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SUPPLEMENTARY DATA

Table S1. Primers (L: left and R: right) used for gRT-PCR analyses.

Gene Primer L/R
AUX/TAA 5-CTGGATGTTAGTTGGAGACGTCCCTTGG-3
Cig_768 5-GTGGCAGAACCTGAGACGTCCTTGGAG -3
B carotene 5-GCACGAGTCTCACCACCGACCCAGAG-3
'gg";’;yll"se 5-TCCAAGACCAGCACCAAAACATAGGC-3
Catalase 5-GATCCTGTTCGTCATGCTGAGCGCTAC-3
Crg_1024 5-GCGCCCAAGATCTGTATCTCTCTCCA-3
ERF-like 5-CGCATACATGGCTCCAAGGCTTTGCTC3
Crg 2757 5-CTGGGACAAAGGGAAGGCCGTCAC-3
ETR2 5-CTCATGAGGGAGAAGTTGGCCGAGC -3
Cig_4109 5-GCCTCCTCATCCCATCACTCATTACC-3
TPPA 5-CCGCAATGTAGATGAGAAGAGTTGGCC 3
Ctg 4621

5- GTGACGGCCTTCCCTTTGTCCCAG -3




