Suplementary data

Spectrum from the protein identified with a unique peptide.
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Chromofungin_20 F011551 (FO13456)  |OPhosphogluconate dehydrogenase, WTAISALEYGVPVTLIGEAVFAR 67,7
decarboxylating - Homo sapiens (Human)




Relative Intensity
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Chromofungin_15-16 |F011547 (Fo13448) |C kDa glucose-regulated protein precursor - IEIESFYEGEDFSETLTR 110
Homo sapiens (Human)




Relative Intensity
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Chromofungin 10 F011542 (F013438) Actin, cytoplasmic 1 - Homo sapiens (Human) DSYVGDEAQSK 72,4




Relative Intensity
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Chromofungin_20

F011551 (FO13456)

Alpha-2-macroglobulin precursor - Homo sapiens
(Human)

GGVEDEVTLSAYITIALLEIPLTVTHP

VVR

91,3




Relative Intensity

100% ] 1 405,70 AMU, +2 H (Parent Error: -8,3 ppm)
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Chromofungin 14

F011546 (FO13446)

Alpha-enolase - Homo sapiens (Human)

GNPTVEVDLFTSK

62,3




Relative Intensity
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Beta-2-microglobulin precursor [Contains: Beta-2-
Chromofungin_13 F011545 (F013444) microglobulin form pl 5.3] - Homo sapiens DWSFYLLYYTEFTPTEK 53,7
(Human)




Relative Intensity
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Chromofungin_18 F011549 (F013452) Calponin-2 - Homo sapiens (Human) TWIEGLTGLSIGPDFQK 118




Relative Intensity
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100% 3012,48 AMU, +3 H (Parent Error: -17 ppm)
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Chromofungin_15-16

F011547 (FO13448)

F-actin-capping protein subunit beta - Homo
sapiens (Human)

DLYFEGGVSSVYLWDLDHGFAGVI

LIK 85,7




Relative Intensity
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100% ] 2 565,27 AMU, +3 H (Parent Error: 53 ppm)
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Genome polyprotein [Contains: P1 proteinase -
Chromofungin_6 F011538 (F013430) Lettuce mosaic virus (strain 0 / isolate French) VGIEVYGDDATMEHYFGAAYTEK 75,8
(LMV)




Relative Intensity
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Chromofungin_19 F011550 (F013454) | ClUtaminyl-peptide cyclotransferase precursor - | ey gy j. 60,8
Homo sapiens (Human)




Relative Intensity
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Glyceraldehyde-3-phosphate dehydrogenase,
Chromofungin_15-16 |F011547 (F013448) muscle - Jaculus orientalis (Greater Egyptian \é?(NAlNDPFlDLNYMVYMFKYDSTH 66,2
jerboa)




Relative Intensity
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Chromofungin_15-16 |F011547 (F013448) ?lfl?;sar:]c))ck protein HSP 90-alpha - Homo sapiens gLVILLYETALLSSGFSLEDPQTHAN 120
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Relative Intensity
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Chromofungin_13 F011545 (F013444) | -8ukocyte immunoglobulin-like receptor subfamilyf o\ \y 51 pspLLGLLVPGVSK 54,1
A member 3 precursor - Homo sapiens (Human)




Relative Intensity
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Chromofungin_13 F011545 (FO13444) | -OW @ffinity immunoglobulin gamma Fe region /e epowysvLEK 87,7
receptor I1I-B precursor - Homo sapiens (Human)




Relative Intensity
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Chromofungin_19 F011550 (F013454)  |Microtubule-associated protein RP/EB family FQDNFEFVQWFK 82,7
member 1 - Homo sapiens (Human)




Relative Intensity
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Chromofungin_17 F011548 (F013450) Myeloblastin precursor - Homo sapiens (Human) |VALYVDWIR 58,1




Relative Intensity
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Chromofungin_14 FO11546 (FO13446) Zlg?]zp_hst(')?]’g”;’asgi(;'ni'ZI'_'I‘E;Z;?Q”'atory subunit |y - SDPLTESSVVELINHYR 58,1




Relative Intensity
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Chromofungin_15-16 |F011547 (Fo1344g) |Frotein disulfide-isomerase A3 precursor - Homo |ry, |\ AvypyvDYEK 96,5
sapiens (Human)




Relative Intensity
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Chromofungin 15-16 |F011547 (F013448) Protein DJ-1 - Homo sapiens (Human) GPGTSFEFALAIVEALNGK 75,2




Relative Intensity
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Chromofungin_17 F011548 (F013450) Protein S100-A11 - Homo sapiens (Human) TEFLSFMNTELAAFTK 106




Relative Intensity
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Chromofungin_10

F011542 (FO13438)

Pyruvate kinase isozymes M1/M2 - Homo sapiens

(Human)
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Relative Intensity
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Chromofungin_19 F011550 (F013454) (RHausr-nrzlr?)ted protein Rab-11A - Homo sapiens $SLSFIETSALDSTNVEAAFQTILTEI 54.8




Relative Intensity
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Chromofungin_14 FO11546 (FO13446) (T:j:;]?ec'f'c gene 10 protein - Homo sapiens |0\ oy ek 55,6




Relative Intensity
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Chromofungin_13 F011545 (F013444) Thioredoxin - Homo sapiens (Human) TAFQEALDAAGDK 79,4




Relative Intensity
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Chromofungin_14 F011546 (F013446) THO complex subunit 4 - Homo sapiens (Human) :ELVSNLDFGVSDADlQELFAEFGTL 143




Relative Intensity
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Chromofungin_14 FO11546 (FO13446) (T:er:gﬁ;'te nuclear protein 1 - Homo sapiens LSIQPLTQEEFDFVLSLEEK 69




Relative Intensity

v10

100% . 2 099,04 AMU, +2 H (Parent Error: 8,6 ppm)
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Chromofungin_19 F011550 (FO013454) Transgelin-2 - Homo sapiens (Human) YGINTTDIFQTVDLWEGK 101




Relative Intensity
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Chromofungin_19 FO11550 (FO13454) (T;'anea?:;“phate isomerase - Homo sapiens VVLAYEPVWAIGTGK 89,9




Relative Intensity
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Chromofungin_19 F011550 (FO013454) Tropomodulin-3 - Homo sapiens (Human) SLNVESNFITGVGILALIDALR 122




Relative Intensity

v17+2H
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Chromofungin_14 FO11546 (FO13446) mﬁr;fiﬁ’]?at'conta'”'ng protein 1 - Homo sapiens -~ \v/r| wDSGSSVGEITGHNK 60,6




Relative Intensity

\i
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Castestatin 6  |F011558 (F013468) ﬁjﬂrr:;;ri’)tor"asm'c 1-Homo sapiens | ovyGDEAQSK 63,3




Relative Intensity

100% ] 1 590,79 AMU, +2 H (Parent Error: 26 ppm)
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Castestatin_14  |F011566 (F013485) |/\Clin-related protein 2/3 complex DTDIVDEAIYYFK 97,4
subunit 3 - Homo sapiens (Human)




Relative Intensity
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Castestatin_11  |F011563 (F013479) |/\Pha-1-acid glycoprotein 1 precursor - |\ eviasaFR 54,1
Homo sapiens (Human)




Relative Intensity
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Castestatin_16 |F011568 (F013490) ?&%ﬁ;ﬁ“”'”‘l - Homo sapiens LMLLLEVISGER 72,9




Relative Intensity

y13+2H
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Castestatin_14 F011566 (F013485) [Alpha-enolase - Homo sapiens (Human)|DYPVVSIEDPFDQDDWGAWQK 84,6




Relative Intensity

b13
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Beta-2-microglobulin precursor
Castestatin_11 F011563 (F013479) [[Contains: Beta-2-microglobulin form pl |DWSFYLLYYTEFTPTEK 62,4
5.3] - Homo sapiens (Human)




Relative Intensity

100% ] 1 988,99 AMU, +3 H (Parent Error: -36 ppm)
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Castestatin_ 12 F011564 (F013481) |Cofilin-1 - Homo sapiens (Human) KEDLVFIFWAPESAPLK 56,9




Relative Intensity

v9

100% ] b2 3 553,74 AMU, +3 H (Parent Error: 16 ppm)
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Castestatin_11 F011563 (F013479) [Filamin-A - Homo sapiens (Human) glé%?\l?g;(;FEYYPMVPGTYIVTITW 63,9




Relative Intensity

v9
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Castestatin_13  |F011565 (F0134g3) |63t shock 70 kDaprotein 1 - HOMo | e 1ty SpNOQPGVLIQVYEGER 69,3

sapiens (Human)




Relative Intensity

100% | 1 528,77 AMU, +3 H (Parent Error: 25 ppm)
+—Vv—+6—+—aA—+—H—F+—A—+G E } Y +G+—A— E —a—t L E I
R } E } L —A E —A—-G— Y } E G —+—A— —A—+G—+—v—7]
75% T
50% v yp
522,37
25% 1 y 2 b11foH 213+4H
' y6 _bg ] biO
7 | y7 L
O%_. |I|'|..||V'l.u |!.| Lol 1 er |' T b:!"l
0 250 500 750 1000
m/z

Biological sample|] MS/MS sample . . Mascot lon
Protein name Peptide sequence
name name score
Castestatin 8  |F011560 (F013472) |H€moglobin subunit alpha - Homo VGAHAGEYGAEALER 56,6

sapiens (Human)




Relative Intensity

100% ] 2 147,06 AMU, +3 H (Parent Error: 28 ppm)
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Heterogeneous nuclear
Castestatin_11 F011563 (F013479) [ribonucleoprotein A1l - Homo sapiens |GFGFVTYATVEEVDAAMNAR 64,4
(Human)




Relative Intensity
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Heterogeneous nuclear
Castestatin_12 F011564 (F013481) |ribonucleoproteins A2/B1 - Homo LFIGGLSFETTEESLR 113
sapiens (Human)



Relative Intensity

\4

100% . 1 264,63 AMU, +2 H (Parent Error: 45 ppm)
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Castestatin_10  |F011562 (F013477) |9 mobility group protein B2 - Homo |, -\ nysEqsak 57,1
sapiens (Human)




Relative Intensity

100% ] 1 806,89 AMU, +2 H (Parent Error: -34 ppm)
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Low affinity immunoglobulin gamma Fc
Castestatin_11 F011563 (F013479) [region receptor IlI-B precursor - Homo |AVVFLEPQWYSVLEK 60,5
sapiens (Human)




Relative Intensity

100% ] 1521,76 AMU, +2 H (Parent Error: 34 ppm)
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Castestatin_15 |F011567 (F01348g) |\\eutrophil collagenase precursor - TYFFVNDQFWR 84,7

Homo sapiens (Human)




Relative Intensity
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Castestatin_11  |F011563 (FO13479) E:‘O‘:zﬁ}h?tfdgfg‘:g';';”rge('::l”rg:r?) LYTLVLTDPDAPSR 83,3




Relative Intensity
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Castestatin_14 |F011566 (F013485) mﬂf";‘n?mo'All - Homo sapiens TEFLSFMNTELAAFTK 66,8




Relative Intensity

100% ] 1 638,81 AMU, +2 H (Parent Error: 22 ppm)
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Biological sample|] MS/MS sample Protein name Peptide sequence Mascot lon
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Castestatin_13  |FO11565 (F013483) |SSrum albumin precursor - Homo DVFLGMFLYEYAR 77,1
sapiens (Human)




Relative Intensity
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Castestatin_12 F011564 (F013481) '(I'|_I|—IUCI)T](;cr>]|;nplex subunit 4 - Homo sapiens kLVSNLDFGVSDADIQELFAEFGTL 137




Relative Intensity
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Castestatin_16 F011568 (F013490) [Transaldolase - Homo sapiens (Human)|LFVLFGAEILK 59,1




Relative Intensity
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Castestatin 13  |FO11565 (F013483) || /0POMyosin alpha-3 chain-Homo |, \pep) pr 60,2
sapiens (Human)




Relative Intensity

100% ] 1 701,84 AMU, +3 H (Parent Error: -52 ppm)
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Castestatin_14  |F011566 (F013485) |V asodilator-stimulated phosphoprotein - |\ \ e ry e ApvoELR 56,3
Homo sapiens (Human)




Relative Intensity

100% ] 2 631,27 AMU, +3 H (Parent Error: -20 ppm)
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Castestatin_16 F011568 (F013490) |Vinculin - Homo sapiens (Human) GILEYLTVAEVVETMEDLVTYTK 61,9




