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Supplementary Fig. 1. Alignment of rice glutelin genes used for drawing a

phylogenetic tree.

Supplementary Fig. 2. Mapping of glutelin a4 gene and a phyllogenetic tree of

rice glutelins.

Supplementary Fig. 3. Alignment of GluD-1 cDNAs among cultivars
Nipponbare, Wataribune 2, Kasalath and Nona Bokra.

Supplementary Fig. 4. Alignment of GluD-1 among cultivars Nipponbare,
Wataribune 2, Kasalath and Nona Bokra.
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ATGGCAACTACTACCTCTCTATTGTCTTCCTGTCTCTGTGCTCTTCTCTTGGCTCCGCTCTTTAGCCAAGGTGTAGATGCATGGGAAAGCCGACAAGGGGCTTCCAGGCAGTGCAGATTT
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