM_KLV
KKNEL LVAE!
KKHEM_VAE!
KKNEL LFSE]
KKHELLLVE!
AKVDVM_GE!
KKTEL MVEDM
RKTELMVGEV
RKAELMVEYI
RKTELLMELV
RKTELMVELV
KREQ LTNEI
RKEQLLTCE!
KKDQLMTNE!
KKDQMLI EEI
RKERLLTNQL
QKTQ LLNQ
TKSDKI MSEI
KKGECVMSQ

195
SDLONKEQWL
SDLQGKEHI L
NDL QSKERM.
SDLKTKEEM.
EEL RRKEREL
EDLRKKERQL
NHL QRKEKEI
NEL QKKEKAI
SAL QKKDKAL
AQLOKKEKEL
ENLKEKEKM.
EYMQKRENEL
EYMXRE! EL
DYMXKREVDL
ENAQKREI EL
QSLRNKEGVL
KSLQEREKLL
KSLQKTENLL
ESLKEKEKLL
KNL QDKEKLL
KTHQEKEKLL
KELTRKRNLV
QEL SQKRNLI
RELNRKGQ |
QVLNREGNLY
EESRLKEQRA
ERSRI QEKKA
SELQKKGMIL
FSLEKRGSEL

ool
205
LETNRALAMK
L DANRAL SMK
TETNKTLRLR
LETNRDLRRK
GDI NNKLKLE
GDI NKQLKI K

LA--------

C term nal

| ESLI SMEEQ LKSALSVI RA
| DCLKSLEEQ LKTALSVTRA
VKELQNI ESQ LEMSLRG RM
VNELNSLENQ | EI SLRG RM
ANDLQNLEDQ LVTSLKGVRL
VEALONLENQ LELSLRGVRM
FKELQSLEQQ LYHALI TVRE
FPDLI'SLENQ LNESLHSVKD
| EELQQLEKA LETGLTRVI E
LEELQRLEKL LESGLSRVSE
| EELQQLENQ LDRSLSRI RA
| EELQQLENQ LDRSLMKI RA
| EELQQ EQQ LEKSVKCI RA
VKELSEI ATQ | EKSLHWRL
VTELQEI DTQ | EKSLRI VRS
LEELQEI DSQ LQRSLG - - -
LKNLMAVEHA | EHGLDKVRD
| QELRRLEDE MENTFKLVRE
PNELDGLERQ LEHSVLKVRE
YDELLSFELH LESSLQHARA
HE- VCRLQQQ LQ - MA- - - -
HE- VYKLQQQ LL- - MA- - - -
FS- WRTDEN M\ - VP - - -
SFRDTG FRC LAKKSDSY- -
QLEI S- | RS LDQ LRAH- -
LLEES- LRKS | ER- | Q H- -

region

e I
225 235

QEENSMLTKQ | K- - - - - - - -
QEQNSMLSKQ | K- - --- - - -
QDFNNSLLKK | K- - - - - - -
KELKKQUTKK VK- - - - - - - -
KEENQVLASQ ME-- - - - - - -

------ D-G
------ D--S
------ D--H

-M----GWR
-M----GWR
YOM - - - P-L
DAAL- - - T- -
DFK-------

—————— TEGH AFK----T--

______ E___
______ E___
—————— E--R

--R---E-N
--R---EK
EKK-- - - T- -

QHNNMYLRAK
QNDNMYLRSK
HNDNQ LRAK
DNENI YLRTK
KNTNKYLLDK

| EENQI LASQ VG-
REENQTLASQ VG

REENQVLASQ
KEKNKVLASE
REENGSLTNQ
HHENLEL SRK
HQENL DLSRK

Ll--------

———————— KM

KM - - - K- -

QRKENHELQNI

HQENLDLHKK WN- - ------

ELENETLRRQ VQ - - ---- -
LEENQ LRKQ V---------
MDENKRLRQQ

VDENKRLRDK LE--------

“EM-G - - -



SEP1
SEP2
SEP3
AGL3
AGL13
AGL6

AP1
FUL
AGL79
FLF
SHP1
SHP2

AGL11
AGL12
AGL70
MAF21
MAF1
MAF5I
MAF4|
AGL17
AGL21
ANRL
AGL16
AGL15
AGL18
SVP
AGL24
AGL19
ACGL14
SCOC1
AGL72
AGL71
AGL42
Pl

AP3
TT16
AGL63

KKYQLLREEI
KKYQLLREET
RKTQVFKEQ
RKAKL YEDEL
RKAEL YADQL
- KAQLFKEQL
HQVEI LI SK-
RKFKSLGNQ

RKNEL MQQQL

RKSEFMHOQQ QQ QTDQKLK GKEKGQGSSW EQ-

------ EEEL
------ EEEL

EKLKAEERNL
EKLKEKERNL
EQLKQKEKAL
QKLKAKEREL
KKLKEKEREL
EKLKAKEKQL

VKENKDLKEK WL- - - - - - - -
| AENKMLNVEK CE--------
AAENEKLSEK WG - - - - - - -
KDERVRLSLK KT--------
LNE- - RKRLL EE--------
LEENVKLHQK NV- - - - - - - -

- - - RRNEKMM AEEQRQLTFQ LQ--------
ETTKKKNKSQ QDI QKNLI HE LE--------
ENLSRKRRML EEDNNNMYRW LH- - - - - - - -

RRYEPDP- - |
MKYEPDP- - |

RFTTMEEYEV SE- - KQLLDT LTHVWQRRDH LMSN- HLSSY
RFTTMEEYET CE- - KQLMDT LTRVNQRREH | LSQDQLSSY
------ EEED PNLQLHH - M YKDI TCSASS AL--------
------ WDV DNl DSVD- -V LQQLEHSLRQ SLAQ YGRKA SMPQRQUQQL MSSQ CKNQT
------- KMQ DGl - Q P--L EQQLQSMBW LN--------

_______ GNY SGLF- SKSSD

------- KEH YRK- NQL-- L PI'ECAFHSG QLPMFGSYPG YFGT------ --=--=----
o ool vl el oo
245 255 265 275 285 295

SHHMGG- - WE GGEQ- - - - - - - NVTYAHHQA Q SQGL-YQP ---------- LECNPTLQVG

HHHI GGG VE GGDQQ- - - - - - NI AYGHPQA H SQGL- YQS - --=------ LECDPTLQ G

QLNPNQEEVD HYGRH- - - - - - HHQQQQH- - - - SQAF- FQP - ---=----- LECEPI LQ G

----- QSFWG SSAAE SY Q SNPP- 1 QE A--------- GFFKP-LQ G

--GF-QDLLL NPVLTAG -- --CSTDFSL- Q STHQNYI'S D--------- CNLGYFYRLG

---F- QDLWA NSAASVAG - DPNNSEFPVE P- SHPN--VL D--------- CNTEPFLQ G

| LKTKQTQCE - - - - LNRSV DDVP- QPQPF Q - HPHLYM A -------- HQTSPFLNMG

| LRAQQEQWD - QQNQGHNMP PPLPPQRHQI Q - HP-- YM. S--------- HQPSPFLNMG

-- G - QREGQ LVQCSNSS- - - SVL- LPQYC VTS--=--=- ==--=--=-- SRDGFVERVG

- - DF- QTQNL SHDLASLATP PFESPHELRR TI S-P----- -=--=---- - - PPPPLSSG

<= N-- HHVGA EAEMEMS--- ----PAGQY S DNLP------ ==c-=con-- - VTLPLLN -

QQE--SSVI Q GTTVYES--- ----GVSSHD QSQH------ ==--=--=-- - YNRNYI PVN

QQE- - SSVI H QGTVYES- - - ---- GVTSSH Q8GQ - ---- ----=----- - YNRNYI AVN

“PS--1 SLMP GGSNYEQ - - - - - - LMPPPQ TQSQPF---- -=--=--=-- - DSRNYFQVA

<= Y-- QQHHH QWSGSE--- ----1NAI EA LASRN---=- -=--=--=-- YFAHSI MTAG

--N-- SI'LDA NFAVNET--- ----- NYSYP LTMP---=-- --c=cmemn- - - SEI FQF- -

--K--TFLVI EGDRGVB--- ----RENGSG NKVP----«- ==--zcmno- - ETLSLLK- -

--K--TFLVI EGDRGVB--- ----WENGSG NKVR------ ==--=--=-- - ETLPLLK- -

--N-- TLLAT DDERGVF--- ----PGSSSG NKI P------ ==-czcmuo- - ETLPLLN- -

--K--| LETG DERAVMS- - - - - - - PENSSG HSPP------ ==--=---- - ETLPLLK- -

- - K-- SVEAE DARANB---- ----PESSSD NKPP------ -=--z--z-- - ETLLLLK- -

--H - QENVE LYKKAYG - - ----TSNTNG LGHH--- - - - -- ELVDAVYE SHAQVRLQLS

--H - QENVE LYKKAY---- ----MANTNG FTHR: - - - - - -- EVAVADDE SHTQI RLQLS

| KL- - QKKVH GRTNA| EG-- ----NSSVDP | SNG---=-- =--=---- TT TYAPPQLQLI

--H - QQNVE LHEKVSE- - - ----VEGVKI ANKNSLLT-- --NGLDVRDT SNEHVHLQLS

- SF-- THYVP SYI KCFAI D- ----PKNALI NHDSKCS--- ------- LQN TDSDTTLQLG

-RG- - SGPKV LNERPQDSS- ----P----E ADPE------ -=----- SSS SEEDENDNEE

<=P--SLLIT NPFLLST--- ----1 NVHTP KFNP------ -=cczcmu-- QLSTTHVFDH

-~ E--RAKLT TLKEALE--- ----TESVTT NVSS------ ==coeconn- YDSGTPLEDD

-G -TATI A SSQSTLS--- ----SSEVNl DDN--=--=- ==--z---- MEVETGLFI G

--G-RO |G RISSSSS--- ----TSELDl DDNE------ -=--=--=-- MEWTDLFI G

--E-- SEVWA8 NKNQEST--- ----GRGDEE SSPS------ ==--=c-n-- SEVETQLFI G

<-T--HLOQV GERPMGM -- ----PSG -- SKEK----=- ==--=--=-- EDVETDLFI G

--M-HHSSK GNTEGGH -- ----R----- TKHS- - === mommemeoo SEVETDLFI G

<= P--WRGSS TDQQQEK--- ----YKV--- I DLN-=--=c =ocmeoonn- LEVETDLFI G

---------------- E--- MAI ASNARGM MVRDHDGQ - ---------- ------FGYR

------ AEDP HYGLVDNG - -G ---DYDS V-LGYQ E-- ---------- --GSRAYALR

---------------- A--- G DTKPGEYQ QFI EQLQCY- -=---=--=- ==--=---KP

--W- QAERQ MMTOQRQ - - - - - - KDPAPA NEGG - ---- ==--=--=--- --- VPFLR\G



AGL104
AGL66
AGL67
AGL94
AGL30
AGL65

SEP1
SEP2
SEP3
AGL3
AGL13
AGL6

AP1
FUL
AGL79
FLF
SHP1
SHP2

AGL11
AGL12
AGL70
MAF2|
MAF1
MAF5I
MAF4|
AGL17
AGL21
ANRL
AGL16
AGL15
AGL18
SVP
AGL24
AGL19
AGL14
SCOC1
AGL72
AGL71
AGL42
PI

AP3
TT16
AGL63
AGL104
AGL66
AGL67
AGL94
AGL30
AGL65

EAS- - TMQPN | GGPFVNDVV EGALPENGTN QTHLFDASAH
EASAL MGGPFGNDVV GGALTENGPN EAHLFDASAH

SNQLRELSSA MYEPLLQGSS
SAMYET- - - - ----LLQGSS

I LQ - KLETG S| PGTSADPN QQFSNLSFLN DQKLKQLAEW NLLG- SPADY YVSQ LEASY

El D- - AMGGN SSMQEAHSMS W.PDNDHQQT | LPGDSSFLP

HREMDGSI PV YSSCFFESTK

<= S--NTTNl VTEEHNS--- --| PQREVEC SAS------- -=-------- SSEPRFI| PH-
-------- &K SPEMTI PGQE TSF- LDELNT GQ - LKQDTS SQQQFTNNNN | TAYNPNLHN

R T e I e N A RIS IR (PP BRI PP

305 315 325 335 345 355

YDNPVCS- E- - - Q TATTQA Q -------- ----AQPGNG YI P- G-~ ----------
YSHPVCS- E- - - QUAVTVQG Q - ------- ~---SQUONG YIP- GML-- -------=--
YQGQQDG M - - GAGPSV-- - -=--=-=x —co-a--- NN YM_- GALPYD TNSI - - - - - -
NVALQVESHY N----- HNPA N--- - - - ATN SATTSQNVNG FFP- GAWW- - - --------
FNN- - - - - - - <= TIVBKVKDL Re- === mmm mmmmmmmmom cooeomon e
FQQ------ --HYYVQGEG S------- SV SKSNVAGETN FVQ GW/L-- -=----=---
aAvYQ----- -- GEDQTAMR R------- NN LDLTLEPI YN Y- L- GCYAA- - ---------
AYQ----- - - EDDPMAMR - - - - - - - - ND LELTLEPVYN CNL- GOFAA- - ---------
GENGG - --- --ASSLTEPN S--------- <o LLPA-- ----- VWWLRP TTTNE-----
DTS- ---mn —em-- QRDGV G- ----- EV AAGTLI RRTN ATLPHWPQL TGE-------
LLEPN--=-- -=--- Q¥FSG Q------ DQ PP------ LQ LV--smmmme mmmamamee
LLEPN- - - -« ----- ONSSN Q- - - - - - - DQ PP------ LQ LV--mmmmme mmmeameme
ALQPNN- - - - - - HHYSSAGR Q ------ DQ TA------ LQLV--mmmme mmcamemee
SGS-----n- —-e-- GNGGS VS--- - - - DP DK------ KI LHLG === -« -=-c--=-=-
QPE------- - HYK T------- SS NS----mmmm mmmmemae e
QPE------- - HSDYD T------- PP RANE-- - - -« «=-c-cemcn cocomaooa-
QQP----- - APREK S--=--cnen —-om-- IRLG LQLS------ -==-=--=-=

------------- QHDHE T-------HS KAl QUNYFSF | A---c-mcn momememens
LPGEAHD- RR TNEGERESPS SDSVTTNTSS ETAERGDQSS LANSPPEAKR QRFSV- - - - -
HHSDTSL- Q. G - - - LSSTG YCTKRKKPKI ELVC-- - - - - DNSGSQVASD - - ------- -
TVeommmmmm oo R mmmmmmmmn mmmememe e e
£/ W TSLK L------- e T e
PPE----=-- -=---- TRQS K------- KE PPQN- - < === ==msomemcn comomaooa-
PPE------- ------ TRHF K------- KF PPSN- - - - = wmmmmmmee emeeeeae
LPC -----x -=--- SSRK- === == mmx emeeome eeeiai el
FLK- <= =mx memmn- NRP- - === = sos mmemeeome i aiioiooo-
LPV-cmmme memee- L
LP--comeme cemee- S
VQPl - cme e QPN -------- LQ ----- EKIMB LVID--=--- =--omcmnn-
FHQN- - - - - - - - - HHHYYPN - ----- HGLH APSASDI | TF HLLE------ -=--------
B YQQ -------- FL ----- EQQQQ QPNSVLQLAT LPSEI DPTYN
TTHR - - -=- === RSSPP -« -« === -- = somemi oo s oo

SSSNONN- M5 ECHVTNHNGE MFPEWAQAYS SSALFASMQ
SSSNONNI MG ESNVSNHNGD MFQEWAQAYN STTAHNPSTL
KPQl GGK- NN GASSETLPYV AVFDDPLYFW VNNGLFI | HL
PEDQ CS- NP GQOFEQLEQQ GNGCLGLQQL GEEYSYPTPF

DVNHHQTLPP PPLPLTLPHA QVYI PMNQRE YHVNGFFEAP

QHEGVGPSI E EMVPAQRSDI
FPPMOHQHGL VWDPNI EEI E
FSKLCYYWSC FADCF- - - - -
GTTLGVEEDQ EKKI KSEMEL

PPDSSAYNDN TNQTRFGSSS



AGL104 PG VTAETQV DHEVSDYETK VPQLSSQ - - === ----=n =mcmmmmcan —mmmemanos
AGL66 | PVMKKDAQA DHEVSDYDI R MPQLSSQ - = === ======= ===cmmmmon —omooomaos



425 435
SEPL  eeeememeen oo %
SEP2  eeememeen oo %
SEP3  eeememeen e %
YYc 1< N %
e TR N %
Y - N %
CAL e i %
s %
FUL  mmmmmeme e %
Y T T %
FLE  cememee e %
- %
SHP2 e e %
Y %
Y T %
e T %
AGL70 e eeeiooo- %
MAF2l  ceememeee oo %
e %
Y = e %
e %
.Y T T %
N T %
= %
AGLLE e eeeeooa- %
AGLL5 e eeeeeooo- %
AGL18 e e %
SVP e i %
AGL24 e el %
Y T %
Y T %
SOCL  eeeememeen e %
AGL72 e e %
Y T4 %
AGLA2 e e %
= %
2 %
TTI6  cmmemmeme emeemeooa- %
.Y - Xc U %
e TV %
AGLE6 e eeeeeoaa- -*
AGLE7 e e %
AGL94 MFGQTSYNQV CVFTPPLELS R*
P.Yc <10 J M A A -
AGLB5 e eeeeaa- %

The 5’ of agamous and related sequences has been excluded.



