Appendix 6. Weighted Genotype Prevalence in the US population, by Race/Ethnicity and by Age, Third National Health and Nutrition Examination Survey
(NHANES I1I), Phase 2 (1991-1994)

Non-Hispanic white

Non-Hispanic black

Mexican-American

Gene symbol ATt . Genotype Age (years) Age (years) Age (years)
(dbSNP ID)
12-19 20-39 40-59 > 60 12-19 20-39 40-59 > 60 12-19 20-39 40-59 =60
% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
ABCB1 151045642 cc 25.8 19.5,33.4 26.5 21.8,31.7 21.2 17.8,25.1 24.2 21.1,27.6 61.1 62.6 57.2,67.6 65.4 61.0,69.5 64.6 56.3,72.1 304 23.6,38.2 28.9 25.8,322 35.8 298,422 29.1 23.0,36.0
CcT 47.8 42.6,53.1 46.2 417,508 52.0 48.0,55.9 45.8 42.5,493 347 31.9 27.1,37.0 289 24.5,33.6 31.3 24.5,39.2 46.1 41.1,51.1 51.7 482,552 44.9 39.7,50.2 52.5 46.1,58.9
TT 263 204,332 27.3 225,328 26.8 23.6,30.2 30.0 26.6,33.5 42 5.6 42,74 5.8 39,85 4.1 26,64 23.5 15.8,33.5 19.4 177,212 19.4 15.7,23.7 18.4 12.6,26.0
ACE 154646994 DD 334 26.9,40.5 26.4 217,318 29.3 242,349 29.5 25.6,33.8 365 30.5,43.0 328 294,363 338 29.1,389 335 29.1,38.1 202 15.6,25.7 21.9 18.0,26.4 19.7 15.2,25.1 16.9 15.0,19.0
DI 48.0 37.0,59.1 52.8 46.1,59.5 52.0 45.6,58.4 50.8 46.4,553 49.7 42.4,57.0 511 48.2,54.1 48.5 44.1,53.0 47.8 40.5,55.1 53.1 48.6,57.6 50.6 46.7,54.6 533 472,593 53.6 46.9, 60.1
11 18.7 12.5,27.0 20.7 17.0,25.0 18.7 14.6,23.6 19.6 16.6,23.0 13.8 103,183 16.1 13.2,194 17.6 14.6,21.0 18.8 14.1,245 26.8 21.6,32.7 27.5 23.8,31.5 27.0 21.3,33.6 29.5 233,365
ADH1B 151229984 AA 0.4 0.1,3.1 0.2 0.0,1.5 0.0 NA 0.2 0.1,0.7 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.1 0.0,0.7 0.1 0.0,0.7 0.0 NA 0.2 0.0, 1.4
AG 11.4 7.9,16.2 8.2 6.3,10.5 8.5 5.8,12.2 9.8 7.7,12.4 2.4 14,42 2.9 1.3,6.1 35 1.6,7.8 1.1 0.3,4.0 11.9 9.2,15.2 10.1 7.9,12.9 10.7 7.8,14.5 12.0 7.9,17.9
GG 88.2 82.8,92.1 91.7 89.3,93.5 915 87.8,94.2 90.0 87.5,92.0 97.6 95.8,98.6 97.1 93.9,98.7 96.5 92.2,98.4 98.9 96.0, 99.7 88.0 84.7,90.7 89.8 87.1,91.9 89.3 855,922 87.8 82.0,91.9
1517033 AA 86.9 81.6,90.8 83.7 80.8, 86.2 81.6 78.4,84.4 85.4 82.0,88.2 89.6 86.2,92.3 85.7 82.0,88.7 87.4 82.9,90.8 86.0 79.5,90.6 50.7 44.8,56.7 50.1 45.6,54.5 46.2 43.2,49.2 48.9 41.7,56.1
AG 12.9 9.1,17.8 15.7 12.9,18.9 17.3 14.6,20.4 139 114,169 9.1 6.9,12.0 13.9 10.9,17.5 12.6 9.2,17.1 12.5 8.2,18.6 38.1 315,452 41.6 37.1,46.3 43.9 40.1,47.7 41.0 35.7,46.5
GG 0.2 0.0,1.9 0.7 02,25 1.1 0.5,2.5 0.7 03,1.8 1.2 04,37 0.4 02,13 0.0 NA 1.5 04,6.4 1.1 8.1,15.1 83 6.0,11.2 9.9 7.2,13.6 10.1 6.5,15.4
152066702 cc 100.0 NA 98.9 97.1,99.6 99.3 98.0,99.8 99.2 98.4,99.6 62.0 58.0,65.8 63.0 59.2,66.5 66.7 62.8,70.4 64.8 55.8,72.9 97.6 93.1,99.2 98.6 97.6,99.2 98.3 96.1,99.3 98.1 96.4,99.0
CcT 0.0 NA 1.1 04,29 0.7 0.2,2.0 0.8 0.4,1.6 34.7 31.0,38.6 333 30.0,36.8 28.8 24.1,34.0 30.8 23.1,39.7 24 0.8,6.9 14 08,24 1.7 0.7,3.9 1.9 1.0,3.6
TT 0.0 NA 0.0 NA 0.0 NA 0.0 NA 34 1.6,7.1 3.7 24,57 4.5 27,72 44 20,92 0.0 NA 0.0 NA 0.0 NA 0.0 NA
ADH1C 51693482 AA 19.0 12.5,27.8 14.6 123,173 16.2 12.9,20.2 142 117,172 2.1 0.9,5.1 2.0 1.2,3.1 23 1.1,49 33 1.6,6.7 1.7 8.7,15.7 11.2 9.0,13.7 10.8 7.8, 14.6 10.4 6.9,15.4
AG 458 39.2,52.5 473 42.9,51.8 43.5 39.1,47.9 46.7 42.8,50.6 22.6 18.2,27.7 24.7 213,284 253 21.0,30.2 253 19.8,31.7 44.1 38.8,49.5 46.2 41.8,50.7 47.4 42.8,52.0 453 39.5,51.2
GG 352 28.1,43.1 38.1 324,440 40.3 33.9,47.0 39.1 358,425 75.2 69.8,79.9 734 69.5,76.8 724 67.3,76.9 71.4 645,774 44.2 38.7,49.9 42.6 38.8,46.5 41.8 37.2,46.6 443 374,514
15698 AA 339 263,424 36.7 31.8,41.9 38.8 321,459 385 353,418 745 69.1,79.2 732 69.3,76.8 71.5 66.2,76.2 703 63.4,76.3 529 472,586 48.4 45.0,51.9 41.7 43.8,51.5 48.6 41.4,559
AG 46.9 39.1,54.7 47.8 43.8,51.8 44.4 39.7,49.2 46.4 42.8,50.0 229 18.6,27.8 24.8 213,287 26.0 213,313 26.5 209,329 353 305,405 39.7 357,439 41.5 38.8,44.3 41.4 34.9,483
GG 19.3 12.6,28.3 15.5 12.9,18.6 16.8 13.6,20.5 15.1 12.6,18.0 2.6 1.2,5.6 1.9 1.2,3.1 2.5 1.1,5.7 33 1.6, 6.6 11.7 8.5,16.0 11.9 9.9,14.2 10.8 8.0, 14.6 10.0 6.9,14.2
ADRB1 151801252 AA 76.0 66.5,83.5 754 715,788 76.8 71.7,81.3 74.9 717,779 60.5 553,655 60.0 56.8,63.2 583 53.6,62.8 64.6 58.2,70.6 50.5 427,583 51.3 47.0,55.7 533 49.8,56.7 542 443,638
AG 21.8 154,299 22.1 18.9,25.8 21.8 17.5,26.7 222 19.1,25.8 34.8 30.0,40.0 33.8 29.7,38.1 36.4 31.9,41.0 324 26.4,39.0 40.0 332,472 41.0 373,449 39.6 359,434 384 29.8,47.8
GG 22 0.7,6.4 2.5 1.1,5.7 14 0.7,2.9 28 22,3.6 4.7 29,75 6.2 43,88 53 36,78 3.0 1.8,4.9 9.4 7.0,12.7 7.6 6.3,9.1 72 52,9.8 7.4 47,116
ADRB2 51042713 AA 18.1 13.8,233 15.6 11.9,20.1 159 12.6,20.0 14.1 12.2,16.2 24.6 19.4,30.6 25.0 22.6,27.5 25.5 20.2,31.6 248 20.5,29.8 17.3 127,232 13.9 124,155 183 152,21.8 14.9 11.0,20.0
AG 44.6 37.5,52.0 47.1 42.0,52.3 45.4 413,495 47.8 45.3,50.2 46.5 41.3,51.8 49.0 45.7,52.4 522 47.4,56.9 49.0 43.8,54.2 54.1 48.9,59.2 54.5 50.7,58.2 46.2 40.1,52.5 50.4 43.8,57.0
GG 37.3 30.6,44.5 37.3 322,427 387 344,433 382 34.8,41.7 29.0 22.3,36.6 26.0 22.7,29.6 223 18.0,27.4 262 20.6,32.7 28.6 249,326 31.6 27.9,35.6 355 31.1,40.2 34.6 285,414
151042714 cc 359 302,419 36.8 329,409 314 26.4,36.9 33.8 31.0,36.8 64.5 59.6,69.1 69.4 64.5,74.0 66.7 61.4,71.6 67.6 60.8,73.7 63.2 54.1,71.5 60.1 56.7,63.4 63.3 55.3,70.7 59.7 49.8,68.9
CG 43.6 37.7,49.7 453 41.7,49.0 49.4 44.4,543 49.7 46.2,533 311 26.1,36.6 26.5 222,314 29.8 25.1,349 30.6 242,379 33.0 26.3,40.6 36.2 333,392 326 26.3,39.6 342 269,422
GG 20.6 15.5,26.7 17.9 15.5,20.5 19.2 147,248 16.5 14.1,19.0 44 25,76 4.0 2.7,6.0 3.5 23,54 1.8 0.7,4.2 3.7 1.6,8.4 3.7 24,5.6 4.1 26,64 6.1 3.6,10.1
ADRB3 154994 cc 0.4 0.0,3.2 0.6 02,15 0.9 03,2.4 0.5 02,12 0.8 04,13 1.6 08,32 24 1.0,5.6 02 0.0, 1.4 4.1 24,70 24 1.5,3.7 24 13,43 24 1.5,3.9
CcT 1.2 6.5,18.7 129 9.8,16.8 132 9.6,17.9 11.5 10.1,13.2 20.8 16.4,26.1 20.0 16.9,23.6 204 16.1,25.4 21.7 18.1,25.7 314 257,378 26.4 21.9,31.5 282 25.1,31.6 253 20.5,30.8
TT 88.4 80.6,93.3 86.6 82.6,89.8 85.9 81.0,89.7 87.9 86.3,89.4 78.4 73.0, 83.0 784 74.3,82.0 773 72.6,81.3 782 74.3,81.6 64.5 58.8,69.7 71.2 65.9,76.0 69.4 66.6,72.0 72.3 66.6,77.3
ALAD 151800435 cc 0.8 02,35 0.5 0.1,2.5 0.5 02,1.4 0.6 02,19 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.4 0.1,3.5 0.3 0.1, 1.1 02 00,15 0.0 NA
CG 16.2 10.9,23.4 12.6 10.3,154 17.0 13.3,21.6 15.9 129,19.5 23 13,4.1 3.1 2.0,4.9 2.1 12,38 27 13,5.6 8.2 51,129 9.1 6.8,12.1 8.4 5.6,12.3 53 32,86
GG 829 75.5,88.5 86.9 84.0,89.3 82.5 77.7,86.4 83.5 79.8, 86.6 97.7 95.9,98.7 96.9 95.1,98.0 97.9 96.2,98.8 97.3 94.4,98.7 91.4 87.1,94.3 90.6 87.7,92.9 91.4 87.5,94.2 94.7 91.4,96.8
B9D2 151800468 AA 0.4 0.0,3.5 0.5 0.1,1.7 0.5 0.1,2.6 0.5 02,12 0.0 0.2 0.1, 1.0 0.0 NA 0.0 NA 0.0 NA 0.2 0.1, 1.1 0.6 0.1,4.3 0.0 NA
AG 12.4 8.0,18.9 15.9 12.5,20.1 13.1 9.8,17.3 14.2 123,164 5.0 5.5 39,7.9 5.6 35,89 49 29,83 7.6 51,111 8.8 7.2,10.7 9.3 67,129 10.2 7.0,14.7
GG 87.2 81.0,91.6 83.6 79.1,873 86.4 81.9,89.9 852 83.1,87.1 95.0 94.2 91.9,95.9 94.4 91.1,96.5 95.1 91.7,97.1 924 88.9,94.9 90.9 88.8,92.7 90.1 85.7,93.3 89.8 85.3,93.0
151800469 cc 50.2 42.9,57.5 47.3 423,524 49.6 44.6,54.6 43.9 40.9, 46.9 61.5 59.6 55.9,63.1 52.8 49.5,56.1 58.2 51.1,65.0 29.0 24.0,34.6 30.8 26.5,353 353 293,418 326 27.7,38.0
CcT 394 30.2,49.5 41.7 36.7,46.9 39.8 347,452 46.6 43.6,49.6 34.6 353 321,386 40.5 37.5,43.6 34.1 27.3,41.7 50.1 42.4,57.8 47.0 435,505 46.7 415,520 44.8 38.5,51.3
TT 104 59,175 10.9 8.5,13.9 10.6 88,12.8 9.6 78,117 39 5.1 3.6,7.2 6.6 4.4,10.0 7.7 52,111 20.8 16.3,26.3 223 19.7,25.0 18.0 15.5,20.9 22.6 17.0,29.2
CAPN10 153792267 AA 7.0 4.6,10.7 7.9 5.8,10.7 54 35,84 6.5 52,80 2.1 1.0,4.1 2.5 1.5,4.1 2.7 1.6,4.5 2.1 0.9,4.6 74 52,104 6.7 5.5,8.1 9.2 6.1,13.8 6.3 42,93
AG 350 274,433 378 33.7,42.1 383 324,446 39.5 348,443 283 23.8,33.3 27.1 234,312 27.0 225,320 28.8 22.7,35.7 44.7 39.1,50.4 39.2 36.9,41.5 375 313,442 39.6 34.9,445
GG 58.0 49.4,66.1 54.2 49.1,59.3 56.3 49.6,62.7 54.1 48.9,59.2 69.6 647,742 70.4 65.9,74.6 70.3 65.7,74.6 69.2 61.9,75.6 47.9 42.6,53.3 54.1 51.1,57.1 533 45.0,61.3 54.1 50.2,58.1




Non-Hispanic white

Non-Hispanic black

Mexican-American

Gene symbol « ;,;Nn:?;) . Genotype Age (years) Age (years) Age (years)
12-19 20-39 40-59 > 60 12-19 20-39 40-59 =60 12-19 20-39 40-59 =60
% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
CAT rs769214 AA 44.8 37.2,52.7 43.8 36.7,51.2 41.6 33.9,49.7 452 42.5,47.9 31.8 27.1,36.8 349 31.9,37.9 36.7 31.6,422 36.8 30.1,44.1 23.6 17.6,30.8 236 20.0,27.5 24.6 19.5,30.4 25.9 19.8,33.2
AG 46.1 40.8,51.5 44.0 37.5,50.8 46.9 41.1,52.7 438 41.1,46.5 53.0 46.0, 59.8 46.7 43.0,50.5 47.7 42.5,52.9 42.6 36.0,49.6 55.9 47.8,63.7 52.1 46.4,57.7 47.0 40.4,53.8 48.3 42.0,54.7
GG 9.1 52,154 12.2 94,156 11.6 75,173 111 95,128 152 11.9,19.3 18.4 15.0,22.4 15.6 12.2,19.6 20.5 15.8,26.2 20.5 17.1,24.4 243 21.2,27.8 28.4 23.2,343 25.7 21.9,30.0
CBS 844ins68bp ++ 1.2 03,45 0.4 02,12 0.2 0.0,0.9 0.5 0.2, 1.1 8.5 58,124 6.3 4.1,9.7 6.2 4.4,8.6 6.7 4.7,9.6 0.1 0.0,0.7 0.5 02,13 0.4 0.1,32 0.0 NA
+- 149 11.4,19.1 15.7 12.7,19.2 16.2 11.5,22.4 13.7 11.3,16.4 38.2 32.7,44.1 39.4 35.7,433 37.7 324,434 35.7 29.4,42.6 15.9 12.0,20.8 10.8 92,126 10.3 79,132 13.0 9.3,18.0
-- 83.9 79.2,87.8 83.9 80.3,87.0 83.6 77.5,88.3 85.9 83.2,88.2 533 46.2, 60.2 543 50.4,58.1 56.1 50.2,61.8 575 50.6,64.2 84.0 79.1,87.9 88.7 87.1,90.1 89.3 86.2,91.8 87.0 82.0,90.7
CCLS 1s2280788* cc 95.9 90.4,98.3 93.1 91.4,94.4 95.1 93.0,96.6 95.7 94.1,96.9 98.9 97.2,99.6 98.5 96.8,99.3 98.5 96.1,99.4 99.4 97.4,99.9 96.3 92.5,98.2 97.8 96.4,98.7 97.3 95.9,98.2 97.7 95.1,99.0
CG 4.1 1.7,9.6 6.7 54,83 4.7 32,70 4.0 3.0,54 1.1 04,28 1.5 07,32 1.5 0.6,3.9 0.6 0.1,2.6 3.7 1.8,7.5 22 13,36 2.7 1.8,4.1 23 1.0,4.9
GG 0.0 NA 0.2 0.0,0.8 0.2 0.0, 1.0 0.2 0.1,0.9 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA
CCR2 rs1799864 AA 0.4 0.1,23 1.5 0.6,3.9 1.2 0.5,3.0 1.1 05,28 12 04,37 2.0 1.3,3.1 14 05,39 1.7 08,34 35 2.0,6.1 5.1 35,74 4.9 2.3,10.0 3.0 14,64
AG 19.8 15.0,25.6 15.8 12.4,19.9 15.8 12.6,19.5 17.0 14.6,19.8 25.6 21.9,29.8 26.5 23.8,29.4 236 19.7,28.1 26.9 21.5,329 32.0 25.2,39.7 37.1 34.6,39.8 32.0 27.0,37.4 29.3 22.8,36.9
GG 79.8 73.7,84.7 82.7 78.5,86.2 83.0 79.0, 86.4 81.8 78.7, 84.6 732 69.0,77.0 71.5 68.6,74.2 75.0 70.2,79.1 71.5 65.3,77.0 64.5 56.8,71.5 57.8 54.5,61.0 63.1 58.9,67.2 67.6 60.0, 74.5
98.8,
CXCL12 rs169097 cc 98.6 95.0,99.6 99.8 100.0 99.2 98.5,99.6 99.6 98.7,99.9 67.5 62.0,72.6 68.2 62.6,73.4 69.5 63.7,74.8 68.0 61.6,73.7 96.9 94.8,98.2 98.2 96.3,99.2 98.4 97.6,99.0 99.1 98.0, 99.6
CT 1.4 0.4,5.0 0.2 0.0,1.2 0.7 03,15 0.4 0.1,1.3 29.7 25.0,349 28.0 23.6,32.8 29.0 23.7,35.0 308 25.3,37.0 3.1 1.8,52 1.8 0.8,3.7 1.6 1.0,2.4 0.9 0.4,2.0
TT 0.0 NA 0.0 NA 0.1 0.0,0.5 0.0 NA 2.8 1.5,5.1 38 24,60 15 09,25 1.2 0.3,4.8 0.0 NA 0.0 NA 0.0 NA 0.0 NA
CYP1A1 152472299 CcC 54.1 45.5,62.5 52.1 48.2,55.9 529 49.6,56.3 533 49.6,56.9 40.6 357,458 37.8 342,417 36.1 30.5,42.0 36.1 28.6,44.3 53.5 46.8, 60.1 538 50.6,57.0 56.4 48.6,63.9 49.0 43.1,55.0
CT 372 29.9,452 38.5 35.1,42.1 374 33.5,41.6 378 34.1,41.6 48.8 43.8,54.0 48.0 43.9,52.2 46.5 41.6,51.4 47.7 384,572 38.1 324,441 385 35.8,41.3 382 30.5,46.4 43.9 377,503
TT 8.7 6.1,12.3 9.4 6.8,12.8 9.6 7.2,12.6 9.0 7.5,10.7 10.5 7.8,14.1 14.1 114,175 17.5 13.6,22.1 16.2 10.3,24.5 8.4 4.8,14.4 77 57,102 5.5 3.6,82 7.1 44,111
152606345 GG 12.8 8.9,18.1 10.5 7.4,14.6 12.3 9.2,16.2 10.1 8.2,12.4 717 66.1,76.8 69.8 64.3,74.7 74.9 67.7,80.9 65.4 58.4,71.8 384 31.0,46.3 403 36.5,44.2 356 27.6,44.6 343 30.8,38.0
GT 45.7 36.9,54.7 46.7 415,519 41.5 379,452 47.0 43.4,50.6 252 20.2,31.0 277 232,327 22.6 17.4,289 318 26.1,38.2 45.2 38.0,52.5 453 42.1,48.5 50.7 41.5,59.9 46.4 39.6,53.3
TT 41.5 340,494 42.9 38.2,47.6 46.2 41.8,50.7 429 39.7,46.2 3.0 1.8,52 2.5 1.4,42 2.5 14,45 2.8 0.9,7.9 16.5 12.9,20.8 14.4 119,172 13.7 10.5,17.6 19.3 13.8,26.3
CYP1A2 rs11854147 cC 522 44.3,59.9 482 44.5,51.9 49.2 45.8,52.7 49.0 46.2,51.8 6.3 4.4,9.0 9.9 7.5,13.1 7.8 53,114 8.8 6.1,12.5 15.1 9.9,22.3 149 12.6,17.6 221 15.3,30.9 14.6 11.6,18.1
CT 36.8 29.8,44.4 403 373,434 386 354,419 385 34.8,42.2 369 30.2,44.3 39.2 357,427 36.3 32.1,40.7 43.6 34.2,53.5 44.2 37.5,51.1 44.9 40.8,49.0 422 36.3,48.4 47.6 41.6,53.6
TT 11.0 75,159 11.5 8.9, 14.7 122 9.4,15.6 12.6 10.6, 14.9 56.7 48.4,64.6 50.9 47.7,54.1 559 52.1,59.7 47.5 37.1,58.2 40.7 359,457 40.2 35.5,45.1 356 277,444 379 31.6,44.6
152069514 AA 0.2 0.0, 1.9 0.0 NA 0.4 0.0,2.9 0.0 NA 8.8 6.0, 12.6 52 35,77 715 5.5,10.2 43 22,82 14.4 9.0,22.1 11.8 9.4,14.8 10.5 6.6,16.4 13.7 9.6,19.1
AG 35 1.2,99 33 13,82 1.7 09,32 35 2.7,47 43.6 37.7,49.7 394 342,448 394 34.3,44.8 379 31.3,44.9 403 31.9,49.3 44.8 41.7,48.1 43.9 39.2,48.8 349 28.5,41.9
GG 96.2 90.0, 98.6 96.7 91.8,98.7 979 96.7,98.7 96.5 953,973 47.7 42.1,53.3 554 50.9,59.9 53.1 47.9,58.2 578 51.6,63.8 453 353,557 433 40.4,46.3 455 39.2,52.0 51.4 43.2,59.6
154886406 GG 7.9 49,125 8.8 6.6,11.6 8.4 5.6,12.5 7.8 6.5,9.4 9.0 7.0,11.3 13.6 112,164 17.1 129,223 15.8 10.3,23.5 7.8 5.7,10.6 8.0 5.7,11.1 5.0 33,76 6.9 4.4,10.7
GT 373 30.4,44.7 394 36.5,42.3 39.0 34.5,43.7 389 35.3,42.6 511 44.0,58.1 47.1 43.5,50.8 48.9 43.3,54.6 511 42.9,59.3 36.5 30.9,42.5 39.0 36.3,41.7 389 32.6,45.6 412 37.0,45.6
TT 548 47.4,62.0 51.8 48.5,55.1 52,6 48.8,56.3 533 49.7,56.8 40.0 33.5,46.9 39.3 354,434 34.0 28.5,40.0 331 26.5,40.3 55.7 49.9,61.4 53.0 49.7,56.3 56.0 49.6,62.3 51.8 47.2,56.4
CYP1B1 51056836 CcC 27.1 21.5,33.6 31.4 27.4,35.7 29.1 24.7,33.8 337 29.7,38.0 6.2 3.7,10.1 6.6 4.8,9.1 52 34,79 4.7 24,92 56.2 51.4,60.9 54.4 50.5,58.3 552 49.6, 60.6 58.4 53.0,63.6
CG 48.6 41.9,55.3 482 44.1,52.3 483 443,524 47.6 42.8,52.5 40.2 34.6,46.1 37.1 325,418 37.5 33.9,41.1 40.2 34.8,46.0 339 29.1,39.0 36.9 34.2,39.6 379 32.4,43.6 36.0 30.7,41.8
GG 24.3 17.0,33.4 20.4 169,243 226 183,275 18.6 15.1,22.7 53.6 48.1,59.1 56.4 51.9,60.7 57.3 53.0,61.4 55.0 48.3,61.6 9.9 7.3,13.3 8.7 6.7,11.4 7.0 4.8,10.0 5.6 26,116
rs1056837 CcC 27.0 21.2,33.7 31.5 27.7,35.6 29.1 24.9,33.6 35.1 30.9,39.5 7.8 52,11.4 7.6 55,104 6.9 4.8,10.0 6.0 34,104 575 53.2,61.8 54.8 50.6, 58.8 56.0 50.5,61.3 589 53.5,64.1
CT 48.0 41.9,54.2 482 44.0,52.3 483 44.5,52.2 47.0 42.0,52.1 435 39.3,47.8 38.1 327,438 39.8 35.1,44.8 4923 38.1,46.6 320 27.4,37.1 36.7 342,392 36.0 30.7,41.6 358 30.2,41.7
TT 25.0 18.0,33.7 203 17.1,24.0 226 183,274 17.9 14.5,219 48.7 443,532 54.3 49.2,59.3 532 47.8,58.6 51.6 45.7,57.5 10.4 7.6,14.2 8.6 6.1,11.9 8.1 5.8,11.1 53 2.6,10.6
5162557 cC 61.6 55.8,67.2 60.6 56.9, 64.1 57.0 50.3,63.5 583 54.9,61.6 63.8 57.7,69.5 61.0 56.2,65.7 61.5 57.3,65.6 579 528,629 71.4 66.2,76.1 76.8 73.0,80.2 74.8 69.9,79.2 80.8 75.7,85.1
CT 353 29.4,41.7 334 287,384 36.6 31.2,42.3 36.5 33.2,40.0 318 26.1,38.1 333 28.6,38.4 34.8 30.4,39.5 392 34.4,443 259 21.5,309 21.8 18.2,26.0 23.1 19.0,27.7 18.4 13.7,24.1
TT 3.1 1.4,6.4 6.0 3.9,9.1 6.4 42,97 52 37,73 43 23,79 5.6 38,83 3.7 23,58 29 1.5,53 2.7 13,55 13 0.8,2.2 2.1 1.0,4.5 0.8 02,29
CYP2A6 rs1801272* AA 0.3 0.0,2.4 0.1 0.0,0.9 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.2 0.0,1.5 0.0 NA
AT 7.1 4.5,10.8 59 4.5,7.6 8.0 6.0, 10.6 4.7 32,69 0.9 03,24 0.8 0.4,1.4 2.1 1.0,4.5 1.4 0.4,4.1 3.1 1.9,49 4.6 3.0,6.9 35 24,50 34 1.5,7.5
TT 92.6 89.0,95.1 94.0 923,954 92.0 89.4,94.0 95.3 93.1,96.8 99.1 97.6,99.7 99.2 98.6,99.6 979 95.5,99.0 98.6 95.9,99.6 96.9 95.1,98.1 95.4 93.1,97.0 96.4 94.9,97.5 96.6 92.5,98.5
CYP2C19 rs4986893* AA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA
AG 0.0 NA 0.1 0.0,0.6 0.4 0.1,1.7 03 0.1,12 0.0 NA 03 0.1,1.2 0.5 0.1,2.1 03 0.0,2.5 0.0 NA 0.3 0.1,1.1 0.1 0.0, 1.1 0.5 0.1,3.1
99.4, 100. 100.
GG 100.0 NA 99.9 100.0 99.6 98.3,99.9 99.7 98.8,99.9 0 NA 99.7 98.8,99.9 99.5 97.9,99.9 99.7 97.5,100.0 0 NA 99.7 98.9,99.9 99.9 98.9,100.0 99.5 96.9,99.9
154986894 cC 1.1 03,35 1.6 1.0,2.6 24 1.1,49 2.1 12,34 4.6 2.6,7.9 4.0 2.6,6.2 2.8 1.6,4.8 3.7 22,60 0.9 02,42 1.6 0.9,3.0 1.2 0.4,3.6 0.6 0.1,29
CT 21.8 16.5,28.3 249 215,287 21.8 189,249 249 214,287 29.4 24.5,34.7 285 254,318 27.7 233,325 336 28.0,39.7 17.0 141,203 20.1 16.3,24.7 18.5 14.1,239 23.8 20.0,28.1
TT 77.1 69.8,83.0 73.5 69.2,77.3 759 71.8,79.5 73.1 69.2,76.6 66.1 61.5,70.3 67.5 63.9,70.9 69.5 64.1,74.5 62.7 57.0,68.2 82.1 78.2,85.5 78.3 73.0,82.7 80.3 75.2,84.5 75.6 70.9,79.7
CYP2C9 51057910 AA 87.7 81.9,91.7 88.5 84.8,91.5 86.0 81.5,89.6 85.6 83.4,87.6 972 94.2,98.7 97.6 95.4,98.8 98.5 95.9,99.4 98.6 96.0,99.5 93.3 88.4,96.2 922 89.8,94.2 90.9 86.8,93.8 94.4 90.3,96.9
AC 12.0 7.9,17.7 10.5 7.6,14.5 13.6 10.0,18.2 139 121,158 238 2.4 1.2,4.6 1.4 0.5,4.1 1.4 0.5,4.0 6.2 33,113 7.8 58,102 9.0 6.0,13.3 5.6 3.1,97
cC 0.4 0.1,1.6 0.9 0.6,1.3 0.4 0.1,1.3 0.5 0.1,1.9 0.0 0.0 NA 0.2 0.0,1.2 0.0 NA 0.5 0.1,3.7 0.0 NA 0.1 0.0,0.9 0.0 NA




Non-Hispanic white Non-Hispanic black Mexican-American
; Age (years) Age (years) Age (years)
Variant
Gene symbol (dbSNP ID)* Genotype
12-19 20-39 40-59 > 60 12-19 20-39 40-59 > 60 12-19 20-39 40-59 > 60
% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
CYP2E1 rs2031920 cc 95.5 92.7,973 96.0 92.9,97.8 95.7 93.3,973 95.0 93.0,96.5 98.6 97.0,99.4 98.6 97.9,99.1 98.3 96.3,99.2 98.3 94.8,99.5 82.1 79.3,84.6 71.7 75.1,80.2 82.2 76.7,86.6 79.7 72.6,85.3
CT 39 1.8,8.4 4.0 22,71 43 2.7.6.7 4.7 33,68 1.4 0.6,3.0 1.4 09,2.1 1.7 0.8,3.7 1.7 05,52 16.6 14.3,19.2 214 18.5,24.5 16.6 12.6,21.7 19.8 14.1,27.1
TT 0.5 0.1,3.6 0.0 NA 0.0 NA 0.2 0.0, 1.1 0.0 NA 0.0 NA 0.0 NA 0.0 NA 1.3 04,43 0.9 03,27 1.2 04,35 0.5 02,18
CYP3A4 1s2740574* AA 95.5 92.1,97.5 92.3 89.0,94.7 92.2 89.2,94.4 90.9 89.4,92.3 153 11.9,19.3 133 11.0,16.0 14.4 11.0, 18.6 11.9 9.5,14.7 84.5 81.7,87.0 85.1 82.1,87.6 86.2 82.3,89.4 87.4 80.1,92.3
AG 4.5 25,79 7.4 5.1,10.6 6.6 4.4,9.8 8.9 75,104 38.6 34.0,433 46.5 43.2,49.7 44.1 37.9,50.4 47.0 40.6, 53.6 15.5 13.0,18.3 13.9 11.6,16.6 13.1 10.3,16.6 1.2 7.0,17.5
GG 0.0 NA 0.3 0.0,2.7 1.2 04,38 0.2 0.0, 1.1 46.2 41.1,51.3 40.2 37.2,433 41.6 35.9,475 41.1 35.6,46.9 0.0 NA 1.0 05,23 0.6 0.1,32 1.4 0.3,5.6
F2 rs1799963 AA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA
AG 1.9 0.8,4.2 1.4 0.6,3.2 32 1.8,5.6 28 1.9.4.1 0.6 02,24 0.5 02,1.6 0.4 0.1, 1.6 0.5 0.1,2.1 1.8 0.6,5.4 24 14,39 2.0 1.1,3.7 29 11,72
GG 98.1 95.8,99.2 98.6 96.8,99.4 96.8 94.4,98.2 97.2 95.9,98.1 99.4 97.6,99.8 99.5 98.4,99.8 99.6 98.4,99.9 99.5 97.9,99.9 98.2 94.6,99.4 97.6 96.1,98.6 98.0 96.3,98.9 97.1 92.8,98.9
F5 1s6025% AA 0.0 NA 0.0 NA 0.0 NA 0.1 0.0,0.6 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.1 0.0,0.7 0.0 NA 0.0 NA
AG 55 34,88 4.4 2.6,7.6 6.8 51,90 4.0 2.4,6.6 1.7 07,43 1.1 06,23 1.6 0.6,4.2 03 0.0,2.4 2.8 1.1,6.8 1.7 1.0,2.8 1.9 0.7,4.7 2.1 0.7,58
GG 94.5 91.2,96.6 95.6 92.4,97.4 93.2 91.0,94.9 95.9 93.3,97.5 98.3 95.7,99.3 98.9 97.7,99.4 98.4 95.8,99.4 99.7 97.6, 100.0 97.2 93.2,98.9 98.2 97.1,98.9 98.1 95.3,99.3 97.9 94.2,99.3
FAM82A rs163086* cc 533 44.5,61.9 59.3 54.5,63.9 59.7 54.2,65.0 64.6 61.2,67.8 60.7 54.9,66.3 65.5 60.8,69.9 65.6 62.7,68.3 68.3 61.2,74.6 74.6 68.1, 80.1 73.1 70.3,75.7 74.0 69.4,78.1 713 63.4,78.1
CT 37.6 313,443 35.1 30.6,39.8 355 30.7,40.6 314 28.6,34.4 354 30.2,41.1 31.6 27.3,36.2 303 27.3,33.6 29.7 229,374 235 18.4,29.5 239 21.7,263 24.0 19.1,29.6 26.5 20.5,33.5
TT 9.2 59.14.0 5.6 3.9,8.0 4.8 3.0,74 4.0 2.6,6.1 38 22,66 29 1.6,5.3 4.1 24,70 2.1 08,55 1.9 1.0,3.5 3.0 20,44 2.0 1.1,3.6 22 12,43
FCGR2A rs1801274 AA 26.4 204,334 233 20.8,26.1 258 22.0,29.8 25.7 22.8,28.8 25.1 20.0,30.9 20.1 17.5,23.0 215 18.5,25.0 229 18.0,28.7 29.8 27.0,32.7 23.1 20.3,26.1 21.9 17.1,27.5 17.6 13.2,23.0
AG 52.1 46.4,57.8 48.4 43.6,53.3 513 46.9,55.7 44.8 41.8,47.8 50.3 45.5,55.2 535 49.0,57.9 48.4 42.8,54.1 51.0 46.2,55.7 47.1 42.8,51.5 49.1 44.6,53.5 513 45.8,56.9 56.5 50.0,62.8
GG 215 16.2,27.9 28.2 24.2,32.6 229 18.9,27.5 29.6 25.8,33.6 24.6 20.5,29.2 26.4 22.4,30.8 30.0 25.1,354 26.1 20.8,32.1 23.1 19.7,26.9 279 25.2,30.7 26.8 22.5,31.6 26.0 185,352
FGB rs1800790 AA 39 1.9,7.8 2.8 2.0,4.1 33 22,50 43 29,62 0.4 0.1,1.8 0.6 02,1.6 0.9 0.3,3.0 0.6 0.1,3.0 35 1.8,6.7 2.4 1.4,38 25 1.0,5.7 1.0 03,35
AG 33.0 25.4,41.6 342 31.4,37.0 29.4 25.2,34.0 31.0 28.6,33.5 12.1 8.5,16.9 9.9 7.6,12.7 9.7 72,129 6.9 4.4,10.5 24.7 19.4,30.8 264 21.3,323 21.6 19.4,24.1 25.1 21.0,29.6
GG 63.1 53.8,71.6 63.0 59.8,66.0 67.3 62.8,71.5 64.7 62.4,66.9 87.5 82.7,91.2 89.6 86.8,91.8 89.4 86.1,92.0 92.5 89.1,94.9 71.9 66.5,76.7 71.2 65.4,76.4 75.9 73.7,78.0 73.9 68.8,78.4
IL10 rs1800871 cc 62.3 53.3,70.5 56.1 51.8,60.3 60.5 54.9,65.8 574 53.2,61.4 37.7 332,424 37.0 34.3,39.7 354 29.9.41.2 344 27.1,42.4 39.0 34.2,44.1 41.2 352,475 353 30.3,40.7 375 31.2,443
CT 27.7 20.6,36.0 36.4 31.1,42.0 354 30.7,40.3 35.7 32.1,394 458 42.2,49.4 48.6 45.8,51.4 47.5 41.4,53.6 50.8 42.1,59.6 46.1 38.0,54.5 43.4 40.0,47.0 48.3 44.8,51.7 48.0 38.7,57.3
TT 10.0 6.6, 14.9 75 4.7.11.8 4.2 27,63 7.0 4.9,9.9 16.5 12.6,21.3 14.5 11.9,17.5 17.2 14.0,20.8 14.8 11.1,19.5 14.8 10.1,21.3 153 12.1,19.3 16.4 123,215 145 10.6, 19.6
rs1800872 AA 10.1 6.7,14.9 7.6 4.8,12.0 45 3.0,6.8 6.9 4.8,9.9 16.6 13.2,20.7 14.0 11.5,16.8 16.6 12.7,21.2 13.6 9.8,18.7 142 9.7,20.3 15.1 11.9,19.0 16.3 12.4,21.1 14.1 10.2,19.2
AC 28.0 21.0,36.3 36.4 31.1,42.0 354 31.0,40.1 35.7 31.7,40.0 45.5 41.7,49.2 48.9 46.1,51.8 48.1 41.7,54.6 51.9 42.6,61.1 46.7 39.0,54.5 43.5 39.9,47.2 48.5 44.9,52.0 48.6 39.7,57.5
cc 61.9 52.9,70.2 55.9 51.5,60.3 60.1 54.5,65.5 573 53.2,61.4 38.0 33.5,42.7 37.1 34.5,39.8 353 29.9,41.2 345 27.1,42.7 39.1 343,441 41.4 35.5,475 352 30.1,40.7 373 313,438
rs1800896 AA 29.2 21.9,37.7 30.9 27.7,344 26.4 21.6,31.9 273 23.6,31.3 40.2 34.6,46.2 40.5 34.0,47.5 40.3 35.0,45.8 41.5 34.7,48.7 46.7 40.3,533 48.2 43.3,53.1 515 41.2,61.7 49.1 41.4,56.8
AG 474 40.1,54.8 46.5 41.9,51.1 50.4 45.5,55.2 523 48.6, 55.9 46.1 40.7,51.5 48.7 42.8,54.6 47.3 43.4,51.3 46.6 39.2,542 42.8 35.1,50.9 42.5 37.1,48.1 38.8 30.4,48.0 41.7 344,494
GG 234 17.6,30.5 225 19.4,26.0 232 19.1,27.9 204 17.8,23.4 13.7 10.3,17.8 10.8 9.0,12.8 123 8.9,16.8 1.8 8.9,15.6 10.5 74,145 9.4 7.0,12.4 9.7 5.7,16.0 9.2 6.3,13.4
IL1B rs1143623 cc 9.4 5.3.16.1 8.7 6.2,12.0 10.3 7.5,13.8 7.5 53,104 0.8 0.4,1.6 1.4 0.8,2.6 1.1 03,38 0.4 0.1,3.6 17.9 14.8,21.4 20.9 17.1,253 19.1 13.8,25.7 14.6 10.9,19.3
CG 41.2 31.8,51.2 383 35.3,415 39.8 34.0,45.9 38.2 34.1,425 224 17.5,28.1 21.7 18.4,25.4 17.0 13.0,22.0 19.2 13.6,26.5 429 36.4,49.7 479 44.5,51.3 47.7 40.1,55.5 50.9 44.6,57.1
GG 49.4 39.0,59.9 53.0 50.2,55.8 50.0 43.1,56.8 543 49.3,59.3 76.9 71.1,81.8 76.9 72.9,80.5 81.9 76.4,86.3 80.3 73.5,85.7 39.2 34.1,44.6 31.2 27.3,353 332 259,414 345 30.2,39.2
L4 s2243248 GG 0.8 0.1,7.1 0.3 0.1,0.7 0.5 0.1,2.1 0.4 01,13 2.7 13,53 2.5 1.7,3.7 2.7 1.1,6.1 1.7 0.5,5.1 1.8 0.8,3.9 1.7 0.7,4.2 25 1.0,6.0 1.6 08,33
GT 15.1 12.1,18.6 14.4 11.3,18.1 16.2 13.1,19.9 10.4 8.7,12.5 26.9 21.4,332 283 26.0,30.7 222 18.0,27.1 28.6 223,359 17.1 11.4,248 23.9 20.0,28.3 17.4 142,212 13.7 10.0, 18.3
TT 84.2 79.5,87.9 853 81.6,88.4 833 79.5,86.5 89.1 87.0,90.9 70.4 62.6,77.2 69.2 66.9,71.4 752 70.2,79.5 69.7 62.4,76.2 811 72.4,87.5 74.4 69.0,79.1 80.1 75.4,84.1 84.7 79.5,88.8
s2243250 cc 69.4 62.4,75.6 72.1 68.6,75.4 70.5 65.9,74.7 69.8 65.8,73.5 16.7 13.6,20.4 13.1 10.6, 16.0 13.6 10.4,17.7 14.7 9.9,21.2 36.5 32.9,403 325 26.3,39.5 355 28.8,42.8 363 31.0,42.0
CT 27.9 21.7,352 24.4 21.0,28.1 274 23.7,315 27.6 242,314 43.0 37.2,49.1 44.9 40.4,49.4 42.5 37.8,473 44.2 38.9,49.7 47.1 39.5,54.8 47.5 41.3,53.7 46.2 373,553 44.5 37.8,51.3
TT 2.7 12,59 35 21,58 2.1 1.2,39 2.6 17,39 40.2 34.6,46.1 42.0 38.0,46.2 439 39.7,48.2 41.1 353,471 16.4 11.2,235 20.0 18.2,21.9 18.3 13.3,24.6 19.2 13.7,26.4
s2243270 AA 68.9 61.8,75.2 71.1 67.9,74.1 69.8 64.6,74.5 68.6 64.3,72.6 14.8 11.6,18.8 14.7 12.7,16.8 135 10.8, 16.6 15.8 11.2,21.8 37.1 34.1,40.2 334 27.3,40.2 359 29.1,432 36.6 313,423
AG 28.7 22.0,36.5 255 22.6,28.6 28.1 23.6,332 29.1 25.5,32.9 44.3 39.4,49.2 422 38.4,46.2 44.5 37.2,52.1 44.8 36.9,53.0 46.8 39.7,54.0 47.2 41.6,52.8 46.3 38.1,54.7 43.1 34.8,51.8
GG 2.4 1.0,5.6 3.4 20,57 2.0 1.2,3.5 23 1.3,4.0 40.9 36.0,46.1 43.1 38.5,47.8 42.0 35.9,483 39.4 32.5,46.8 16.1 11.0,22.9 19.4 17.5,21.4 17.9 13.2,23.8 204 13.5,29.4
IL4R rs1801275 AA 66.0 59.0,72.4 60.6 56.2,64.8 63.6 60.2,66.9 63.2 58.5,67.7 13.9 10.3,18.6 133 10.6,16.7 132 9.4,18.2 11.4 79,163 53.1 47.6,58.5 48.7 46.3,51.0 55.5 49.9, 60.9 53.7 48.7,58.6
AG 30.5 25.0,36.5 355 31.6,39.6 31.0 29.0,33.1 33.1 28.2,38.3 41.1 35.1,475 385 35.5,41.7 42.5 377,475 353 30.9,39.9 39.7 32.6,473 42.1 40.0,44.1 355 31.1,40.1 38.1 33.1,434
GG 3.6 1.5,82 39 29,53 53 32,88 3.7 26,54 44.9 38.9,51.1 48.1 44.6,51.7 44.3 38.7,50.1 533 48.1,58.4 72 4.8,10.8 9.3 7.1,12.0 9.0 6.5,12.4 8.2 4.7,14.0
rs1805015 cc 2.7 1.1,6.5 1.6 1.0,2.8 35 19,63 2.0 1.3,3.0 135 11.1,16.4 12.6 10.2,153 10.3 8.0,13.2 16.6 13.1,20.7 23 1.3,39 3.0 1.8,5.0 25 14,45 4.4 1.9,9.6
CT 21.8 15.9,29.2 273 243,305 27.6 24.8,30.7 27.0 24.1,30.2 524 47.6,57.2 46.7 42.2,51.2 50.5 46.5,54.5 41.7 35.5,48.1 26.7 21.4,32.8 26.3 22.9,29.9 243 20.4,28.6 234 19.7,27.6
TT 75.4 66.5,82.6 71.1 67.3,74.6 68.9 65.1,72.5 71.0 67.8,74.0 34.0 28.6,40.0 40.8 36.3,453 39.2 34.5,44.1 41.7 36.1,47.6 71.0 65.5,76.0 70.7 66.2,74.9 732 69.2,76.9 72.2 68.3,75.8
ITGA2 rs1126643 cc 304 24.5,37.0 342 30.8,37.7 363 31.0,42.0 35.6 33.0,383 49.8 422,574 479 43.6,52.3 47.0 43.1,50.8 51.6 44.5,58.6 26.9 21.7,32.9 315 29.1,34.0 30.8 27.5,343 303 26.1,34.8
CT 47.5 40.9, 54.1 50.6 46.5,54.6 45.1 40.5,49.7 49.4 46.6,52.2 41.6 34.8,48.8 42.7 38.8,46.7 47.5 43.6,51.4 42.5 36.4,48.9 524 46.1,58.6 48.4 45.7,51.1 523 47.4,57.2 49.2 44.2,54.2



Non-Hispanic white

Non-Hispanic black

Mexican-American

Gene symbol « ;,;Nn:?;) . Genotype Age (years) Age (years) Age (years)
12-19 20-39 40-59 > 60 12-19 20-39 40-59 =60 12-19 20-39 40-59 =60
% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
TT 22.1 15.9,30.0 15.2 11.8,19.5 18.6 15.0,22.8 15.0 12.8,17.4 8.6 6.5,11.2 9.4 6.3,13.7 55 4.0,7.6 5.9 33,104 20.6 16.8,25.2 20.1 17.6,22.9 16.9 12.6,22.3 20.5 15.9,26.0
ITGB3 rs5918 cc 1.7 05,52 3.1 1.6,6.0 2.6 13,50 2.6 1.8,3.7 1.0 05,17 0.9 04,19 1.6 0.7.3.4 0.8 02,32 0.0 NA 2.0 1.1,3.7 0.6 02,21 1.6 02,103
CT 25.1 19.7,31.6 274 24.4,30.6 28.4 24.5,32.8 26.4 24.2,28.7 16.4 13.6,19.7 18.4 15.5,21.9 18.7 15.5,22.4 17.2 12.2,23.7 15.1 9.7,22.7 17.8 15.4,20.5 16.1 13.3,19.2 16.8 11.7,23.7
TT 732 66.6,78.9 69.5 66.1,72.6 69.0 65.0,72.7 71.0 68.4,73.5 82.6 79.1,85.6 80.6 77.4,83.6 79.7 75.9,83.0 82.0 75.6,87.0 84.9 77.3,90.3 80.2 77.2,82.9 833 79.8,86.4 81.6 74.1,87.3
MBL2 rs11003125 cc 41.3 36.1,46.7 42.3 38.4,46.2 39.9 35.6,44.4 395 354,437 77.3 71.7,82.0 76.7 72.9,80.1 71.2 65.8,76.0 82.1 79.1,84.8 264 21.1,324 23.0 19.8,26.5 27.1 20.7,34.7 27.9 232,332
CG 43.6 37.7,49.7 42.5 38.3,46.9 49.6 44.0,55.1 46.4 43.2,49.6 21.1 16.9,26.1 224 18.7,26.6 254 21.2,30.0 155 12.1,19.6 47.3 41.8,52.8 49.3 46.9,51.8 458 39.0,52.7 49.1 43.8,54.4
GG 15.1 104,215 15.2 11.1,20.5 10.5 7.8,14.0 14.1 12.1,16.5 1.6 0.7,3.5 0.9 03,23 35 1.9,6.3 24 11,51 263 21.3,32.0 277 24.5,31.1 27.1 23.5,31.1 23.0 17.4,29.7
rs1800450 AA 39 1.9,7.6 2.8 21,39 1.8 1.1,3.1 35 22,58 0.7 02,25 0.3 0.1,0.9 0.4 0.1,19 0.0 NA 1.5 0.7,33 1.9 0.9,4.1 2.7 13,54 2.5 1.5,4.0
AG 235 17.1,31.4 21.7 18.1,25.7 26.6 222,315 224 19.4,25.8 11.0 77,154 6.2 4.6,8.2 6.6 44,99 7.5 49,114 23.7 17.9,30.6 24.6 20.7,28.9 26.5 21.8,31.6 28.7 23.6,34.4
GG 72.6 65.1,79.0 75.5 71.3,79.3 71.6 66.3,76.3 74.0 71.3,76.6 88.4 83.9,91.7 93.5 91.5,95.1 92.9 89.4,95.3 92.5 88.6,95.1 74.9 67.1,81.3 735 68.9,77.6 70.9 66.7,74.7 68.9 63.2,74.0
rs1800451* AA 0.0 NA 0.1 0.0,0.6 0.0 NA 0.2 0.0, 1.1 5.6 3.6,8.6 6.2 42,89 6.8 4.4,10.2 52 3.0.9.0 0.0 NA 0.0 NA 0.0 NA 0.0 NA
AG 2.7 1.6,4.7 4.5 33,62 2.5 1.5,4.1 4.8 3.9,6.0 348 29.0,41.2 34.1 29.5,39.0 334 29.5,37.5 36.8 30.2,43.9 43 29,62 4.7 3.0,7.2 6.4 44,92 6.0 4.0,8.9
GG 973 95.3,98.4 95.4 93.6,96.7 97.5 95.9,98.5 94.9 93.8,95.9 59.6 53.0,65.9 59.7 56.3,63.1 59.9 56.0,63.6 58.0 50.6, 65.0 95.7 93.8,97.1 953 92.8,97.0 93.6 90.8,95.6 94.0 91.1,96.0
rs5030737 cc 83.1 74.5,89.2 84.4 80.3,87.7 87.5 83.5,90.7 88.0 84.8,90.6 97.2 95.3,983 97.7 95.9,98.7 97.7 96.2,98.6 98.7 95.6,99.6 91.9 89.6,93.8 95.1 92.9,96.6 94.4 91.6,96.4 95.8 92.4,97.7
CT 15.7 10.1,23.6 14.6 11.2,18.8 122 9.2,16.1 11.4 8.8,14.7 28 1.7,4.7 23 1.3,4.1 23 14,38 1.3 04,44 7.7 6.1,9.7 4.8 33,69 5.6 3.6,8.4 38 2.0,7.1
TT 1.2 03,49 1.1 05,23 0.3 0.1, 1.1 0.6 03,12 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.4 01,19 0.1 0.0,0.6 0.0 NA 0.4 0.1,2.4
17096206 cc 4.7 2.1,10.0 57 43,7.6 4.8 2.8.8.1 52 34,78 20 12,33 1.9 1.1,3.2 3.0 1.7,53 22 0.9.5.1 3.7 1.7,8.2 1.9 1.1,3.5 1.6 0.6,4.2 2.0 0.9,4.7
CG 34.7 28.3,41.7 317 26.4,37.5 37.8 324,434 341 30.6,37.9 26.1 21.6,31.2 26.3 22.9,30.1 24.7 21.7,27.9 26.0 20.3,32.7 18.0 13.6,233 18.4 14.8,22.6 16.2 12.2,213 235 19.6,27.8
GG 60.7 54.0,67.0 62.6 56.8, 68.0 574 50.8,63.8 60.7 57.3,63.9 71.9 67.2,76.2 71.8 67.5,75.7 723 69.2,75.2 71.8 65.2,77.6 78.3 71.4,83.9 79.7 75.2,83.5 82.1 76.8,86.5 74.5 70.1,78.5
MTHFR rs1801131 AA 52.8 46.2,59.2 47.0 41.3,52.8 48.0 43.0,53.1 48.2 439,524 68.9 62.9,74.3 67.1 62.9,71.1 67.0 61.5,72.2 68.3 57.5,77.5 70.6 62.5,77.6 66.2 61.5,70.5 62.1 51.4,71.7 63.6 58.0,68.8
AC 395 33.8,455 43.8 39.1,48.6 39.2 35.1,43.4 40.8 35.9,459 27.7 223,338 29.1 25.5,33.1 303 25.6,35.5 28.1 19.9,38.1 24.7 19.7,304 30.7 27.0,34.5 34.6 259,445 33.0 26.8,39.7
cc 7.7 4.5,12.8 9.2 6.5,12.8 12.8 9.7,16.7 11.0 9.2,13.1 34 1.8,6.5 3.7 27,51 2.6 13,53 3.6 1.6,7.6 4.8 2.1,10.5 32 1.7,57 33 1.6,6.5 34 16,72
rs1801133 cc 46.9 36.7,573 47.7 41.8,53.7 46.1 40.8,51.4 44.2 40.7,47.9 77.4 72.2,81.8 77.7 75.3,79.9 79.9 75.7,83.6 76.0 69.6,81.3 28.4 22.6,35.0 311 28.1,342 33.1 26.8,39.9 28.2 239,329
CT 41.0 322,504 41.4 35.6,47.3 41.8 36.7,47.0 44.5 41.5,47.6 21.1 17.1,25.8 21.2 19.1,235 193 15.8,23.4 22.6 17.3,29.0 47.0 37.9,56.4 48.8 45.5,523 51.6 47.2,56.0 52.7 46.1,59.1
TT 12.1 8.0, 18.0 10.9 8.3.14.3 12.1 8.3,17.4 1.3 8.8,14.4 1.5 05,43 1.1 0.5,2.6 0.8 02,32 1.4 05,39 24.6 17.2,33.8 20.1 17.7,22.7 15.4 11.1,20.8 19.2 14.7,24.6
152066470* cc 84.7 77.8,89.8 83.9 79.1,87.8 80.9 77.5,83.8 78.4 75.0,81.5 82.8 76.6,87.7 83.6 80.6, 86.1 84.5 79.6, 88.4 825 74.9,88.2 89.6 84.4,93.2 88.7 86.2,90.8 83.6 78.2,87.9 84.6 81.3,87.4
CT 153 10.2,22.2 15.2 11.6,19.6 17.8 15.1,20.9 19.9 16.6,23.8 16.0 11.6,21.8 16.0 13.4,19.1 14.4 10.8,18.9 15.9 10.8,22.7 9.5 6.5,13.8 11.0 8.9,13.7 15.6 11.1,21.5 15.4 12.6,18.7
TT 0.0 NA 0.9 03,27 1.3 07,25 1.6 08,32 1.1 03,37 0.4 0.1, 1.1 1.2 04,32 1.6 0.6,4.2 0.9 02,43 0.3 0.1,1.2 0.8 02,28 0.0 NA
MTRR rs1801394 AA 254 18.5,33.8 20.1 15.9,25.0 272 21.7,33.6 19.4 16.4,22.7 50.9 46.2,55.5 47.2 42.8,51.8 56.1 49.7,62.3 515 47.6,55.3 542 46.5,61.7 55.8 50.9, 60.6 54.6 50.9,58.4 52.8 48.1,57.4
AG 48.6 42.1,55.1 529 47.8,57.9 45.1 38.7,51.7 48.2 44.6,51.9 38.5 34.7,42.4 44.7 40.8,48.6 35.8 30.9,41.0 433 39.5,473 39.2 32.5,46.4 37.6 322,433 36.4 32.8,40.1 40.7 36.1,45.6
GG 26.0 18.8,34.8 27.0 24.0,30.3 27.6 23.8,31.9 324 29.4,35.6 10.6 7.8,14.4 8.1 6.1,10.7 8.2 55,11.9 52 28,94 6.6 35,121 6.6 50,88 9.0 6.3,12.6 6.5 3.8,10.9
NAT2 rs1041983 cc 374 29.6,46.0 41.7 38.3,45.2 41.5 36.7,46.5 429 38.2,47.8 30.6 24.8,37.2 30.5 28.1,32.9 311 25.8,36.8 31.8 24.8,39.8 50.6 42.2,58.9 46.8 42.5,51.2 44.9 39.2,50.7 41.6 35.6,47.8
CT 50.3 39.5,61.2 45.7 42.4,49.0 47.1 41.6,52.6 44.2 39.1,49.5 46.3 41.6,51.1 46.3 43.1,49.7 46.2 41.8,50.7 453 38.6,52.2 384 30.3,47.2 42.6 38.8,46.4 45.7 40.2,51.3 47.2 40.6,53.8
TT 122 7.7.18.9 12.6 10.1,15.6 11.4 8.2,15.7 12.8 10.8,15.2 23.1 18.0,29.0 232 20.6,26.0 22.7 18.3,27.9 229 16.4,30.9 11.0 6.9.17.1 10.6 8.1,13.7 9.4 6.7,13.0 113 8.9,14.2
rs1208 AA 36.4 30.3,43.0 335 28.6,38.9 343 30.2,38.7 354 335,374 40.0 33.7,46.6 40.0 36.7,433 393 345,442 36.1 29.2,43.6 40.9 36.5,45.6 39.7 34.7,45.0 44.8 40.1,49.5 42.1 36.8,47.5
AG 48.1 41.3,54.8 49.9 44.9,55.0 48.8 42.8,54.9 47.5 44.6,50.4 43.7 393,482 43.4 39.6,47.3 45.8 40.7,51.0 49.7 41.8,57.6 47.6 41.0,54.3 47.0 42.5,51.6 45.1 38.9,51.4 40.5 35.0,46.3
GG 155 12.3,194 16.5 14.3,19.0 16.9 13.2,212 17.1 14.0,20.7 16.3 12.0,21.8 16.6 14.4,19.0 14.9 11.8,18.7 142 10.3,19.4 11.4 6.8,18.7 133 110,159 10.2 77,133 17.4 11.5,25.6
rs1799930 AA 10.7 71,158 10.4 8.0,13.5 9.0 6.3,12.7 10.7 8.9,12.9 9.8 6.6,14.5 8.9 6.7,11.6 6.2 4.4,8.6 10.9 6.9,16.8 32 1.7,58 29 1.6,5.3 34 1.5,7.5 4.7 28,76
AG 46.0 37.2,55.1 44.0 40.6,47.4 45.5 39.9,51.3 42.6 38.1,47.2 36.6 30.8,42.9 38.1 35.5,40.9 41.4 34.2,49.0 37.8 30.7,45.5 273 20.5,35.2 29.8 25.7,342 29.6 24.2,35.6 32.6 25.0,41.3
GG 433 35.0,52.0 45.6 41.9,49.4 454 40.8, 50.1 46.7 42.9,50.5 53.6 46.1,60.9 53.0 49.5,56.5 524 44.9,59.7 513 44.6, 58.0 69.6 61.5,76.6 67.3 63.1,71.2 67.0 60.9,72.7 62.7 54.3,70.3
rs1801279 AA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.6 0.1,3.9 0.4 0.1,1.5 0.2 0.0, 1.5 0.2 0.0,2.1 0.0 NA 0.0 NA 0.0 NA 0.1 0.0,0.7
AG 0.0 NA 0.0 NA 0.1 0.0, 1.0 0.2 0.1,0.7 14.3 10.6, 19.0 14.8 124,175 16.7 13.1,21.0 12.8 10.1, 16.1 1.2 05,33 0.7 03,1.8 1.5 0.5,3.8 0.8 0.2,3.6
100.
GG 100.0 NA 0 NA 99.9 99.0, 100.0 99.8 99.3,99.9 85.1 79.5,89.4 84.8 82.1,87.2 83.1 78.9, 86.6 87.0 83.8,89.6 98.8 96.7,99.5 99.3 98.2,99.7 98.5 96.2,99.5 99.1 97.2,99.7
rs1801280 CcC 14.1 10.1,19.2 17.3 14.8,20.1 17.8 14.1,22.1 19.2 15.6,23.4 9.0 6.1,12.9 10.5 83,132 8.6 6.3,11.5 6.1 3.0,12.1 9.1 4.5,17.5 10.7 82,13.8 8.5 5.8,12.3 13.8 9.3,19.8
CT 527 45.2,60.0 50.3 46.3,54.3 48.8 43.6,54.1 46.5 42.8,50.3 39.6 34.7,44.7 394 35.9,43.0 39.5 339,455 45.2 36.4,544 46.1 40.8,51.5 45.1 40.8,49.6 43.2 37.4,49.1 39.3 342,447
TT 333 27.5,39.5 324 28.0,37.2 334 29.8,37.2 343 31.5,37.2 51.5 44.9,58.0 50.1 47.2,53.0 519 46.9,56.9 48.7 42.3,55.0 44.8 39.7,50.0 44.2 39.5,49.1 483 41.7,55.0 46.9 41.1,52.7
NOS2A 51800482 cC 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.5 0.1,1.5 0.7 0.2,3.0 0.9 02,34 0.0 NA 0.0 NA 0.4 0.1,32 0.0 NA
CG 0.2 0.0,1.8 0.0 NA 0.0 NA 03 0.1, 1.1 9.7 6.4,14.5 11.0 8.5,14.1 13.6 10.1,18.2 11.6 8.9,14.9 0.2 0.0, 1.7 0.7 03,15 0.0 NA 0.1 0.0,0.5
98.2, 100. 100. 99.5,
GG 99.8 100.0 0 NA 0 NA 99.7 98.9,99.9 90.3 85.5,93.6 88.6 85.1,91.3 85.6 81.0,89.3 87.5 84.1,90.3 99.8 98.3,100.0 99.3 98.5,99.7 99.6 96.8,99.9 99.9 100.0
100.
1s9282799 cC 100.0 NA 0 NA 99.9 99.4,100.0 99.8 99.0,99.9 91.7 87.6,94.5 90.1 88.1,91.8 90.2 88.1,92.0 95.8 933,974 98.4 96.0,99.4 99.2 98.0,99.7 100.0 NA 99.0 93.2,99.9
CT 0.0 NA 0.0 NA 0.1 0.0,0.6 0.2 0.1, 1.0 715 5.0,11.3 9.7 8.0,11.7 9.8 8.0,11.9 42 2.6,6.7 1.6 0.6,4.0 0.8 0.3,2.0 0.0 NA 1.0 0.1,6.8
TT 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.8 02,25 0.2 0.1,0.9 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA




Non-Hispanic white

Non-Hispanic black

Mexican-American

Gene symbol « ;,;Nn:?;) . Genotype Age (years) Age (years) Age (years)
12-19 20-39 40-59 > 60 12-19 20-39 40-59 =60 12-19 20-39 40-59 =60
% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
NOS3 rs1799983 GG 46.1 38.5,53.9 43.4 39.4,475 48.6 44.0,53.2 44.9 41.6,48.1 74.1 70.0,77.8 74.4 69.8,78.6 77.0 71.6,81.6 73.5 69.1,77.4 65.4 61.0, 69.6 65.7 59.8,71.0 65.8 60.0,71.1 57.8 50.7, 64.6
GT 43.4 35.3,51.8 44.3 40.0,48.6 423 36.9,47.8 458 41.9,49.7 25.0 21.3,29.2 243 20.2,29.0 228 18.1,28.2 242 19.6,29.5 29.4 24.7,34.6 30.9 26.0,36.3 29.9 24.7,35.8 363 28.7,44.6
TT 10.5 6.8,16.1 12.4 9.6,15.7 9.2 7.1,11.7 93 7.6,11.4 0.9 04,21 1.3 0.6,2.7 0.3 0.0,1.9 23 0.9,6.0 52 31,88 34 24,50 43 25,73 59 39,89
rs2070744 cc 143 10.3,19.6 16.2 13.0,20.1 142 11.1,18.1 15.7 12.9,18.9 1.6 0.8,3.1 1.8 1.0,3.2 0.9 03,24 2.1 12,34 8.9 53,146 6.6 53,83 58 4.0,83 1.1 8.8,13.9
CT 44.1 39.4,49.0 49.2 455,529 47.5 43.9,51.1 47.0 44.0, 50.0 229 19.2,27.1 279 247,314 29.4 24.4,35.0 26.5 20.5,33.6 373 30.4,44.7 352 31.6,39.0 35.6 29.9.41.6 35.1 30.0,40.6
TT 41.5 36.1,47.2 34.6 31.2,38.1 383 32.8,44.1 373 34.3,40.4 75.5 71.0,79.6 70.3 66.9,73.4 69.7 63.6,75.2 71.4 64.2,77.7 53.8 46.7, 60.8 58.1 54.4,61.7 58.7 53.0,64.1 53.8 47.6,59.9
NQO1 rs10517 cc 74.5 68.6,79.5 74.8 70.0,79.1 76.0 72.1,79.6 76.4 73.4,79.1 73.9 68.6,78.5 74.1 70.4,77.5 73.9 69.7,77.7 73.7 66.5,79.7 89.5 82.3,94.0 87.7 84.7,90.1 84.5 79.4,88.4 85.9 82.0,89.1
CT 23.0 18.6,28.1 238 19.7,28.5 22.0 18.9,25.4 22.0 19.2,249 24.0 19.3,29.4 242 20.8,28.0 253 21.7,29.3 23.6 17.6,30.8 9.9 5.6,16.8 123 99,153 15.4 11.4,20.5 132 10.3,16.8
TT 2.6 13,50 1.4 09,2.1 2.0 0.9.4.4 1.7 0.9,3.1 2.1 0.8.5.6 1.7 0.8,3.6 0.8 03,21 28 14,52 0.6 0.1,2.6 0.0 NA 0.1 0.0, 1.0 0.8 02,34
rs1800566 cc 60.2 524,675 64.6 59.6,69.3 66.8 60.8,72.3 64.5 60.0, 68.7 67.8 63.6,71.8 63.1 59.7,66.3 68.1 62.2,73.4 67.6 62.6,72.3 394 32.9,46.3 424 39.3,45.6 36.2 31.6,41.1 41.5 35.7,47.6
CT 357 28.9,43.2 325 28.1,37.2 29.1 23.8,35.0 322 28.5,36.2 29.2 24.6,343 327 29.2,36.4 29.5 24.4,35.1 28.5 24.1,333 423 35.5,49.4 44.3 41.5,47.2 514 454,572 46.4 40.5,52.4
TT 4.1 2.1,7.6 29 22,39 4.1 2.7.6.1 33 24,46 29 15,56 4.2 3.0,6.0 25 14,44 39 2.1,7.0 183 14.4,22.9 133 11.5,15.3 12.4 9.3.16.5 12.1 92,159
rs34755915 AA 0.0 NA 0.0 NA 0.0 NA 0.2 0.0,1.8 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA
AG 4.0 19,84 3.7 24,56 34 22,53 32 23,45 0.2 0.0, 1.4 12 04,33 0.7 0.2,2.0 0.6 02,27 1.0 02,43 12 0.6,2.3 1.0 03,32 0.9 0.3,2.7
98.6,
GG 96.0 91.6,98.1 96.3 94.4,97.6 96.6 94.7,97.8 96.6 95.0,97.7 99.8 100.0 98.8 96.7,99.6 99.3 98.0,99.8 99.4 97.3,99.8 99.0 95.7,99.8 98.8 97.7,99.4 99.0 96.8,99.7 99.1 97.3,99.7
15689452 cC 76.6 71.3,81.2 71.0 724,809 78.1 74.5,81.4 782 75.0,81.1 73.6 68.3,78.2 74.2 70.8,77.3 74.7 70.3,78.6 74.4 67.0,80.5 89.9 829,942 87.8 84.4,90.6 85.0 80.1,88.9 86.4 81.7,90.1
CG 21.3 17.2,26.1 221 183,263 20.3 17.3,23.7 20.5 17.7,23.7 243 19.6,29.7 242 209,278 24.5 20.7,28.6 229 16.9,30.2 9.5 5.4,16.1 122 9.4,15.6 149 11.0,19.8 12.7 9.3,17.1
GG 2.0 09,45 1.0 0.5,1.8 1.6 0.6,4.1 1.2 07,23 2.1 0.8,5.7 1.6 0.8,3.5 0.8 0.3,2.1 2.8 14,52 0.6 0.1,2.6 0.0 NA 0.1 0.0, 1.0 0.8 02,34
5689453 AA 1.1 0.3,3.8 0.4 0.1,1.3 0.3 0.1,1.5 0.7 0.3, 1.6 03 0.1, 1.1 0.2 0.0,0.7 0.5 0.1,3.6 0.8 02,34 0.0 NA 0.7 03,18 0.8 0.2,3.1 0.6 0.1,3.8
AG 149 9.3,23.0 13.1 10.5,16.2 16.5 13.8,19.8 15.0 12.0,18.5 10.4 7.6,14.0 8.2 6.3,10.8 9.7 6.6, 14.1 11.5 7.5,17.1 10.1 5.4,18.0 9.5 7.1,12.6 9.5 6.6,13.6 5.0 32,78
GG 84.0 75.8,89.8 86.5 83.5,89.1 832 79.8, 86.1 84.3 80.9,87.2 89.3 85.8,92.1 91.6 89.1,93.6 89.8 85.7,92.9 87.7 82.5,91.5 89.9 82.0,94.6 89.8 86.3,92.5 89.7 85.7,92.6 94.4 92.7,95.7
0OGG1 rs1052133 CcC 60.9 54.1,674 62.1 56.4,67.5 62.0 56.2,67.5 59.3 54.7,63.7 70.8 65.8,75.4 67.4 62.9,71.6 74.8 70.9,78.3 65.1 59.9,70.1 47.7 40.5,54.9 443 39.6,49.0 40.7 36.1,45.5 45.4 39.6,51.4
CG 358 30.2,41.7 339 29.3,388 33.0 27.7,38.8 36.4 32.3,40.6 272 222,328 30.0 25.8,34.6 22.3 18.9,26.2 33.0 28.3,38.1 44.7 39.5,50.0 44.4 39.9,49.0 49.4 45.5,53.2 44.0 379,503
GG 33 1.5,7.0 4.0 27,58 4.9 2.7,87 43 29,63 2.0 0.8,4.6 2.6 1.5,45 2.9 1.3,6.5 1.9 1.1,32 7.7 49,119 11.4 9.6,13.4 9.9 6.4,14.9 10.5 7.9,13.9
PON1 rs662* AA 51.8 44.1,59.4 455 41.5,49.6 46.8 41.8,51.9 48.6 44.0,53.2 12.6 9.7,16.2 11.0 83,144 11.7 8.7,15.7 9.6 59,153 25.7 20.0,32.3 279 235,328 328 277,384 29.4 24.3,35.1
AG 41.6 33.8,49.8 44.4 399,489 40.4 355,455 42.1 37.6,46.8 43.6 38.7,48.7 42.7 40.0,45.5 43.7 38.8,48.6 43.2 36.9,49.7 56.8 50.1,63.2 49.5 44.5,54.6 453 39.9,50.8 44.1 36.8,51.7
GG 6.7 4.0,10.8 10.1 8.1,12.4 12.7 9.8,16.5 93 7.1,12.1 438 39.4,48.3 463 442,484 44.6 39.5,49.9 472 41.8,52.7 17.6 13.8,22.1 226 20.5,24.8 219 16.9,27.8 26.5 212,325
1s854560* AA 13.9 9.1,20.6 13.5 10.3,17.6 13.1 10.3,16.5 13.7 11.7,16.1 29 1.8,45 3.1 20,48 2.6 13,52 29 1.6,5.2 5.6 33,93 43 29,63 54 34,84 6.8 3.6,12.2
AT 49.7 43.0,56.5 423 373,474 44.0 38.4,49.7 45.0 41.6,48.5 289 23.7,34.6 29.8 270,328 309 25.4,37.0 304 25.7,35.5 38.7 34.0,43.5 34.1 30.1,38.3 389 33.2,44.9 352 30.2,40.4
TT 36.4 29.3,44.1 442 37.9,50.6 42.9 372,489 413 38.5,44.1 68.3 62.6,73.4 67.1 64.1,70.0 66.5 60.5,72.0 66.7 62.2,70.9 55.7 50.4,60.9 61.6 57.0,66.0 558 48.6,62.7 58.1 54.2,61.8
PPARG rs1801282 cC 74.5 67.2,80.6 76.1 725,794 74.7 70.4,78.7 774 74.7,79.8 95.4 91.1,97.6 94.9 93.4,96.1 94.5 91.3,96.5 959 91.9,98.0 719 73.0,82.1 75.6 72.6,78.3 76.9 73.8,79.8 79.6 73.1,84.8
CG 242 18.6,30.7 20.4 17.3,24.0 234 19.2,28.2 21.6 19.1,24.5 4.6 24,89 5.0 3.8,6.5 55 35,87 4.1 2.0,8.1 20.0 16.1,24.6 22.8 20.2,25.5 22.5 19.6,25.7 19.2
GG 1.4 0.3,5.6 35 24,50 1.9 0.7,4.5 1.0 0.5,2.1 0.0 NA 0.1 0.0,0.9 0.0 NA 0.0 NA 2.1 0.7,6.2 1.7 1.1,2.6 0.6 0.2,1.9 1.2
SERPINE1 151799762" 4G/AG 24.8 19.9,30.5 27.0 23.7,30.5 29.7 26.6,33.0 277 24.7,30.9 5.6 3.5,9.1 72 4.7,10.8 7.1 4.8,10.4 5.1 2.5,10.2 14.0 9.3,20.6 10.0 7.8,12.8 133 75,224 14.4 11.0,18.7
4G/5G 50.4 44.1,56.6 51.5 47.4,55.6 48.0 44.9,51.0 48.7 45.1,52.4 403 37.7,43.0 39.1 36.1,422 41.1 35.1,47.3 41.2 34.3,48.5 453 40.2,50.6 43.1 383,482 45.4 38.4,52.6 44.9 41.0,48.8
5G/5G 24.8 20.0,30.4 215 18.0,25.5 223 19.1,259 235 21.1,26.2 54.0 50.5,57.5 53.7 49.3,58.0 51.8 46.1,57.6 537 47.7,59.6 40.6 325,493 46.8 424,513 413 35.4,47.6 40.7 36.1,45.4
TGFB1 rs1982073 cC 17.6 11.2,26.6 14.6 115,183 17.3 15.3,19.6 16.9 14.2,20.0 14.6 11.6,183 212 184,243 20.0 16.6,23.8 229 174,294 25.5 21.1,304 28.1 25.3,31.1 24.6 214,282 27.5 21.5,34.5
CT 38.7 29.8,48.3 46.5 42.0,51.1 425 377,474 46.5 43.5,49.6 47.1 41.5,52.7 472 42.8,51.6 52.1 47.6, 56.6 45.1 37.0,534 52.1 46.5,57.7 46.0 42.6,49.4 44.1 37.8,50.6 47.9 40.8,55.1
TT 43.7 37.3,50.3 389 342,438 40.2 352,454 36.6 34.2,39.0 383 334,434 316 28.0,35.5 279 242,319 320 26.2,38.5 224 18.5,26.8 259 229,292 31.3 26.7,36.3 24.6 19.7,30.2
TLR4 s4986790* AA 85.1 78.7,89.9 87.2 84.6,89.4 87.2 84.0,89.9 87.2 83.6,90.1 84.8 80.4,88.4 84.3 81.4,86.8 88.5 85.0,91.2 86.2 80.9,90.2 96.4 92.7,98.3 94.6 92.6,96.1 95.4 89.8,98.0 94.7 89.9,97.2
AG 149 10.1,21.3 11.9 9.6,14.8 12.5 9.8,15.7 122 98,152 14.5 10.8,19.3 15.0 125,179 10.7 8.2,13.8 13.8 9.8,19.1 3.6 1.7,7.3 54 39,74 4.6 2.0,10.2 52 2.6,10.2
GG 0.0 NA 0.9 03,23 0.3 0.1,09 0.6 0.2,2.0 0.6 0.2,2.1 0.7 0.3,1.9 0.8 03,23 0.0 NA 0.0 NA 0.1 0.0,0.4 0.0 NA 0.2 0.0, 1.4
TNF rs1800629* AA 0.7 0.1,4.8 37 2.1,64 33 23,46 23 1.3,40 2.5 12,52 1.8 1.1,2.9 2.1 1.1,4.0 0.6 0.1,2.7 0.6 0.1,2.9 0.1 0.0, 1.0 1.1 0.6,2.2 0.9 03,29
AG 322 25.1,40.2 292 24.3,34.6 26.2 22.6,30.2 29.3 254,334 233 182,293 247 21.8,28.0 19.6 16.8,22.8 20.8 16.3,26.1 15.8 10.2,23.6 13.4 10.5,17.0 11.3 7.7,16.3 15.4 10.6,21.8
GG 67.1 58.9,74.3 67.1 61.5,72.3 70.5 66.4,74.4 68.4 64.5,72.1 742 68.6,79.2 73.5 69.8,76.9 78.3 75.1,81.1 78.6 72.8,83.4 83.6 74.9,89.7 86.5 82.9,89.4 87.6 82.6,91.3 83.8 77.1,88.8
rs1800750* AA 0.0 NA 0.1 0.0,0.8 0.0 NA 0.2 0.1, 1.1 0.0 NA 0.2 0.0,0.8 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA 0.0 NA
AG 1.9 0.7,5.6 2.8 1.5,5.1 24 1.1,53 23 12,45 4.1 24,69 5.7 4.3,7.6 2.9 1.6,5.3 42 1.9,89 39 26,57 4.4 3.1,6.3 6.1 38,98 7.7 4.9,12.0
GG 98.1 94.4,99.3 97.1 94.9,98.4 97.6 94.7,98.9 97.4 95.3,98.6 95.9 93.1,97.6 94.1 92.1,95.6 97.1 94.7,98.4 95.8 91.1,98.1 96.1 943,974 95.6 93.7,96.9 93.9 90.2,96.2 92.3 88.0,95.1
rs361525* AA 0.0 NA 1.4 0.8,2.4 0.4 0.1,1.8 03 0.1, 1.1 0.0 NA 0.0 NA 0.5 0.1,2.5 0.0 NA 0.4 0.0,2.9 0.0 NA 0.6 0.1,2.5 0.5 0.1,34
AG 10.9 77,152 11.4 9.0, 14.2 8.4 6.2,11.2 10.0 79,125 10.2 7.0, 14.7 93 7.1,12.1 5.1 3.1,82 6.0 3.4,10.3 10.2 7.9,13.1 12.4 10.4,14.8 9.1 59,138 11.6 8.8,15.0
GG 89.1 84.8,92.3 87.3 84.1,89.9 91.2 88.4,93.4 89.7 87.3,91.8 89.8 85.3,93.0 90.7 879,929 94.4 91.1,96.4 94.0 89.7,96.6 89.4 86.6,91.7 87.6 85.2,89.6 90.4 85.1,93.9 87.9 84.1,90.9




Non-Hispanic white

Non-Hispanic black

Mexican-American

Gene symbol « ;,;NH:I;;) . Genotype Age (years) Age (years) Age (years)
12-19 20-39 40-59 > 60 12-19 20-39 40-59 =60 12-19 20-39 40-59 =60

% 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI % 95% CI
VDR rs2239185 cc 24.7 16.2,35.7 26.8 23.0,31.0 256 21.0,30.8 23.6 19.9,27.8 16.7 13.3,20.7 183 15.0,22.1 16.2 13.5,19.4 23.6 18.7,29.2 333 25.6,42.1 32.6 29.3,36.1 38.6 322,454 33.7 26.6,41.6
CT 41.7 35.2,48.6 46.4 41.7,51.0 43.4 37.8,49.2 45.3 41.9,48.8 49.0 44.8,53.1 50.2 46.2,54.2 49.5 42.8,56.3 47.3 40.3,54.4 47.1 40.9,53.3 50.5 46.4,54.6 44.1 38.3,50.1 47.2 40.2,54.3

TT 33.6 25.2,43.1 26.8 23.8,30.1 31.0 26.8,35.5 311 27.7,34.7 344 29.6,39.4 315 28.4,34.8 342 28.7,40.2 29.1 23.9,35.0 19.6 15.3,24.8 16.9 14.4,19.7 17.3 11.9,245 19.1 12.8,27.5

rs731236 cc 16.7 11.5,23.6 143 12.3,16.6 16.8 13.9,20.2 15.4 12.2,19.2 4.4 24,78 78 6.4,9.4 8.1 6.3,10.5 7.8 5.6,10.6 52 3.3.8.1 4.7 33,66 4.4 23,83 71 42,117
CT 43.1 35.8,50.7 44.5 40.3,48.9 44.9 39.8,50.0 472 43.4,51.1 43.0 40.0, 46.0 41.6 38.6,44.6 43.1 37.7,48.7 393 33.8,45.2 36.7 32.6,41.1 38.9 354,424 374 324,426 345 29.6,39.6
TT 40.2 29.8,51.6 41.1 37.3,45.1 383 34.1,42.7 373 33.6,41.2 52.7 48.6, 56.7 50.6 47.2,54.1 48.7 43.2,54.3 52.9 47.0, 58.7 58.1 53.1,63.0 56.5 51.9,60.9 58.2 52.7,63.5 58.4 52.0,64.6

XRCC1 rs1001581 AA 12.0 74,189 16.1 13.0,19.7 16.1 13.6,19.1 14.9 12.3,18.0 14.5 11.7,17.8 13.4 113,158 14.6 115,183 18.4 13.6,24.5 8.7 59.12.8 8.4 6.5,10.7 10.9 85,139 10.3 7.8,13.5
AG 45.7 38.9,52.7 51.7 46.8,56.5 48.2 43.1,53.4 48.1 42.6,53.6 44.2 38.7,49.7 43.9 40.5,47.3 429 38.0,47.9 47.5 42.1,53.0 453 36.8,54.1 41.9 37.3,46.7 39.4 332,459 42.1 34.9,49.8
GG 423 31.7,53.6 322 28.2,36.6 35.6 304,412 37.0 33.5,40.6 41.3 36.2,46.6 42.8 38.1,47.5 42.5 379,473 341 28.1,40.5 459 37.3,54.8 49.7 44.9,54.5 49.7 43.1,56.4 47.6 40.5,54.8
rs1799782 cc 88.6 82.2,92.9 92.1 90.7,93.4 90.5 86.1,93.7 88.2 85.4,90.5 89.4 87.0,91.4 87.5 84.9,89.7 86.0 82.5,88.9 92.4 89.3,94.7 75.5 68.9,81.2 72.8 69.2,76.1 723 68.7,75.7 69.8 61.0,77.4
CT 1.1 6.7,17.9 7.6 6.4,9.1 9.1 6.2,13.1 1.5 92,142 9.7 7.8,12.0 123 10.2, 14.7 132 10.4, 16.6 6.8 4.7,9.7 225 17.3,28.8 243 22.0,26.9 26.0 22.7,29.7 252 18.7,33.2

TT 0.3 0.0, 1.9 0.3 0.1,0.8 0.4 0.0,2.9 0.3 0.1,12 0.9 02,34 0.2 0.0, 1.1 0.7 02,35 0.8 0.4,1.6 1.9 0.7,5.5 29 1.7,49 1.6 1.0,2.5 4.9 24,98

rs25486 AA 46.5 36.7,56.5 375 33.0,42.2 41.5 36.6,46.6 41.3 38.3,44.3 60.0 56.3,63.6 60.1 55.6,64.5 54.1 50.1,58.1 55.0 49.9, 60.0 545 47.8,61.0 55.8 52.1,59.4 55.8 49.3,62.1 53.6 45.9,61.1

AG 42.4 36.9,48.2 50.0 44.8,55.2 44.8 39.6,50.1 46.8 42.8,50.9 322 28.9,35.6 34.8 31.1,38.7 38.6 333,442 39.7 35.6,44.0 39.7 34.5,45.0 37.9 34.4,415 354 29.4,41.9 39.2 314,475

GG 11.1 6.3,18.7 125 9.7, 16.0 13.7 10.9,17.0 1.9 9.7,14.4 7.8 5.6,10.8 5.1 4.1,6.4 73 42,123 53 34,83 59 3.8,9.1 6.4 49,82 8.8 7.6,10.2 72 4.6,11.1

rs25487 AA 10.7 6.1,18.0 123 93,159 14.4 11.7,17.5 122 9.7,15.1 4.1 24,68 2.5 1.6,3.8 25 14,44 28 1.2,6.4 6.0 38,93 6.3 49,82 7.9 6.4,9.8 8.3 55,122
AG 42.8 37.0,48.8 49.9 44.4,55.4 44.7 39.4,50.1 46.9 42.4,51.5 25.1 20.5,303 24.0 21.1,27.2 29.1 24.9,33.6 28.8 24.4,33.6 39.9 35.5,445 37.7 34.0,41.6 35.7 29.7,42.1 37.6 30.0,45.8

GG 46.5 36.4,57.0 37.9 33.3,42.6 40.9 36.1,45.9 40.9 38.0,43.9 70.8 65.8,75.4 73.5 69.9,76.8 68.4 64.0,72.5 68.5 62.5,73.8 54.1 47.8,60.3 56.0 52.3,59.5 56.4 50.0, 62.6 54.2 46.9,61.3

1s25489* AA 0.0 NA 0.0 NA 0.1 0.0,0.5 0.4 0.1,12 0.0 NA 0.4 0.1, 1.6 0.2 0.0,2.0 0.1 0.0, 1.0 0.5 0.1,2.4 22 1.6,3.0 1.3 07,23 23 1.1,4.6
AG 78 5.0,12.0 8.3 6.1,11.1 75 5.0,11.2 7.1 52,98 7.6 5.0,11.6 6.1 47,79 4.9 35,69 9.0 55,145 24.8 18.2,32.8 222 19.4,25.1 183 14.8,223 18.7 15.2,22.9
GG 92.2 88.0,95.0 91.7 88.9,93.9 92.4 88.7,95.0 92.5 90.1,94.3 92.4 88.4,95.0 93.5 91.9,94.9 94.8 92.7,96.3 90.9 85.6,94.4 74.7 66.7,81.4 75.7 72.1,78.9 80.4 76.2,84.0 79.0 74.8,82.7

CI, confidence interval; NA, not applicable.
* P <0.05 after adjustment for race/ethnicity.

* Unique identifier in the Entrez SNP (single-nucleotide polymorphism) database at the National Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/projects/SNP/).
® Variant also known as rs1799768 and rs1799889.



